Seq. No. 37466 Seq. ID 

Gene No. 76868 Strand 

Start 2410 End 

Name OJ990818_06 . 9C10 . C5 . o2 . gs Method 

Start 2410 End 

GI none . Score 

Exons - 2410.. 2568, 2761.. 2802 



OJ990818_06. 9C10.C5 

2956 
GENSCAN 
2802 
.7 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



.Seq. No. 

__Gene„Np_._.,., 
...S.t:art..., 

Name 

Start 

GI 

Exons 

GI Descrip. 



37466 Seq. ID OJ990818_06 . 9C10 . C5 
76868 Strand 

2410 End 2956 

OJ9908 18_06 .9010 .C5.ol.np Method AAT/NAP 

2413 End 2956 

6721559 Score 509 
2413. .2536, 2568. .2956 

(AP001073) hypothetical protein [Oryza sativa] 
gi I 6815084 Idbj IBAA90370.1 1 (AP001081) hypothetical protein 
[Oryza sativa] 

37467 ■ Seq. ID OJ9908 18^06 . 9C10 . C6 

■ J.6M9„ „„_.::,^ ■ „_Sirand/.. ^. 

...2.U,.::. ^..^Ericl AsA [ [ 

OJ990818_06'.9C10.C6.ol.np Method AAT/NAP' 

21 End 480 

6721560 Score 174 
21. .308, 347. .480 

(AP001073) hypothetical protein [Oryza sativa] 

gil 6815085 Idbj IBAA90371.il (AP001081) hypothetical protein 

[Oryza sativa] 



Seq. No. 


37467 


Seq. ID 


OJ990818_06. 9C10.C6 


Gene No. 


76870 


Strand 




Start 


1116 


End 


8540 


Name 


OJ990818 06.9C10.C6 


. o2.np Method 


AAT/NAP 


Start 


1116 


End 


8540 


GI 


' 4680183 


Score 


186 


Exons 


1116. .1205, 1815. .1885, 8523. .8540 




GI Descrip. 


(AF111709) gag-pol 


protein [Oryza sativa subsp. indica] 


Seq. No. 


37467 


Seq. ID 


OJ990818_06. 9C10.C6 


Gene . No . 


76870 


Strand. 




Start : 


1116 • - 


• ■ . ■ ' ~ End 


■;85'4'0 - ^ ■■-"•^ 


Name 


OJ990'818 Q6.9C10.C6 


.ol . ts • Method, 


TBLASTX": Soybean 


Start ■ 


7925 ■ " ' • • ■ 


■"''End ' 


"8175 ■ . ■ - - ■ ■ ■ • 


GI- ■ . ■ . 


- none . :- - . ■ ■ 


- ' . Score 


-■.42 ' - . . .:. - .:" 


Exons 


■7925. .7963, 7930. .8 


175, 8042. .8173 




Seq. No. 


37467 


Seq. ID 


OJ990818_06. 9C10.C6 


Gene No. 


76870 


Strand 




Start 


1116 


End 


8540 


Name 


OJ990818 06.9C10.C6 


.o3.np Method 


AAT/NAP 


Start 


7936 


, End 


8540' 


GI 


4115365 


Score 


257 


Exons 


7936.. 8540 






GI Descrip. 


{AC005957) putative 


retroelement pol polyprotein [Arabidopsis 



thaliana] 



37001 



BEST AVAILABLE COPY 




Seq. No. 


37467 




Seq. ID 


OJ990818_06.9C10 


.C6 


Hpnp No 


76870 ' 




Strand 






Start 


1116 




End 


8540 




Nam© 


OJ990818 06.9C10.C6, 


.ol . tw 








Start ' 


7951 




End 


8358 




ox 


none 




Score 


67 






7951.. 8358, 7985.. 8209 








Seq. No. 


37468 




Seq. ID 


OJ990818_06. 9C10 


.C7 


Gene No. 


76871 




Strand 






Start 


1 




End 


1129 




Name 


OJ990818 06.9C10.C7, 


. ol . np 


Method 


AAT/NAP 




Start 


1 




End 


1129 




GI 


4544372 




Score 


637 




Exons 


1..180, 241. .1129 










QJ De T" i D 


(AC006920) putative 


retroelement pol polyprotein [Arabidop: 




thaliana] 










Seq. No. 


. 37468 




Seq. ID 


OJ990818_06. 9C10 


.C7 




76871 




Strand 






Start ■ 


_.l_/.„^. . 




_End_ 


-L X z 




KI;3Tnp 


0 J arnai.a „o.6,. sci a.. _c7 


Ql,. ts/,. _ 


Method. 




„ — , . 


Start 


85 




End 


R ^ 4 




GI 


none 




Score 


o / 






85. .273, 98. .229, 274. .366, 378. .554, 


O / O . . O Oft 




Seq. No. 


37468 




Seq. ID 


OJ990818_06. 9C10 


.C7 




76871 




Strand 






start 


1 




End 


X JL Z 




Naiue 


OJ990818 06.9C10.C7. 


o2.tw 


Method 






Start 


172 




End 






GI 


none 




Score 


A Q 
fi y 




R vnn 


172. .273, 375. .569, 


378. .497, 


400. . 552 






Seq. No. 


37468 




Seq. ID 


OJ990818_06.9C10 


.C7 




76871 




Strand 






start 


1 




End 


1129 




Name 


OJ990818 06.9C10.C7. 


ol . tm 


Method 


TBLASTX: Maize 




Start 


241 




End 


701 




GI 


none 




Score 


69 




R von ■ 


, 241. .366, 242. .367, 


343. .552, 


378 . . 701 


, . 396. .701 ... 




Seq. No./ 


. 37468 




Seq. ID' 


OJ990818_06. 9Ci0 


.C7 




• -7 6871 ' ■ " ■ 




Strand- 






Start - 


1. • - ... ' ■ . 




End ' • 


1129 . ■ '.i: • 




Name 


■ •OJ990818 06.9C10.C7. 


ol.gs 


Method 


GENSCAN 




Start 


351 




End 


1023 




GI 


hone 




Score 


.67 




R V nn Q 


351.. 870, 899.. 1023 










Seq. No. 


37468 




Seq. ID. 


OJ990818__06. 9C10 


.C7 


Gene No. 


76871 




Strand 






Start ■ 


1 




End 


1129 




Name 


OJ990818 06.9C10.C7. 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


570 




End 


974 




GI 


none 




Score 


153 





37002 



tr von ^ 


S7n ft4? "=170 RQQ fi^7 ftfi7 


ftn4 R7S 






fi 97? <5T Q7? Q?Q Q74 
^xv..^/6./ ^xu..z7/^f 






Seq. No. 


37468 


Seq. ID 


OJ990818__06.9C10.C7 


Gene No. 


76871 


Strand 




Start 


1 


End 


1129 


Ma mo 
IN ctxuc 




Moi" h oH 


J. oxj.n.o 1 z\ . L id X C 


O L Cl X L. 


702 ~ 


End 


^ X o 




none 


Score 


X ^ ^ 




109 PQQ 70^ Rifi 790 fifi'^ 


871.. 918 




Seq. No. 


37469 


Seq. ID 


OJ990818_06.9C10.C8 


Gene No. 


76872 


Strand 




O L. d J. L. 


4 93 


End 


1980 


Name 


OJ990818 06.9C10.C8.ol.gs 


Method 




Start 


493 


End 


T Q Q n 
1 y o U 


GI 


none 


Score 


. 6 




493. .590, 863. .983, 1429. .1560, 1573.. 


1 QRD 




37470 


Seq. ID 


\J\JZ/Z/\JO±0 UO. -3V^XU.^^XU 




76873 


Strand 


+ 


Start " 


1- ■ - - 


■ End ■ 


4 62 - 


Name.-, ^ 


_ aJ99.Q8J.a,,..,0.6 .,.9X10..,C10 . Ql...np... 


...Me.thod-.l... 


.AAT./mE!...„ 


Start 


1 


End 


462 


GI 


1717755 


Score 


147 . 


F" von C3 


1..63, 284. .462 








TROPINONE REDUCTASE HOMOLOG (P29X) gi | 


539028 Ipirl |C48'674 




tropinone reductase homolog - 


jimsonweed gi 1424158 (L20475) 




29kDa protein; high homology 


to aa sequence of tropinone 




reductases [Datura stramonium 


] 




Seq. No. 


37470 


Seq. ID 


OJ990818_06. 9C10.C10 


Gene No. 


76873 


Strand 


+ 




1 


End 


462 


Name 


OJ990818 06.9C10.C10.ol.gs 


Method 


GENSCAN 




259 


End 


456 


O X 


none 


Score 


.99 


"p. von <=; 


259.. 456 






Seq. No. 


37470 


Seq. ID 


OJ990818_06. 9C10.C10 


Gene No . 


76873 


Strand 


+ 


O L. d X l_ 


.1. • . ■ ... 


End 


462 . , . . . 


M m o' '' ' " ' ' 


OJ9908r8 0"6'. 9cio:cio.oi;tw-- ' 


' Method' 


TBLASTX iwheat" ■■■ -'^ 


O L,dX L 


300' \ ■ ' ' - - 


End ■ 


453 


X 


hone' ' " ' * ' 


Score ■ 


17 9"^ ■ ■ ■ 


IZj (w* i i O ■ - ■ — - 


.. -3a0. .4.4 6, -301.^.453 . ~ ' , > . ■ 






Seq. No. 


37470 


Seq. ID 


OJ990818_06. 9C10.C10 


Gene No. 


76873 


Strand 


+ ■ 


Start 


1 


End 


4 62 


Name 


OJ990818 06. 9C10.C10.ol.tm 


Method 


TBLASTX: Maize 


Start 


'307 


End 


453 


GI 


none 


Score 


187 


Exons 


307. .453, 315. .446 






Seq. No. 


37470 


Seq. ID 


OJ990818_06.9C10.C10 


Gene No. 


76873 


Strand 


+ 



37003 



start 
Name 
Start 
GI 

Exons 

Seq. No, 

*Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

_,„^aeq.._No.. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 



OJ990818_06.9C10.C10.ol,ts 

307 

none 

307. .453, 315. .446 

37471 
76874 
437 

OJ990818_06.9C10.Cll.ol.gs 

437 

none 

437.. 520, 909.. 1064 

37472 
76875 
10 

OJ990818_06.9C10.C12.ol.gs 
10 

none 

10. .151, 229. .421, 680. .867 

76876 
1023 

OJ990818_06.9C10.C12.o2,gs 

1023 

none 



End 4 62 

Method TBLASTX : Soybean 

End 453 

Score 187 



Seq. ID OJ990818_06.9C10.C11 
Strand 

End 1064 

Method GENSCAN 

End 1064 

Score .81 



Seq. ID OJ990818__06.9C10.C12 
Strand 

End 8 67 

Method GENSCAN 

End 8 67 

Score .98 



. .„„Se.q..„.I D 0J3SDB IBJd 6...9Cia.-C 1 2,. 

Strand 

End 4010 
Method GENSCAN 
End 3935 
Score . 9 



1023. .1805, 1881. .1980, 2076. .2387, 2465. .3315, 3469. .3610, 
3793. .3935 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start- 
Name 
Start •'. 
GI- . ■ 
Exons 

Seq: No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



37472 
76876 
1023 

OJ990818_06. 9C10,C12.ol.np 
2255 
5911167 
2255. .2383, ■ 2461. ..4010 

(AF136221) putative transposase protein [Zea mays] 



Seq. ID OJ990818_06.9C10.C12 
Strand 

End 4010 

Method AAT/NAP 

End ' 4010 

Score 1201 



37472 
76876 

• 1023" ■• - • 

OJ9908 18_06 . 9C1Q . C12 . ol . tm 
2440' " ' ' 

■ none ' - . .. ... 



37472 
76876 
1023 

OJ990818_06. 9C10.C12.ol.tw 

2446 

none 

2446. .2826, 2531. .2785 



Seq.. ID OJ990818_06.9C10.C12 

Strand - . , 

End ' • - ^-OiO ' ■rrz.-.rr -.. 

Method TBLASTX: Maize 

End'- " 2907 ' • " ' ' 

Score . . 9.5- ' - ' ^- 



24 4 0. .2607, • 24 4 6. .2907, 24 65: .277 6 



Seq. ID OJ990818_06.9C10.C12 
Strand 

End 4010 

Method TBLASTX : Wheat 

End 2826 

Score 103 



Seq. No. 



37472 



Seq. ID OJ990818_06.9C10.C12 



37004 



Gene No. 


76876 


Strand 






Start 


1023 


End 


4010 




Name 


OJ990818 06.9C10.C12.ol.ts 


Method 


TBLASTX: 




Start 


2470 ~ 


End 


2877 




GI 


none 


Score 


103 




Exons 


2470. .2700, 2471. .2602, 2704 


..2877, 2705.. 2872 




Seq. No. 


37472 


Seq. ID 


OJ990818 


_06.9C10.C12 


Gene No. 


76876 


Strand 






Start 


1023 


End 


4010 




Name 


OJ990818 06. 9C10.C12.o3.tm 


Method 


TBLASTX: Maize 


Start 


2935 ~ 


End 


3150 




GI 


none 


Score 


81 




Exons 


2935.. 3138, 3041.. 3139, 3046 


. .3150 






Seq. No. 


37472 


Seq. ID 


OJ990818 


06 9C10 C12 


Gene No. 


76876 


Strand 






Start 


1023 


End 


4010 




Name 


OJ990818 06. 9C10.C12.o2.tm 


Method 


TBLASTX: 




Start 


3355 ~ 


End 


3785 




Gi 


none 


Score 


98 




Exons 


3,355 .^.3.531,_3362,.^.^35^32,„_35A2 


,.^.3600,,^.^/3591..,,.366J.,„ 


3 608 37 8 4 




..3~642..\.3_Z85„ ... I",.. „ 








Seq. No. 


37473 


Seq. ID 


OJ990818 


_06.9C10.C13 


Gene No. 


76877 


Strand 


+ 




Start 


1092 


End 


5594 




Name 


OJ990818 06 9C10 C13 ol as 


Method 


GENSCAN 




Start 


1092 ~ 


End . 


5594 




GI 


none 


Score 


.77 




Exons 


1092 1220, 4235 4339. 4875 


. .5594 






Seq. No. 


31A13 


Seq. ID 


OJ990818 


06 9C10 C13 


Gene No . 


76878 


Strand 


+ 




Start 


10592 


End 


16304 




Name 


OJ990818 06.9C10.C13.o3.np 


Method 


AAT/NAP 




Start 


10410 


End 


16304 




GI 


4378066 


Score 


1009 




Exons 


10410. .10467, 13841. . 16304 








GI Descrip. 


(AF098806) polyprotein [Sorghum bicolor] 






gi| 4 680208 |gb|AAD27571. 1 IAF114 171 12 


(AF114171) 


polyprotein 


: ,^ - ... . , 


[Sorghum bicolor] 








Seq. No. 


37473 


Seq. ID 


QJ990818 


_06.9cid.C13 


Gene No . 


, 76S78 ' ■ ■ " ■ • " " : 


■ " Strand 


_^ - . - 




Start: - . 


. 1.0-592-- - - ■ . .■ - .. ,". 


End 


- 16304"--.:.- 




Name 


OJ990818 06. 9C10.C13.o3.gs- 


Method 


•GENSCAN 




Start 


10592 


End 


15918 




GI 


none 


Score 


. 6 




Exons 


10592. .11009, 11063. .11152, 


11276. .11460, 11737 


. .12528, 




12831. .13189, 13327. .13603, 


13699. .14772, 14934 


. .15387, 




15416. .15918 








Seq. No. 


37473 


Seq. ID 


OJ990818 


_06.9C10.C13 


Gene No. 


76878 


Strand 


+ 




Start 


10592 


End 


16304 




Name 


OJ990818 06. 9C10.C13.o2.np 


Method 


AAT/NAP 





37005 




start 


13903 




End 


16304 




GI 


4206306 




Score 


966 




Exons 


13903. .16304 










GI Descrip. 


(AF049110) prpol [Zea mays] 








Seq. No. 


37473 




Seq. ID 


OJ990818 06.9C10 


.C13 


Gene No. 


76878 




Strand 


+ ~ 




Start 


10592 




End 


16304 




Name 


OJ990818 06.9C10.C13 


, o4 . np 


Method 


AAT/NAP 




Start 


15898 




End 


16304 




GI 


629693 




Score 


192 




Exons 


15898. .16304 










GI Descrip. 


probable integrase - 


common 


tobacco ( 


fragment ) 






gi 1 530742 1 emb|CAA56791 1 (X80830) integrase [Nicotiana tabaci 


Seq. No. 


37473 




Seq. ID 


OJ990818_06. 9C10 


.C13 


Gene No. 


76879 




Strand 






Start 


1 




End 


240 




Name 


OJ990818 06 . 9C10 .C13 


. ol . np 


Method 


AAT/NAP 




Start 


1 




End 


240 




GI 


2209031 




Score 


.159 




Exons_ 


...,1..„,.24 0._,_..,^ 








. 


GI Des.cr.ip. 


. . (AR00I569.) , ORE .of.. 1. . 


5.6.. kb.._ [,D.au,c.us , carota ] 




Seq. No. 


37473 




Seq. ID 


6J990818__06.9C10 


.C13 


Gene No. 


76880 




Strand 






Start 


7581 




End 


7778 




Name 


OJ990818 06. 9C10.C13 


.ol.gp 


Method 


AAT/GAP 




Start 


7581 




End 


7778 




GI 


2311364 




Score 


363 




Exons 


7581. .7778 










Seq. No. 


37473 




Seq. ID 


OJ990818_06. 9C10 


.C13 


Gene No. 


76881 




Strand 






Start 


13969 




End 


15020 




Name 


OJ990818 06.9C10.C13 


. o3 . ts 


Method 


TBLASTX : Soybean 




Start 


13969 




End 


14334 




GI 


none 




Score 


133 




Exons 


13969. .14193, 14200. 


.14334 








Seq. No. 


37473 




Seq. ID 


OJ990818_06. 9C10 


.C13 


Gene No. 


76881 




Strand 






Start ' • ^';"V' 


'13969"" " V ' • 




• ;End V' - 


vr5p20/;-r'.-' - 




Name 


OJ990818 06.9C10.C13 


. ol.tw . 


Method 


TBLASTX: Wheat 




Start " ' 


■ . 14131 ■ • - ' 




• "'End 


"14535^ ' ' " 




:Gi - '■ • . - 


■ none — 




■ Score.:- 


. 7.7: . ' * ■ 




Exons 


14131. .14187, 14136. 


. 14177, 


14182. .14 535,. 14190. .14 4 68, 






14191. .14535 










Seq. No. 


37473 




Seq. ID 


OJ990818_06. 9C10 


.C13 


Gene No. 


76881 




Strand 






Start 


13969 




End 


15020 




Name 


OJ990818 06.9C10.Cl3 


.o2.tm 


Method 


TBLASTX: Maize 




Start 


14185 




End 


14403 




GI 


none 




Score 


276 




Exons 


14185. . 14403, 14190. 


.14402 









37006 



Seq. No. 


37473 




Seq. ID 


OJ990818_06.9C10. 


C13 


Gene No. 


76881 




Strand 






Start 


13969 




End 


15020 




Name 


OJ990818 06.9C10.C13 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


14404 




End 


14862 




GI 


none 




Score 


536 




Exons 


14404. .14862, 14404. 


. 14799 








Seq. No. 


37473 




Seq. ID 


OJ990818_06.9C10. 


C13 


Gene No. 


: 7 68 81 




Strand 






Start 


13969 




End 


15020 




Name 


OJ990818 06.9C10.C13 


o2 , tw 


Method 


TBLASTX: Wheat 




Start 


14536 




End 


14856 




GI 


none 




Score 


197 




Exons 


14536. . 14856, 14553. 


14663 








Seq. No. 


37473 




Seq. ID 


OJ990818_06. 9C10. 


C13 


Gene No. 


76881 




Strand 






Start 


13969 




End 


15020 




Name 


OJ990818 06.9C10.C13 


o2.ts 


Method 


TBLASTX: Soybean 




Start 


14551 




End 


15020 




GI__ 


.,.,nQn^,, : 




^■„_Scpxe-,...:,^ 


„ • - 




.Exons.,. . 


.,,145 51 SaS32,. " U.5 a9 ... 


r46637 


..,,1.4 87 1,.„. 15.0 2 0 , . .1 4 8 7 6 . .. .1 4:9 8 3, . . 




Seq. No. 


37473 




Seq. ID 


OJ990818_06.9C10. 


C13 


Gene No. 


76882 




Strand 






Start 


15171 




End 


15579 




Name 


OJ990818 06.9C10.C13. 


ol. ts 


Method 


TBLASTX : Soybean 




Start 


15171 




End 


15579 




GI 


none 




Score 


148 




Exons 


15171. .15308, 15173.. 


15304, 


15329. .15415, 15330 .. 15422 , 






15427. .15579 










Seq. No. 


37474 




Seq. ID 


OJ990818_06.9C10. 


C14 


Gene No. 


76883 




Strand 


+ 




Start 


266 




End 


367 




Name 


OJ990818 06.9C10.C14. 


ol . gs 


Method 


GENSCAN 




Start 


266 




End 


367 




GI 


none 




Score 


. 62 




Exons 


266. .367 










Seq. No. 


37475 




Seq. .ID 


OJ990818_06. 9Clp. 


C16 


Gene No:" 


• 76884 - ' - 




■ "strand- ^ 


■ ~' - ' 




btart 


1 




End 


3503 ' 




Name ' ' - 


OJ990818' 06". 9C10.C1'6. 


61. rip 


Method ' 


•AAT/NAP ' ' ■ 




Start. : : ^ 


^1.- • . - . . .. .... 




- End ; .. . 


1929 .-^ : 




GI 


4680179 




Score 


2737 • 




Exons 


1. . 1929 










GI Descrip. 


(AF111709) polyprotein [Oryza sativa subsp. indica] 




Seq. No. 


37475 




Seq. ID 


OJ990818_06. 9C10. 


C16 


Gene No. 


76884 




Strand 


+ 




Start 


1 




End 


3503 




Name 


OJ990818 06.9C10.C16. 


ol . gs 


Method 


GENSCAN 




Start 


74 




End 


3503 




GI 


none 




Score 


.55 




Exons 


74. .1392, 1438. .1915, 


2302. 


.2354, 2639. 


.2839, 3402.. 3503 





37007 




Seq. No. 


37475 


Seq. ID 


OJ990818_06.9C10 


.C16 


Gene No. 


76885 


Strand 


+ 




Start 


3916 


End 


4297 




Name 


OJ990818 06. 9C10.C16.ol.gp 


Method 


AAT/GAP 




Start 


3916 


End 


4297 




GI 


uC-osflcyp033a04bl 


Score 


671 




Exons 


3916. .4297 








GI Descrip. 


•6016845/dbj IAP000570.il AP000570 3 . Oe- 


•59 Oryza sativa genomi 




DNA, chromosome 1, clone : P0711E10 * 






Seq. No. 


37475 


Seq. ID 


OJ990818_06. 9C10 


.C16 


Gene No. 


76886 


Strand 






Start 


1 


End 


5481 




Name 


OJ990818 06. 9C10.C16.o2,np 


Method 


AAT/NAP 




Start 


1 


End 


5481 




GI 


5852180 


Score 


484 




Exons 


1..52, 2580. ,2994, 3046. .3166, 4148. .4204, 5125. .5246, 






5413 . . 5481 








GI Descrip. 


(AL117265) zhbOOOlO.l [Oryza 


sativa] 






5ec3,-_No . 


.„..374 7 5 


S_eq ._IP, 


_0 J 9 9 0„8X8- Q 6,. 9C iO, 


uC16„ 


,Gene„ No . 


".768B.6 . L,""".. ,~.V* Z J.,"^ 


Strand 






Start 


1 


End 


5481 




Name 


OJ990818 06. 9C10.C16.o2. tm 


Method 


TBLASTX • Maize 




Start 


1 ~ 


End 


351 




GI 


none 


Score 


4 61 




Exons 


1..351, 3.. 347 








Seq. No. 


31415 


Seq. ID 


OJ990818 06 9C10 


.C16 


Gene No. 


76886 


St rand 






Start 


1 


End 


5481 




Name 


OJ990818 06. 9C10.C16.o3. tw 


Mpt hod 


TBLASTX • Wheat 




Start 


3 


End 


348 




GI 


none 


Score 


511 




Exons 


3. .347, 4. .348 








Seq. No. 


37475 


Seq. ID 


OJ990818__06.9C10 


.C16 


Gene No. 


76886 


Strand 






Start 


1 


End 


5481 




Name 


OJ990818 06. 9C10.C16.o2. tw 


Method 


TBLASTX: Wheat 




Start ■ 


351 . - . , 


•End ; ... 


918'. 




GI -" - ; ~ 


none ■ . - . .. . . . 


" Score " ' 


•639"- 




Exons 


351. .917, 382. .918 








Seq.. No. - 


- 3C7475 V . . .:. . - 


- Seq.. - ID 


-OJ990818_06.9C10 


-C16 


Gene No . 


76886 


Strand ■' 






Start 


1 


End 


5481 




Name 


OJ990818 06. 9C10.C16.ol.ts 


Method 


TBLASTX: Soybean 




Start 


711 


End 


966 




GI 


none 


Score 


285 




Exons 


711. .965, 712. .966 








Seq. No. 


37475 


Seq. ID 


OJ990818__06.9C10 


C16 


Gene No. 


76886 


Strand 






Start 


1 


End 


5481 




Name 


OJ990818 06. 9C10.C16.o3. tm 


Method 


TBLASTX: Maize 





37008 



start 
GI 

Exons 



764 End ' 1056 

none Score 86 

764. .916, 765. .1052, 766..1056 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
_Gene_No . 
Start, ... 
. Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



End 

Method 
End 
Score 
1548 



37475 
76886 
1 

OJ990818_06. 9C10.C16.ol.tw 
925 
none 

925. .1551,. 981. .1445, 1297. 

37475 
76886 
1 

OJ990818_06. 9C10.C16.ol.tm 
1105 
none 

1105. .1266, 1113. .1259, 1264. 
37475 

7688 6. ^ . ■ • ^ 

.1 

OJ990818_06. 9C10:ci6.o4 . tw 
1551 
none 

1551. .1820, 1552. .1884, 1555. .1863 



Seq. ID OJ990818_06. 9C10.C16 
Strand 

548i 

TBLASTX: Wheat 
1551 
675 



Seq. ID OJ990818_06.9C10.C16 
Strand 

5481 

TBLASTX: Maize 
1704 
235 



End 

Method 
End 
Score 



1704, 1266. .1448, 1426. .1689 



Seq. ID OJ990818_06. 9C10.C1.6 

Strang . _ . „ 

.5481 rl_._Z"l 

TBLASTX: Wheat 
1884 
369 



...End , 

Method 
End 
Score 



37475 
76886 
1 

OJ990818_06.9C10.C16.o4.tm 

1708 

none 

1708.. 1905 



Seq. ID OJ990818_06.9C10.C16 
Strand 

End 5481 

Method TBLASTX : Maize 

End 1905 

Score 183 



Seq. No. 37475 

Gene No. 76886 

Start 1 

Name OJ9908 18_06 . 9C10 . C16 . o2 . gs 

Start 5145 

GI none . ; • . 

Exons • ■ 5l45-. . 5206 " - 



Seq. ID OJ990818_06.9C10.C16 
Strand 

End 5481 

Method GENSCAN 

End 5206 

Score .. 46 ■ 



Seq. iSlo. 

Gene No." 

Start 

Name 

Start 

GI 

Exons 



37476 

76887 * 

2712 

OJ990818_06. 9C10.C17.o2.gs 

2712 

none 



SeqV ID ""OJ990818^0'6. 9CrD/C17 
Strand . + : ' ' ' . II: : - 

End . 5941 
Method GENSCAN 
End 5941 
Score .75 



2712. .2818, 3151. .3671, 3715. .4293, 4345. .4370, 4449. .4874, 
4924. .4998, 5096. .5179, 5258. .5941 



Seq. No. 37476 

Gene No. 76888 

Start 260 

Name OJ9908 18_06 . 9C10 . C17 . ol . gs 



Seq. ID OJ990818_06.9C10.C17 

Strand 

End 754 

Method GENSCAN 



37009 




start 


260 




End 


754 


GI 


none 




Score 


.78 


Exons 


260. .754 








Seq. No. 


37476 




Seq. ID 


OJ990818_06.9C10.ci7 


Gene No. 


76889 




Strand 




Start 


6264 




End 


6731 


Name 


OJ990818 06.9C10.C17. 


ol.ts 


Method 


TBLASTX : Soybean 


Start 


596 




End 


6554 


GI 


none 




Score 


74 


Exons 


596. . 697, 6304 . . 6342, 


6309. 


.6554, 6373 


. . 6540, 6387 . . 6554 


Seq. No. 


37476 




Seq. ID 


OJ990818 06.9C10.C17 


Gene No. 


76889 




Strand 




Start 


6264 




End 


6731 


Name 


OJ990818 06.9C10.C17. 


ol . np 


Method 


AAT/NAP 


Start 


6264 




End 


6731 


GI 


629693 




Score 


158 


Exons 


6264 . . 6731 








GI Descrip. 


probable integrase - 


common 


tobacco (fragment) 



gi|530742|emb|CAA56791| (X80830) integrase [Nicotiana tabacum] 



Seq,.. No 


... . a7„4 7i , 


, .... 




„„.Seq. JD 


'lo J9 9 0 8 ia ,0,6. .,9C XD_..C1.7. 


Gene No. 


76889' 






Strand 






Start 


6264 






End 


6731 




Name 


OJ990818 06. 


9C10.C17.ol. 


tw 


Method 


TBLASTX: 


Wheat 


Start 


6330 






End 


6731 




GI 


none 






Score 


86 




Exons 


6330. .6731, 


6364. .6597 










Seq. No. 


37477 






Seq. ID 


OJ990818 


_06.9C10.C18 


Gene No. 


76890 






Strand 


+ 




Start 


86 






End 


1558 




Name 


OJ990818 06. 


9C10.C18.ol. 


gs 


Method 


GENSCAN 




Start 


86 




End 


1558 




GI 


none 






Score 


.92 




Exons 


86. .675, 951 


..1227, 1303 


..1377, 1475.. 


1558 




Seq. No. 


37478 






Seq. ID 


OJ990818 


_06.9C10.C19 


Gene No. 


76891 






Strand 


+ 




Start 


5851 






End 


6463 




Name 


OJ990818 06. 


9C10.C19.o2. 




- Method 


GENSCAN 




Start ■ ■ 


5851 






: End ; 


"64 63 




GI 


none 






Score 


.98 




Exons 


• "5851: .5911,' 


6357."';'6463 










Seq. No. ■ 


37478 - 






Seq. ID 


OJ990818 


_06.9C10-.C19 


Gene No. 


76892 






Strand 


+ 




Start 


6833 






End 


11427 ■ 




Name 


OJ990818 06. 


9C10.C19.o3. 


gs 


Method 


GENSCAN 




Start 


6833 






End 


11427 




GI 


none 






Score 


.74 




Exons 


6833. .7047, 


7103." .7827, 


8179 


. .8260, 8796. . 9032, 


9138. . 9244, 



9344. .9491, 9550. .9725, 9755. .9923, 10031 .. 10108 , 1 1074 .. 1 1127 , 
11226. .11427 

Seq. No. 37478 Seq. ID OJ990818_06 . 9C10 . CI 9 



37010 



Gene No. 


76893 


Strand 


+ 


Start 


12363 


End 


12623 


Name 


OJ990818 06. 9C10'.'C19.o4 .gs 


Method ■ 


GENSCAN 


Start 


12363 


End 


12623 


GI 


none 


Score 


. 98 


Exons 


12363. .12623 






Seq. No. 


37478 


Seq. ID 


OJ990818 06.9C10.C19 


Gene No. 


76894 


Strand 




Start 


1532 


End 


1710 


Name 


OJ990818 06. 9C10.C19.ol.np 


Method 


AAT/NAP 


Start 


1532 


End 


1710 


GI 


3980405 


Score 


112 


Exons 


1532. . 1710 






GI Descrip. 


{AC004561) putative tropinone 


i reductase [Arabidopsis thaliana] 


Seq. No. 


37478 


Seq. ID 


OJ990818_06.9C10.C19 


Gene No. 


76895 


Strand 




Start 


5510 


End 


5891 


Name 


OJ990818 06. 9C10.C19.ol.gp 


Method . 


AAT/GAP 


Start 


5510 


End 


5891 


GI 


, jaC-osflayp.Q3.3.a.04bl - . . ■ 


;_Score_. ... 


. 5 9„. ^ _ ' / 


Exons „ _ 


„.55Ld....i,a91 . I. 






GI Descrip. 


• 6016845/dbj I AP000570 . 1 | AP000570 3.0e- 


■59 Oryza sativa genomic 




DNA, chromosome 1, clone : P0711E10 ' 


Seq. No. 


37478 


Seq. ID 


OJ990818_06.9C10.C19 


Gene No. " 


76896 


Strand 




Start 


6356 


End 


8081 


Name 


OJ990818 06.9C10.C19.o2.np 


Method 


AAT/NAP 


Start 


6356 


End 


8081 


GI 


6907087 


Score 


968 


Exons 


6356. .6457, 7009. .7668, 7713. 


.8081 




GI Descrip. 


(AP001129) ESTs C72771 {E2215) 


, AU082313 {E2215) correspond to a 




region of the predicted gene. 


; hypothetical protein [Oryza 




sativa] 






Seq. No. 


37478 


Seq. ID 


OJ990818_06.9C10.C19 


Gene No. 


76897 


Strand 




Start 


10976 * 


End 


11357 


Name 


OJ990818 06. 9C10.C19.o2.gp 


Method 


AAT/GAP 


Start- 


10976 • . . r . . 


End. 


11357 


GI~ ^' ■ V " 


■-uC-osflcypd33a04"bl- . ' ' 


'Score ' 


675"' - ■ ■ ■ - 


Exons 


fO'976. .11357 ' ■ 







GI Descrip . 



V6016845/dbjlAP000570':l|Af'600570 3.0e-59 Oryza -sativa genomic 
. DNA,. . chromosome 1, clone: P0711E10 ' 



Seq. No. 37478 

Gene No. 76898 

Start 13321 

Name OJ990818_06 . 9C10 . C19 . o5 . gs 

Start 13321 

GI none 
Exons 



Seq. ID OJ990818_06.9C10.C19 
Strand 

End 15361 

Method GENSCAN 

End 15361 

Score . 9 



13321. .13944, 14023. .14133, 14 416 .. 14 757 , 1514 9. .15361 



Seq. No. 
Gene No. 



37479 
76899 



Seq. ID OJ990818_06.9C10.C20 
Strand + 



37011 



start 


1 


End 


164 


Name 


OJ990818 06.9C10.C20.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


161" 


GI 


4680186 


Score 


263 


Exons 


1. .161 






GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


. indica] 


Seq. No. 


37479 


Seq. ID 


OJ990818_06. 9C10.C20 


Gene No. 


76899 


Strand 


+ 


Start 


1 


End 


164 


Name 


OJ990818 06.9C10.C20.ol.gs 


Method 


GENSCAN 


Start 


52 


End 


164 


GI 


none 


Score 


.7 


Exons 


52. .164 






Seq,. No. 


37479 


Seq. ID 


OJ990818_06.9C10.C20 


Gene No. 


76900 


Strand 




Start 


1 


End 


94 


Name 


OJ990818 06.9C10.C20.ol.gp 


Method 


AAT/GAP 


Start 


1 


End 


94 


GI 


uC-osflcyp033a04bl 


Score 


180 


Exons 


94 „ 






GI .Des.crip... 


V 6 01 6 8. 4.5 /.db i 1. AP 0 Q 0 5J.0 . 1 1 A P 0 0 0 5 7 0 . „3 .. .0 e.r 


59 .,Oryza_satiy.a ...g.e.nom i 




DNA, chromosome 1, clone : P07 IIEIO ' 




Seq. No. 


37479 


Seq. ID 


OJ990818_06.9C10.C20 


Gene No . 


76901 


Strand 




Start 


805 


End 


939 


Name 


OJ990818 06.9C10.C20.o2.gs 


Method 


GENSCAN 


Start 


805 


End 


939 


GI 


none 


Score 


. 61 


Exons 


805. .808, 833. .939 






Seq. No. 


37480 


Seq. ID 


OJ990818 06.9C10.C21 


Gene No. 


76902 


Strand 


+ 


Start 


875 


End 


6448 


Name 


OJ990818 06. 9C10.C21.ol.np 


Method 


AAT/NAP 


Start 


875 


End 


4126 ■ 


GI 


4680179 


Score 


3645 


Exons 


875. .1549, 1583. .4126 






GI Descrip. 


{AF111709) polyprotein [Oryza 


sativa subsp. indica] 


Seq; -^No:"" 


■ 374 80 - - • - . . . 


*Seq. ■ lb • 


0 J9 9081 8^0 6-.-9Ci0TC2i- - 


Gene No. 


76902- ' - ■ ' 


Strand 


+ 


Start * ■ 


875 ': "■ " ■ - 


'End ' ' 


6 4 4 8 ' " ■' ' - - 


Name - 


OJ990818. 06. 9G10.C21.o2.np- 


-Method 


AAT/NAP ' 


Start 


2398 - " . 


End - 


6448 ^ 


GI 


6063554 


Score 


466 


Exons 


2398.. 2679, 4636.. 4922, 5040.. 


5270, 5608. .5635, 6274. .6448 


GI Descrip. 


(AP000615) ESTs AU075609 {C6334 4 ), C71850 (E0464 ), C98611 {E04 64 ) 




correspond to a region of the 


predicted gene.; hypothetical 




protein [Oryza sativa] 






Seq. No. 


37480 


Seq. ID 


OJ990818_06.9C10.C21 


Gene No. 


76903 


Strand 




Start 


4976 


End 


7154 


Name 


OJ990818 06.9C10.C21.ol.gp 


Method 


AAT/GAP 



37012 




start 4926 End 5272 

GI 101153_1.R1084 Score 464 

Exons 4 926,. 5272 

GI Descrip. ' 5852170/emb | AL117265 . 1 | OST17804 l.Oe-115 Oryza sativa 

indica(GLA4) genomic DNA, chromosome 4, BAG clone :t 17804' 



Seq. No. 37480 Seq. ID 

Gene No. 76903 Strand 

Start 4976 End 

Name OJ990818_06 . 9C10 . C21 . o2 . gs Method 

Start 4976 End 

GI none Score 
Exons 



OJ990818_06.9C10.C21 

7154 
GENSCAN 
7154 
.91 



4976.. 5361, 6179.. 6303, 6506.. 6608, 7043.. 7154 



Seq. No. 37480 Seq. ID OJ990818_06.9C10.C21 

Gene No. 76903 Strand 

Start 4976 End 7154 

Name OJ990818_06 . 9C10 . C21 . o2 . gp Method AAT/GAP 

Start 6817 End 7037 

GI 61605_3.R1084 Score 336 

Exons 6817.. 7037 

. S.I_„Descrip.,_ 14 Q2 920 /emb |.CM6„.6 9 6^^^^ 2 , Oe-2 0... . (X98 32 I L perpxida^se^IArAfei^ops i^^^^ . 

, - ..„ . thaiiana] ■ „..^ 





Seq. No. 


37480 






Seq. ID 


OJ990818__06. 9C10 


.C21 




Gene No. 


76904 






Strand 








Start 


8051 






End 


8156 






Name 


OJ990818 06 


.9C10 


.C21,o5,tw 


Method 


TBLASTX: Wheat 




f ^ 


Start 


950 






End 


1300 






GI 


none 






Score 


225 




'a _J 


Exons 


950. .1144, 


951. . 


1202, 1178.. 


1300 






s ! : 
= 


Seq. No. 


37480 






Seq. ID 


OJ990818_06.9C10 


C21 




Gene No. 


76904 






Strand 








Start 


8051 






End 


8156 






Name 


OJ990818 06 


. 9C10 


.C21.o5.tm 


Method 


TBLASTX: Maize 






Start 


1604 






End 


1929 






GI 


none 






Score 


184 






Exons 


1604. .1927, 


1660 


..1728, 1837 


. .1929 







Seq. No. 37480 Seq. ID OJ990818_06.9C10.C21 

Gene No. . 76904- . . . Strand. - , - . 

Start';"; - ' 8051 • ■ - / ' ' ' ■ • y---''-. End' • ' ' 8156' ' : 

"Name"' ' OJ990818_06 . 9C10 . C2 1 ! o6 . tw' ' Method TBLASTX : Wheat " 

Start " • 1609' " " ' End ' 1972 ' ' ' ' ' 

GI - " . ■ none - - ' . - : Score- -159 ■ . - . - 

Exons i609..1731, 1610. .1819, 1861. .1.959, 1865. .1972 

Seq. No. 37480 Seq. ID OJ990818_06.9C10.C21 

Gene No. 76904 Strand 

Start 8051 End 8156 

Name OJ990818_06 . 9C10 . C2 1 . o3 . tw Method TBLASTX : Wheat 

Start ' 2146 End 2629 

GI none Score 52 

Exons 2146.. 2586, 2147.. 2197, 2252.. 2629 



Seq. No. 37480 Seq. ID OJ990818_06.9C10.C21 

37013 




Gene No. 


76904 










Strand 






Start 


8051 










End 


8156 




Name 


OJ990 


818_06 


. 9C10 


.C21.04 


. tm 


Method 


TBLASTX : Maize 




Start 


2158 










End 


2448 




GI 


none 










Score 


266 




Exons 


2158. 


.2448, 


2159 


. .2446 










Seq. No. 


37480 










Seq. ID 


OJ990818_06.9C10 


.021 


Gene No. 


76904 










Strand 






' Start 


8051 










End 


8156 




Name 


OJ990 


818_06 


. 9C10 


.C21.02 


. tm 


Method 


TBLASTX: Maize 




Start 


2516 










End 


3016 




GI 


none 










Score 


169 




Exons 


2516. 


.2695, 


2524 


. .2640, 


2702. 


.3016, 2842. .2895, 2864. .2974 


Seq. No. 


37480 










Seq. ID 


OJ990818_06. 9C10 


.021 


Gene No . 


7 6904 










Strand 






Start 


8051 










End 


8156 




Name 


OJ990 


818_06 


. 9C10 


.C21.01 


. ts 


Method 


TBLASTX: Soybean 




Start 


2570 










End 


2965 




GI 


none 










Score 


57 




'^Exons^^ ^ 


:Z5„7Q,,, 


.J6i)2,... 


-„2572. 


.,...26i)X,.., 


26,06,, 


2 9 g5.,, :J 60 S„..,,^2 6 4 fl,.„„ 2 6 7 4 ;.,Z9 64_ 


Seq. No. 


37480 










Seq. ID 


OJ990818_06. 9C10 


.021 


Gene No. 


7 6904 










Strand 






Start 


8051 
















Name 


OJ990818 06 


9010 


C21 . o4 , 


tw 


Method 


TBLASTX: Wheat 




Start 


2678 










End 


2980 




GI 


none 










Score 


364 




Exons 


2678. 


.2980, 


2680 


.2964 










Seq. No. 


37480 










Seq. ID 


OJ990818_06. 9C10 


021 


Gene No. 


76904 










Strand 






Start 


8051 










End 


8156 




Name 


OJ990i 


318_06, 


9C10. 


C21.p2. 


tw 


Method 


TBLASTX: Wheat 




Start 


2981 










End 


3391 




GI 


none 










Score 


543 




Exons " 


2981. 


.3391, 


3013. 


.3390, 


3044 . 


.3391 






Seq. No. 


37480 










Seq. ID 


OJ990818_06. 9C10. 


021 


Gene No. 


76904 










Strand 






Start , 


8051 










End . 


8156 




Naifte^ ■ * ■ 


' • ' ■6J990^ 


U8_0'6-; 


•9cio. 


C2iyol ; 


tm' 


'Method * 


TBLASTX": Mai ze " 




Start 


3052- 










End 


3415 




GI 


hone' "' 










Score ' 


456 ■ ^ 




Exons 


- 3052. . 


S4 02, 


30*53 . 


. 3406, 


3053. 


.3415 - - 






Seq. No. 


37480 










Seq. ID 


OJ990818_06.9C10. 


021 


Gene No. 


76904 










Strand 






Start 


8051 










End 


8156 




Name 


OJ990818 06. 


9C10. 


C21.01. 


tw 


Method 


TBLASTX: Wheat 




Start 


3395 










End 


3973 




GI 


none 










Score 


665 




Exons 


3395. . 


3973, 


3406. 


.3972 










Seq. No. 


37480 










Seq. ID 


OJ990818_06.9C10. 


021 


Gene No. 


76904 










Strand 







■37014 




start 


8051 


End 


8156 




Name 


OJ990818 06.9C10.C21.o2.ts 


Method 


TBLASTX : Soybean 




Start 


3761 


End 


4021 




GI 


■ none 


Score 


.287 




Exons 


3761. .4021, 3766. .4020 








Seq. No. 


37480 


Seq. ID 


OJ990818_06. 9O10 


.021 


Gene No. 


76904 


Strand 






Start 


8051 


End 


8156 




Name 


OJ990818 06.9C10.C21.o3.tm 


Method 


TBLASTX: Maize 




Start 


38''19 


End 


4111 




GI 


none 


Score 


87 




Exons 


3819. .3971, 3820. .4107, 3821. 


. .4111 






Seq. No. 


37480 


Seq. ID 


OJ990818 06.9C10 


.021 


Gene No. 


76904 


Strand 






Start 


8051 


End 


8156 




Name 


OJ990818 06. 9C10.C21.o3.np 


Method 


AAT/NAP 




Start 


8051 


End 


8156 




GI 


4680186. 


Score 


163 




Exons 


8051. .8156 








-G I._ D e s cri p 


(AFlJ,X709J„unknowji s.ubsp,. 


.^indipaj 




Seq. No. 


37481 


Seq. ID 


OJ9908l8_o"6. 9C10 


!!c22' 


Gene No, 


76905 


Strand 






Start 


942 


End 


2886 




Name 


OJ990818 06.9010. 022. ol.ts 


Method 


TBLASTX : Soybean 




Start 


928 


End 


1181 




GI 


none 


Score 


152 




Exons 


928. .1179, 936. .1181, 942. .1181 






Seq. No. 


37481 


Seq. ID 


OJ990818 06.9C10 


.022 


Gene No. 


76905 


Strand 






Start 


942 


End 


2886 




Name 


OJ990818 06.9C10.C22.ol.np 


Method 


AAT/NAP 




Start 


942 


End 


2886 




GI 


4544372 


Score 


525 




Exons 


942. .2143, 2840. .2886 








GI Descrip. 


(AC006920) putative retroelement pol polyprotein [Arabidopsis 




thaliana] 








Seq. No. 


37481 . . 


Seq.. ID 


OJ99O818_06.9C10, 


.022 . 


Gene No". 


■ •76905 - ■ - y : .r'z ■ r 


-'strand- 






Start 


9'4'2 


End 


2886 




Name 


OJ990818 06;9010.C22.ol*.tw - 


Method 


TBLASTX: Wheat' 




Start • ■ 


957 . - . : , 


End . . 


1364 




GI - 


none 


Score 


77 ■ . 




Exons 


957. .1364, 991. .1164 








Seq. No. 


37481 


Seq. ID 


OJ990818_06.9C10. 


.022 


Gene No. 


76905 


Strand 






Start 


942 


End 


2886 




Name 


OJ990818 06. 9C10.C22.o2.tw 


Method 


TBLASTX: Wheat 




Start 


1401 


End 


1766 




GI 


none 


Score 


50 




Exons 


1401. .1766, 1596. .1736 









37015 



Seq. No. 37482 

Gene No. 76906 

Start 1 

Name OJ9908 18_06 . 9C10 . C23 . ol . np 

Start 1 

GI 4544372 

Exons 1..354, 407. ,448 

GI Descrip. (AC006920) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



Seq. ID OJ990818_06.9C10.C23 

Strand + 

End 448 

Method AAT/NAP 

End 448 

Score 81 



Seq. No. 37482 Seq. ID 

Gene No. 76906 Strand 

Start 1 End 

Name OJ990818_06 . 9C10 . C23 . ol . ts Method 

Start 157 End 

GI none Score 

Exons 157.. 339, 159.. 290 



OJ990818_06.9C10.C23 
+ 

448 

TBLASTX: Soybean 

339 

192 



Seq. No. 37483 Seq. ID 

Gene No. 76907 Strand 

Start 290 End 

_„Name- „ fiJ9 9^1^. J3$_.^Ji)„.„G24,; pl:.,gs„- Me:t hod/_ 

.„Star±....„ . _2S0, End... ' 

GI none ' ' ' Score 

Exons 290.. 449, 605.. 796 



OJ990818 06.9C10.C24 



796 

GENSCAN, 

796:: 

.59 



Seq. No. 37484 

Gene No. 76908 

Start 96 

Name OJ990818_06 . 9C10 . C25 . ol . gs 

Start 96 

GI none 

Exons 96. .217 



Seq. ID OJ990818_06.9C10.C25 

Strand 

End 217 

Method. GENSCAN 

End 217 

Score . 97 



Seq. No.. 37485 Seq. ID 

Gene No. 76909 Strand 

Start 58 End 

Name OJ990908_08 . 9C23 . CI . ol . gs Method 

Start 58 End 

GI none ^ Score 

Exons 58 . . 154 



OJ990908_08. 9C23.C1 

'+ 

154 ■ " 

GENSCAN 

154 

.91 



OJ990'90& "-08 :9C2-3; CI' 



Seq.- No. ' ' 31435 ' - ' " ' " •■ ■ " - ""Seq. ID 
Gene No. ' 76910 Strand ^ - • 

Start " - ■ • ■ -.. - - - ■ ■ - ■ ■ - ■ 

Name OJ990908_0.8 . 9C23 . CI . ol . np- - - Method AAT/NAP . ■ ^ - ^. 

Start 1 - End '350 

GI 6721562 Score 165 

Exons 1 . . 350 

GI Descrip. {AP001073) Similar to Zea mays 22-kDa alpha zein gene clusters- 
hypothetical protein. (AF031569) [Oryza sativa] 
gi I 6815087 Idbj IBAA90373.il (AP001081) Similar to Zea mays 



alpha zein 
sativa] 



gene cluster; hypothetical protein. (AF031569) 



22-kDa 
[Oryza 



Seq. No, 
Gene No. 



37486 
76911 



Seq. ID OJ990908_08.9C23.C2 
Strand + 



37016 



start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



90 End 

OJ990908_08 . 9C23 . C2 . ol . gp Method 

90 End 

1631634 Score 
90, .162, 418. .458 



458 

AAT/GAP 

458 

173 



OJ990908_08.9C23.C3 
+ 

460 

AAT/NAP 

460 

803 



37487 Seq. ID 

76912 Strand 
1 End 
OJ990908_08 . 9C23 . C3 . ol . np Method 
1 End 
2126090 Score 
1. .460 

transposase (insertion sequence ISIO) - Escherichia coli 

gi I 455676 Ibbs I 140379 (S67119) transposase [Escherichia coli, 

LBB84, plasmid pXT107, ISlOL/R-1, Peptide 

PlasmidTransposonlnsertionMutant , 402 aa] [Escherichia coli] 
gil 6634720 |gb|AAF19728. 1|AC0124 63_2 (AC0124 63) T2E6.2 
[Arabidopsis thaliana] 



O C • IN . 


~J f ^ O / 






( \J Z* J. ^ 


— 




1 

„ 




Name 












GI 


none 




Exons 


38. .313 




Seq. No. 


37488 




Gene No. 


76913 




Start 


1 




Name 


OJ990908 


__08 


Start 


1 




GI 


none 




Exons 


1. .121 




Seq. No-. 


37488 




Gene No. 


76914 




Start 


78 




Name 


OJ990908 


__08 


Start 


78 




GI 


... none 




Exons ■ 


" 78 :; 416: 




Seq. No. 


"374*88 




Gene No. 


'76915 




Start 


344 




Name 


OJ990908 


_08 


Start 


344 




GI 


LIB3433- 


018- 


Exons 


344. .456 




GI Descrip. 


'1711381/sp 



Seq. ID 

„„Strand_ 
LEnd„_ 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 
End 

Score . 



OJ990908_08.9C23.C3 
^ 

GENSCAN 

313 

.47 



OJ990908_08.9C23.C4 
+ 

121 

AAT/GAP 

121 

242 



OJ990908_08.9C23.C4 
+ 

416 

GENSCAN 
416 

.87 ' 



Seq.' ID' •OJ990908' 0^8.9C23■:C4- 



Strand 
End . 
Method 
End 
Score 



AMINOTRANSFEE^SE PRECURSOR (PSAT) >gi 



+ " - : :■ . 

4 56 

AAT/GAP 

456 

167 

PHOSPHOSERINE 
1256204 _dbj_ BAA12206 



(D84061) phospho'feerine aminotransferase [Spinacia- oleracea] ' 



Seq. No. 
Gene No. 



37489 
76916 



Seq. ID 
Strand 



OJ990908 08.9C23.C7 



37017 



start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 

GL_,„;,^-„ 
.Exons 



End 

Method 
End 
Score 



337 

AAT/GAP 
337 
652 



OJ990908_08. 9C23.C7 .ol.gp 
1 

51794_1.R1084 
1. .337 

M926868/gb|AAD32948.1|AC007509_3 l,0e-17 (AC007509) putative 
phosphoserine aminotransferase precursor [Arabidopsis tha-liana] ' 



37489 
76917 
371 

OJ990 908_08 . 9C23 . C7 . ol . gs 

371 

none 

371. .471, 502. .559 

37490 
76918 
1636 

OJ990908_08. 9C23.C8.ol.gs 
1636 

none_, „„ : ..„ . 



Seq. ID OJ990908_08.9C23.C7 
Strand 

End 559 

Method GENSCAN 

End 559 

Score .76 



Seq. ID OJ990908_08. 9C23.C8 
Strand + 
End 2249 
Method GENSCAN 
End 2249 
. . SaQr .„68 : , 



1.6 3 .6- ...18.7 7 1 8.9.6,-. , . 1 9,92 ^,21 5X.. , 2 2 .4.9, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI 'bescflp-. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



37490 
76919 
7150 

OJ990908_08.9C23.C8.o3.gs 

7150 

none 



Seq. ID OJ990908_08.9C23.C8 

Strand + 

End 13458 

Method GENSCAN 

End 11928 

Score .59 



7150. .7162, 9074. .9235, 9740. .10023, 10251 .. 10598 , 10691 .. 1084 6, 
11023. .11106, 11923.. 11928 



37490 Seq. ID 

76919 Strand 
7150 End 
OJ990908_08.9C23.C8.o2.np Method 
10139 End 
6503014 Score 

10139. .10184, 10282. .10391, 10464 

11023. .11106, 11299. .11345, 11535 

12379. .12438, 13056 .. 13136,- 13263 



OJ990908_08.9C23.C8 
-f 

13458 
AAT/NAP 
13313 
630 

10598, 10691. .10846, 
11608, 11864. .11922, 

13313 



( AFl 7 4 4 2 9y"FH-^ protein.' interacting* protein ^F"I P2 [ Arabidops i"s ' 
thaliana] 



3-74 90 ' - ■ :.. - Seq. JD 

76919 ■ Strand ■ 

7150 End 
OJ990908_08 . 9C23 . C8 . ol . gp Method 
10682 End 
1631634 Score 



-OJ990908^08. 9C2.3:Ca 
+ . ' 
13458 
AAT/GAP 
11944 
755 



10682. . 10846, 11023 .. 11106, 112 99 .. 1134 5 , 11535 11608 , 
11864. . 11944 



Seq. No. 
Gene No. 
Start 



37490 
76919 
7150 



Seq. ID OJ990908_08.9C23.C8 
Strand + 
End 13458 



37018 



Name 


OJ990908 08.9C23.C8.o2.gp 


Method 


AAT/GAP 






Start 


13056 


End 


13458 






GI 


LIB3433-056-P1-K1-C3 


Score 


463 






P von s 


13056 13136. 13263 13458 










DpscriD. 

\J X ^ w V,*' « 


*4097572/ablU64917l GMU64 917 


2.0e-ll Glycine max 


farnesylated 




protein GMFP7 mRNA, partial 


cds ' 








O C > LN , 


374 90 


Seq. ID 


OJ990908_ 


08 <5r?3 




fTic>ri<=» No 


76920 


Strand 


+ 






Start 


15489 


End 


30087 






Name 


OJ990908 08 9C23 C8 o5 as 


Method 


GENSCAN 






Start 


15489 ~ 


End 


28361 






GI 


none 


Score 


. 65 






Exons 


15489. .15559, 15783 .. 1584 9, 


16019. .16176, 16733 


1 6967 , 






17056. .17163, 17239. . 17408, 


17837. .17970, 18173 








18615.. 18 91 3, 190 66.. 19178, 


19347. .19524, 19664 


19827 , 






20980.. 21056, 21245.. 21431, 


22327. .22719, 23327 








24273 24431 25496 25578. 


25716. .25761, 26055 








26239 26408 26547 26660. 


26727. .26834, 27268 








28228 28361 










'^f^n -No 


37490 . . . . 


™ Seq..., ID,. 


.:,Qj;9909^08._ 


08. 9C23. 


08 - 


rionp Mo 


J 5920.,. „ _ „ . 


,.S.trand„. 


. 






start 


15489 


End 


30087 






Name 


OJ990908 08 9C23 C8 o4 - no 


Method 


AAT/NAP 






Start 


22354 


End 


29904 






GI 


4585987 


Score 


925 






Exons 


22354. .22461, 22570 .. 22719, 


23327. .23482, 24273 


...24431, 






24535. .24618, 24770 .. 2484 9, 


24949. .24999, 25117 


. .25216, 






25496. .25578, 25716 25761, 


26049. .26142, 26239 


. .26412, 






28426. .28528, 29841. .29904 










fiT Dp^oriD 


(AC005287) Similar to nucleolar protein [Arabidopsis thaliana; 


Sea No 


37490 


Seq. ID 


OJ990908_ 


_08. 9C23. 


08 


npnp No 


76920 


Strand 


+ 






Start 


15489 


End 


30087 






Name 


OJ990908 08.. 9C23.C8.o3.gp 


Method 


T^T/GAP 






Start 


24275 


End 


25201 






GI 


LIB34 32-051-P1-K1-B3 


Score 


712 






Rxon *=? 


24275. .24431, 24535 24 618, 


24770. .24£ 


}49, 24949 


. .24969, 






25117. .25201 










QT Dp s p r 1 0 


M585987/gbjAAp25623.1 IAC005287. 25. 9.0e-53 (AC005287) Similar 




; nucleorar protein [Arabidopsis "thaiiana] 






Seq-. No. ' 


37490" ■ ■ ■■ ' ^ ' • ' ^ 


Seq: ID' 


■ OJ9909W 


_08; 9C23". 


08" ■ 


Gene No-. 


^,76920 - - ... . . .. ^ .. 


Strand' • 








Start 


V 15489 


End 


30087 






Name 


OJ990908 08.9C23.C8.o4.gp 


Method 


AAT/GAP 






Start 


28764 


End 


29252 






GI 


none 


Score 


974 






T*' von Q 


28764. .29252 










Seq. No. 


37490 


Seq. ID- 


OJ990908_ 


_08.9g23. 


08 


Gene No. 


76920 


Strand 








Start 


15489 


End 


30087 






Name 


OJ990908 08.9C23.C8.o5.np 


Method 


AAT/NAP 






Start 


28807 


End 


30084 







37019 



GI 3914996 Score 1343 

Exons 28807, .30084 

GI Descrip. PHOSPHOSERINE AM I NOT E^N SEE RASE, CHLOROPLAST PRECURSOR (PSAT) 

gi I 1665831 1 dbj I BAA13640 I (D88541) phosphoserine aminotransferase 
[Arabidopsis thaliana] gi | 2804260 | dbj | BAA2444 1 | (AB010408) 
phosphoserine aminotransferase [Arabidopsis thaliana] 
gil 3367581 |emb|CAA20033| (AL031135) phosphoserine 
aminotransferase [Arabidopsis thaliana] 



QeCT No 


37490 


Seq. ID 




ficinp No 


76920 


Strand 




Start 


15489 


End 


30087 


Name 


OJ990908 08.9C23.C8.o6.gs 


Method 


GENSCAN 




28807 


End 


30087 




none 


Score 


. 98 




28807. .30087 






O C ■ LN ■ 


37490 


Seq. ID 


OJ990908_08. 9C23.C8 




76920 


Strand 


+ 


O L dX. L 


15489 


.End 


.30087 


Name 


Oj990908 08.9.C23.C8,o5.gp 


Method 


AAT/GAP 


.S,Urjt.. ..... 


__2ai7:5 : 


__„End _ 


.29907 • 


GI 


. . iiB.3433-Di8rQ6-K6.rK^^^^^ :„„ 


Score.. 


833„„.. _ „ 


-ILi lo 


29475.. 29907 








»1711381/sp|P52877 ISERC SPIOL 4.0e-62 


PHOSPHOSERINE 




AMINOTRANSFERASE PRECURSOR 


(PSAT) >gi 


1256204 dbj BAA12206 




(D84061) phosphoserine aminotransferase [Spinacia oleracea] ' 


O C ■ LN V.,^ ■ 


37490 


Seq. ID 


OJ990908_08. 9C23.C8 




76921 


Strand 


+ 


Start 


30943 


End 


37903 


Name 


OJ990908 08.9C23.C8.o7.gs 


Method 


GENSCAN 


Start 


30943 


End 


33733 


o ± 


none 


Score 


.71 


V o n c 


30943. .31011, 32301. .32423, 


32558. .328 


12, 32824 . .33030, 




33130. .33442, 33624.. 33733 






Qprr Mo 


37490 


Seq. ID 


OJ990908_08. 9C23.C8 


flpT^o Mo 

OClIc: LNVJ. 


76921 


Strand 


+ 


Start 


30943 


End 


37903 


Name 


OJ990908 08.9C23.C8.o6.np 


Method 


AAT/NAP 


Start . 


32058 


. End . 


34357 . 


Gi;""" 


■ 45a759S - 


■ " * Score 


• ■350- " ^ 


Exons 


32058.. . 32423, 32537 . . 33084,= 


34305. .34357 


Gi ' Descrip. 


■(AC006951') 'putative GDSL-'mo'tif - lipase /hydrolase [Arabidopsis ' 




thaliana] ^' - - . - - 






Seq. No. 


37490 


Seq. ID 


OJ990908 08.9C23.C8 


Gene No. 


76921 


Strand 


+ 


Start 


30943 


End 


37903 


Name 


OJ990908 08.9C23.C8.o7.np 


Method 


AAT/NAP 


Start 


34039 


End 


37902 


GI 


6630731 


Score 


1129 


Exons 


34039. .34236, 34437 .. 34777, 


34889. .35116, 35967 .. 3 6032 , 




36535. .36936, 37007 37118, 


37675. .37760, 37837. .37902 



GI Descrip. (AL132958) RNA helicase-like protein [Arabidopsis thaliana] 



37020 



Seq. No. 37490 

Gene No. 76921 

Start 30943 

Name OJ990908__08 . 9C23 . C8 . o8 . gs 

Start 34108 

GI none 

Exons 34108. .34371, 34 4 84 34777 , 
37007. .37118, 37675 37760, 



Seq. ID OJ990908_08.9C23.C8 

Strand + 

End 37903 

Method GENSCAN 

End 37902 

Score ,91 
34889. .35116, 36535 36936, 
37837. .37902 



Seq. No. 37490 Seq. ID 

Gene No. 76921 Strand 

Start 30943 End 

Name OJ990908_08 . 9C23 . 08 . o7 . gp Method 

Start 36876 End 

GI LIB3433-060-P1-K1-H6 Score 

Exons 36876.-36936, 37007 37118 , 37327. 
GI Descrip. * 117542 6/sp | Q097 47 | YB66_SCHPO 7 . Oe 



OJ990908_08.9C23.C8 
+ 

37903 
AAT/GAP 
37347 
260 
37347 

15 PUTATIVE ATP-DEPENDENT RNA 



HELICASE C12C2.06 >gi_984 214_emb_CAA90819_ (Z54140) probable 
ATP-dependent RNA helicase [Schizosaccharomyces pombe] * 



Seq. No. . 

j3ene„No^; 

,Sta.rt 
Name 
Start 
GI 

Exons 

GI Descrip. 



37490 
,769,2,L, 



Seq. ID OJ990908_08.9C23.C8 
^Strand + • 



_..End_ ^32903: ..„ 

Method ' AAT/GAP 
37903 
245 



End 
Score 



.„30.94.a......,„,..^..,. „ 

OJ990908_08 . 9C23.C8 .08. gp 
37658 

LIB34 33-060-P1-K1-H6 
37658. .37760, 37837.. 37903 

'1175426/sp|Q09747|YB66__SCHPO 7.0e-15 PUTATIVE ATP-DEPENDENT RNA 
HELICASE C12C2.06 >gi_984214_emb_CAA90819_ (Z54140) probable 
ATP-dependent RNA helicase [Schizosaccharomyces pombe] ' 



Seq. No. 37490 Seq. ID OJ990908_08 . 9C23 . C8 

Gene No. 76922 Strand + 

Start 49445 End 50773 

Name OJ990908_08 . 9C23 . 08 . o9 . np Method T^T/NAP 

Start 49445 End 50773 

GI 3080386 Score 306 

Exons 49445. .49600, 50226 .. 50773 

GI Descrip. (AL022603) hypothetical protein [Arabidopsis thaliana] 

gil 3402761 |emb|CAA20207.1 I (AL031187) hypothetical protein 
[Arabidopsis thaliana] 



Seq^fNo: '" - "374 90 - ' , - 

-Gene No. 76922" ' " ' ' ' 

Start • ■ 49445 ■ ' ' ^ ' *- " 

Name, ' - , OJ9909Q8*_08 . 9C23 . Ca.-ol2 . gp 
Start 498'95 ~ ' ' 

GI 4878165 

Exons 49895. .50063, 50141.. 50309 



" Seq: ' ID •^0J*99M0■O'9'• ^^SS^CS' - 
Strand :+ ■ 

End ■ "'^'50773 \ '* ' " - 

..Method . AAT/GAP - - - - . .' "-^ 
End ■ 50309 " ' 
Score 579 



Seq. No. 37490 

Gene No. 76923 

Start 1 

Name OJ990908_08 . 9023 . 08 . ol . np 

Start 1 

GI 4972067 
Exons 



Seq. ID OJ990908_08 . 9023.08 
Strand 

End 3053 

Method AAT/NAP 

End 3053 

Score 475 



1..391, 462. .645, 734. .889, 2624. .2835, 2895. .3053 



37021 




\J X V \mf ^ * 


(AL078467) putative 


protei 


[Arabidopsis thaliana] 




Seq. No. 


37490 




Seq. ID 


OJ990908_08. 9C23 


.C8 


Gene No. 


76924 




Strand 






Start 


14047 ■ 




End 


14897 




Name 


OJ990908 08 9023. C8. 


o4 . gs 


Method 


GENSCAN 




rt 


14047 ~ 




End 


14897 




GI 


none 




Score 


.84 






14047 14567, 14608. 


. 14779, 


14808. .14897 




O • L^Hkj • 


374 90 




Seq. ID 


OJ990908_08.9C23 




Gene No. 


76925 




Strand 






start 


29919 




End 


30366 




Name 


OJ990908 08.9C23.C8. 


o6 . gp 


Method 


AAT/GAP 




start 


29919 




End 


30366 






51794 1.R1084 




Score 


822 




Fj X o n s 


29919. .30366 












M926868/gb|AAD32948 


.1IAC007509 3 1 . Oe- 


-17 (AC007509) putative 




phosphoserine aminotransferase precursor [Arabidopsis thalian 


Seq. No. 


37 4 90 




' Seq. ID 


OJ990908_08.9C23 


.C8 


Gene_NQ:._„.:,„ 


.J6^926 . _ „ ■■ 




Strand 








._.3a5.5.5,„. _ 




„j:.nd. 


J 116 6 






■OJ990908 08.9C23.C8'. 


o9 . gs 


Method 


GENSCAN 




O L. d X. U 


38555 




Enci' 


41730 




GI 


none 




Score 


.92 




F von Q 


38555. .38749, 39239. 


.39685, 


40717. .40836, 41293. .41730 




Qprr No 






Seq. ID 


OJ990908_08.9C23 


.C8 




76926 




Strand 






Start 


38555 




End 


41766 




Name 


OJ990908 08.9C23.C8. 


o9 . gp 


Method 


AAT/GAP 




Start 


39416 




End 


41766 




GI 


7995 1.R1084 




Score 


1440 




F. V o rt 


39416. .39685, 41293. 


.41766 ■ 








\J J. ^ lis V_r J- J. ■ 


'5042413/gb|AAD38252 


.1IAC006193 8 8.0e- 


-43 (AC006193) 






Hypothetical Protein 


[Arabidopsis thaliana] ' 




Seq. No. 


37490 




Seq. ID 


O'J990908__08.9C23 


.C8 


Gene No. 


76927 




Strand 






Start 


44707 




End 


48482 




Name ' ' 


•OJ990908 08.9C23.C8. 


o6.tm 


. , Method. 


TBLASTX: Maize 




Start"' ■' ■ 


-.■33-2-:. 




-■"'End- - - ' ■ - 


-8'82- - ' 




GI ' 


none" ' ■ 




Score' 


78 




F.vnn *=; ' * ' 

l-j \^ 1 X o 


332.'.3'88', "4 65;-. 64 4, 


511. '. 639; 736 . .882 






. IN . 


374 9Q. 




Seq. ID -■ 


bJ990908_08.9C23 


.C8 


Gene No. 


76927 




Strand 






Start 


44707 




End 


48482 




Name 


OJ990908 08.9C23.C8. 


o4 . tc 


Method 


TBLASTX: Cress 






351 




End 


892 




GI 


none 




Score 


56 




Exons 


351. .404, 353. .403,- 


462. .644, 462. .647, 


463.. 648, 731. .892, 




733. .891 










Seq. No. 


37490 




Seq. ID 


OJ990908_08.9C23 


.C8 


Gene No. 


76927 




Strand 







37022 



start 44707 End 48482 

Name OJ990908_08 . 9C23 . C8 . o5 . ts Method TBLASTX : Soybean 

Start 561 End 898 

GI none Score 125 

Exons 561.. 647, 562.. 666, 731.. 898, 733.. 897 

Seq. No. 37490 Seq. ID OJ990908_08 . 9C23 . C8 

Gene No. 76927 Strand 

Start 44707 End 48482 

Name OJ990908_08 . 9C23 . C8 . o7 . tm Method TBLASTX : Maize 

Start 10281 End 10559 

GI none Score 72 

Exons 10281. .10373, 10283 .. 10360, 1028 6 .. 10390, 10287 .. 10391, 

10457, .10522, 104 61 10559, 104 61 .. 10535 , 10463. .10555 

Seq. No. 37490 Seq. ID OJ990908_08 . 9C23 . C8 

Gene No. 76927 Strand 

Start 44707 End 48482 

Name OJ990908_08 . 9C23 . C8 . o5 . tc Method TBLASTX : Cress 

Start 10286 End 11106 

GI none Score . 105 

_Expns„ L „.10286:,., 10.166, _10287„. .J.0373, .1046^. . 10598, 104 63 . . L0582; 

. „.10J.2i. 108A3,.aOJ48.. .,.1082.8,., 1102,3..... Xl.ioi. .^ 

Seq. No. 37490 Seq. ID OJ990908_08 . 9C23 . C8 

Gene No. 76927 Strand 

Start 44707 End 48482 

Name OJ990908_08 . 9C23 . C8 . o7 . ts " Method TBLASTX : Soybean 

Start 10286 End 10559 

GI none Score 130 

Exons 10286. . 10390, 10287 10388 , 104 61 .. 10559, 104 63 .. 10558 , 
10470. .10559 

Seq. No. 37490 Seq. ID OJ990908_08 . 9C23 . C8 

Gene No. .. 76927 Strand 

Start 44707 End 48482 

Name OJ990908_08 . 9G23 . C8 . olO . tm Method TBLASTX: Maize 

Start 16126 End 16892' 

GI none Score 82 

Exons 16126. .16185, 16127 .. 16177, 16720 1 6884 , 16726 .. 16848 , 
16734. .16892, 16778. .16891 



•-Seq. No/- y ■•-•3 74-90-'- v:. - - r:-:-; . "seq;" ID- " OJ990968^8 r9C23 /CS ~ 

" Gene No. 7'6927' • " ' . . \ Strand . -/ 

Start " . 44707 ' ' - '-^End'" ■ ^&4 82 ' -v^ ■ 

--Name - .OJ990908_08 .-9C23 .08 .-o9 . tm- - Method.. TBLASTX; Maize - - 

Start 17263 End • . - 17973- ... • 

GI none Score 256 

Exons 17263. . 17409, 172 63 .. 174 09, 1727 6 .. 174 10, 17825 .. 17971 , 

17835. .17972, 17845 .. 17973, 17847.. 17972 

Seq. No. 37490. Seq. ID OJ990908_08 . 9023 . 08 

Gene No. 76927 Strand 

Start 44707 End 48482 

Name OJ990908_08 . 9023 . 08 . 08 . ts Method TBLASTX : Soybean 

Start 17308 End 18171 

GI none Score 144 



37023 



i. : 2 
= i 5 



s Li 



Exons 


17308, 


, .17409, 


17849 


. . 17968, 


17864. .17971, 17865 


. .17972, 






17868, 


, .17972, 


18079 


. . 18171, 


18084 . . 18164 






Seq. No. 


37490 








Seq. ID 


OJ990908 


_08.9C23, 


.C8 


Gene No. 


76927 








Strand 


— 






Start 


44707 








End 


48482 






Name 


OJ990908 08.9C23.C8 


.oll.ts 


Method 


TBLASTX: 


Soybean 




Start 


18475 








End 


18759 




GI 


none 








Score 


225 






Exons 


18475. 


. 18759, 


18522 


. . 18629 






- 




Seq. No. 


37490 








Seq. ID 


OJ990908 


08 . 9C23. 


.C8 


Gene No. 


76927 








Strand 








Start 


44707 








End 


48482 






Name 


OJ9909D8 08.9C23.C8 


. o5 . tm 


Method 


TBLASTX: 


Mai ze 




Start 


23359 








End 


26417 






GI 


none 








Score 


128 






Exons 


23359. 


.23484, 


23360 


. ,23491, 


24267. .24434, 24267 


. .24431, 






24272. 


.24433, 


24529 


. .24618, 


24531. .24614, 24750 


. . 24848, 






24752. 


.24853, 


24769 


. . 24852, 


24949. .25002, 24950 


. . 25000, 






25114 . 


.25218, 


25114 


. .25218, 


25483. .255 


81, 25487 


. .25579, 






..;_.25453., 


,.J.5.585.,_ 


._25ilJL 


2 57 5„5^,„, 


^2_6,0,4 9„,,^ J 6 1 4 1:,„:.2 ,6,0 5„5 


. .26141, 






2 '6356. 


..26142,.. 


.2621.5. 


r..263j6"6. 


..2 6237. ..2,6392,. .26238. 


...26417..^ 




Seq. No. 


37490 








Seq. ID 


OJ990908 


08.9C23. 


C8 


Gene No. 


76927 








Strand 








Start 


44707 








End 


48482 






Name 


OJ990908 08.9C23.C8, 


.ol5.ts 


Method 


TBLASTX: 


Soybean 




Start 


24330 








End 


24817 




GI 


none 








Score 


144 






Exons 


24330. 


.24434, 


24332 


. .24433, 


24528. .24560, 24529 


. .24561, 






24568. 


.24618, 


24752. 


. .24817 










Seq. No. 


37490 








Seq. ID 


OJ990908 


08 . 9C23. 


C8 


Gene No. 


76927 








Strand 








Start 


44707 








End 


48482 






Name. 


OJ990908 08.9C23.C8, 


. ol2 . ts 


Method 


TBLASTX : 


Soybean 




Start 


• 26046 








End 


26397 




GI 


none 








Score 


108 






Exons 


26046. 


.26141, 


26066. 


. .26140, 


26237. .26389, 26238 


. .26393, 






26245. 


.26397 














Seq; "No 


•-''•37^90''' 








-•"Seq.'^i'D 


•OJ9909.08 


08". 9CZ3'. 


"eg" 


Gene No . 


76927 








Strand 








Start' ' ^ 


-"■4 470'7 " 








'End ' 


-48482- " ' • 






Name - ■ 


O.J990908' 08. 9C23:G8-. 


.:ol. tc - - 


- Method 


-TBLASTX :< 


Cress 


' _: ' 


Start 


28912 








End 


30093. 






GI 


none 








Score 


321 






Exons 


28912. 


.29259, 


29016. 


. .29282, 


29265. .294! 


39, 29266 


. . 29490, 






29481. 


.29909, 


29482. 


, .29913, 


29919. .30089, 29920 


. .30090, 






29962. 


.30093 














Seq. No. 


37490 ' 








Seq. ID 


OJ990908 


_08.9C23. 


C8 


Gene No. 


76927 








Strand 








Start 


44707 








End 


48482 






Name 


OJ990908 08.9C23.C8. 


ol. ts 


Method 


TBLASTX:; 


Soybean 




Start 


28999 








End 


29793 





37024 



GI none Score 558 

Exons 28999. .29490, 28999 .. 29163, 29016 .. 29486, 29432 .. 29488 , 

29481. .29789, 29482. .29793 



Seq. No. 


37490 




Seq. ID 


OJ990908_08.9C23 


. C8 


Gene No . 


76927 




Strand 






Start 


44707 




End 


48482 - ' 




Name 


OJ990908 08.9C23.C8 


. o8 . tm 


Method 


TBLASTX: Maize 




Start 


29023 




End 


29223 




GI 


none 




- Score 


57 




Exons 


29023. .29064, 29026 


. .29064, 


29047. .29223, 29064. .29219 




Seq. No. 


37490 




Seq. ID 


OJ990908_08.9C23 


. C8 


Gene No. 


76927 




Strand 






Start 


44707 




End 


48482 




Name 


OJ990908 08.9C23.C8 


.o2 . tm 


Method 


TBLASTX: Maize 




Start 


29226 




End 


30260 




GI 


none 




Score 


1314 




Exons 


29226. . 30095, 29227 


. .30087, 


30006. .30089, 30201.. 30260 




Seq. No. 


37490 




Seq. ID 


OJ990908_08.9C23 


. C8 


No„. 


76927 




SJ:rand _ 






S,tar.t__ 


.4 4707. 




. .End . /. 


...48.482 ... 




Name 


OJ990908. 08.9C23.C8 


, o4 . t s 


Method 


TBLASTX: Soybean 




Start 


29794 ~ 




End 


30087 




GI 


none 




Score 


152 




Exons 


29794 . .29913, 29794 


.29907, 


29796. .29921, 29919 .. 30077 , 






29920. .30081, 29962 


.30087 








Seq. No. 


37490 




Seq. ID 


OJ990908_08. 9C23 


.C8 


Gene No . 


76927 




Strand 






Start 


44707 




End 


48482 




Name 


OJ990908 08.9C23.C8 


o3 . to 


Method 


TBLASTX: Cress 




Start 


34483 




End 


36723 




GI 


none 




Score 


384 




Exons 


34483. .34770, 34484 


.34777, 


34565. .34777, 34886,. . 35125, 






34888 . . 34950, 34994 , 


. 35125, 


36532. .36723, 36532. .36675, 






36534 . . 36722 










Seq. No. 


37490 




Seq. ID 


OJ990908_08.9C23 


C8 


Gene No . 


76927 




Strand 






Start 


44707 




End 


48482. 




Name " . " 


" OJ990908" *08 . 9C23'; C'8 . 


o37ts" ^ 


" "Method ■* 


'TBLASTXrSoybe'an- 




Start 


34483' " . ■ ■ 




. End ' 


34768 




GV ' " " ■ ■ 


none ' ' ' ' * ' 


• ■ v.. . 


' "Score" ' 


^37 8 ' "•' ■■■ 




Exons - 


' '34 4 83. .'34 7 67,- '34-4 84.. 


■ 347 68: ■ 








Seq. No.i- 


374 90 




Seq. ID 


OJ990908_08.9C23. 


C8 


Gene No.' 


76927 




Strand 






Start 


44707 




End 


48482 




Name 


OJ990908 08.9C23.C8. 


o3 . tm 


Method 


TBLASTX: Maize 




Start 


34559 




End 


37913 




GI ^ 


none 




Score 


358 




Exons 


34559. .34780, 34565. 


.34768, 


34573. .34770, 34886 .. 35116, 






34886. ,35116, 34888. 


.35118.,- 


35073. .35123, 35953. .36045, 






35961. .36044, 36514. 


.36699, 


36521. .36937, 36525 .. 36656, 






36525. .36947, 36526. 


.36948, 


36981. .37121, 36997 .. 37119, 





37025 





37004 . 


.37138, 37006, 


. . 37122, 


37673. .37762, 37673 .. 37771, 






37674 . 


.37769, 37674, 


. .37775, 


37831. .37884, 37836 .. 37886, 






37836. 


.37913, 37840, 


. .37908 








Seq. No. 


37490 






Seq. ID 


OJ990908_08.9C23. 


. C8 


Gene No. 


76927 






Strand 






Start 


44707 






End 


48482 




Name 


OJ990908 08.9C23.C8-. 


.ol4 . ts 


Method 


TBLASTX: Soybean 




Start 


34913 






End 


36807 




GI 


none 






Score 


45 




Exons 


34913. 


.34951, 34952. 


. . 35116, 


35961. .36044, 36529 .. 36597 , 






36582. 


.36776, 36598. 


. .36807 








Seq. No. 


37490 






Seq. ID 


OJ990908_08. 9C23, 


,C8 


Gene No. 


76927 






Strand 






Start 


44707 






End 


48482 




Name 


OJ990908 08.9C23.C8. 


,o2. tw 


Method 


TBLASTX: Wheat 




Start 


35003 






End 


37138 




GI 


none 






Score 


75 




Exons 


35003. 


.35110, 35006. 


. . 35134, 


36531. .36704, 36730 .. 36948 , 






36813. 


.36947, 37004. 


, . 37036, 


37006. . 37038, 37070. .37138 




. Seq,. ..No... 


^ 37-490. ^ 




. 


. S.eq.. -.ID. 


...Qa9.9Q.a.Q_8.,.Q a 9r2.a,..c8, 


Gene No . 


76927 






Strand 






Start 


44707 






End 


48482 




Name 


OJ990908 08.9C23.C8. 


o6 . tc 


Method 


TBLASTX: Cress 




Start 


36730 






End 


37138 




GI 


none 






Score 


138 




Exons 


36730. 


.36948, 36813. 


. 36947, 


37004. .37036, 37070. .37138 




Seq. No. 


37490 






Seq. ID 


OJ990908_08.9C23. 


C8 


Gene No. 


76927 






Strand 






Start 


44707 






End 


48482 




Name 


OJ990908 08.9C23.C8. 


o6 . ts 


Method 


TBLASTX : Soybean 




Start 


36814 






End 


37902 




GI 


none 






Score 


149 




Exons 


36814 . , 


.36948, 36816. 


. 36947, 


37004. .37138, 37004 .. 37108 , 






37006. . 


.37122, 37674. 


. 37763, 


37849.. 37902 




Seq. No. 


37490 






" Seq. ID 


OJ990908_08.9C23. 


C8 


Gene No. 


76927 






Strand 






Start 


44707 






End 


48482 




Name " * 


"-0^990908 '•08V9C237C8 


o4'.' tm — 


"Method' • 


'■'TBLASTX: Maize 




Start. 


38514 ■ 






End 


39527 




■'Gr ' 


none' ' 






Score 


''312- ■ '■ - 




Exons * 


- 38514'. . 


.38750,: 38538-. 


.38747, 


•38561. .38752,- 3.9239 39388 , 






39240. . 


.39380, 39416. 


.39526,' 


39423.. 39527 




Seq. No. 


37490 






Seq. ID 


OJ990908_08.9C23. 


C8 


Gene No. 


76927' 






Strand 






Start 


44707 






End 


48482 




Name 


OJ990908 08.9C23.C8. 


olO. ts 


Method 


TBLASTX: Soybean 




Start 


38559 






End 


39385 




GI 


none 






Score 


159 




Exons 


38559. , 


,38744, 385^1. 


.38752, 


39239.-39385, 39240.. 39374 




Seq. No. 


37490 






Seq. ID 


OJ990908_08.9C23. 


C8 



37026 




Gene No. 


76927 




Strand 






Start 


44707 




End 


48482 




Name 


OJ990908 08.9C23.C8 


. o9 . ts 


Method 


TBLASTX: 


Soybean 


Start 


39437 




End 


39649 


GI 


none 




Score 


87 




Exons 


39437 . .39649, 39504 


. . 39623 








Seq. No. 


37490 




Seq. ID 


OJ990908 


08. 9C23 


Gene No. 


76927 




Strand 






Start 


44707 




End 


48482 




Name 


OJ990908 08.9C23.C8 


o 1 0 . gp 


Method 


AAT/GAP 




Start 


44048 




End 


45848 




GI 


16132 1.R1084 




Score 


2942 




Exons 


44048. .44919, 45017 


.45163, 


45252. .45464, 45551 


. .45848 



GI Descrip. M204265 8.0e-82 (AC005223) 45643 [Arabidopsis thaliana] * 



Seq. No. 

Gene No. 

Start 

Name 

Start 

^GI 

..Exons 



37490 
76927 
44707 

OJ990908_08 . 9C23 . C8 . ol . tm 
44484 



08.9C23.C8 



none 



^44.481.. 
44575. 
44851. 
45074 . 
45259. 
45553. 
45946. 
45975. 
46049. 
46275. . 
46434 . , 
46549. , 
47171. , 
47437. , 



,44.5.ai,., 
44592, 
44919, 
45166, 
45465, 
45933, 
45966, 
45998, 
46180, 
46340, 
46526, 
46713, 
47245, 
47556, 



14.512:, 

44629. 
44991. 
45247. 
45545. 
45641. 
45949. 
46042. 
46050. 
46322. 
46435. 
46701. 
47172. 
47686. 



...JA5-6.8,. 
.44823, 
.45158, 
.45459, 
.45907, 
.45934, 
.45993, 
.46116, 
.46181, 
.46435, 
.46527, 
.46769, 
.47246, 
.47769, 



Seq. ID OJ990908 
Strand 

End ■ 48482 

Method TBLASTX : Mai ze 

End 47770 

S.CJ3 r e_ _ , 3.7_ j \ : 

.4.43.33'^.. J A55B:,. J 43ia.. .J 4.5.9..6,. 
44702. . 44827, 4 4804 .. '4 4 920, 
45016. .4 5150, 4 5056 .. 45166, 
45249. .45275, 4524 9 .. 454 64 , 
45546. .45926, 4554 9 .. 458 93, 
45931. .45972, 4594 4 .. 4 5973, 
45958. .45996, 4 5968 .. 4 5997 , 
46043. .46117, 4 604 8 .. 4 6173, 
4 6266. .4 6436, 4 627 4. .4 6327, 
46389.-46436, 4 6434 .. 4 6526, 
46539.-46568, 4 654 8 4 67 15, 
46717. .46812, 4 67 18 .. 4 6813, 
47403, .47561, 474 33 .. 47540, 
47687.'. 47770 



Seq. No. 37490 ^ • 

Gene' No. 76927 
Start 44707 

Name OJ990908_08 . 9C23 . C8 . ol . tw 

Start^ 44618 

GI ■ * ^ ~ none" ' ' " " - 

Exons M4618. ."44'665, 44665 44694 , 

~ ■ ' 44752 .^. 44856,-* 44804 '44857, 
' -' ■ 44845. .44919/- 44846. .. 44920, 
■ . 45016.. 45159, 4 505 6 .. 4 51 63,- 
45253.. 45465 



Seq. ID OJ990908_08. 9C23.C8 
Strand 

End ■ 48482 

Method TBLASTX : Wheat 

End 4 54 65 

■ ; Score - 34-* ■ • '~ ■ --^y" 

4 4 731 . . 4 4811, 4 47 4 3 . 44 7 93^ 
44 84'2 , . 4 4 901, ' ^ Afi 43 - '. 4 4-902; ' ' • ' 
45006. ..45158> 4 501 6V-4 5159,-: ■ 
4 524 9. .45464, 45252. .45359,- 



Seq. No. 37490 

Gene No. 76927 

Start 44707 

Name OJ990908_08 . 9C23 . C8 . olO . gs 

Start 44707 

GI none 

Exons 44707. .44919, 4 5017 .. 4 5163 , 45252 
46275. .46814, 4717 1 .. 47271, 47438 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990908_08 . 9C23-C8 

48482 
GENSCAN 
48232 
.97 



.45464, 45551. 
.47555, 47680. 



,46168, 
,47765, 



37027 



48118. .48232 





Seq. No. 


37490 




Seq. ID 


OJ990908 


08. 9C23 


.C8 




Gene No. 


76927 




Strand 










Start 


44707 




End 


48482 








Name 


OJ990908 08.9C23.C8 


o8 .np 


Method 


AAT/NAP 








Start 


44999 




End 


48145 








GI 


4204265 




Score 


1011 








Exons 


44999. .45163, 45252, 


.45464, 


45551. .46022, 46053 


. .46168, 








46275. .4-6640, 46695. 


.46793, 


47171. .47220, 47411 


. .47546, 








47665. .47765, 48118. 


.48145 












GI Descrip. 


{AC005223) 45643 [Arabidopsis thaliana] 










Seq. No. 


37490 




Seq. ID 


OJ990908 


_08.9C23 


.C8 




Gene No. 


76927 




Strand 










Start 


44707 




End 


48482 








Name 


OJ990908 08.9C23.C8. 


o2. ts 


Method 


TBLASTX: 


Soybean 






Start 


45012 




End 


46529 






GI 


none 




Score 


35 








Exons 


45012. .45035, 45033. 


.45164, 


45062. .45166, 45249 


. .45464, 








45250. .45489, 45545. 


.45766, 


45601. .45723, 45618 


. .45788, 








^ . J5 7.7A.,..,4 5 8 1 45J,2 4 


..„4 5,9 4„0,, , 


J 5,8 2A, ., JA9 9 7.,._4 6a9 4 


. .46129, 




r a 




_4.6311...,..4,6,5i9_ 


- - 










."l 


Seq. No. 


37490 




Seq. ID 


OJ990908 


_08.9C23 


.C8 




Gene No. 


76927 




Strand 








Li 2 


Start 


44707 




End 


48482 






ry 


Name 


OJ990908 08.9C23.C8. 


o2. to 


Method 


TBLASTX: 


Cress 






Start 


45015 




End 


45997 








GI 


none 




Score 


48 








Exons 


45015. .45041, 45036. 


.45164, 


45062, .45166, 45249 


. . 45464, 








45250. .45489, 45545. 


.45778, 


45546. .45770, 45842 


. .45997, 




H y 




45843. .45887 














Seq. No. 


37490 




Seq. ID 


OJ990908_ 


08 . 9C23 


.C8 




Gene No.- 


76927 




Strand 










■ Start 


44707 




End 


48482 








Name 


OJ990908 08.9C23.C8. 


ol3.ts 


Method 


TBLASTX: 


Soybean 






Start 


46783 




End 


47770 








GI 


none 




Score 


85 








Exons 


46783. .46812, 47171. 


.47245, 


47172. .4724 


6, 47403 


. .47561, 








. 47433. .475.40, 47437-, 


.47556, 


47686. .47769, . 47687 


. .47770,^ 








47720. : 4-7770 ' ' ' " 













•■OJ990'90,8- •0'8:9C23..C8' 



Seq: No:' • ' 37'490"^' * " ■ • ' • ' ^" Seq"] ID 

Gene -No:' '1692:1 . " . Strand . - . ....... ■ , 

Start 4 47 07 • End 4 8482- 

Name OJ990908_08 . 9C23 . C8 . oil . gp Method AAT/GAP 

Start 47677 End 48482 

GI 50660_1.R1084 Score 826 

Exons 47677. .47765, 48118, .48482 

GI Descrip. ' 4512233/dbj | AB014 743 . 1 1 AB014 74 3 l.Oe-176 Oryza sativa 
copia-type retrotransposon RIRE7 DNA, partial sequence* 



Seq. No, 
Gene No. 
Start 



37491 
76928 
1 



Seq. ID OJ990908_08.9C23.C9 
Strand + 
End 7 9 



37028 



Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ990908_08 . 9C23 . 09 . ol . np Method AAT/NAP 

1 End 79 

5042454 Score 88 

1. .79 

(AC007789) putative polyprotein [Oryza sativa] 



37491 
76929 
810 

OJ990908_08. 902 3.09. o2.np 
810 

6498441 

810. .1873, 2204. .2667, 2731. 
4492. .5889, 5983. .6243 

(AP000815) EST 072786 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 



OJ990908__08. 9023.09 
+ 

6243 
AAT/NAP 
6243 
7032 



Seq. ID 
Strand 
End 

Method 
End 
Score 

,3104, 3288.. 3422, 3597.. 4320, 







retrotransposon RetroSorl. 


(AF098806) 


[Oryza sativa] 






<j C <»H • IN \j • 


37491 


Seq. ID 


OJ990908_08.9O23 


. 09 




Gene No. 


76930 


Strand 


+ 






Start 


11920 


End 


13006 






Name 


PJ99A908., 0.8..3C23..03-.o.5..np.„ . 


_ .:.,:Me.thp„ci,._. 


AAT/NAP 




_ _ 


Start 


_.U920^ 


End 


,1.3,006, _ 






GI 


6815053 


Score 


724 






1—1 \J I XiJ 


11920. .12067, 12568. .12743, 


12771.. 13006 




Til 


V_J -L iw> V-' -L. -J_ KJ • 


(AP001080) hypothetical protein [Oryza 


sativa] 




n 


Seq. No. 


37491 


Seq. ID 


OJ990908_08.9C23 


.09 


ly 


Gene No. 


76931 


Strand 








Start 


6867 


End 


11875 




w 


Name 


OJ990908 O8.9023.09.o4.tm 


Method 


TBLASTX: Maize 




f i i 


Start 


1001 


End 


1249 






GI 


none 


Score 


193 






Exons 

1«J JTk. \h/ 1 1 O 


1001. .1249, 1003. .1248 










Seq. No. 


37491 


Seq. ID 


OJ990908_08. 9023 


09 




Gene No , 


76931 


Strand 








Start 


6867 


End 


11875 






Name 


OJ990908 08. 9C23.09.o6.tw 


Method 


TBLASTX: Wheat 






Start 


1013 


End 


1351 






GI 


none 


Score 


116 






Exons 


.1013. .1111/ 1030.. .1110, 107 


8. .1317, -1094. .1351. 






Seq. No. 


* 374-91 ' ' - ■ 


Seq. *ID 


OJ99090'8i08.9O23 


09 




Gene No. 


7 6931 ' "'~ 


Strand 








-Start . 


68 67 . . 


End 1 . 


: 11875.. \ . . 






Name 


OJ990908 ■08.9023.C9.o3.tw ' 


Method • 


TBLASTX: Wheat 






Start 


2088 


End 


2574 






GI 


none 


Score 


409 






Exons 


2088. .2261, 2089. .2574, 228 


3. .2543 








Seq. No. 


37491 


Seq. ID 


OJ990908_08. 9023. 


09 




Gene No. 


76931 


Strand 








Start 


6867 


End 


11875 






Name 


OJ990908 08 . 9023.09.ol . tw 


Method 


TBLASTX: Wheat 






Start 


2738 


End 


3201 






GI 


none 


Score 


202 





37029 



Exons 



2738. .3181, 2739. ,3194, 2740. .3201, 2740. .3195 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 

„Name 

.Start.... . 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq; No." 
Gene No. 
Start 
■Name ■ ■ ■,. 
Start ■ 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



37491 
76931 
6867 

OJ990908_08 
2779 
none 

2779. .3003, 

37491 
76931 
6867 

OJ990908_08, 
2869 
none 

2869. .3225, 

37491 
76931 
6867 

..QiI99A9„08.^0X. 

.3.252,... _ 

none 

3252. .3617, 



37491 
76931 
6867 

OJ990908_08. 
3310 
none 

3310. .3729, 

37491 
76931 
6867 

OJ990908_08. 
3388 
none 

3388. .3759, 

■ 374 91 " - ' 
76931 ■ 
68 67" • ' 
OJ9909:08_08. 
4165 
none 

4165. .4416, 
4488. .4625 

37491 
76931 
6867 

OJ990908_08. 

4315 

5666795 



. 9C23.C9.o3.ts 
3010. .3144 

9C23.C9.ol.tm 
2904.. 3215, 3109, 

,9,C.2 3 . C3..a3^ tm:__. _ 
3253. .3636 

9C23.C9.o2.tw 
3313.. 3588, 3351. 

9C23.C9.ol.ts 
3405. .3548 

9C23.C9-.o5\tw 



Seq. ID OJ990908_08.9C23.C9 
Strand 

End 11875 

Method TBLASTX : Soybean 

End 3144 

Score 117 



Seq. ID OJ990908_08.9C23.C9 
Strand 

11875 

TBLASTX: Maize 
3225 
392 



End 

Method 
End 
Score 
.3225 



Seq. ID OJ990908_08.9C23.C9 
Strand 

End 11875 
._Metho.d_ TBLASTX :Maize - 

End" ...„ 3,63.6. _ . 

Score 363 



Seq. ID OJ990908_08. 9C23.C9 
Strand 

11875 

TBLASTX: Wheat 
3729 
492 



End 

Method 
End 
Score 
.3704 



Seq. ID OJ990908_08.9C23.C9 
Strand 

End" 11875 

Method TBLASTX : Soybean 

End 3759 

Score 282 



Seq.- ID OJ990.90.8jp8 . 9C23VC9 
•Strand 

End' • ■ ■ :Lr875' " • • 

Method . TBLASTX: Wheat - : - 
End 4626 
Score 232 



4192. . 4416, ■ 4257. .4433, 4 47 7. .4 62 6, 4 4 86. .4611, 



Seq. ID OJ990908_08.9C23.C9 
Strand 

End 11875 

9C23 . C9 . o2 . t s Method TBLASTX : Soybean 

End 4881 

Score 68 



37030 




Exons 


4315. .4413, 


4489 


. .4626, 


4681. 


.4881 




GI Descrip. 


4206306 2.0e-10 


(AF049110) prpol [Zea 


mays] 


Seq. No. 


37491 








Seq. ID 


OJ990908_08. 9023.09 


Gene No. 


76931 








Strand 




Start 


6867 








End 


11875 


Name 


OJ990908 08 


. 9C23 


.C9.08. 


tw 


Method 


TBLASTX: Wheat 


Start 


4629 








End 


4941 


GI 


none 








Score 


191 


Exons 


4629. .4916, 


4681 


. . 4941 








Seq. No. 


37491 








Seq. ID 


OJ990908_08.9O23.O9 


Gene No. 


76931 








Strand 




Start 


6867 








End 


11875 


Name 


OJ990908 08 


. 9C23 


.C9.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


5134 








End 


5466 


GI 


none 








Score 


366 


Exons 


5134 . . 5457, 


5163 


. .5444, 


5254 . 


. 5466 




Seq. No. 


37491 








Seq. ID 


OJ990908_08. 9023.09 


Gene No. 


76931 








Strand 




.Start 


:J8 6L-™.,:.'.™ 






~ 1 


_ End ...:„._. 


■ 11875 


Name .... 


.,QJ99690.8.. .08 


. 9C2.3 


. 09 . o4'. 


tw. 


Method . 


_ TBLASTX.:.W.heat 


Start 


5271 








End 


5672 


GI 


none 








Score 


372 


Exons 


5271. .5672, 


5272 


. .5652 








Seq. No. 


37491 








Seq. ID 


OJ990908_08.9O23.O9 


Gene No. 


76931 








Strand 




Start 


6867 








End 


11875 


Name 


OJ990908 08 


. 9C23 


.C9.07. 


tw 


Method 


TBLASTX: Wheat 


Start 


5677 








End 


6234 


GI 


none 








Score 


232 


Exons 


5677. .5943, 


5679 


. . 5936, 


5701 . 


.5991, 6108.. 6227, 6109.. 6234 


Seq. No. 


37491 








Seq. ID 


OJ990908_08.9O23.O9 


Gene No. 


76931 








Strand 




Start 


6867 








End 


11875 


Name 


OJ990908 08 


.9023 


.09. o5. 


tm 


Method 


TBLASTX: Maize 


Start 


6102 








End 


6246 


GI 


hone 








Score 


192 


.Exons 

* - - "' 


6102,... 6242, 


6103 


. 6246 








Seq. No. 


37491 








Seq.' ID 


' OJ990908_08.9O2Y.C9 


Gene isfo. ' 


' 769'31 ' ' 








"Strand . 




Start 


'68 6-7-: : . - 








End 


.'.1187S. V. .. 


Name 


OJ9'90908 08 


9C23 


09. o2. 


gs 


Method 


GENSOAN 


Start 


6867 








End 


10421 


GI 


none 








Score 


.9 


Exons 


6867. .8357, 


8599, 


.10021 


, 10192. .10421 




Seq. No. 


374 91 








Seq. ID 


OJ990908_08. 9023.09 


Gene No. 


76931 








Strand 




Start 


6867 








End 


11875 


Name 


OJ990908 08 


9C23, 


09. o3. 


np 


Method 


AAT/NAP 


Start 


6870 








End 


10002 


GI 


6907089 








Score 


4141 



37031 



Exons 

GI Descrip. 

Seq. No. . 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

_GJ_DesGrip:. 

Seq.' No. 

Gene No. 

Start 

Name 

Start. 

GI 

Exons 



6870. .8640, 8741, ,10002 

(AP001129) hypothetical protein [Oryza sativa] 



Seq. ID 
Strand 
End 

Method 
End 
Score 
11079. .11232, 



OJ990908 08.9C23.C9 



37491 
76931 
6867 

OJ990908_08. 9C23.C9,o4 .np 
9055 
5922623 

9055. .9075, 10820. .10895, 11079. .11232, 117 90. .11875 
(AP0004 92) hypothetical protein [Oryza sativa] 
gi I 6016856 I dbj IBAA85199.il (AP000570) hypothetical protein 
[Oryza sativa] 



11875 
AAT/NAP 
11875 
128 
11790. , 



37492 Seq. ID 

76932 Strand 

5783 End 

OJ991109_12 . 0105 . C2 . o2 . np Method 

5783 End 

.2244874 Score 



OJ991109_12.0105.C2 
+ 

8124 
AAT/NAP 
8124 
85 



5783. .6039, 6100. .6237, 7026. .7183, 8106. .8124 

. J.^.S,? 3_3 8 J c e 11 wa 1 1 ' ,pr o t e i n - ^ 1 ike, f Ar a bi dop_si s, . tli.al_iana_] . 



37492 
76933 
18759 

OJ991109_12.0105.C2.o5.gs 

18759 

none 

18759, .19090, 21803 .. 21978 , 
23894 . .24374, 24519 .. 24748 , 
25479. .25721, 25794 ,, 25898 , 



Seq. ID OJ991109_12.0105.C2 

Strand + 

End 27137 

Method GENSCAN 

End 27137 

Score . 63 
23054. .23115, 234 05 .. 23598 , 
24940. .25052, 2511 6 .. 25193 , 
26881. .27137 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 

Seq. No. 
Gene No. 



Seq. ID 
Strand 
End 

Method 

End 

Score 
24831, ,24941, 
25784, ,25898, 



OJ991109_ 
+ 

27137 
AAT/NAP 
26799 
2408 

25018. 
25970. 



37492 Seq. ID OJ991109 12. 0105. C2 

76933 
18759 

OJ991109_12.0105.C2.o5.np 
23486 
6691716 

23486. .24368, 24564 .. 24748, 24831 .. 24941, 25018 251 93 , 
25275. .25459, 25532 .. 25633, 25784 .. 258 98 , 25970 .. 2 628 6, 
26676. .26799 . ... . 

:(APdd0'492) -hypothetrcal -protein- [Oryza sativa] • * ' ' ' 
gi|6691717|dbj IBAA89397..1I {AP000570) hypothetical protein 
[Oryza sativa] . " *' * ' " " ' ' [ ' * '* ' 

37492 
76934 
36410 

OJ991109_12.0105.C2.o7.np 
36410 
6553905 

36410. .3654 4, 37716. .37 907 

(AC012563) unknown protein [Arabidopsis thaliana] 



Seq. ID - OJ991109_12.0105.C2 

Strand + 

End 37907 

Method AAT/NAP 

End 37907 

Score 108 



37492 
76934 



Seq. ID OJ991109_12,0105.C2 
Strand + 



37032 



start 36410 End 37907 

Name OJ991109_12 . 0105 . C2 . ol . gp Method AAT/GAP 

Start 37097 End 37551 

GI 25792_1.R1084 Score ' 811 

Exons 37097. .37551 

GI Descrip. M 512233/dbj | AB014743 . 1 | AB01474 3 O.Oe+00 Oryza sativa copia-type 

retrotransposon RIRE7 DNA, partial sequence* 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 

:Start^.:_:__ 

Exons 

Seq. No. 

Gene No. . . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID OJ991109 12. 0105. C2 



37492 
76935 
38565 

OJ991109_12.0105.C2.o8.np 
38565 
6705984 
38565. .39509 

(AB033235) gag-pol poiyprotein [Oryza sativa] 



Strand 
End 

Method 

End 

Score 



+ 

39509 
AAT/NAP 
39509 
1530 



37492 
76936 
356 

OJ991109_12.0105.C2.ol.gs 

6_ _ „ _ 

Inone. 



Seq. ID OJ991109_12.0105.C2 
Strand 

End 4391 
Method GENSCAN 

.E:nd .:„,,.3122^_ ^ „ 

S,cor.e 4.7 



356. .594, 1262. .1398, 1413. .1564, 3195. .3326, 3377, .3422 



37492 Seq. ID 

76936 Strand 

356 End 

OJ991109_12 . 0105 . C2 . ol . np Method 

1340 End 

1084462 Score 
1340. .1598, 4225. .4391 

RCg2 protein - rice gi 1786130 (L27209) RCc2 [Oryza sativa] 
gi 1 786134 (L27210) root-specific protein [Oryza sativa] 



OJ991109_12.0105.C2 

4391 
AAT/NAP 
4391 
412 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



37492 
76936 
356 

OJ991109_12.0105.C2.o2.gs 

4137 

none 

4137. .4391 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991109_12.0105.C2 

4391 
GENSCAN 
4391 
.97 



Seq.. No. '37492 ' / Seq.' ID 

Gene NoT "'76937^'" • - • - -".'Strand' 

Start , . ■ 9028. ■ ■ ^ : -. ; . End^- - ^ 
Name OJ991109_12 . 0105 . 02 . o3 . np Method 

Start 9028 End 

GI ' 1084462 , Score 

Exons 9028.. 9417 

GI Descrip. 'RCg2 protein - rice gi 1786130 (L27209) RCc2 [Oryza sativa] 
gi 1 786134 (L27210) root-specific protein [Oryza sativa] 



OJ991L09_12.0105.C2 

.9417- ... -'V.:;.. • 

AAT/NAP 

9417 

441 



Seq. No. 37492 Seq. ID 

Gene No. 76938 . Strand 

Start 9572 End 

Name OJ991109 12 . 0105 . 02 . o4 . np Method 



OJ991109_12.0105.C2 

11920 
AAT/NAP 



37033 



start 
GI 

Exons 

GI Descrip, 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9572 End 11920 

6539588 Score 137 

9572. .9660, 10919 .. 1 1206, 11894. .11920 

(AP000837) hypothetical protein [Oryza sativa] 



37492 
76939 
26427 

OJ991109_12.0105.C2.ol0.tw 

1328 

none 

1328. .1405, 1334. .1405, 1416. 
4179. .4232, 9020. .9103, 9022. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991109 12. 0105. C2 



35805 

TBLASTX: Wheat 
34410 
57 

1499, 1417.. 1506, 1541.. 1591, 
9105, 9103.. 9186, 9113.. 9193, 



9229. .9420, 17978 18142, 17978 18 142, 17 985 18236, 
18127. .18159, 18182. .18253, 34279. .34410 



Seq. No. 
Gene No. 
Start 
Name 
Start 

Exons 



37492 Seq. ID 

76939 Strand 

26427 End 

OJ991109_12 . 0105 . C2 . ol . to Method 

1337- End 

^none_„ „ „; , , ^ ; Score; 



OJ991109_12.0105.C2 
35805 

TBLASTX: Cress 
21099 

.69 ' 



.1.33.7 ..... 1 4.2 3 139 9... .,15 0,6., 1 .4.01. ......1,5.0,5.,. .„ 1.5 02...... L6.1 2.,...,. 415 8...... .4223 , .„ 

9025. .9192, 9035. .9169, 9172. .9291, 9307. .9348, 17 978 .. 18058 , 
18059. . 18148, 18063. .18125, 18137 .. 18262, 20962 21024 , 
21013.. 21099 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



37492 
76939 
26427 

OJ991109_12 .0105.C2.o2. ts 
1340 



none 
1340. . 
4176. . 
17981. 
18147. 



Seq. ID OJ991109_12.0105.C2 
Strand 

End 35805 
Method TBLASTX : Soybean 
End 18230 
Score 88 

1499, 1506.. 1586, 1535.. 1585, 
9184, 9181.. 9273, 9226.. 9264, 
18058, 18057. . 18140, 18059 .. 18142 , 18137 .. 18229, 
18230 



1423, 1396. .1497, 1401 
4226, 9028. .9186, 9035 



Seq, No, 
Gene No, 
Start 
Name - 
Start 
GI - 
'Exohs 



37492 
76939 
26427 
0 J 9.9 11 
*134 0- 
none 
■134 0.". 
1485. .. 
9028. . 
9261. . 
18057. 
18186. 



09 12.0105.C2.o4 .tm 



1:423, 134 3. .14 98/ 1344 
1538, 1541.:. 1627," . 1542-. 
9186, 9028.. 9192, 9029. 
9329, 9277.. 9420, 17981 
.18149, 18059. . 18148, 
.18272, 18254. .18295 



Seq. ID 
Strand 
End 

Method 
End' 
Score" 
. 1499, 



OJ991109 12. 0105. C2 



35805 

TBLASTX: Maize 

" 18295 ' - " 

100 • • 

1399 . 150-6, "- 1'4 01". . i'505'. 



• 1613, --.4182.- .-4250., -9024 . . 9185, 
9193, 9229. .9306, 9229.. 9315, 
.18058, 17981. .18058, 



18137. .18181, 18185. . 18271, 



Seq. No. 37492 Seq. ID 

Gene No. 76939 Strand 

Start 26427 End 

Name OJ991109_12 . 0105 . C2 . ol 1 . tw Method 

Start 23614 End 

GI none Score 



OJ991109_12.0105.C2 
35805 

TBLASTX: Wheat 

23857 

189 



37034 




Exons 


23614 . .23832, 23615 


. .23857 








Seq. No. 


37492 




Seq. ID 


OJ991109 


_12.0105.C2 


Gene No. 


76939 




Strand 






Start 


26427 




End 


35805 




Name 


OJ991109 12. 0105. 02 


o4 . tw 


Method 


TBLASTX: 


Wheat 


Start 


26403 




End 


27017 




GI 


none 




Score 


82 




Exons 


26403. .26540, 26526 


. 27017, 


26725. .26856, 26908 


. . 26997 


Seq. No. 


37492 




Seq. ID 


OJ991109 


12 . 0105 . C2 


Gene No . 


76939 




Strand 






Start 


26427 




End 


35805 




Name 


OJ991109 12. 0105. C2. 


o6 . np 


Method 


AAT/NAP 




Start 


26427 




End 


34454 




GI 


5922631 




Score 


5902 




Exons 


26427. .28948, 29555. 


.29655, 


32638. .33167, 33195 


. .33490, 




33617. .33767, 33807. 


.34454 








GI Descrip. 


(AP000492) ESTs C26347 (C121 


45) ,AU078074 (C12145) 


correspond 



region of the predicted gene..; similar to prpol; Zea mays 

retrotransposon Cinful-1. (AF049110) [Oryza sativa] 

„ ™giJJ.Q168641dbjJ Bi^a52^^ , ■ 

- ,-,-rZ6345xciZ145,L,Xu07AQ^ 

predicted gene.;- Similar to prpol; Zea mays retrotransposon 

Cinful-1. (AF049110) [Oryza sativ 



Seq. No. 37492 Seq. ID OJ991109_12 . 0105 . 02 

Gene No. 76939 Strand 

Start 26427 End 35805 

Name OJ991109_12 .0105 . 02 . o6 . tm Method TBLASTX : Maize 

Start 26442 End 26696 

GI none Score 100 

Exons 26442. .26543, 26443 .. 26544 , 26523 .. 26696, 26524.. 26583 

Seq. No. 37492 Seq. ID OJ991109_12 . 0105 . 02 

Gene No. 76939 Strand 

Start 26427 End 35805 

Name OJ991109_12 . 0105 . 02 . o7 . tm Method TBLASTX : Maize 

Start 26787 End 27060 

GI none Score 45 

Exons 26787. .26873, 26886 .. 26966, 26896 .. 26970, 26961 .. 27059, 

. . 26962. .27060 ■ ■ . ... .. . ... 

Seq; No. 37492 ■ - ' • Seq". ID OJ991109_12 . 010'5'. 02 

Gene No.''' 76939' ;. ' ' ' ' ' ■.Strand* "' ' 

Start .-.I..-:-,.-- 26427 .i.'- ' , - End- - : ^ ^35805 : J 

Name OJ991109_12 . 0105 . 02 . o6 . tw Method TBLASTX : Wheat 

Start 27033 ' End 27386 

GI none Score 195 

Exons 27033. .27386, 27040.. 27381 

Seq. No. 37492 Seq. ID OJ991109_12 . 0105 . 02 

Gene No. 76939 Strand 

Start 26427 End 35805 

Name OJ991109_12 . 0105 .02 . ol . tm Method TBLASTX : Maize 

Start 27198 End 27546 

GI none Score 221 



37035 




Exons 


27198. 


.27476, 27199 


. .27477, 


27481. .27546 




Seq. No. 


37492 






Seq. ID 


OJ991109_12.0105 


.02 


Gene No. 


76939 






Strand 


- 




Start 


26427 






End 


35805 




Name 


OJ9911 


09 12. 0105. 02 


. o5 . tw 


Method 


TBLASTX: Wheat 




Start 


27831 






End 


28253 




GI 


none 






Score 


212 




Exons 


27831 . 


.28253, 27907 


. .28248 








Seq. No. 


37492 






Seq. ID 


OJ991109_12.0105 


.02 


Gene No, 


76939 






Strand 


— 




Start 


26427 






End 


35805 




Name 


OJ9911 


09 12.0105.02 


, o4 . t s 


Method 


TBLASTX: Soybean 




Start 


- 27874 






End 


28262 




GI 


none 






Score 


146 




Exons 


27874 . 


.28254, 27876 


. .28262 








Seq. No. 


37492 






Seq. ID 


OJ991109_12.0105 


.02 


Gene No. 


76939 






. Strand 






Start 


26427 






End 


35805 




Name 


_ , „ 0 J § 9il 0 9 J 2,,,0 1 0,5 2 , 


o8 . tw 


,.Method-„ 


TBLASTX: Wheat 




.Start ^ 


„„„ .Za25.4... 






.....End \ 


. 28538 _ 




GI 


none 






Score 


48 




Exons 


28254. 


.28349, 28257 


. 28538, 


28431. .28535 • 




Seq. No. 


37492 






Seq. ID 


OJ991109_12.0105 


. 02 


Gene No. 


76939 






Strand 






Start 


26427 






End 


35805 




Name 


OJ991109 12.0105. 02. 


o3 . tm 


Method 


TBLASTX: Maize 




Start 


28377 






End 


28820 




GI 


none 






Score 


57 




Exons 


28377. 


.28403, 28401, 


. 28544 , 


28416. .28532, 28567 .. 2877 9, 






28581. 


.28820 










Seq. No. 


37492 






Seq. ID 


OJ991109_12.0105 


.02 


Gene No. 


76939 






Strand 






Start 


26427 






End 


35805 




Name 


OJ991109 12. 0105. C2. 


o3 . ts 


Method 


TBLASTX: Soybean 




Start 


28522 






End 


28919 




GI 


none 






Score 


42 




Exons . . . . 


28522. 


,28692,. 28581. 


. 28 919,. 


28729... 28g 


72 . . . . 




Seq.' No. 


37492 • 






Seq. ID 


• pJ991109_12.0105' 


.02 


.Gene No. 


• ' ^76939^ 






■ "Strand 






•Start--.' .'V 


- 2 6.4 27.. 






;■ End 


:3'5805. - '•--^ 




Name 


OJ991109 12. 0105. C2. 


o3 . tw 


' Method • 


TBLASTX: Wheat - 




Start 


28543 






End ■ 


28967 




GI 


none 






Score 


279 




Exons 


28543. 


.28923, 28560. 


. 28967, 


28561. .288 


48, 28581.. 28967 




Seq. No. 


37492 






Seq. ID 


OJ991109_12.0105 


.02 


Gene No. 


76939 






Strand 






Start 


26427 






End 


35805 




Name 


OJ991109 12. 0105. C2. 


o2 . tm 


Method 


TBLASTX: Maize 




Start 


29052 






End 


29408 




GI 


none 






Score 


191 





37036 




Rxons 


29052. 


.29408, 29074 


. .29367 








Seq. No. 


37492 






Seq. ID 


OJ991109_12.0105 


.C2 


Gene No. 


76939 






Strand 






Start 


26427 






End 


35805 
^ >j \j \j 




Name 


OJ991109 12. 0105. C2 


. o2 . tw 


Mp1" hoH 






Start 


29082 






End 


29538 




GI 


none 






Score 


260 




Exons 


29082. 


.29537, 29083 


. .29538 








Seq. No. 


37492 






Seq. ID 


OJ991109_12.0105 


.02 


Gene No. 


76939 






Strand 






Start 


26427 






End 


35805 




Name 


OJ991109 12. 0105. C2 


. o5 . ts 


Lie UllLJkUi 






Start 


29133 






End 


294 98 




GI 


none 






Score 


121 




Exons 


29133. 


.29267, 29277 


. .29498 








Seq. No. 


37492 






Seq. ID 


OJ991109_12.0105 


.02 


Gene No. 


76939 






Strand 






Start 


26427 






End 


35805 




Name 


OJ9,5Lllii?^12^mi35„^C2.._o7.^ 


Mel: hpd_,„.. 


,GENSCAN 




S.t.art.^, 


,...32553.„. 






..,„.End 1. 


..35A05 


' '■ 


GI 


none 






Score 


.76 




J-J \h/ 1 1 


32553. 


.33476, 33561 




34921. .35300, 35762.. 35805 




Seq. No. 


37492 






Seq. ID 


OJ991109_12.0105 


.02 


Gene No. 


76939 






Strand 






Start 


26427 






End 


35805 




Name 


OJ991109 12. 0105. C2 


. o7 . tw 


Method 


TBLASTX: Wheat 




Start 


32763 






End 


33146 




GI 


none 






Score 


151 




Exons 


32763. 


.33146, 32779 


. .33021 








Seq. No. 


37492 






Seq. ID 


OJ991109_12.0105, 


.02 


Gene No. 


76939 






Strand , 






.Start 


26427 






End 


35805 




Name 


OJ991109 12. 0105. 02 


.o9.tw 


Method 


TBLASTX: Wheat 




Start 


33801 






End 


34196 




GI 


none 






Score 


254 




Exons 


33801. 


.34196 










Sea ' No 


374 92- " 






- Seq. I'D 


•6J991109-12. 01C)"5" 




Gene No. 


76940 






• ' Strand- 






Start'- 


■" '39006 * 






■ End. 


•39507 - ' 




Name - - ■ - ■-■ 


- - 'OJ931109:.12.0105.C2, 


. bl. tw " 


Method ^. 


- TBLASTX :mea-t. - ^ ■ 




*Start 


• 39006 






End 


39507 




GI 


none 






Score 


192 




Exons 


" 39006. 


.39212, 39032. 


. .39187, 


39048. .39194, 39221 39505, 






39225. 


.39506, 39234. 


. .39506, 


39421. .39507 




Seq. No. 


37492 






Seq. ID 


OJ991109_12.0105. 


.02 


Gene No. 


76940' 






Strand 






Start 


39006 






End 


39507 




Name 


OJ991109 12. 0105. C2. 


. o5. tm 


Method 


TBLASTX: Maize 




Start 


39009 






End 


39221 




GI 


none 






Score 


246 





37037 



Exons 



39009. .39221, 39011.. 39220 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 

.Stari 

Name. 

Start 
GI 

Exons 



37492 
76940 
39006 

OJ991109_12.0105.C2.ol.ts 

39053 

none 



Seq. ID OJ991109_12.0105.C2 
Strand 

End 39507 

Method TBLASTX : Soybean 

End 39452 

Score 135 



39053. .39187, 39054 .. 39194 , 39230 .. 39439, 39231.. 39452 



37493 
76941 
1 

OJ991109_12.0105.C3.ol.np 
1 

6705984 
1. .895 

{AB033235) gag-pol polyprotein [Oryza sativa] 



Seq. ID OJ991109_12.0105.C3 

Strand + 

End 895 

Method AAT/NAP 

End 895 

Score 1331 



.37493 Seq. ID OJ991109_12 . 0105 . C3 

76941 Strand + 

..1 :^ End_ 895,. : 

0 J99 1 109^1 2.0 105. ,C3..al.g.s .....Methods . .GENSCAN . 



135 
none 

135. .303 



End 
Score 



303 
.54 



Seq. No. 37493 

Gene No. 76941 

Start 1 

Name OJ991109__12 . 0105 . C3 . ol . tw 

Start 241 

GI none 
Exons 



Seq. ID OJ991109_12.0105.C3 

Strand + 

End 8 95 

Method TBLASTX : Wheat 

End 752 

Score 147 



241. .369, 243. .368, 369. .539, 371. .541, 371. .526, 532. .717, 
546.-752, 556. .702, 560. .712 



Seq. .No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons ■ • 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



37493 
76941 
1 

OJ991109_12.0105.C3.ol.tm 
495 

. none . . 



Seq. ID OJ991109_12.0105.C3 

Strand + 

End 8 95 

Method TBLASTX : Mai ze 

End 750 

Score . 278 = , 



495.;.7-28, 500 . . 709,. " 504 . \ 737^, .529; .750- 



37493' ' ■ ' ' ■ ' 

7 6941 ; . . . - 

1- " ■ ■ - 

OJ991109_12.0105.C3.ol.ts y 

495 

none 

495. .728, 500. .676, 504 737 



Seq. ID' OJ991109_12'.0i0,5'.C3' 

Strand ■■■ + ' • . ^-.J. -s . : 

End -8 95 

Method TBLASTX : Soybean 
End 737 
Score 271 



Seq. No. 37494 

Gene No. 76942 

Start 1 

Name OJ991109_12 . 0105 . C4 . ol . np 

Start 1 



Seq. ID OJ991109_12.0105.C4 

Strand + 

End 14816 

Method AAT/NAP 

End 2147 



37038 




GI 


6705984 


Score 


3603 






E vons 


1. .2147 










GI Descrip. 


(AB033235) gag-pol polyprotein [Oryza 


sat i. va ] 






Seq. No. 


37494 


Seq. ID 


OJ991109 


12 


0105 C4 


Gene No . 


76942 


Strand 








Start 


1 


End 


14816 






Name 


OJ991109 12.0105.C4.ol.gs 


Method 


GENSCAM 






Start 


64 


End 


14816 






GI 


none 


Score 


. 55 






Exons 


64, .1167, 1619. .2240, 2824,. 


3039, 3601 


..3716, 4 


896 


. .5048, 




5991. .6416, 6621. .6991, 7256 


..7452, 74 


69. .8715, 


87 


49. .8859, 




9154. .9249, 9912. .10512, 11318 11569, 


11628. . 1 


175 


3, 




12146. .12521, 12686. .12846, 


13094. .134 


17, 13432 


. .1 


3766, 




13850. .14101, 14182. .14292, 


14380. .144 


40, 14590 


. .1 


4682, 




14760. .14816 











Seq. No. 37494 Seq. ID 

Gene No. 76942 Strand 

Start 1 End 

Name OJ991109_12 . 0105 . C4 . ol . gp Method 

. Starts,: ; . 2.106 . Endu_.„„ 

GI - 231.2.718 ..acor.e 

Exons 2106. .2485 • 

GI Descrip. 4 512233/dbj ] AB014743 . 1 | AB014743 l.Oe-176 Oryza sativa copia-type 
retrotransposon RIRE7 DNA, partial sequence 



OJ991109_12.0105.C4 
+ 

14816 
AAT/GAP . 

,24j85 „„: 

.i.M.„:.::, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



37494 
76942 
1 

OJ991109_12.0105.C4.o2.np 

4451 

4680203 



Seq. ID OJ991109__12.0105.C4 
Strand + 
End 14816 
Method AAT/NAP 
End 9048 
Score 1366 

4451. .4479, 5936. .7476, 7541. .7666, 7823. .8029, 8306. .9048 
(AF114171) TNP2-like protein [Sorghum bicolor] 



Seq. No. 


37494 


Seq. ID 


OJ991109_ 


12. 0105. C4 


Gene No. 


76943 


Strand 


+ 




Start 


17580 


End 


24419 




Name 


OJ991109 12.0105.C4.o4.gs 


Method 


GENSCAN 




Start 


17580 


End 


23264 




GI 


none . 


- Score 


.41 




Exons :' ' * ' 


17580. .'17832-, ' 178 95 .". i8055 , 


18167:. 183 


il, 19203'; 


.19429; ■* ■. 




19847. .20015, 20731. .21009, 


■ 22975.^.232 


64 • 




Seq. No". 


...;374 94. .^^ - . 


. Seq-. ID.-. 


- -OJ39110.9_ 


12-. 0105. C4..^ 


Gene No. 


-76943 


• Strand 


+ ' 




Start 


17580 


End 


24419 . 




Name 


OJ991109 12.0105.C4.o4.np 


Method 


AAT/NAP 




Start 


17665 


End 


22940 




GI 


2129709 


Score 


710 




Exons 


17665. .17734, 20300 .. 21028 , 


21366. .22940 




GI Descrip. 


reverse transcriptase - Arabidopsis thaliana retrotransposon 



Tall-1 gi 1 976278 (L47193) reverse transcriptase [Arabidopsis 
thaliana] 



Seq. No. 37494 Seq. ID OJ991109_12 . 0105 . C4 

37039 




Gene No. 


76943 


Strand 


+ 






Start 


17580 


End 


24419 






Name 


OJ991109 12.0105.C4.o5.np 


Method 


AAT/NAP 






Start 


21999 


End 


24419 






GI 


6682231 


Score 


209 






Exons 


21999. .22896, 24364. .24 419 










GI Descrip. 


(AC016661) putative non-LTR 


reverse transcriptase 


[Arabidopsis 




thaliana] 










Seq. No. 


37494 


Seq. ID 


OJ991109_12 


nine; c A 




Gene No. 


76944 


Strand 


+ 






Start 


33882 


End 


36179 






Name 


OJ991109 12.0105.C4.o7.gp 


Method 


AAT/GAP 






Start 


33882 


End 


35737 






GI 


LIB3477-003-P1-K1-E9 


Score 


114 






tr von ^ 


33882. .33945, 34319 .. 3434 6, 


35711, .35737 








»2498586/sp|Q40638 IMPOl ORYSA 2.0e-24 


MAJOR POLLEN 


ALLERGEN 


ORY 




S 1 PRECURSOR (ORY S I) >gi_ 


1173557 (U31771) Ory s 


1 [Oryza 






sativa] ' 










Seq.. No. 


374 94 . 


Seq. ID 


OJ991109_12 


.0105.04 




_G en e_N6 f, 


76944 


• Strand- 


+ ■ • 






Start,, 


.33.882 , \J 


:;:;,Endl. 


.^3611.9 






Name 


OJ991109 12.0105.C4.o7.gs 


Method 


GENSCAN 






Start 


34077 


End. 


36179 






GI 


none 


Score 


.8 






Exons 


34077. .34130, 34788 34863, 


35548. .35709, 35791. .36179 




Seq. No. 


37494 


Seq. ID 


OJ991109_12 


.0105,04 




Gene No. 


76945 


Strand 








Start 


2657 


End 


3000 






Name 


OJ991109 12.0105.C4 .o2.gp 


Method 


AAT/GAP 






Start 


2657 


End 


3000 






GI 


25792 1.R1084 


Score 


628 






Exons 


2657. .3000 










GI Descrip. 


•4512233/dbj IAB014743.1IAB014743 O.Oe+00 Oryza sativa copia- 






retrotransposon RIRE7 DNA,_ partial sequence* 






Seq. No. 


37494 


Seq. ID 


OJ991109_12 


.0105.04 




Gene No. 


76946 


Strand 








Start 


15169 


End 


15696 






Name. . 


OJ991109. 12.0105.C4 .o2.gs . 


• Method 


. GENSCAN 






Start-. . 


-15169 - - " '\ • ' ■ - ■ / 


End r'' " 


15696 • 






GI 


none ■ . * 


Score 


.83 ■ 






Exons ' 


^ 15169: ; 156?6 ■ ' ' ' ^ " ^ ' 










Seq. No. 


37494 ■ ' ■ 


Seq. : ID 


OJ991109_12 


0105.04- 




Gene No. 


76947 


Strand 








Start 


16553 


End 


17154 • 






Name 


OJ991109 12.0105.C4 .o3.gs 


Method 


GENSCAN 






Start 


16553 


End 


17154 






GI 


none 


Score 


.87 






Exons 


16553. .16969, 17017. .17154 










Seq. No. 


37494 


Seq. ID 


OJ991109_12 


0105.04 




Gene No. 


76948 


Strand 








Start 


17539 


End 


19084 







37040 



Name OJ991 109_12 . 0105 . C4 . o3 . np Method AAT/NAP 

Start 17539 End 19084 

GI 6716785 Score 388 

Exons 17539. .17569, 18716. . 18842, 18924 19084 

GI Descrip. {AF220539) 40s ribosomal protein S23 [Euphorbia esula] 



Seq. No. 37494 

Gene No. 76949 

Start 24082 

Name OJ991109_12 . 0105 . C4 . o5 . gs 

Start 24082 

GI none 

Exons 24082. .24194, 24 4 65 .. 24514 , 

Seq. No. 37494 

Gene No. 76950 

Start 26786 

Name OJ991 109_12 . 0105 . C4 . o2 . ts 

Start 43 

GI none 

Exons 43.. 96, 56.. 4 15, 175. .414 . 



,Seq, Ro : , .37.4.94: ...^ ; 

Gene No. 76950 

Start 26786 

Name OJ991109_12 . 0105 . C4 . o7'. tw 

Start 128 

GI none 

Exons 128.. 529, 175.. 528 



Seq. ID OJ991109_12.0105.C4 
Strand 

End 25544 

Method GENSCAN 

End 25544 

Score .83 
25021. .25233, 25288. .25544 

Seq. ID OJ991109_12.0105.C4 
Strand 

End 41801 

Method TBLASTX : Soybean 

End 415 

Score 338 



J.,..ae.q... J.D ... QJ95U09,U2...ai0,5....Ci„ 
Strand 

End 41801 
Method TBLASTX : Wheat 
End 529 
Score 306 



Seq. No. 37494 Seq. ID OJ991 109_12 . 0105 . C4 

Gene No. 76950 Strand 

Start 26786 End 41801 

Name OJ991109_12 . 0105 . C4 . o6 . tm Method TBLASTX : Maize 

Start 176 End 679 

GI none Score 38 7 

Exons 176.. 679, 217.. 597 

Seq. No. 37494 Seq. ID OJ991109_12 . 0105 . C4 

Gene No. 76950 Strand 

Start 26786 End 41801 

Name. OJ991109_12 . 0105 . C4.. o3 . ts Method ..TBLASTX: Soybean. 

Start '-443 " ' --^ - - ; " ^v. / . .- - End ' '-'696' - ' : . • 

GI none . ■ • ' ' Score 331 

"■'Exons" 443. .694, -443. .'679, 4"66 . , 696, ' 4 96;. 696" ' ■ ■ 



Seq. No. ■ -37494 / Seq. -ID- OJ9.91109_12 . 0105 . C4 

Gene ,No. 76950 Strand 

Start 26786 End 41801 

Name OJ991 109_12 . 0105 . 04 . o2 . tw Method TBLASTX : Wheat 

Start 616 End 1042 

GI none Score 692 

Exons 616.. 1041, 617.. 1042 

Seq. No. 37494 Seq. ID OJ991109_12 . 0105 . C4 

Gene No. 7 6950 Strand 

Start 26786 End 41801 



37041 



Name 


OJ991109 12 


.0105.C4.o8.ts 


Method 


TBLASTX : Soybean 




Start 


791 




End 


1033 




GI 


none 




Score 


180 




Exons 


791.. 964, 793.. 957, 977.. 1033 








Seq. No. 


374 94 




Seq. ID 


OJ991109_12.0105 


.C4 


Gene No . 


76950 




Strand 






Start 


26786 




End 


41801 




Name 


OJ991109 12 


.0105.C4.ol2.tm 


Method 


TBLASTX: Maize 




Start 


821 




End 


985 




GI 


none 




Score 


206 




Exons 


821. .985, 822. .956, 823. .984, 


827. .985 






Seq. No. 


37494 




Seq. ID 


OJ991109_12.0105 


.04 


Gene No. 


76950 




Strand 






Start 


26786 




End 


41801 




Name 


OJ991109 12 


.0105.C4.ol.tc 


Method 


TBLASTX: Cress 




Start 


988 




End 


1357 




GI 


none 




Score 


447 




Exons 


988 . . 1356, 


995.. 1357 








;„Se,q Np„i 


37494 




Seq. ID 


OJ991109 12.0105 


.04 


. G.e,ne...No.._. 


..-..76.950„_L.... . 


_ . 


IStrand .... 




Start 


2 678 6" 




End 


41801 




Name 


OJ991109 12 


.0105.C4.o3.tm 


'Method 


TBLASTX: Maize 




Start 


1075 




End 


1424 




GI 


none 




Score 


511 




Exons 


1075. .1419, 


1076. . 1420, 1260. 


.1424 






Seq. No. 


37494 




Seq. ID 


OJ991109_12.0105 


.04 


Gene No. 


76950 




Strand 






Start 


26786 




End 


41801 




Name 


OJ991109 12 


.0105.C4.o5.tw 


Method 


TBLASTX: Wheat 




Start 


1169 




End 


1528 




GI 


none 




Score 


418 




Exons 


1169. .1528, 


1173. .1517, 1174. 


.1518, 1211. .1522 




Seq. No. 


37494 




Seq. ID 


OJ991109_12.0105 


.04 


Gene No. 


76950 




Strand 






Start 


26786 




End 


41801 




Name 


OJ991109 12 


.0105.C4.o3.tw 


Method 


TBLASTX: Wheat 




Start 


1559 




End . . 


1958 




GI ■ ;■ ■" ' 


' none " ' ' 




Score"''' 


82 - 




Exons 


1559. .1627, 


1561. .1623,' 1583. 


.1627, 1604.. 1951, 1625.. 1930 




1626. .1958, 


1626. .1952, 162'7. 


:i839,' 1741. .1950 ' • ■ ' ' - ■ 




Seq. No. . 


3.74 94 '•■ 




Seq.' ID 


OJ9911O9_12.0105 


.04 


Gene No. 


76950 ■ 




Strand 






Start 


26786 




End 


41801 




Name 


OJ991109 12 


.0105.C4 .o7.tm 


Method 


TBLASTX: Maize 




Start 


1877 




End 


2123 






none 




Score 


345 




Exons 


1877. .2092, 


1878. .2123 








Seq. No. 


37494 




Seq. ID 


OJ991109_12.0105 


.04 


Gene No. 


76950 




Strand 






Start 


26786 




End 


41801 





37042 



Name 

Start 

GI 

Exons • 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

..SgLq..„.;Ns,.„ 
. Gene. No ., 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start . 

GI" : ■ / • 

Exoris" ^ 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



OJ991109_12 
6385 
none 

6385. .6675, 

37494 
76950 
26786 

OJ991109_12. 
6397 
none 

6397. .6675, 

37494 
76950 
26786 

OJ991109_12. 
6712 
none 

6712. .6969 

37494- 



.0105.C4.o6.tw 
6507.. 6695, 6724, 

0105.C4.o4.ts 
6420. .6563 

0105.C4.o4.tc 



769.50 .. . , . 
26786 

OJ991109_12. 

6744 

none 

6744 . .6983, 

37494 
76950 
26786 

OJ991109_12. 

6807 

none 

6807. .6995, 

37494 
76950 
26786 

OJ991109_12. 
7913 

none ~ * 
7913. .8668,'' 
"8'825. .8929, 

374 94- - .- 

76950 

26786 

OJ991109_12. 

7957 

none 

7957. .8268, 

37494 
76950 
26786 



Method TBLASTX : Wheat 

End 6969 

Score 221 
.6843, 6730. .6849, 6841. .6969 

Seq. ID OJ991109_12.0105.C4 
Strand 

End 41801 

Method TBLASTX : Soybean 

End 6675 

Score 258 



Seq. ID OJ991109_12.0105.C4 
Strand 

End 41801 

Method TBLASTX : Cress 

End 6969 

Score 204 



0105.C4 .o9.ts 



6745. . 6978 



0105.C4.ol4.tm 



Strand.;,. 
End 

Method 

End 

Score 



41801 

TBLASTX: Soybean 

6983 

194 



Seq. ID OJ991109_12.0105.C4 
Strand 

End 41801 

Method TBLASTX: Maize 

End 7042 

Score 168 



6838. .6975, 6986. .7042, 7004. .7042 



0105.C4 .ol.tw 



8158.. '8442, 8647\ 
8*94 2". . 9D4'6, 8 947. 



0105.C4.o5.tm 



7958. .8272 



Seq. ID OJ991109_12.01p5.C4 

Strand - . ^ ' 

End 41801 

Method TBLASTX : Wheat 

End . 9115 . : 
' Score • ■ " 556 ''• '■■ ' " " ' •* 
.8820, 8 681. .8836,' 8824. .8928, 
.904 5, 9053 .-. 9115 ' " '''''' " 

-Seq. ID OJ991109_12.0105.C4 
Strand 

End 41801 

Method TBLASTX : Mai ze 

End 8272 

Score 398 



Seq. ID OJ991109_12.dl05.C4 
Strand 

End 41801 



37043 






OJ991109 12 


0105 


r4 o3 tc 




TRT.A^TX • Prpsc; 

J. I_) i-i t\uD L i\ « J_ O O 




O L Ct i. U 


8203 ~ 






End 


8626 






none 






Score 


325 




Rxons 


8203. .8442, 


8204' 


. 8626 








Seq. No. 


37494 






Seq. ID 


OJ991109__12.0105 


.C4 


Gene No. 


76950 






Strand 






Start 


26786 






End 


41801 




Name 


OJ991109 12 


0105 


C4 o9 tm 








Start 


8522 ~ 






End 


8817 




GI 


none 






Score 


159 




P. von ^ 


8522 8692, 


8696, 


.8815, 8725 


. .8817 






Seq. No. 


37494 






Seq. ID 


OJ991109_12.0105 


. C4 


Gene No. 


76950 






Strand 






Start 


26786 






End 


41801 




Name 


OJ991109 12. 


0105. 


C4.ol0.tm 


Method 


TBLASTX: Maize 




Start 


15466 






End 


17085 




GI 


none 






Score 


90 




Exons 


15466. .15753 


, 15614. .15748, 


16811. .16936, 16954. .17085, 





16956. .16982, 1 6999 .. 17085 



Seq.^.No.. . 


-„ 3J.4 9,4. „ 




S.eq_. .IP^ 


. .O.Ja9IlQ9,a2.. 010.5...CA 


Gene No . 


76950 




Strand 






Start 


26786 




End 


41801 




Name 


OJ991109 12. 0105. C4 


. o5 . tc 


Method 


TBLASTX: Cress 




Start 


15505 




End 


17085 




GI 


none 




Score 


90 




Exons 


15505. .15753, 16811 


. . 16936, 


16999. .17085 




Seq. No. 


37494 




Seq. ID 


OJ991109_12.0105 


.C4 


Gene No. 


76950 




Strand 






Start 


26786 




End 


41801 




Name 


OJ991109 12. 0105. C4 


.o7 . ts 


Method 


TBLASTX : Soybean 




Start 


15505 




End 


17085 




GI 


none 




Score 


67 




Exons 


15505. .15753, 16811 


. .16936, 


16954. .17085, 16999. .17085 




Seq. No. 


37494 




Seq. ID 


OJ991109_12.0105 


.C4 


Gene No. 


76950 




Strand 






Start 


26786 




End 


41801 




Name- 


OJ991109 12. 0105. C4 


ol.ts 


Method 


TBLASTX: Soybean. 




-Start - " 


' ;i8705'* ■ 




-•'\,"-End - 


'■'r9080-'- " 




GI ■ ■■ " - ^ 


none- 




Score ' 


166 




Exons ■ 


18705-. .18845;; 18715 


..18840/ 


^ 18716. . 18853, - 1871"6:- ."18841V 






18 923. .L907.8,:. 18 924 


.19079, 


.18925.'. 19080.; . ■ 




Seq. No. 


37494 




Seq. ID 


OJ991109_12.0105 


.C4 


Gene No. 


76950 




Strand 






Start 


26786 




End 


41801 . 




Name 


OJ991109 12. 0105. C4 


o2 . tc 


Method 


TBLASTX: Cress 




Start 


18705 




End 


19078 




GI 


none 




Score 


169 




Exons 


18705. .18845, 18716 


. 18841, 


18718. .188 


43, 18923. .19078, 






18924 . .19076 










Seq. No. 


37494 




Seq. ID 


OJ991109_12.0105 


.C4 



37044 






Gene No. 


76950 




Strand 








Start 


26786 




End 


41801 






Name 


OJ991109 12 . 0105 .C4 


. o 4 . tm 


Method 


TBLASTX: Maize 






Start 


18708 ~ 




End 


19080 






GI 


none 




Score 


200 






Exons 


18708 . . 18845, 18716 


18841, 


18774. .18842, 18 923 .. 1 9075, 








18923 . . 19078, 18924 


. . 19079, 


18924. .19079, 18925. .19080 






Secj. No. 


37494 




Seq. ID 


OJ991109_12.0105 






Gene No . 


76950 




Strand 








Start 


26786 




End 


41801 






Name 


OJ991109 12. 0105. C4 


. o4 . tw 


Method 


TBLASTX: Wheat 






Start 


18714 




End 


24225 






GI 


none 




Score 


188 






Exons 


18714 . . 18845, 18716 


18853 


18716. . 181 


841, 18923. .19078, 








18924 . . 19076, 24120 


. . 24161, 


24121. .24159, 24 18 1 . . 24225 , 








24187. .24225 












Seq. No. 


37494 




Seq. ID 


OJ991109_12.0105, 


.C4 




. Gene No. 


76950 




Strand 








Start. 


26786 




End 


41801 






Name 




T R " t~TTn 


„. ^Methdd_ 


_TBLASTX:M^ize 






Start 


2.032 2 7. ! I ' .J. *T r 


' " '• " " " ~ ~*. 


._.End. .7 


. 20834. 




f 1 


GI 


none 




Score 


58 






Exons 


20322. 20423, 20445 


20678 


20604 . .20786, 20742.. 20834 




? j 3 


Seq. No. 


37494 




Seq. ID 


OJ991109_12.0105. 


.04 


f ^ 


Gene No. 


76950 




Strand 








Start 


26786 




End 


41801 *• 






Name 


OJ991109 12 0105 C4 


oft t" W 


Method 


TBLASTX: Wheat 






Start 


20391 ~ 




End 


20669 




r is? 


GI 


none 




Score 


220 




E 


Exons 


20391 20669, 20435 


. .20653 








1: J 


Seq. No. 


37494 




Seq. ID 


OJ991109_12.0105, 


.C4 




Gene No. 


76950 




Strand 








Start 


26786 




End 


41801 




' ~ 


Name 


OJ991109 12 0105 r4 


> -7 . U W 


Method 


TBLASTX: Wheat 




r ~3 


Start 


20739 ~ 




* End 


20999 






GI 


none 




Score 


187 






Exons 


20739 . . 20999 












Seq-; No ! ' ' - 


- 37494 -- - ■ ' - 




.''"Seq-.- ID 


;OJ99il09v;12.0iq"5': 


04 : 




Gene No . - 


76950 




Strand 








Start" ■ " 


' 2678'6 " " 




End - 


41801 ' ' ' - ■ 






- ■ -Name - — 


\JKJ Z/ ±. J. \J ^ JL £L, t '\J J. VJ J • ra ■ 


oil f-m 


• ■^ Met hod - 


- TBLASTX :Malze - 






Start' 


21657 ~ 




End 


22031 - ■ 






GI 


none 




Score 


92 






Exons 


21657 21863 21674 


.21817, 


21846. .22031 . 






Seq. No. 


37494 




Seq. ID 


OJ991109_12.0105. 


C4 




Gene No. 


76950 




Strand 








Start 


26786 




End 


41801 






Name 


OJ991109 12. 0105, C4. 


ol3.tm 


Method 


TBLASTX: Maize 






Start 


25153 




End 


25366 






GI 


none 




Score 


89 






Exons 


25153. .25242, 25166. 


.25243, 


25233.-25283, 25243 .. 25365 , 





37045 



25280, .25366 



Seq. No. 37494 

Gene No. 76950 

Start 26786 

Name OJ991109_12 . 0105 . C4 . o6 . gs 

Start 26786 

GI none 

Exons 26786. .26808, 27017 .. 27151, 
30561. .30665, 31014 .. 31278, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

27341 

31851 



OJ991109 12. 0105. C4 



41801 
GENSCAN 
32647 
.48 

27535, 28101, 
32091, 32614, 



.30000, 
.32647 





O e q . IN O . 




Seq. ID 


OJ991109_12.0105.C4 






7 Q c A 


Strand 






b rar L 


Z D / O D 


End 


41801 




Name 


OJ991109 12.0105.C4 .o3.gp 


Method 


AAT/GAP 




Start 


26924 


End 


27392 




GI 


LIB3434-015-P1-K1-E7 


Score 


902 




Exons 


26924 . .27392 








GI Descrip. 


'5852182/emb|CAB55420.1| 9. 


Oe-13 (ALU 


7265) zhb0012.1 [Oryza 






sativa] ' 








Seq„. No. ■ 


37494 ' 


. „Seq,...,ID_ 


.OJ:991109 12. 0105. C4^ 




Geae_No,. 


, 7635.0.„ 


__,Strand 






Start 


26786 


End 


'418 0"""'"' "~ 


■= =r 


Name 


OJ991109 12.0105.C4.o8.tm 


Method 


TBLASTX: Maize 




Start 


26964 


End 


27500 




GI 


none 


Score 


49 




Exons 


26964. .26999, 2 6966 .. 26998 , 


27037. .27069, 2708 6 27148 , 






27086. .27148, 27144 27179, 


27149. .27178, 27193 27216, 






27232. .27342, 27237 2734 1 , 


27336. .274 


61, 27343. .27462, 






27474. .27500 







Seq. No. 


37494 




Seq. ID 


OJ991109_12.0105 


.04 


Gene No. 


76950 




Strand 






Start 


26786 




End 


41801 




Name 


OJ991109 12. 0105. C4 


. o6 . np 


Method 


AAT/NAP 




Start 


27697 




End 


32422 




GI 


2828293 




Score 


1363 




Exons 


27697. .27822, 28097 


. .28677, 


28729. .288 


08, 28836; .29605, 






29669. .29759, 32384 


. .32422 








GI Descrip. 


(AL021687) putative 


protein 


[Arabidops 


is thaliana] 




Seq.' No." ' 


37494 - " ^ - 




" Seq-.' ID ■ 


"OJ99ilO'9_i2-:oi05. 


/C4 


Gene No. 


76950 




Strand 






Start" ■ ' ^ 


' '26786 • '■' ■"' ' 




End ■/*" - 


■418^01 ■'" 




Name" - ■ 


. .OJ.991109 1Z.-D.105..C4.; 


.-o2, tm 


- - Method 


^TBLASTXYMai-ze-:. . 




Start 


28238 ■ 




End 


28639 




GI 


none 




Score 


453 




Exons 


28238. .28639, 28288. 


. .28638 








Seq. No. 


37494 




Seq. ID 


OJ991109_12.0105, 


.C4 


Gene No. 


76950 




Strand 






Start 


26786 




End 


41801 




Name 


OJ991109 12. 0105. C4. 


. o5 . ts 


Method 


TBLASTX: Soybean 




Start 


28570 




End 


28792 




GI 


none 




Score 


94 




Exons 


28570. .28695, 28574. 


. .28693, 


28705. .28785, 28712.. 28792 





37046 





Sprr No 


37494 


Seq. ID 


OJ991109_12.0105 


.04 




Gene No. 


76950 


Strand 








Start 


26786 


End 


41801 






Nains 


OJ991109 ^7 01 OS r4 o4 an 


Method 


AAT/GAP 








28773 ~ 


End 


29281 








^-A^— W O X X V_^J^ X U ^ C \J UiJ X 


Score 


897 








^u/ / O, .^IJ^OX 












* PR^fi ? /ATTih 1 PAAI 6707 1 1 ^ 

KJ ^ ^-J / CltU-/ 1 ^rtrt X U/W/.XI J. 


Oe-32 (AL021687) putative prote 






L iT.x diJ X vuvJ^o X o LXldXXdildJ 










Seq. No. 


37494 


Seq. ID 


OJ991109_12.0105 


.04 






7 6950 


Strand 










? fi7ft 


End 


41801 






Name 


(jjyyiiuy iz , uiud.u4 .00. ts 


Method 


TBLASTX: Soybean 






o u ox i_ 


28960 


End 


29202 






O X 


none 


Score 


89 








9RQfiO 9Q9n9 '?ftQfi7 9Q1'^7 


29158. .29202 






Seq. No. 


37494 


Seq. ID 


OJ991109_12.0105 


.04 




f^pinp No 


7 6950 


Strand 






' — ' — ■ — 


Start- 


26786 


_lEnd 


, 41801--- • ■ 






KI a TTi o 




_ ...„Meth.Qd,., 


...AAT-/GAR . 






O U Cl X L. 


9Q97P ~ 
^ z? ^ 1 0 


End 


29380 






O X 




Score 


202 




Eil 












fiJ 


Seq. No. 


37494 


Seq. ID 


OJ991109_12.0105 


.04 




Gene No. 


76950 


Strand 






~'" 


o u ox u 




End 


41801 








\juyyj.x\jy xz.uxuj.Vu'4.ux«i_x[i 


Method 


TBLASTX: Maize 






O L. a X L. 


9QS0d ~ 

^ ^ J U *i 


End 


30037 




I y 


O X 


none 


Score 


495 








9QS04 9QQ^R 9Q^nf^ 9QQ4n 


29509. .29940, 29933 .. 30037 , 








9QQ^4 ^00^9 








1^ 


Seq. No. 


37494 


Seq. ID 


OJ991109_12.0105 


. 04 




rZpnp No 


76950 


Strand 








Start 




End 


41801 






Name 


n.TQQl 1 OQ 19 OlOS Cd nfx n-n 


Method 


AAT/GAP 




fl 


Start 


99708 " 


End 


30797 






VJI X 


94 9 R 4 90 


Score 


822 








9Q70R' - '^OORO •'^0704 ^07Q7-- 










CoVt ' fjo ' 




■^'Seq. ID"' 


*OJ9'91109;;i'2.0105 


.04- 




-Gene No.- -- - 


76950 -■; * ■ - . ■ 


Strand • 








Start 


26786 • ' 


- End ' 


41801 






Name 


OJ991109 12.0105.C4.o7.np 


Method 


AAT/NAP 






Start 


30663 


End 


41801 






GI 


5917666 


Score 


208 






Exons 


30663. .31265, 34 04 6 34 14 6, 


36213. .36263, 39252. .39440, 








39631. .39759, 41754. .41801 










GI Descrip. 


(AF159297) extensin-like protein [Zea 


mays] 






Seq. No. 


37495 


Seq. ID 


OJ991109_12.0105. 


05 




Gene No. 


76951 


Strand 








Start 


2865 


End 


3513 





37047 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



,.S.eq,._No. 

Gene No. 

Start' 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



■ Seq. No. 
Gene No. 
Start ■ 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 



OJ991109_12.0105.C5.o2.gs 
2865 



none 
2865, 



Method GENSCAN 
End 3513 
Score . 68 



.3082, 3366.. 3513 



37495 Seq. ID 

76952 Strand 

6200 End 

OJ991109_12.0105.C5.o3.gs Method 

6200 End 

none Score 

6200.. 6426, 6628.. 6638, 6950,. 7521 



OJ991109_12.0105.C5 
+ 

7521 
GENSCAN 
7521 
.78 



37495 
76953 
14247 

OJ991109_12.0105.C5.o5.gs 

14247 

none 

14247. .14404, 15422 .. 15551 , 
18141. .18322 



Seq. ID OJ991109_12.0105.C5 

Strand + 

End 18487 

Method GENSCAN 

End 18322 

Score . 57 
15737. . 17261, 17 668. .17773, 



3JJ 95_„.^_ , 

76953 
14247 

OJ991109_12.0105.C5.o2.np 
17746 
2583130 
17746. .18487 

(AC002387) putative non-LTR retroelement reverse transcriptase 
[Arabidopsis thaliana] 



Se.q . .,ID_. . .aJS.9i;i 0.a^l2 ;,;0 1 0.5.,.. C 5. 

Strand + 

End 18487 

Method AAT/NAP 

End 18487 

Score 257 



37495 Seq. ID 

76953 Strand 

14247 End 

OJ991109_12.0105.C5.o3.np Method 

18055 End 

3746069 Score 
18055, .18487 

(AC005311) putative non-LTR retroelement reverse transcriptase 
[Arabidopsis thaliana] 



OJ991109_12.0105.C5 
+ 

18487 
AAT/NAP 
18487 
167 



37495 ~ ■ ' * - ^• 

76954 ■ ■ • - 

^391 ■ ■ ; ' ■ ' ■ 

- O J 991 1 0 9-_l 2 . 0 1-0 5 C 5'. o 1 . g s - 
391 
none 



Seq; ID' OJ991109:jl2 . 01p5\ C5 ; '; 

Strand - ' ■ • 

End • '2342' " ' " " ' 

Method-. -'GENSCAN':-': 

End 2342 - ' 

Score .52 



391.. 522, 1415.. 1508, 1920.. 2342 



37495 
76955 
9756 

OJ991109_12.0105.C5.o2.tm 

1288 

none 



Seq. ID OJ991109_12.0105.C5 
Strand 

End 13549 

Method TBLASTX : Maize 

End 2064 

Score 36 



1288. .1317, 1334. .1510, 1335. .1514, 1338. .1514, 1905. .2063, 



37048 



1918. .2064 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



37495 
76955 
9756 

OJ991109_12.0105.C5.o2.tc 

1353 

none 



Seq. ID OJ991109_12.0105.C5 
Strand 

End 13549 

Method TBLASTX : Cress 

End 2012 

Score 105 



1353. .1511, 1353. .1514, 1929. .2012, 1930. .2010 



37495 
76955 
9756 

OJ991109_12.0105,C5.ol.tm 

9710 

none 



Seq. ID OJ991109_12.0105.C5. 
Strand 

End 13549 

Method TBLASTX : Mai ze 

End 10385 

Score 102 



9710. .9757, 9765. .9974, 9766. .9957, 10024. . 10185, 10026 10184 , 
10167. .10385, 10174. .10299 



Seq. No. 
Gene No. 

..Start,_ 
.Name, 

Start 

GI 

Exons 

GI Descrip. 



37495 
76955 

,:..^9756.; - -^^^ ^ 
Qa9.5iiol^i2:..6 ZqS .'Q5...oi..np,„...;: 

9738 • 

5915833 



Seq. ID OJ991109_12.0105.C5 
Strand 

..Eaci_ .•.::13!54 9____:^__„_ 

jMet jadd;, l;-AAXZN^E„,-_ 

End 1354 6- ' ■ " " 

Score 693 



9738.. 9968, 9996. .10419, 12667. .13546 

CYTOCHROME P450 76C3 gi | 2979550 | gb | AAC06159 . 1 | (AC003680) 
putative cytochrome P450 [Arabidopsis thaliana] 



Seq. No. 


37495 




Seq. ID 


OJ991109_12.0105. 


C5 


Gene No. 


76955 




Strand 






Start 


9756 




End 


13549 




Name 


OJ991109 12. 0105. C5 


. o4 . gs 


Method 


GENSCAN 




Start 


9756 




End 


13549 




GI 


none 




Score 


.95 




Exons 


9756.. 10385, 10661. 


.10691, 


10864. .108 95, 12623. .1354 9 




Seq. No. 


■37495 




Seq. ID 


OJ991109_12.0105. 


C5 


Gene No. 


76955 




Strand ' 






Start 


9756 




End 


13549 




Name 


OJ991109 12. 0105. C5 


.ol. ts 


Method 


TBLASTX: Soybean 




Start 


9771 




End 


10385 




GI' '■- ; ' ' ■ 


" none* * ' * • " " *' 




■'"Score 


ill " - ' " " 




Exons 


. 9771. .9971, 10024. . 


10185, 


10026. . 10184, 


.10167.. .10385, ■ ' 






ror7 4".M0299'' 










Seq. No-. 


37495 ■ ■ 




Seq. ID 


OJ991109_12.0105. 


C5 


Gene No. 


76955 




Strand 






Start 


9756 




End 


13549 




Name 


OJ991109 12. 0105. C5 


.ol.tc 


Method 


TBLASTX: Cress 




Start 


9810 




, End 


13396 




GI 


none 




Score 


79 




Exons 


9810.. 9998, 10026.. 


1018.4, 


10030. . 10185, 


10167. .10397, 






10191. .10355, 13139 


. .13216 


, 13193.. 13396 




Seq. No. 


37495 




Seq. ID 


OJ991109_12.0105. 


C5 


Gene No. 


76955 




Strand 







37049 



start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

^ Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9756 End 

OJ991109_12.0105.C5.ol.tw Method 

10083 End 

none Score 



13549 

TBLASTX: Wheat 

10385 

69 



10083. .10172, 10087. .10170, 10167 .. 10385, 10188. .10349 



37496 
76956 
1 

OJ991109_12.0105.C6.ol.np 
1 

4982518 
1..2031, 3354. .3381 

(AC000107) F17F8.24 [Arabidopsis thaliana] 



Seq. ID OJ991109_12.0105.C6 

Strand + 

End 3381 

Method AAT/NAP 

End 3381 

Score 695 



37496 
76956 
1 

OJ991109_12.0105.C6.ol.gs 
65 

none 



Seq. ID OJ991109_12.0105.C6 

Strand + 

End 3381 

Method GENSCAN 

End 3274 

Score .45 



._65,., 934,, J.4.96.,.^..18„5^2.,, _2197 ,.,.2J3p., -: 3.Q5.g.,,.^32J4_;_. 



37496 
76956 
1 

OJ991109_12.0105.C6,ol.gp 
2522 

33357^1. R1084 
2522. .2952 

M262154/gb|AAD14454 I 5,0e-42 {AC005275) putative protein 
phosphatase regulatory subunit [Arabidopsis thaliana] ' 



Seq. ID OJ991109_12.0105;C6 

Strand + 

End 3381 

Method AAT/GAP 

End 2952 

Score 822 



37496 
76957 
3487 

OJ991109_12.0105,C6.o2.gs 

3487 

none 



Seq. ID OJ991109_12.0105.C6 
Strand 

End 14249 

Method GENSCAN 

End 14249 

Score .41 



3487. .3695, 3964. .4142, 8064. .8163, 8208. .8375, 10235 10351 , 
11850. .11975, 12198. . 12324, 14151. .14249 



Seq. -No. - - 37 4"96'-;- ' - ' ^ ■ V~ ' 

Gene No. 76958 

Start ' " ' ' 14g64-' - --^ - ■ " 

Name OJ991L09_12.0105.C6.ol.tm... . 

Start - 35 , . . ■ - 

GL none 

Exons 35. .190, ' 197. .586 

Seq. No. 37496 

Gene No. 76958 

Start 14964 ' 

Name OJ991109_12 . 0105 . 06 . ol . tw 

Start 140 

GI none 

Exons 140. .421, 196. .432, 461. .538 



Seq. ID • OJ99110;9_12.010-5.C6 
.Strand 

'End' " ■ 15625" " '/ ^ " ' ■ 
Method ■ TBLASTX.: Maize 
End " -58 6 
Score 74 



Seq, ID OJ991109_12.0105.C6 
Strand 

End 15625 

Method TBLASTX : Wheat 

End 5*38 

Score 189 



37050 



Seq. No. 


37496 




Seq. ID 


OJ991109_12.0105 


.C6 


Gene No. 


76958 




Strand 






Start 


14964 




End 


15625 




Name 


OJ991109 12.0105. 


C6 . o2 . tm 


Method 


TBLASTX: Maize 




Start 


1067 ~ 




End 


1441 




GI 


none 




Score 


97 




Exons 


1067 . . 1228, 1238 . 


.1441 








Seq. No. 


37496 




Seq. ID 


OJ991109_12.0105 


.06 


Gene No . 


76958 




Strand 






Start 


14964 




End 


15625 




Narne 


OJ991109 12.0105. 


C6.o2.tw 


Method 


TBLASTX : Wheat 




Start 


1097 ~ 




End 


1513 




GI 


none 




Score 


82 




Exons 


1097. .1207, 1252. 


.1479, 1253. 


. 1513 






Seq. No. 


37496 




Seq. ID 


OJ991109__12.0105 


.06 


Gene No. 


76958 




Strand 






Start 


14964 




End 


15625 




Name 


OJ991109 12.0105. 


C6 . o3 . gs 


Method 


GENSCAN 




Start ^..J. 


_.J.4 96A.._:. • ■ 




•-Enci,..^.^ „ 


,15625 




.(3x 


l,norLe„..:i. ' ';; 




...Sc.ore^ 






Exons . 


14964 . .15301, 15517. .15625 " 









Seq. No. 37497 Seq. ID 

Gene No. 76959 Strand 

Start 1 End 

Name OJ991109_12 . 0105 . 07 . ol . np Method 

Start 1 End 

GI 99721 Score 

Exons 1..54, 950. .1438, 1469. .4451 

GI Descrip. retrovirus-related polyprotein - Arabidopsis thaliana 
retrotransposon Tal-3 gi | 1 6534 | emb | CAA31 653 | (X13291) 
polyprotein [Arabidopsis thaliana] 



OJ991109_12. 0105.07 

4- 

4451 
AAT/NAP 
4451 
2284 



Seq. No. 37497 Seq. ID 

Gene No. 76959 Strand 

Start 1 End 

Name OJ991 109_12 . 0105 . 07 . ol . gs Method 

Start 204 End 

GI _ none Score 

Exons- '204. .252, •'2 9-6 . .•4 56, ~ 589;' 731,- 7'63.;."952 
1801. .3313, 3389. .4292 ' 



OJ991109_12. 0105.07 
+ 

4451 

GENSOAN 

4292 

.63 ...... 

: '954. ■. 1065', ' 1253V. 1 685-, 



Seq. - No. 374 97 ■ - . • . - ' 

Gene No.- " 76959 - 

Start 1 

Name " OJ991 109_12 . 0105 . 07 . o4 . tw 

Start 1002 . 

GI none 

Exons . 1002.. 1145, 1003.. 1155, 1135, 
1237.. 1275, 1248.. 1274, 1367. 



• Seq., ID OJ991109._l-2...0.ld5..O'7 

Strand + 

End 4451 

Method' TBLASTX: Wheat • 

End 1435 

Score 182 
.1245, 1138. .1239, 1152. .1244, 
.1435 



Seq. No. 
Gene No. 
Start 



37497 
76959 
1 



Seq. ID OJ991109_12.0105.07 
Strand + 
End 4451 



37051 



Name OJ991109_12 . 0105 . C7 , ol . gp Method AAT/GAP 

Start 1975 End 2411 

GI 2428449 Score 822 

Exons 1975.. 2411 

GI Descrip. 4388818/gb | AAD19773 | 3.0e-40 (ACb06528) putative pol polyprotein 
with a Zn-finger CCHC type domain (prosite : QDOC50158 ) and a DDE 
integrase signature motif [Arabidopsis thaliana] 



Seq. No. 37497 

Gene No. 76959 

Start 1 

Name OJ991109_12 . 0105 . C7 . o2 . tm 

Start 2124 

GI none 

Exons 2124.. 2597, 2313.. 2477, 231^ 



Seq. ID OJ991109_12.0105.C7 

Strand + 

End 4451 

Method TBLASTX : Maize 

End 2597 

Score 335 
.2596 



Seq. No. 
Gene No, 
Start 
Name 
Start 

.GX.^.-...- . 
.Elxons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



37497 
76959 
1 

OJ991109_12.0105.C7.o3. tw. 
2138 

,none . . : . . ■ _ 



Seq. ID OJ991109_12.0105.C7 
Strand + 
End 4451 
Method TBLASTX: Wheat 
End 2747 
..Score .338 ... . . . 



J. 2138., 254:8:,_2Ua; .j23A8,_„.2,.5a.8.....2668 , .,,2.68.5...,..27.4i.„ 



37497 
76959 
1 

OJ991109_12.0105.C7.o2.ts 

2358 

none 



Seq. ID OJ991109_12.0105.C7 

Strand + 

End 4451 

Method TBLASTX : Soybean 

End 2810 

Score 296 



2358. .2687, 2367. .2612, 2387. .2617, 2673. .2810 



37497 
76959 
1 

OJ991109_12.0105.C7.ol.tc 

2376 

none 



Seq. ID OJ991109__12.0105.C7 

Strand + 

End 4451 

Method TBLASTX : Cress 

End . 2950 

Score 188 



2376.-2669, 2676. .2843, 2676. .2852, 2684. .2950 



Seq. No. 37497 

Gene No. 76959 

Start^' ■ ■• 1"~ • 

Name OJ991109_12 . 0105 . C7 . dl . tw 
Start" ■ • " " 3023 ^' ' ' ' - ' ■ ' " ■ ' 
-GI* - .-none - ■ - - - * . 

Exons- 3023. .34.60,- 3024.. 3458 ' 

Seq. No. 37497 

Gene No. 76959 

Start 1 

Name OJ991109_12 . 0105 . C7 . o3 . tm 

Start 3290 

GI none 

Exons 3290.. 3595, 3300.. 3728 



Seq. ID OJ991109_12.0105.C7 
Strand + . 

End- " - ■■'4-451' • ■ 

Method . TBLASTX: Wheat 
'End 3460' ' • ~ ' " 

Score . 611 - . i . : . 



Seq. ID OJ991I09_12.0105.C7 

Strand + 

End 4451 

Method TBLASTX : Maize 

End 3728 

Score 329 



Seq. No, 



37497 



Seq. ID OJ991109 12. 0105. C7 



37052: 



Gene No. 76959 Strand 

Start 1 End 

Name OJ991109_12 . 0105 . C7 . o2 . tc Method 

Start 3300 End 

GI none Score 

Exons 3300.. 3506, 3300.. 3371, 3305.. 3424 



4451 

TBLASTX: Cress 

3506 

194 



Seq. No.. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

. Expns,^ 

Glj.De scrip.. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



37497 
76959 
1 

OJ991109_12.0105.C7.ol.ts 

3324 

none 

3324.. 3713, 3335.. 3667, 3418, 

37497 
76959 
1 

OJ991109_12.0105.C7.o2.gp 

3459 

1621494 

, 34 5 9^.^ .^3 7 0 1 ■ • _ 

.162:1,4 95-/'dbjj'BAM2r9D5j..^ . de-35. 
[Oryza sativa] 

37497 
76959 
1 

OJ991109_12.0105.C7.o2.tw 

3462 

none 

3462. .3611, 3647. .3838, 3648, 

37497 
76959 
1 

OJ991109_12.0105.C7.ol.tm 

3731 

none 

3731. .3823, 3732. .3893, 3859, 
3926. .4174, 4212. .4274, 4214, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.3675 

Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991109_12.0105.C7 
+ 

4451 

TBLASTX: Soybean 

3713 

382 



OJ991109_12.0105.C7 
+ 

4451 
AAT/GAP 
3701 
4 38 



X D.8.5 8 2 7 ) ,,T.e v,er s e t.r a n srxip t.a.s„e „ 



Seq. ID OJ991109_12.0105.C7 

Strand + 

End 4451 

Method TBLASTX : Wheat 

End 4082 

Score 165 

.4082, 3777. .3932, 3899. .4081 

Seq. ID OJ991109_12.0105.C7 

Strand + 

End ■ 4451 

Method TBLASTX : Mai ze 

End 4274 

Score 115 

.3945, 3866. .4177, 3867. .4172, 
.4273 



-Seq. No. " 37497 ■ ; -v.-- 

Gene No. ' 7 6959 ' • 

Start ■ ■■ ' 1 ' '■ ■ ■ '■■ ' r ■ 

Name OJ9.91.109_12 . 0105". C7 . o3 . ts - ^ ' 

Start ■ 4-089 ' 

GI none 

Exons 4089. .4163," 4091. .4162, 4194. 



Seq'; ;ID' ' "OJ991 1 OVi? . 0*105\ C7 

Strand + 

EndV '4451'*-' ' 

Method- -TBLASTX :. Soybean • 

End' - 4 358 

Score 66 

4358, 4208. .4357 



Seq. No. 37498 

Gene No. 76960 

Start 223 

Name OJ991209_10 . 0119 . CI . ol . gs 

Start 223 

GI none 

Exons 223. .522 



Seq. ID OJ991209_10.0119.C1 

Strand + 

End 522 

Method GENSCAN 

End 522 

Score .92 



37053 



Seq. No. 37499 
Gene No. 7 6961 

Start 1 

Name OJ991209_10. 0119.C2 .ol.np 

Start 1 
GI 6691716 
Exons 1 . .194 

GI Descrip. (AP000492) hypothetical protein [Oryza sativa] 

gi I 6691717 I dbj IBAA89397.il (AP000570) hypothetical protein 
[Oryza sativa] . 



Seq. ID OJ991209_10.0119.C2 

Strand + 

End 206 

Method AAT/NAP 

End 194 

Score 216 



Seq. No. 37499 

Gene No. 76961 

Start 1 

Name OJ991209_10 . 01 19 . 02 . ol . gs 

Start 52 

GI none 

Exons 52.. 206 



Seq. ID. OJ991209_10.0119.C2 

Strand + 

End 206 

Method GENSCAN 

End 206 

Score .58 



Seq. No. 37500 
. jGene. No , :_.76.9 62..„ ; 

st:a:r;t.. ..,:.._.„.,.:.i;...-..m-.-.:..^^. 

Name OJ991209_10 . 01 19 . C4 . ol . np 

Start 1 
GI 6006375 
Exons 1. .48 9 

GI Descrip. (AP000559) Similar to 0RF3 protein - rice tungro bacilliform 
virus &RTU0RFS_2 (C40785) [Oryza sativa] 



Seq. ID .OJ991209_10.0119.C4 

,.St rand_ : 

„En.d j; 

Method AAT/NAP-^ ' 

End 489 

Score 597 



Seq. No. 37501 

Gene No. 76963 

Start 346 

Name OJ991209_10 . 01 19 . C5 . ol . gs 

Start 346 • 

GI none 

Exons 346.. 407, 472.. 691 . 



Seq. ID OJ991209_10.0119.C5 

Strand + 

End 691 

Method GENSCAN 

End 691 

Score .52 



Seq. No. 37502 
Gene No. 76964 
Start 1 

Name..- . OJ991209_10 . Oil 9 . 06 . ol . np 
Start f ■ " ------ 

GI ' 1142619 . ' 

Exons ' ' ' ' 1 4 4 1 ~" ' " * ■ ■ ■ - " " - - . 

GI - Descrip. (.U18348) phaseolin- G-box binding protein PGl .^-[ Phaseolus 
' vulgaris] 



Seq. ID OJ991209_10.0119.C6 
Strand + 
End 450 

Method . -AAT/NAP . _ - • 

End-'-"- J' ^ 4-41 -■ 
Score 102 



Seq. No. 37502 

Gene No. 7 6964 

Start 1 

Name OJ991209_10 . 01 19 . 06 . ol . gs 

Start 25 

GI none 

Exons 25. . 450 



Seq. ID OJ991209_10.0119.O6 

Strand -f 

End 450 

Method GENSOAN 

End 450 

Score .99 



Seq. No. 



37502 



Seq. ID OJ991209_10. 0119.06 



37054 




Gene No. 


76965 








Strand 






Start 


2002 








End 


6554 




Name 


OJ991209 10. 


0119. 


C6.02. 


QS 


Method 


GENSCAN 




Start 


2002 








End 


6554 




GI 


none 








Score 


.44 




Exons 


2002. .2090, 


2497 . 


.2693, 


3797. . 


,3881, 6524. .6554 




Seq. No. 


37503 








Seq. ID 


OJ991209_ 


10. 0119. C7 


Gene No. 


76966 








Strand 


+ 




Start 


21 








End 


9379 




Name 


OJ991209 10. 


0119. 


C7.01. 


gs 


Method 


GENSCAN 




Start 


21 








End 


9340 




GI 


none 








Score 


.65 




Exons 


21. .170, 845 


I..943, 1016 


. 1071, 


1449. . 


1560, 2078. 


. 2248, 




2352. .2585, 


2827. 


.3045, 


3146. . 


3332, 3442.. 3950, 


4057 . . 4155, 




4229. .4676, 


4805. 


.4857, 


6055. . 


6250, 637.5.. 9340 




Seq. No. 


37503 








Seq. ID 


OJ991209_ 


10. 0119. C7 


Gene No. 


76966 








Strand 


+ 




Start 


21 








End 


9379 




Name 


OJ991209 10. 


0119. 


C7.01. 




Method 


AAT/GAP 




Start. 


14 64^ ^ „ 








End 


2600 - - 






. _jaone„_ 








'S.cQce^-.. 


52.; 




Exons 


1464 . .1560, 


2078. 


.2248, 


2352. . 


2600 






Seq. No. 


.37503 








Seq. ID 


OJ991209_ 


10. 0119. C7 


Gene No. 


76966 








Strand 


+ 




Start 


21 








End 


9379 




Name 


OJ991209 10. 


0119. 


C7.02. 


np 


Method 


AAT/NAP 




Start 


2436 








End 


9379 




GI 


117794 








Score 


37 




Exons 


2436. .2461, 


8195. 


.8413, 


9023. . 


9095, 9352.. 9379 




GI Descrip. 


ADENYLATE CYCLASE 


(ATP 


PYROPHOSPHATE-: 


LYASE) (ADENYLYL CYCLASE) 



gi 1 101011 |pirMA33988 adenylate cyclase (EC 4.6.1.1) - fission 
yeast (Schizosaccharomyces pombe) gi 1173339 (M26699) adenylyl 
cyclase [Schizosaccharomyces pombe] gi 1173379 (M24942). adenylate 
cyclase [Schizosaccharomyces pombe] gi | 3218407 | emb | CAA19571 . 1 | 
(AL023859) adenylate cyclase [Schizosaccharomyces po 



Seq. No. 


37503 








Seq. ID 


OJ991209_ 


10. 


.0119 


.C7 


Gene No. 


76966 








Strand 


+ 








Start . . 


• 21, 








End 


9379 








Name"; ; ' ' 


Oj991209 '10', 


."Oil 9 


VC7::o2;; 


gp 


Method" 


"AAT/GAP 








Start 


3653 








' End 


4393 








.GI - "' ' 


' * ' "hone" 








"Score*"^ " 


^1077 ' " 








Exons " 


- . 3653. ..3950, 


4 057 


. .4155, 


4229, 


..4393 ■ 










Seq. No. 


37503 








Seq. ID 


OJ991209_ 


10. 


.0119 


.C7 


Gene No. 


76966 








Strand 


+ 








Start 


21 








End 


9379 








Name 


OJ991209 10. 


.0119 


.C7.04. 


gp 


Method 


AAT/GAP 








Start 


6312 








End 


6732 








GI 


701907 








Score 


689 








Exons 


6312. . 6732 


















Seq. No. 


37503 








Seq. ID 


OJ991209_ 


10, 


,0119 


.C7 


Gene No. 


76966 








Strand 


+ 









37055 



start 
Name 
Start . 
GI ' " ■ 
Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21 End ' 9379 

OJ991209_10 . 0119 . C7 . ol . np Method AAT/NAP 

7010 End ^ 8508 

6649097 Score -957 

,7010. .7868, 8414. .8508 
(AF146275) resistance gene analog PIC27 [Oryza sativa] 



37503 Seq. ID 

76967 Strand 

5537 End 

OJ991209_10.0119.C7.o3.ts Method 

839 End 

none Score 



OJ991209_10.0119.C7 
5777 

TBLASTX: Soybean 

4323 

98 



839. .952, 1019. .1072, 1447. .1560, 2057. .2227, 2075. .2182, 
2174. .2248, 2176. .2247', 2349. .2540, 2887. .2964, 3858. .3935, 
3866. .3937, 4056. .4163, 4057. .4161, 4237. .4281, 4241. .4270, 
4297. .4323 



Seq. No. 37503 Seq. ID 

Gene No. 76967 Strand 

Start 5537 End 

Name „ 0 J9 9 12 0.a_,l.Q J)ll 9 ..C7^, o2... tm. . .,.__Me t hod . 

..S.t.art.. _.^...^a2.d . ^ ^..ind , . . 

GI none Score 

Exons 2820.. 2867, 2831.. 2866, 2865 

2946. .3065, 3144. .3287, 3144 
3311.. 3367, 3313.. 3366, 3444 
3529. .3585 



OJ991209_10.0119.C7 

5777' 

TBLASTX: Maize _ 

.3,5.94 

55 

2885, 2893.. 3045, 2902.. 3057, 
3245, 3146.. 3310, 3298.. 3315, 
3539, 3452.. 3502, 3529.. 3594, 



Seq. No. 37503 
Gene No. 76967 
Start 5537 

Name OJ991209_10 . 0119 . C7 . ol . tm 

Start 3738 
GI none 

Exons 3738.. 3773, 3767.. 3949, 3783, 

4060. .4092, 4061. .4153, 4210, 
4291. .4362, 4336. .4443, 4339. 
4523. .4624, 4564. .4626, 4630. 
4693. .4719, 4802. .4843, 4803. 

Seq. Np. 37503 ... 

Gerie Nb\ 7 69:67^' 

Start ' ' 5537 

Name " " " ■O599120'9_10: 011*9 .'07 :o'3 . gp " 

-Start ■ 5-537- . . ■ \. , : ■ .... 

GI . / 2797070 

Exons 5537.. 5777 



Seq. ID 
Strand 
End 

Method 
End 
Score. 



OJ991209 10. 0119. C7 



5777 

TBLASTX: Maize 
4854 
213 

3953, 3823. .3960, 4057. 
4362, 4226.. 4282, 4228. 
4452, 4340. .4453, 4520. 
4653, 4673.. 4717, 4679. 
4844, 4804. .4854 



,4161, 
,4287, 
,4624, 
,4717, 



Seq. ID 

Strand"" ' 
End 

Method 
End : 
Score. 



OJ991209_10.0119.C7 

5777' ' j 
"AAT/GAP " ■ • " 

-5777.." / . -■ .... . . 

4 42 



Seq. No. 37503 

Gene No. 76968 

Start 6968 

Name OJ991209_10 . 0119 . C7 . ol . tc 

Start 6968 

GI none 

Exons 6968.. 7108, 6994.. 7035, 7175. 
7634 . .7720 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991209_10.0119.C7 
8590 

TBLASTX: Cress 

7720 

134 



.7264, 7382. .7438, 7478. .7633, 



37056 



Seq. No. 


37503 










Seq. ID 


OJ991209_10.0119 


.07 


Gene No. 


• 76968 










Strand 






Start 


6968 










End 


8590 




Name 


OJ991209 10. 


,0119, 


.C7.ol. 


,ts 




Method 


TBLASTX : Soybean 




Start 


7001 










End 


7543 




GI 


none 










Score 


79 




Exons 


7001. . 7066, 


7070, 


. .7315, 


7307. 


.7441, 7- 


466. . 7543 




Seq. No. 


37503 










Seq. ID 


OJ991209_10,0119 


.07 


Gene No , 


76968 










Strand 






Start 


6968 










End 


8590 




Name 


OJ991209 10. 


0119. 


.C7.o3. 


tm 




Method 


TBLASTX: Maize 




Start 


7328 










End 


7842 




GI 


none 










Score 


61 




Exons 


7328. .7438, 


7466. 


, .7837, 


7( 


518. 


.7842 






Seq. No. 


37503 










Seq. ID 


OJ991209_10.0119 


.07 


Gene No. 


76968 










Strand 






Start 


6968 










End 


8590 




Name 


OJ991209 10. 


0119. 


, 07 .o2 . 


ts 




Method 


TBLASTX: Soybean 




.Starts... ■ 


7.54,4„_, 










. JLn.d.^, 


8590 ■ 




.GI...... , 


.,.„non.e_.^ 










... Score, 


I6a_.;.. ^ , ..... 




Exons 


754 4 . .77 65, 


7799. 


, . 7843, 


7E 


J 98. 


.7942, 8131. .8262, 8171. .8 


305,' 




8363. .8590 
















Seq. No. 


37504 










Seq. ID 


OJ991209_10.0119 


.08 


Gene No. 


76969 










Strand 


+ 




Start 


64 










End 


764 




Name 


OJ991209 10. 


0119. 


08. ol. 


gs 




Method 


GENSOAN 




Start 


64 










End 


764 




GI 


none 










Score 


.46 




Exons 


64.. 203, 354 


. .394 


I, 742. 


.764 








Seq. No. 


37504 










Seq. ID 


OJ991209_10.0119 


.08 


Gene No. 


76970 










Strand 


+ 




Start 


5844 










End 


6676 




Name 


OJ991209 10. 


0119. 


08. o2. 


np 




Method 


AAT/NAP 




Start 


5844 










End 


6676 




GI 


6006375 










Score 


1395 




Exons 


5844 . .6676 
















GI Descrip. 


(AP000559) Similar to 0RF3 protein - rice tungrp bacilliform 




■ virus '■&RTU0RFS__2 


(04078 


'5)* 


[Oryza sativa] ' " ■* ' " 




Seq". No: " ' ' 


37504 • ' ■ " 










Seq." ID' 


OJ99120"9JI(j'. "011-9 


. 08" ■ 


Gene No* . - - - 


. 7 6971. 










• Strand- 






Start ■ ' " 


2014 • 










End " 


4890 ' ■ ■ ■ 




Name 


OJ991209 10. 


0119. 


08. o2. 


gs 




Method 


GENSOAN 




Start 


2014 










End 


4890 




GI 


none 










Score 


.52 




Exons 


2014 . .2883, 


2995. 


.3423, 


4253. 


.4463, 4723. .4890 




Seq. No. 


37504 










Seq. ID 


OJ991209_10.0119 


.08 


"Gene No. 


76971 










Strand 






Start 


2014 










End 


4890 




Name 


OJ991209 10. 


0119. 


08. ol. 


np 




Method 


AAT/NAP 




Start 


2026 










End 


3417 





37057 



GI 6469032 Score 519 

Exons 2026.. 2883, 2980.. 3417 

GI Descrip. (AB035183) N-hydroxycinnamoyl/benzoyltransf erase [Ipomoea 
batatas] 



Seq. No. 37504 

Gene No. 76971 

Start 2014 

Name OJ991209_10 . 0119 . C8 . ol . ts 

Start 2098 

GI none 

Exons 2098.. 2232, 2281.. 2568, 2747. 

3062.. 3253, 3259.. 3315 



Seq. ID OJ991209_10.0119.C8 
Strand 

End 4890 

Method TBLASTX : Soybean 

End 3315 

Score 73 

.2887, 2773.. 2889, 3040.. 3252, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

..S.eq.. ...No... 
Gene No. 
Start 
Name 
Start 
GI 

Exons 



37504 
76971 
2014 

OJ991209_10.0119.C8.o2.tm 

2182 

none 

2182. .2646, 2184 .. 2 633, . 2185 . 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.2634 



OJ991209_10.0119.C8 
4890 

TBLASTX: Maize 

2646 

151 



..3.15^4. . „. ■ _ 

76971 ' 
2014 

OJ991209_10.0119.C8.ol.tm 

2647 

none 

2647. .2892, 2648. .2902, 2984. 
2995. .3138, 3096. .3245, 3097. 
3242. .3382 



Strand' - ■ 

End ■ 4890 

Method TBLASTX : Maize 

End 3399 

Score 258 

.3064, 2989.. 3105, 2990.. 3091, 
.3252, 3104.. 3265, 3241.. 3399, 



Seq. No. 37504 

Gene No. 76971 

Start 2014 

Name OJ991209_10 . 0119 . C8 . ol . tc 

Start 2756 

GI none 

Exons 2756.. 2890, 2773 
3271.. .3315, 3274 



OJ991209 10. 0119. C8 



Seq. ID 
Strand 
End 

Method 
End 

Score ■ 

2889, 3040.. 3258, 3062 .. 3265, 3067 
3309, 3310.. 3384 



4890 

TBLASTX: Cress 

3384 

81 



,3267, 



Seq. No.., 37504 . • _ . _ Seq. ID 

"Gene Nov ~ " •••76972 ;' - ' ' ' ''\ Strand^ 

Start 5946 • ' , ' ' End 

,Name*' '"^•- ' OtJ 9912 0'9_1&;0 11*9 . cs ioi : tw ■ ' ^Method^ 

Start .-■ ^ 5946-.- ■.. ' - . -End - - 

GI • none . * . • qqqj^^ 

Exons - 5946.*. 6230 



OJ991209_10.0119._C8 
6230 

TBLA'STX :'*Whea't" " " ' '' 
6230 ■ '.^ '^ ■ 
205 '■ • 



Seq. No. 37505 Seq. ID 

Gene No. 76973 Strand 

Start . 87 End 

Name OJ991209_10 . 0119 . C9 . ol . gp Method 

Start 87 End 

GI 164 90_1.R1084 Score 

Exons 87 . . 142 

GI Descrip. ' 4584525/emb | CAB40756 . 1 | 7.0e-38 (AL049607) protein phosphatase 



OJ991209_10.0119.C9 
142 

AAT/GAP 

142 

83 



37058 



2C-like protein [Arabidopsis thaliana] 



Seq. No. 37505 Seq. ID 

Gene No. 76974 Strand 

Start 8 95 End 

Name OJ991209_10 . 0119 . C9 . ol . gs Method 

Start 895 End 

GI none Score 

Exons 895.. 1506 



OJ991209_10,0119.C9 

1701 
GENSCAN 
1506 
. 63 



Seq. No. 37505 

Gene No. 76974 

Start 895 

Name OJ991209_10 . Oil 9 . C9 . ol . np 

Start 907 

GI 6469032 

Exons 907.. 1701 

GI Descrip. (AB035183) 
batatas] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991209_10.0119.C9 

1701 
AAT/NAP 
1701 
194 



N-hydroxycinnamoyl/benzoyltransf erase [Ipomoea 



Seq. No. 37505 

„ Gene _No.^, „ 7 697,4. _ . 

.S.taxi„:-., . a.9.5 

Name OJ9912'0 9__10 . Oil 9 . C9 . o2 . tm 

Start 907 

GI none 
Exons 



Seq. ID OJ991209_10.0119.C9 

_ SX r a n cl. . _ . 

.:.End.„_^ £7 OX..;::.., Z ... LJI™.. 



Method 

End 

Score 



907. .1062, 913. .975, 1010. .1060 



TBLASTX: Maize 

1062 

70 



Seq. No. 


37505 








Seq. ID 


OJ991209_10.0119, 


.09 


Gene No. 


76974 








Strand 






Start 


895 








End 


1701 




Name 


OJ991209 10 


.0119 


.09. ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


979 








End 


1679 




GI 


none 








Score 


88 




Exons 


979. .1113, 


1162. 


.1449, 


1521. , 


.1679, 1521. .1679 




Seq. No. 


37505 








Seq. ID 


OJ991209_10.0119. 


.09 


Gene No. 


76974 








Strand 






Start 


895 








End 


1701 




Name 


OJ991209 10 


.0119 


.09. ol. 


tm 


Method 


TBLASTX: Maize 




Start 


1063 








End 


1533 




GI 


. none 








Score 


148 ..- 




Exons" ' 


■ ;1063- . 1533; 


1064 


.'.1312, 


X"d66", 


/.1524 " 






Seq: No.'"'" 


" ■375O6" 








Seq. ID^ 


OJ991?09_rO.Qll9, 


.'"oro 


Gene No . ■ 


-. - .7 6975- • - 








■ Strand. - 


+ . ' - ' 




Start ; 


.7918 








■ End 


85.84 




Name 


OJ991209 10 


.0119 


.010 !o4 


.gs 


Method 


GENSCAN 




Start 


7918 








End 


8584 




GI 


none 








Score 


.84 




Exons 


7918. .7923, 


7999 


. . 8091, 


8372. 


.8468, 8532. .8584 





Seq. No; 37506 Seq. ID 

Gene No. 7 697 6 Strand 

Start 9850 End 

Name OJ991209_10 . 0119 . OlO . o5 . gs Method 

Start 9850 End 



OJ991209_10. 0119.010 
+ 

10041 

GENSCAN 

10041 



37059 



GI 


none 


Score 


. 96 


Exons 


9850. .10041 






Seq. No. 


37506 


Seq. ID 


OJ991209_10. 0119. CIO 


Gene No. 


76977 


Strand 


+ 


Start 


10640 


End 


14194 


Name 


OJ991209 10.0119.C10.o6.gs 


Method 


GENSCAN 


Start 


10640 


End 


14194 


GI 


none 


Score 


. 99 


Exons . 


10640. . 14194 






Seq. No. 


37506 


Seq. ID 


OJ991209 10. 0119. CIO 


Gene No. 


76977 


Strand 




Start 


10640 


End 


14194 


Name 


OJ991209 10.0119.C10.o4 .np 


Method 


AAT/NAP 


Start 


11237 


End 


12258 


GI 


6649097 


Score 


877 


Exons 


11237. .12083, 12157. .12258 






GI Descrip. 


(AF146275) resistance gene 


analog PIC27 [Oryza sativa] 


Seq. No. 


37506 


Seq. ID 


OJ991209_10. 0119. CIO 


,Gene„ Nq....... _ ., 


_7 6977 , ■ ■ 


Strand. -, 


+ 


.at.ar,t...„,../- 


._iD^4a. _ 


End ^ 


..1.119.4.. . 


Name 


OJ991209 10.0119. C10.o6.np 


Method 


•AAT/NAP 


Start 


12231 


End 


14158 


GI 


6721163 


Score 


151 


Exons 


12231. .12 667, 138 68 .'. 14158 






GI Descrip. 


(AC016829) putative disease 


resistance 


protein [Arabidopsis 




thaliana] 






Seq. No. 


37506 


Seq. ID 


OJ991209_10. 0119. CIO 


Gene No. 


76978 


Strand 




Start 


92 


End 


1250 


Name 


OJ991209 10.0119.C10.ol.gs 


Method 


GENSCAN 


Start 


92 


End 


1250 


GI 


none 


Score 


.79 


Exons 


92. .226, 1137. .1250 







Seq. No. 

Gene No. 

Start 

Name' 

Start 

GI 

Exons 

•GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



37506 
76979 
1156 

OJ991209_10. 0119. CIO. ol.np 
1156 " ' ' - 
5922630 • ' 

1156: .1278 ; ■ ■"" 

- (AP000492).. EST 
predicted gene 
gi I 6016863!dbj 
corresponds to 
protein [Oryza 



Seq. ID 

Strand 

End 

Method 
End - . ■'- 
Score 



OJ991209_10. 0119. CIO 

1278 
AAT/NAP 

1278 * ' " ' 

171 



C98748 (E3038.) corresponds to -a'region: of the- 
; hypothetical protein [Oryza sativa] . ' 
BAA85206.il (AP000570) EST C9874 8 (E3038 ) 
a region of the predicted gene.; hypothetical 
sativa] 



37506 Seq. ID 

76980 . Strand 

3815 End 

OJ991209_10.0119.C10.o2.gs Method 

3815 End 

none Score 



OJ991209_10. 0119. CIO 

4758 
GENSCAN 
4758 
.5 



37060 



Exons 



3815. .3906, 4063. .4153, 4547. .4620, 4647, .4758 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



37506 
76981 
5579 

OJ991209_10. 0119. CIO. o2.np 
5467 
4680492 
5467. .5701 

{AF119222) putative reverse transcriptase [Oryza sativa] 



Seq. ID OJ991209_10. 0119. CIO 
Strand 

End 7032 

Method AAT/NAP 

End 5701 

Score 371 



37506 
76981 
5579 

OJ991209_10. 0119. CIO. o3.gs 

5579 

none 



Seq. ID OJ991209_10. 0119. CIO 
Strand 

End 7032 

Method GENSCAN 

End 6613 

Score .83 



5579. .5742, 6124. .6268, 6581. .6613 



Seq. No. 
Gene, No. 

Start 

..Name...... 

Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



37506 Seq. ID OJ991209_10 . 0119 . CIO 

76981 Strand 

...5579. , End... .,.7032 

„.Oa.9.9I2a9_^X0„. ,0119 ..CIO ._o3.. np ^Metiio.d,. ,,AAT/NAR.:..: 

' 6422 End* 7032" 

2239083 Score 66 

6422. .6700, 6909. .7032 

(Z84383) anthranilate N-hydroxycinnamoyl/benzoyltransf erase 
[Dianthus .earyophyllus] gi | 2239087 | emb | CAB06429 | {Z84385) 
anthranilate N-hydroxycinnamoyl/benzoyltransf erase [ Dianthus 
earyophyllus] 



37506 
76982 
9760 

OJ991209_10. 0119. CIO. ol.gp 

9760 

4968585 

9760. .10037 



Seq. ID OJ991209_10. 0119. CIO 
Strand 

End 10037 

Method AAT/GAP 

End 10037 

Score 516 



Seq. No. 
Gene No. 
Start. 
; Name"' * 
Start' 
GI' 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



37506 
76983 

11228 .... 

•OJ99120'9_l6-. 0ri9 . C10-.o2';ts- 
11228 

none ' " " " ' . 



Seq. ID OJ991209_10. 0119. CIO 
Strand 

End • 12832 . . 
Method ' TBLASTX : Soybean' *' * 
End- ■11674- - 

Score 76 ' * 



:11228.. .11293, 1128a. ."11560, 11531. .11674 



37506 
76983 
11228 

OJ991209_10. 0119. CIO. ol.tc 

11423 

none 



Seq. ID OJ991209_10. 0119. CIO 
Strand 

End 12832 

Method TBLASTX : Cress 

End 12046 

Score 64 



11423. .11485, 11549. .11797, 11894. .12046 



Seq. No. 
Gene No. 



37506 
76983 



Seq. ID OJ991209_10. 0119. CIO 
Strand 



37061 




start 


11228 


End 


12832 




Name 


OJ991209 10.0119.C10.ol,tm 


Method 


TBLASTX: Maize 




Start 


11689 


End 


12066 




GI 


none 


Score 


286 




Exons 


11689. .117 60, 11690. .12064, 


11824. .12066 




Seq. No. 


37506 


Seq. ID 


OJ991209_10.0119. 


.CIO 


Gene No. 


76983 


Strand 






Start 


11228 


End 


12832 




Name 


OJ991209 10.0119.C10.ol.ts 


Method 


TBLASTX : Soybean 




Start 


11711 


End 


12832 




GI 


none 


Score 


222 




Exons 


11711. .11989, 12013. . 12066, 


12014 . . 12067, 12130. . 12228, 






12131. .12301, 12350. .12457, 


124 58. .1258 6, 12608. .12832 




Seq. No. 


37507 


Seq. ID 


OJ991209_10.0119. 


Cll 


Gene No. 


76984 


Strand 


+ 




Start 


1564 


End 


2194 




Name 


OJ991209 10.0119.Cll.ol.gs 


Method 


GENS CAN 




Start 


1564 


End 


2164 




GI 


none 


Score 


.63 




E.xpns . . : 


,1.564 .^..,2.164. _ 








Seq. No. ■ 


"37507 • ■ '* - .[ ■ 


Seq. id' 


OJ9912b9^_l6 . 0119. 


Cll 


Gene No. 


76984 


Strand 


+■ 




Start 


1564 


End 


2194 




Name 


OJ991209 10.0119.Cll.ol.np 


Method 


AAT/NAP 




Start 


1564 


End 


2194 




GI 


2852684 


Score 


214 




Exons 


1564. .2194 








GI Descrip. 


(AF017751) resistance protein candidate [Lactuca sativa] 




Seq. No. 


37508 


Seq. ID 


OJ991209_10.0119. 


C12 


Gene No. 


76985 


Strand 


+ 




Start 


1 


End 


2711 




Name 


OJ991209 10.0119.C12.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


721 




GI 


6649097 


Score 


1254 • 




Exons 


1..721 








GI Descrip. 


(AF146275) resistance gene 


analog PIC27 [Oryza sativa] 




Seq. No. 


37508 - 


Seq. ID. 


OJ991209_10.0119. 


C12 


Gene No . 


76985 ' • • - - ' 


'* ■ Strand ■ 


+ ' ■ ■-■ ■ - * 




Start 


1 


End 


2711 ' 




Narrie 


• "OJ991209 •10.t)ll9.^C12.o2:np 


Method' 


aatYnap . " "' 




Start 


■ 1* . . ........ • . ■ 


. End . . ■ ; 


2 690 .., : - 




GI 


6598711 ^ . ' . ■ 


Score 


179 ■ 




Exons 


1..67, 1019. .1242, 2380. .2690 






GI Descrip. 


(AC007197) putative disease 


resistance 


protein [Arabidopsis 




thaliana] 








Seq. No. 


37508 


Seq. ID 


OJ991209_10.0119. 


C12 


Gene No. 


76985 


Strand 


+ ■ 




Start 


1 


End 


2711 




Name 


OJ991209 10.0119.C12.ol.tc 


Method 


TBLASTX:Cress 




Start 


2 


End 


2554 




GI 


none 


Score 


41 





37062 



Exons 



2. .28, 137. .346, 428. .565, 2465.-2554 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 
..Name„ 
.atart... . 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



37508 
76985 
1 

OJ991209_10.0119.C12.ol.tm 

137 

none 



Seq. ID OJ991209_10.0119.C12 

Strand + 

End 2711 

Method TBLASTX : Mai ze 

End 600 

Score 4 9 



137. .211, 239. .364, 374. .595, 439. .600 



37508 
76985 
1 

OJ991209_10.0119.C12.ol.gs 

146 

none 



Seq. ID OJ991209_10.0119.C12 

Strand + 

End 2711 

Method GENSCAN 

End 2711 

Score . 67 



146. .836, 1272. .1496, 1611. .1814, 2052. .2218, 2441. .2711 

37508 Seq. ID OJ991209_10 . 01 19 . C12 
76985 Strand . + 
' 1 ■ End 2711 . ; 

0 J9 9 1 2JD 9^1i).^^0Jl 9...C 1^^^^^^ .^et hod ,TBLA;STXi.Sisybean„ 

. ,_.2a9^...,., __..Ead ...,5.50, 

none Score 109 

239.-. 364, 241. .345, 383. .550, 415. .519 



37508 
76985 
1 

OJ991209_10.0119.C12.o2.ts 

1000 

none 



Seq. ID OJ991209_10.0119.C12 

Strand + 

End 2711 

Method TBLASTX : Soybean 

End 2599 

Score 122 



1000. .1101, 1004. .1174, 1019. .1102, 1124. .1246, 1205. .1423, 
2456. .2599 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



^Seq. "No". 
Gene. No . 
Start 
Name 
Start 
GI 

Exons 

Seq. No. 
Gene No, 
Start 
Name 
Start 



37508 
76985 
1 

OJ991209_10.0119.C12.ol.tw 

2147 

none 



Seq. ID OJ991209_10.0119.C12 
Strand 

End 2711 

Method TBLASTX: Wheat 

End 2498 

Score 160 



2147. .2365, 214 7 . . 2314 , . 2152 . . 234 9, 2164. .2370, 2244. ..2369, 
2'410*:';2496, 2423.^2497, :2460':V2498 "* ' 



■3.7 5*09 ' " ■ - ~ ; ■"^ 

.76986 . . .. ... ' 

99 ■ ' - 

OJ991209_10.0119.C13.ol.gs 

99 

none 



"Seq:- ID 'OJ99l209'_ia;0119.*C13'-- 

Strand-'. + • . . ■ ^. 

End '. 5555 
Method . GENSCAN 
End 5555 
Score .75 



99. .215, 4121. .4318, 4523. .4598, 4685. .4805, 4968. .5555 



37509 • 

76987 

5702 

OJ991209_10.0119.C13.ol.gp 
5702 



Seq. ID OJ991209_10. 0119.C13 

Strand + 

End 6168 

Method AAT/GAP 

End 6168 



37063 



GI none Score 926 

Exons 5702.. 6168 



Seq. No. 


37509 








Seq. ID 


OJ991209_10.0119.C13 


Gene No . 


76988 








Strand 




Start 


6076 








End 


8188 


Name 


OJ991209 10 


. 0119. 


. C13 . o2 


crs 


Method 


GENSCAN 


Start 


6076 ~ 








End 


8021 


GI 


none 








Score 


.81 


Exons 


6076. , 6246, 


6418. 


. .6558, 


7138. 


.7185, 7766. .7865, 7942. .8021 


Seq. No. 


37509 








Seq. ID 


OJ991209_10.0119.C13 


Gene No . 


76988 








Strand 




Start 


6076 








End 


8188 


Name 


OJ991209 10 


.0119. 


,C13.ol 


. np 


Method 


AAT/NAP 


Start 


6082 ~ 








End 


8188 


GI 


3212854 








Score 


246 


Exons 


6082 . . 6578, 


6963. 


, .7023, 


7766. 


.7865, 7942. .8021, 8101. .8188 


GI Descrip 


(AC004005) 1 


unknown protein [Arabidopsis 


; thaliana] 


Seq. No. 


37509 








Seq. ID 


OJ991209_10.0il9.C13 


Gen$,.,N,Q„._._, 


76988 








._St,rand:„.,. 




Start . 


... ,60.7 6 








* End , 




Name 


Oj991209' 10 


.0119. 


,C13.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


6086 








End 


6559 


GI 


none 








Score 


79 


Exons 


6086. .6139, 


6088. 


.6165, 


6089. 


.6166, 6148. .6180, 6160. .6246, 




6197. .6217, 


6236, 


.6292, 


6237. 


.6293, 6278.. 6331, 6294.. 6335, 




6417. .6545, 


6418, 


.6510, 


6527. 


.6559 





Seq. No. 37509 
Gene No. 76988 
Start 6076 

Name OJ991209_10 . 0119 . C13 . o2 . gp 

Start 6524 
GI uC-osflcypll2d02bl 
Exons" 6524.. 6558, 6955.. 7023, 7138. 

8101. .8146 

GI Descrip. ' 600264 1/gb | AAF00075 . 1 | AF094 825_1 3 
protein homolog [Brassica napus] * 



Seq. ID 
Strand 
End 

Method 
End 
Score 
7185, 



OJ991209 10.0119.C13 



8188 
AAT/GAP 
8146 
624 

7766.. 7865, 7942. 



.8021, 



Oe-19 (AF094825) RNA-binding 



Seq. No. 37510 Seq. ID OJ991209_10 . 0119 . C14 

Gene Nq.'-^-/ \ :76989 " - / ' - • - "Strand * +:"■'■ ' ' ' 

Start ' 5170 ' ; ' "* End '6287" " 

Name' " " "' OJ99120;9jl0*/0n9 '. Cr4';o2". gs '""Method ' ' "'CENSCANr " • """" ' 

■Start ^ .5170_: .'■- .. . ■ . - -'-End-'- .'6287 - ........ 

GI none . - Score . 62 • 

Exons 5170.. 5285, 5299.. 5354, 5544.. 5636, 5887.. 6013, 6248.. 6287 



Seq. No. 37510 Seq. ID OJ991209_10 . 0119 . C14 

Gene No. 76990 Strand 

Start 1 End 4356 

Name OJ991209_10 . 0119 . C14 . ol . np Method AAT/NAP 

Start 1 End 2913 

GI 3212854 Score 163 

Exons 1..21, 412. .506, 1162. .1246, 2303. .2913 

GI Descrip. {AC004005) unknown protein [Arabidopsis thaliana] 



37064 





Seq. No. 


37510 








Seq. ID 


OJ991209_10. 0119.014 




Gene No. 


76990 








Strand 






O L. a J- L. 


1 








End 


4 356 
1 J »j \j 




Nsme 


OJ991209 10 


.0119 


.C14 .ol 


.gs 


Method 






O L. d i- L. 


263 








End 


1 J u 




GI 


none 








Score 


. 69 




von Q 


263. .280, 412. .506, 1162. .1243, 2414.. 


9^9 A 9^1 f( 91 A(\ 






2908. .3019, 


3172 


. .3325, 


4315 


. .4356 






Seq. No. 


37510 








Seq. ID 


OJ991209_10. 0119.014 




Gene No. 


76990 








Strand 






Start 


1 








End 


4356 




NsiTie 


OJ991209 10 


.0119 


.014 .ol 


.gp 


Method 


AAT/GAP 






380 








End 


2756 




GI 


uC-osflcypl74c01bl 




Score 


975 






380. .506, 1162.. 


1243, 2414.. 


2756 






vj J- Ly \^ o V — ■ i_ _u . 






(AC004005) 


unknown protein [Arabidopsis 






LiidJ.j.diid J 














O C- • L V (J . 


37510 








Seq. ID 


OJ991209_10.01i9.O14 














Strand 






. 'Sfcar.t~7.. . 




r:**-" 


— — 




.End 


...12 2,6.3. . . _ , ^ 


=^ 


Name 


OJ991209 10 


.0119 


!'ci4"'.oi 


. tm 


Method 


TBLASTX: Maize 


% si 


Start 


6381 








End • 


9255 


f 


GI 


none 








Score 


52 




R von Q 


6381. .6458, 


6383 


. . o'i f Z f 




..6838, 64 


83. .6839, 6838. .6963, 






6840. .7178, 


6843 


. . / ^ O U , 


7 n 1 p 
/ u 1 o 


..7233, 7040. .7249, 7568. .8011, 






7583. .7999, 


7595 


. . / o y / / 




..8012, 7598. .7933, 7775. .8014, 


ly 




7874. .7966, 


8823 




O 0 Z 4i 


..9123, 9123. .9227, 9124. .9255 


ly 


Seq. No. 


37510 








Seq. ID 


OJ991209_10. 0119. 014 


s 




76991 








Strand 




kJ 


Start 


6386 








End 


12263 




Name 


OJ991209 10 


.0119 


.C14.01 


. ts 


Method 


TBLASTX: Soybean 


'"~4 


Start 


6386 








End 


6785 




GI 


none 








Score 


51 




F.xnn *=! 


6386. ; 6469, 


6387 


. .6440, 


6455 


..6754, 6483. .6785, 6627. .6785 




Seq. No. 


37510 








Seq. ID 


OJ991209__10. 0119. 014 




Gene No. 


76991 








Strand 






Start 


6386 








End 


12263 






■ OJ991209 10 


.011*9 


,C14/o3 


.gs ■ 


■ Method " 


GENSOAN' ■ ■ - • ' * 






6386 








End 


12263 




Gl * * - •■ 


hbne' ' "'"T 








' Score' 


.^4 " ' - ' 




F V on Q 


-6386. .72 4-9,- 


'.'7592 


. .8001, 


8.822 


: .-'9240, 9375.... 9434, .-1141L. .-11586, 






12210. .12263 












Seq. No. 


37510 








Seq. ID 


OJ991209_10, 0119.014 




Gene No. 


76991 








Strand 






Start 


6386 








End 


12263 




Name 


OJ991209 10 


.0119 


.014. o2 


.np 


Method 


AAT/NAP 




Start 


6389 








End 


10788 




GI 


4887754 








Score 


1563 




Exons 


6389. .7249, 


7592 


. .8001, 


8822 


. . 9221, 10750. . 10788 




GI Descrip. 


{AC006533) ankyrin-like 


protein [Arabidopsis thaliana] 



37065 




Seq. No. 


37510 








Seq. ID 


OJ991209_10. 0119.014 


Gene No. 


/by yi 








Strand 




Start 


6386 








End 


12263 


Name 


OJ99I209 10 


.0119 


.CI4.0I, 


. tw 


Method 


TBLASTX: Wheat 


Start 


6431 








End 


6967 


GI 


none 








Score 


132 


Exons 


6431. .6751, 


6534 


. .6824, 


6869. 


.6967, 6870.. 6962 


Seq. No. 


37510 








Seq. ID 


OJ991209_10. 0119.C14 


Gene No. 


76991 








Strand 




Start 


6386 








End 


12263 


Name 


OJ991209 10, 


.0119 


.014 .01. 


to 


Method 


TBLASTX :Oress 


Start 


6473 








End 


6803 


GI 


none 








Score 


148 


Exons 


6473. .6754, 


6498 


. .6803 








Seq. No. 


37510 








Seq. ID 


OJ991209_10. 0119.014 


Gene No. 


/ by y 1 








Strand 




Start 


6386 








End 


12263 


Name 


OJ991209 10. 


.0119 


.C14 .o3. 


ts 


Method 


TBLASTX: Soybean 


Start 


' 6926 








End 


7252 


.GI._:.^ 


none 








.„S,cpre,., 


; 213 


..E>^ons. 


L J.'69£6....'697,9.,.. 


76y27- 






. J 1 5 1 , 7 0.4 A . , 7.2 5,2 . , ^ . „ 


Seq. No. 


37510 








Seq. ID 


OJ991209_10.0119.O14 


Gene No. 


7 6991 








Strand 




Start 


6386 








End 


12263 


Name 


OJ991209 10, 


.0119 


.014. o2. 


ts 


Method 


TBLASTX : Soybean 


Start 


7*565 








End 


8942 


GI 


none 








Score 


281 


Exons 


7565. .7933, 


7574 


. .8011, 


7605. 


.8012, 7710. .8012, 8823. .8942 


Seq. No. 


37510 








Seq. ID 


OJ991209_10. 0119.014 


Gene No. 


76991 








Strand 




Start 


638 6 








End 


12263 


Name 


OJ991209 10. 


,0119 


.014.02. 


tc 


Method 


TBLASTX :Oress 


Start 


7589 








End 


8867 - 


GI 


none 








Score 


150 


Exons 


7589. .7783, 


7613, 


. .7897, 


7715. 


.7999, 77 


16.. 8000, 7817. .8011, 




8823. .8867 












Seq. No. 


37511 - 








Seq. ID 


OJ991209_10. 0119.015 


Gene No. 


76992 








Strand - 


+ " ■ • ■ ' " ' 


Start 


4972 








End 


5352 ' ' ' ' 


Name' 


■ OJ99I2'09 ro'. 


0119: 


. OlS.bZ.W ' - 


'MethoS' 


' GENSCAN " 


Start 


.. 4 972 ... 








End 


5352,. . - , : 


GI 


* none 








Score 


. 6 


Exons 


4972. .5352 












Seq. No. 


37511 








Seq. ID 


OJ991209_10. 0119.015 


Gene No. 


76993 








Strand 


+ 


Start 


7561 








End 


8053 


Name 


OJ991209 10. 


0119, 


,015. ol. 


gp 


Method 


AAT/GAP 


Start 


7561 








End 


8053 


GI 


none 








Score 


931 


Exons 


7561. .8053 













37066 



Seq. No. 37511 Seq. ID 

Gene No. 76994 Strand 

Start 14737 End 

Name OJ991209_10 . 0119 . C15 . o4 . gs Method 

Start 14737 End 

GI none Score 

Exons 14737. .15414 



OJ991209_10.0119.C15 
+ 

15414 
GENSCAN 
15414 
.81 



Seq. No. 37511 
Gene No. 76995 
Start 24939 

Name OJ991209_10 . 0119 . C15 . o6 . gs 

Start 24939 
GI none 
Exons 24939. 

26196. 

27050. 

28223. 



.25077, 25104. 

,26241, 26317. 

,27141, 27255. 

,28440, 29149. 



Seq. ID OJ991209_10.0119.C15 
Strand -f 
End 29548 
Method GENSCAN 
End 29548 
Score .82 
.25191, 25317. .25434, 25936 .. 26071, 
.26424, 26617. .26716, 26810 .. 26955, 
.27349, 27673. .27769, 27859 .. 28002, 
.29275, 29361.. 29548 



Seq. No. 37511 
Gene No. 76995 

Start,,, 24539 ^ ___En(d 

Nara.e,. ,.,pJ99a,2b3_ ia.,dll 9 . 015 , o.6,..gp„..„ Method 

Start 25124 ' End 

GI none Score 

Exons 25124 . .25146, 25315 .. 254 34 , 25936 .. 26071, 26202 .. 2624 1, 

26317. .26380 



Seq. ID OJ991209_10.0119.C15 
Strand + 

29548 

AAT/GAP.,_ . 

26380 
589 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. No. 
Gene No. 
Start • ■ ■ 
Name 
Start 
GI..--. . . - 
Exons 

GI Descrip, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



37511 
76995 
24939 

OJ991209_10. 0119. 015. o4.np 

25942 

3212871 



Seq. ID OJ991209_10. 0119.015 

•Strand + 

End 29548 

Method AAT/NAP 

End 28646 

Score 1488 



25942. .26101, 26208 .. 2624 1, 26317 .. 26424 , 26617 26716, 
26810. .26955, 27050 .. 2714 1, 27255 .. 2734 9, 27673 .. 27769, 
27859. .28002, 28223 .. 284 40, 28539.. 28646 

(AC004005) putative methionine aminopeptidase [Arabidopsis 
thaliana] 



37511 Seq. ID 

76996 Strand 
30165' - ■ ■ ■ * End • 

OJ991209_10.0119.015.o5.np ' Method * 
30165 ' -■ ' -^ ■ - ^ ' -^' End" 

3122724 • - - . ,. .... Score,. 

30165. .30369 

60S RIBOSOMAL PROTEIN L38 gi | 2289009 | gb | AAB64338 . 1 | (AO002335) 
60S ribosomal protein L38 [Arabidopsis thaliana] 



OJ991209_10. 0119.015 

30369' • ■■" • 

AAT/NAP ■ ' 

30369- ' " " ■ • 

.2,10 -.-.-V . .■ . 



37511 Seq. ID 

76997 Strand 

37 9 End 
OJ991209_10. 0119. 015. ol.np Method 

379 End 

6815099 Score 

379. .489, 1200. .1398 



OJ991209_10. 0119.015 

2875 
AAT/NAP 
1398 
82 



37067 



GI Descrip. (AP001081) hypothetical protein [Oryza sativa] 



Seq. No. 37511 Seq. ID 

Gene No. 76997 ' Strand 

Start 379 End 

Name OJ991209_10 . 0119 . C15 . ol . gs Method 

Start 1270 End 

GI none Score 

Exons 1270.. 1404, 2747.. 2875 



OJ991209_10.0119.C15 

2875 
GENSCAN 
2875 
.43 



Seq. No. 37511 

Gene No. 76998 

Start 7988 

Name OJ991209_10 . 0119 . C15 . o3 . gs 

Start 7988 

GI none 
Exons 



Seq. ID OJ991209_10.0119.C15 

Strand - - 

End 10215 

Method GENSCAN 

End 10162 

Score .84 



7988. .8242, 8488. .8552, 8730. .8946, 9082. .9148, 9523. .9682, 
9775.. 9844, 10085.. 10162 



Seq. No. 
Gene No. 
,Star1:___ 

Nama 

Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



37511 
76998 

.7 9M-; .„ : 

0 JSaizO 9_l:0...6jLi 9,. C15.. 02 ..gp 

9215 

none 



Seq. ID OJ991209_10.0119.C15 
Strand - 

. End „ ^ ....... 1.0 2;15„__, .j ^ 

Method AAT/GAE 

End. - 10215 
Score 754 



9215. .9276, 9523. .9682, 9775. .9844, 10085. .10215 



37511 Seq. ID 

76999 Strand 

16324 End 

OJ991209_10.0119.C15.o5.gs Method 

16324 End 

none Score 



OJ991209_10.0119.C15 

24680 
GENSCAN 
24680 
.48 



16324. .16455, 174 60 17528 , 1784 8 .. 18015 , 18183 .. 188 14 , 

19258. .20399, 20529 .. 22039, 22167 .. 22354 , 22522 .. 22 678 , 

22964. .23015, 23199 .. 23404 , 23899 .. 24 001 , 24 115 .. 24 252 , 
24391. .24680 



Seq. No. 37511 Seq. ID OJ991209_10 . Oil 9 . C15 

Gene No. 76999 Strand 

Start 16324 End 24680 

Name OJ991209_10 . 0119 . C15 . o2 . np Method AAT/NAP 

Start' ■ " •20741 / • " ' ' ■ " ■ ■ ' End 21637 v - . -.r ^--r:- . 

GI ■' 6649097 - Score ■ 971 

Exons '■ ~" ' 20741: .2'1637''^ • ' -^ " ^ ; ' ' ' ■ • " ' 

GI Descrip. {AFi46275)^ resistance gene analog- P-IC27 [Oryza sativa-] ■ 

Seq. No. 37511 Seq. ID OJ991209_10 . Oil 9 . C15 

Gene No. 76999 - Strand 

Start 16324 End 24680 

Name OJ991209_10 . 0119 . C15 . o3 . gp Method AAT/GAP 

Start . 21915 End 22379 

GI 701907 Score 466 

Exons 21915. .22057, 22176.. 22379 

Seq. No. 37511 Seq. ID OJ991209_10 . 0119 . C15 

Gene No. 76999 Strand 



37068 



start 16324 End 24680 

Name OJ991209_10 . Oil 9 . C15 . o4 . gp Method AAT/GAP 

Start 23035 End 24187 

GI 1999_1.R1084 Score- ^99 

Exons 23035. .23404, 23899 .. 24001, 24115.. 24187 

GI Descrip. ' 133019/sp | P11874 i RL7_DICDI l.Oe-33 60S RIBOSOMAL PROTEIN L7 

>gi_71122_pir R5D07 ribosomal protein L7 - slime mold 

(Dictyostelium discoideum) >gi_7357_emb_CAA33035_ {X14909) 
ribosomal protein L7 (AA 1 - 246) [Dictyostelium discoideum] * 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



37511 Seq. ID 

76999 Strand 

16324 End 

OJ991209_10. 0119.C15.o3.np Method 

23192 End 

6503287 Score 



OJ991209_10.0119.C15 

24680 
AAT/NAP 
24677 
518 



23192. .23404, 238 99 .. 24 001 , 24 115 .. 24252 , 24391. .24677 
(AC011713) Strong similarity to gi 1445613 ribosomal protein L7 
from Solanum tuberosum. [Arabidopsis thaliana] 



Seq. No. 
^Gene„No,. 
.S,ta.r.t.,.. 

Name 

Start 

GI 

Exons 



37511 

7 6999J „ - _ _ 

.ijS32A 

OJ991209_10.0119.C15.o5.gp 

24391 

none 

24391. .24612 



Seq. ID OJ991209_10.0119.C15 

_SLtrand r-,,,. ■ 

. End i.4i.8.6„_._ .„. 

Method AAT/GAP 
End 24612 
Score 421 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



37511 
77000 
30227 

OJ991209_10, 

7976 

none 

7976. .8245, 
8155. .8253, 
8722. .8946, 



0119.C15.o2.tm 



9195, 
9522, 



7980. .8048, 7981 
8485. .8562, 8486 
8726.. 8947, 8731 
,9299, -9196. .9282, 9487 
,9689, 9774.. 9851, 9776 
10086. .10163, 
17179. .17262, 
17478. .17531, 



Seq. ID OJ991209_ 
Strand 



10.0119.C15 



End 

Method 

End 

Score 



33111 
TBLASTX: 
17905 
78 



Maize 



10085. .10162, 
17122. .17181, 
17453. . 17488, 
17848 . .■■17904 ' 



..8121, 7984. .8247, 
..8563, 8486. .8563, 
,-.8949, 8766.. 8957, 
.'.9645, ■ 9518. .9682, 
..9847, 9779. .9856, 
17116. .17163, 17118 
17189. .17266, 17192 
17482. .17535, 17843 



7988. .8245, 
8720. .8947, 



9186 

9519 

9781 
. . 17165, 
. .17266, 
. .17905, 



9275, 
9692, 
9852, 



Seiq. "No. ' ' ' 37511 ' 

Gene- No. ■ ---7.700-0 ' - - 

Start 30227 

Name OJ991209_10 . 01 19 . C15 . o3 . tc 

Start 7988 
GI none 

Exons 7988.-8245, 7989.. 8036, 8068. 

- 8495. .8554, 8722. .8946, 8728. 
9522. .9683, ' 9541. .9645, 9782. 



'Seq. ID" OJ99120 9_10.'Qri'9:cl5 ^ 
-Strand - ^ ^ - 

End 33111 

Method TBLASTX: Cress 

End 17531 

Score 35 

.8127, 8118. .8240, 8485. .8562, 
.8799, 8861. .8947, 9195. .9254, 
.9847, 9786. .9851, 17118 .. 17171 , 



17137. . 17163, 17185. .17262, 1718 6 .. 17263, 17478. .17531 



Seq. No. 
Gene No. 



37511 
77000 



Seq. ID OJ991209_10.0119.C15 
Strand 



37069 



start 
Name 
Start 
GI 

Exons 



30227 End 

OJ991209_10.0119.C15.o5.ts Method 

9249 End 

none Score 



33111 

TBLASTX: Soybean 

17531 

113 



9249. .9299, 9522. .9683, 9529.-9645, 9782. .9847, 9786. .9851, 
17118. .17165, 17125. ,17181, 17173 .. 17262, 17189 .. 17263, 
17478.. 17531 



Seq. No, 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



37511 
77000 
30227 

OJ991209_10. 
16089 
none 

16089. .16163, 
16230. .16295, 
16312. .16416, 
16420. .16464, 
23110. .23142, 
23183. .23410, 
23897. .24013, 
.2..411A..„..242^60,_ 



0119.C15.o3.tm 



16099. 
16276. 
16313. 
16420. 
23118, 
23190. 
23900. 
.24114 . 



.16167, 
.16296, 
.16438, 
.16461, 
.23138, 
.23405, 
.24001, 
^.^24.260,.. 



Seq. ID OJ991209_10.0119.C15 
Strand 

End 33111 

Method TBLASTX : Mai ze 

End 24407 

Score 68 
16159. . 16188, 16164. . 16190, 
16296. . 16340, 16298 ., 16339, 
16343. .16450, 16418 .. 16456, 
23040. .23114, 23050 .. 23127 , 
23138. .23182, 23172 .. 234 05 , 
23883. .24002, 238 93 .. 24 006, 
24094 . .24246, 24 100 ., 2424 6, 
24384.;. ,24407 / 



Seq. No. 37511 Seq. ID 

Gene No. 77000 Strand 

Start 30227 End 

Name OJ991209_10 . 0119 . C15 . o3 . ts Method 

Start 16236 End 

GI none Score 
Exons 



OJ991209_10.0119.C15 
33111 

TBLASTX: Soybean 

24644 

132 



16236. .16295, 16315 .. 164 16, 16420 .. 164 58, 23187 .. 234 02 , 
23189. .23407, 23893 .. 24006, 23951 .. 23998 , 24 094 .. 242 61 , 
24114 . .24242, 24450. .24644 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



37511 Seq. ID 

77000 Strand 

30227 End 

OJ991209_10.0119.C15.o6.tc • Method 

16236 . End 

none Score 



OJ991209_10.0119.C15 
33111 

TBLASTX :.Cress 

24644 

153 



16236. .16295, 16315 .. 164 16, 16420 .. 164 61, 23181 .. 23408 , 
23189. .23410, 23893 .. 24006, 24094 .. 24261, 24 114 .. 24242 , 
24450.. 24644 ■ • • 



Seq. No. 37511 " Seq. . ID 

Gene'No. " 770*00' ' * Strand' 

Start-. - . ...30227 , . ' .... ... .End- 

Name OJ991209_10 . 0119 . C15 . o4 . tm Method 

Start , 20810 End 

GI none Score 

Exons 20810. .21184 



OJ991209_I0:0119.C15 

.33111 - ■ . 
TBLASTX: Maize 
21184 
246 



Seq. No. 37511 Seq. ID 

Gene No. 77000 Strand 

Start 30227 End 

Name OJ991209_10 . 0119 . C15 . o6 . ts Method 

Start 20879 End 

GI 4397495 Score 



OJ991209_10.0119.C15 
33111 

TBLASTX: Soybean 

21103 

199 



37070 



Exons 

GI Descrip, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



20879. .21103 

4234955 2.0e-22 (AF098971) 
vulgaris] 

37511 
77000 
30227 

OJ991209_10.0119.C15.o4.tc 

20927 

none 

20927. .21013, 21056 21184 , 
21509. .21679, 21600.. 21671 



NBS-LRR-like protein cD8 [Phaseolus 



Seq. ID OJ991209_10.0119.C15 
Strand 

End 33111 

Method TBLASTX: Cress 

End 21679 

Score 68 
21209. .21265, 21383 .. 214 66, • 



Seq. No. 37511 

Gene No. 77000 

Start 30227 

Name OJ991209_10 . Oil 9 . C15 . o2 . ts 

Start 21104 

GI none 

Exons 21104 . .21184, 21197 .. 2134 0, 
21591. .21647 



Seq. ID OJ991209_10.0119.C15 
Strand 

End 33111 

• Method TBLASTX : Soybean 

End 21647 

Score 63 
21353. .21601, 21581. .21646, 



. Se^ ._Np .375 11,.,_ .„ _ .... . u . : 

Gene No. 77000 ' ' . ' 

Start 30227 

Name OJ991209_10 . 0119 . C15 . o7 . tm 

Start 21293 

GI none 

Exons 21293. .21472, 21509.. 21658 

Seq. No. 37511 

Gene No. 77000 

Start 30227 

Name OJ991209_10 . 0119 . C15 . ol . tw 

Start 23354 

GI none 

Exons 23354. .23410, 238 83 .. 24 008 , 
23903. .24013, 24094 .. 24252, 



:.^eq..:J.D: . X)-J9ai 2 Q 9^1.0,,.. 0 11.9.. C1.5. 
-Strand 

End ■ 33111 

Method TBLASTX : Mai ze 
End 21658 
Score 133 



Seq. ID OJ991209_10.0119.C15 
Strand 

End 33111 

Method TBLASTX : Wheat 

End 24299 

Score 83 
23893. .24006, 238 97 .. 24013, 
24105. .24299," 24114. .24242 



Seq. No. 
Gene No. 
Start . 
Name 
Start ^ 
'GI~' " 
Exons' 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



37511 
77000 
30227 

OJ991209_10. 0119.Ci5.o5-. tm ' 
24408 , . • * ' 

none ' 

2 4-4 .0 8 . 2 4 53 3 , . ■ 2 44 0 9... . 2 4 7 1 1 , 

37511 
77000 
30227 

OJ991209_10.0119.C15.o3.tw 

24489 

none 

24489.'. 24680, 24490. .24675 

37511 
77000 



Seq. ID OJ991209_10.0119.C15 
Strand 

End 33111 

Method" TBLASTX: Maize ' ' * ' ' 
' _ End_- " :24711 - •' ■ 
■ "Score • ' 197 ' ' 
24588. ..24710- ■ ' - - - ^ - 



Seq. ID OJ991209_10.0119.C15 
Strand 

End 33111 

Method TBLASTX: Wheat 

End 24680 

Score 158 



Seq. ID OJ991209_10.0119.C15 
Strand 



37071 




start 


30227 








End 33111 




Name 


OJ991209 10.0119.C15 


.ol. tc 


Method TBLASTX: 


Cress 


Start 


26314 








End 27351 




GI ■ 


none 








Score 155 




Exons 


26314. 


.26424, 


26315. 


.26425, 


26317. .26433, 26618 


. .26719, 




26624. 


.26719, 


26799. 


.26870, 


26809. .26955, 26810 


. .26956, 




26904. 


.26966, 


26905. 


.26967, 


27050. .27157, 27051 


. .27158, 




27057. 


.27164, 


27253. 


.27351, 


27254. .27349 





Seq. No. 


37511 








Seq. ID OJ991209 


10.0119 


Gene No. 


77000 








Strand 




Start 


30227 








End 33111 




Name 


OJ991209 10.0119.C15 


.ol.ts 


Method TBLASTX: 


Soybean 


Start 


26314 


— 






End 27355 


GI 


none 








Score 151 




Exons 


26314. 


.26436, 


26315. 


.26425, 


26618. .26719, 26618 


. .26719, 




26794 . 


.26901, 


26810. 


.26878, 


26878 . .26955, 26879 


. . 26956, 




27050. 


.27157, 


27051. 


.27158, 


27051. .27158, 27253 


. .27351, 




27254. 


.27349, 


27257. 


.27355 






Seq. No. 


37511 








Seq. ID OJ991209 


_10.0119 


Gene.^No^ 


_ 77000 








. Strand^. - _ 




.Star.t„'. 


302.27. 








: .„-End.._ .33.1.11,: 




Name 


Oj9912 


b9_io!6 


11 9. CI 5 


. ol . tm 


Method TBLASTX: 


Maize 


Start 


26317 








End 28655 




GI 


none 








Score 187 




Exons 


26317. 


.26436, 


26318. 


.26425, 


26618. .26719, 26624 


. .26719, 




26809. 


.26955, 


26810. 


.26956, 


27050. .27142, 27051 


. .27158, 




27051. 


.27167, 


27052. 


.27159, 


27253. .27351, 27254 


. .27349, 




27257. 


.27355, 


27291. 


.27356, 


27537. .27605, 27672 


. .27767, 




27672. 


.27767, 


27673. 


.27768, 


27816. .27998, 27857 


. .28003, 




27858. 


.28004, 


27862. 


.28014, 


28215. .28436, 28217 


. .28432, 




28222. 


.28440, 


28222. 


.28440, 


28536. .28655, 28538 


. .28651 



Seq. No. 


37511 






Seq. ID 


OJ991209_^10.0119 


.C15 


Gene No. 


77000 






Strand 






Start 


30227 






End 


33111 




Name 


OJ99i209 10.0119.C15 


. o5 . tc 


Method 


TBLASTX: Cress 




Start 


27738 






End 


28277 




GI 


none 






Score 


50 




Exons 


27738. 


.27767, 27739. 


.27768, 


27857. .28003, 27858 28004 , 






28215. 


.28277, . 28222. 


.28275 








Seq. No. 


37511 • 






Seq. ID 


OJ991209_10.0119 


.C15 


Gene No. 


• 77000 






"Strand 






^ St art 


- 30227. . 






. End^...'. 


-.3.3111. -. ' . - 




Name 


OJ991209 10.0119.C15 


.o4 . ts 


Method 


TBLASTX: Soybean 




Start 


27896 






End 


28380 




GI 


none 






Score 


101 




Exons 


27896. 


.27997, 27900. 


28004, 


27900. .279 


92, 27902. .28003, 






28215. 


.28316, 28222. 


28317, 


28311. .283 


79, 28315. .28380 




Seq. No. 


' 37511 






Seq. ID 


OJ991209_10.0119 


.C15 


Gene No. 


77000 






Strand 






Start 


30227 






End 


33111 




Name 


OJ991209 10.0119.C15 


o2. tc 


Method 


TBLASTX: Cress 




Start 


28278 






End 


28650 





37072 




GI 


none 






Score 


204 






Exons 


28278. 


.28454, 28282. 


.28446, 


28302. .284 


54, 28524 


. .28649, 






28537. 


.28650, 28538. 


.28648 










Seq. No. 


37511 






Seq. ID 


OJ991209 


10.0119 


.C15 


Gene No. 


77000 






Strand 








Start 


30227 






End 


33111 






Name 


OJ991209 10.0119.C15 


. o2.tw 


Method 


TBLASTX: 


Wheat 




Start 


30167 






End 


31310 






GI 


none 






Score 


67 






Exons 


30167. 


.30205, 30168. 


.30218, 


30212. .303 


10, 30213 


. . 30308, 






30214. 


.30345, 30215. 


.30310, 


30310. .30354, 31191 


. . 31310, 






31237. 


.31290, 31238. 


.31288 










Seq. No. 


37511 






Seq. ID 


OJ991209 


10.0119 


.C15 


Gene No. 


77000 






Strand 








Start 


30227 






End 


33111 






Name 


OJ9912 


09_10.0119.C15 


. o6 . tm 


Method 


TBLASTX: 


Maize 




Start 


30167 






End 


31311 






GI 


none 






Score 


67 






Exons 


30167. 


.30214, 30168. 


. 30218, 


30210. .30308, 30212 


. . 30319, 






_ .35215. 


.30310,. 3JD303.... 


.3X1353,.,. 


;3 0 3 1 0 . ;. 3 0 354, . . .30 3.11 


^,303,64,,,. 






312.37.. 


..31311.,-. .3-1238:-.x 


.JI28'8. /. 






' ^ 




Seq. No. 


37511 






Seq. ID 


OJ991209 


10 . 0119 


.C15 


Gene No. 


77000 






Strand 








Start 


30227 






End 


33111 






Name 


OJ991209 10.0119.C15 


.o7.ts 


Method 


■ TBLASTX: 


Soybean 




Start 


30167 






End 


30354 






GI 


none 






Score 


67 






Exons 


30167. 


.30214, 30168. 


30218, 


30210. .30299, 30212 


. . 30310, 






30215. 


.30313, 30310. 


30354, 


30312. .30353- 






Seq. . No. 


37511 






Seq. ID 


OJ991209 


_10.0119 


C15 


Gene No. 


77000 






Strand 








Start 


30227 






End 


33111 






Name 


OJ991209 10.0119.C15 


o7 , gs 


Method 


GENSCAN 






Start 


30227 






End 


33111 






GI 


none 






Score 


.71 






Exons 


30227. 


.30310, 31284. 


31412, 


31716. .318 


80, 32944 


. .33111 




Seq. No. ■ 


37512 






Seq. ID 


OJ991209_ 


_10.0119, 


C16 


Gene No. 


' 77001- 






■ Strand 








Start 


6 






End 


679 






Name 


' OJ9912 


09_ib.0ir9;ci6 


ol '. gs ' 


- ' Method 


■ genscAn ■ 






Start' 


■■ - ,6 - 






End. 


67.9 






GI 


none 






Score ■ 


. 61 






Exons 


6. .86, 


605. . 679 












Seq, No. 


37512 






Seq. ID 


OJ991209_ 


_10.0119. 


C16 


Gene No. 


77002 






Strand 


+ 






Start 


6807 






End 


15431 






Name 


OJ9912 


09_10.0119.C16. 


o4 . gs 


Method 


GENSCAN 






Start 


6807 






End 


15407 






GI 


none 






Score 


.5 






Exons 


6807. . 


6930, 9082.. 9171, 9548 


..9723, 10985. .11899, 12117. 


.123 




12749. 


.12840, 14519.. 


15407 











37073 



Seq. No. 37512 

Gene No. 77002 

Start 6807 

Name OJ991209_10 . 0119 . C16 . ol . np 

Start 10952 

GI 3063465 

Exons 10952. .11899/ 12117 1238 9, 
15271. . 15431 

GI Descrip. (AC003981) F22013.27 [Arabidopsis thaliana] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991209_10.0119.C16 

+ 

15431 
AAT/NAP 
15431 
1128 



1274 9. .1284 0, 14 519. .15207, 



Seq. No. 37512 

Gene No. 77003 

Start 17511 

Name OJ991209_10 . 0119 . C16 . o2 . np 

Start 17511 

GI 6691716 

Exons 17511. . 18428, 184 98 .. 1874 6, 
19342. .19443, 19593 1 9707 , 

GI Descrip. 



OJ991209_10.0119.C16 



Seq. ID 
Strand 

End 20232 
Method AAT/NAP 
End 20220 
Score 2373 
18823. .19002, 19080 1 9267 , 
19781. .20220 
(AP000492) hypothetical protein [Oryza sativa] 
gi I 6691717 I dbj IBAA89397.il (AP000570) hypothetical protein 
. JOryza„..sativa] w - ^„ , : „ 



Seq. ..No. 37512 Seq. ID OJ991209_ 

Gene No. 77003 Strand + 

Start 17511 End 20232 

Name OJ991209_10 . 0119 . C16. o5 . gs Method GENSCAN 

Start 17511 End 20232 

GI none Score .95 

Exons 17511. .18395, 184 52 .. 18545 , 18661 .. 19002, 19080. 

19342. .19531, 19603. .19707, 19781. .20232 



10.0119.C16 



19267, 



Seq. No. 37512 Seq. ID OJ991209_10 . 0119 . C16 

Gene No. 77004 Strand + 

Start 25740 End 26519 

Name OJ991209__10 . 0119 . C16 . ol . gp Method AAT/GAP 

Start 25740 End 26519 

GI none Score 1400 

Exons 25740. .26519 

Seq. No. 37512 Seq. ID OJ991209_10 . 01 1 9 . C16 

Gene No. 77005 Strand + 

Start;' •'33465' ' /" - . -.33728 

Name OJ991209_10 . Oil 9 . CI 6 . 08 . gs Method GENSCAN 

Start ■ •33455':" • . r. ■ V. - - - -•3372;e ' ' ■ 

GI . none - - Score . . 61 . 

Exons 33465. .33510, 33552 .. 33673, 33678.. 33728 

Seq. No. 37512 Seq. ID OJ991209_10 . 0119 . C16 

Gene No. 77006 Strand + 

Start 34855 End 39229 

Name OJ991209_10 . 01 19 . C16 . o9 . gs Method GENSCAN 

Start 34855 End 39229 

GI none Score .52 

Exons 34855. .35285, 35613 .. 35729, 35842 .. 35950, 36020 .. 36208 , 

36294. .36516, 3658 9 .. 36707 , 36788 .. 36964 , 37015 .. 3707 6, 

37181. .37442, 37535 .. 37642, 37707 .. 37790, 37906 37928 , 



37074 



37986. .38368, 384 32.-38664, 39053 39229 . 



Seq. No. 37512 Seq. ID 

Gene No. 77006 Strand 

Start 34855 End 

Name OJ991209_10 . 0119 . C16 . o6 . np Method 

Start 34916 End 

GI 5441880 Score 

Exons 34916. .34941, 35627 35766, 35875 

37181. .37442, 37515 .. 37759, 38173 

GI Descrip. 



OJ991209_10.0119.C16 
+ 

39229 
AAT/NAP 
38382 
1015 

36208, 36788. .37076, 
38382 



(AP000367) EST C28 952 (C62945 ) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein, 
(AC003981) [Oryza sativa] 





Seq. No. 


37512 


Seq. ID 


OJ991209_ 


_10.0119.C16 




npnp Nn 


77006 


Strand 


+ 






Start 


34855 


End 


39229 






Name 


OJ991209 10.0119.C16.o4.gp 


Method 


AAT/GAP 






Start 


35881 


End 


38113 






GI 


LIB3433-020-P1-K1-A6 


Score 


698 






p. von 


35881. .35924, 37736. . 38113 












.„„™L5 67 01„55Xgb.LAFa6^^^^^ 1 1 AF1J1269„, 2_. Oe- 


3A Or y^z ^._s a^.i va_;..sub„spj(_ 




^- - -r— — - - ' " 


„-.,4^pQnica„.BAC..-clone.. 3„4i(2.4.,_.„c.ompl.ete.. s.eqaenc.ej , 


— . 




9prT Kin 


37512 


Seq., ID 


OJ991209_ 


iu . ui 1 y . CI O 




f^p-n^ Kin 


77007 


Strand 






rn 


Start 


2881 


End 


3411 




fi I 


Name 


OJ991209 10.0119.C16.o2.gs 


Method 


GENSCAN 




f5 


Start 


2881 


End 


3411 






GI 


none 


Score 


1 




%j 


Rxon "=? 


2881. .3411 








F: r 
s 'c~ 


O C . IN vj . 


37512 


Seq. ID 


OJ991209_ 


10.0119.C16 


s: 




77008 


Strand 






~~ 




4048 


End 


4923 






Name 


OJ991209 10.0119.C16.o3.gs 


Method 


GENSCAN 






Start 


4048 


End 


4923 






GI 


none 


Score 


.73 






Exons 


4048. .4505, 4545. .4923 










Seq. No. 


37512 


Seq. ID 


OJ991209_ 


10.0119.C16 




Gene No. 


. 77009 


Strand 








Start' ' \ 


■ 20543 


■End 


28175 : ; 






Name 


OJ991209 I0'.0119.C16.o6.gs 


Method . 


GENSCAN 






Start' 


20543 • " • 


End "* 


'28139 






GI 


none' 


Score. 


.73 






Exons ■ 


20543. .20553, 20682 i . 2262 9, 


22747. '.23710, • 23807. 


.25206, 






26293. .26367, 27113 27161, 


27286. .27335, 27421. 


.27504, 






27726. .28139 










Seq. No. 


37512 


Seq. ID 


OJ991209_ 


10.0119.C16 




Gene No. 


77009 


Strand 








Start 


, 20543 


End 


28175 






Name 


OJ991209 10.0119.C16.o3.np 


Method 


AAT/NAP 






Start 


20665 


End 


25322 






GI 


5922631 


Score 


5660 






Exons 


20665. .23192, 23799. . 24725, 


24852. .25003, 25046. 


.25322 



37075 



GI Descrip. (AP000492) ESTs C2634 7 (C1214 5 ) , AU078074 (C1214 5 ) correspond to a 
region of the predicted gene.; similar to prpol; Zea mays 
retrotransposon Cinful-1. (AF049110) [Oryza sativa] 
gi| 6016864 hdbj IBAA85207.il (AP000570) ESTs 

C26347 (C12145) ,AU078074 (C12145) correspond to a region of the 
predicted gene.; Similar to prpol; Zea mays retrotransposon 
Cinful-1. (AF049110) [Oryza sativ 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



37512 Seq. ID 

77009 Strand 

20543 End 

OJ991209_10.0119.C16.o4 .np Method 

25998 End 

2289010 Score 



OJ991209_10.0119.C16 

28175 
AAT/NAP 
27860 
519 



25998. .26114, 26293 2 6367 , 27113 .. 27161, 2728 6 .. 27335 , 
27421. .27504, 27726. .27860 

(AC002335) putative FKBP type peptidyl-prolyl cis-trans 
isomerase [Arabidopsis thaliana] 



Seq. No. . 37512 Seq. ID OJ991209_10 . 0119 . C16 . 

Gene No. 77009 ' Strand 

-.St^rt;... 2054 3,,,,:- ..,j;ncjL.: ..28175,,_™ , 

.Name., ,Q*J.9*91.2d9^ld. 011.9..C16 .,.oi ..gp.^^ . AATZGaV'.._ 

Start 26753 ' End 27341 

GI 4001_3.R1084 Score 848 

Exons 26753. .27161, 27286.. 27341 

GI Descrip. * 2289010 l.Oe-10 (AC002335) FKBP type peptidyl-prolyl cis-trans 
isomerase isolog [Arabidopsis thaliana] ' 



Seq. No. 37512 Seq. ID OJ991209_10 . 0119 . C16 

Gene No. 77009 . Strand 

Start 20543 End 28175 

Name OJ991209_10 . 0119 . C16 . o3 . gp Method AAT/GAP 

Start 27427- End 28175 

GI 25062_1.R1084 Score 985 

Exons 27427 . .27504, 27726.. 28175 

GI Descrip. '2289010 l.Oe-17 (AC002335) FKBP type peptidyl-prolyl cis-trans 
isomerase isolog [Arabidopsis thaliana] ' 



Seq. No. 


37512 






Seq. ID 


OJ991209_10.0119, 


.C16 


Gene No. 


77010 






Strand 






Start 


30026 






End 


34620 




Name 


'OJ99120'9 10'."'0li9.'C16, 


.06 tm . 


Method 


TBLASTX: Maize 




Start 


10939 






End 


11131 ^ 




GI ■ ■ 


""nofte 






■ '""Score"* 


"139 ■ • ■ ' - 




Exons - 


.10-939. 


.11118-,^ 10939. . 


. 11127,-.. 


10.94 3. .11131 . ■ 




Seq. No, 


37512 






. Seq. ID 


OJ991209_10.0119. 


.C16 


Gene No. 


77010 






■ • Strand 






Start 


30026 






End 


34620 




Name 


OJ991209 10.0119.C16. 


,ol.tc 


Method 


TBLASTX: Cress 




Start 


10948 






End 


11320 




GI 


none 






Score 


538 




Exons 


• 10948. 


.11319, 10952.. 


.11320 








Seq. No. 


37512 






Seq. ID 


OJ991209_10.0119. 


.C16 


Gene No. 


77010 






Strand 







3707:6'- 




start 


30026 




End 


34 620 




Nsrtie 


OJ991209 10. 0119. CI 6. 


, o4 , t s 


Method 


TBLASTX : Soybean 




Start 


10951 ~ 




End 


11212 




GI . 


none 




Score 


126 




Exons 


10951, . 11067, 10952. , 


,11068, 


11081 . . 112 


12 




Seq. No. 


37512 




Seq. ID 


OJ991209_10.0119. 


C16 


Cipne No . 


77010 




Strand 






Start 


30026 




End 


34620 




Name 


OJ991209 10.0119.C16. 


o2 .tm 


Method 


TBLASTX: Maize 




Start 


11456 




End 


11899 




GI 


none 




Score 


85 




Exons 


11456 . . 11533, 11458 . . 


11502, 


11515. .11697, 11516. .11698, 






11687. 11749. 11695.. 


11748, 


11728. .11892, 11729. .11899, 






11729. . 11899 










Seq. No. 


37512 




Seq. ID 


OJ991209_10.0119. 


C16 




77010 




Strand 






Start 


30026 




End 


34620 




Name 


OJ991209 10.0119.C16. 


o8 . tm 


Method 


TBLASTX: Maize 




Start 


12116 




End 


14584 




GI 


none ■ ' 




- Score ^ 


52 ■ ■ - . ■ 




Exons 


12116. .12169. 12117 


1222 L,„ 


1.2,117 12.3.8.9^,- 12,1.8.8,...-. J23ai.«- 






12263 12391. 121 A 6 


12835, 


12748. .128 


46, 14516. .14584, 






14523 . . 14582 










Seq. No. 


37512 




Seq, ID 


OJ991209_10.0119. 


C16 


Gene No. 


77010 




Strand 






Start 


30026 




- End 


34620 




Name 


OJ991209 10. 0119. CI 6. 


o8 . tw 


Method 


TBLASTX: Wheat 




Start 


17631 ~ 




End 


17921 




GI 


none 




Score 


214 




Exons 


17631 . . 17921 










Seq. No. 


37512 




Seq. ID 


OJ991209_10.0119, 


C16 


Gene No. 


77010 




Strand 






Start 


30026 




End 


34620 




Name 


OJ991209 10. 0119. CI 6. 


o7 . tm 


Method 


TBLASTX: Maize 




Start 


20696 ~ 




End 


20943 




GI 


none 




Score 


93 




Exons 


20696.. 20782, 20698.. 


20781, 


20761. .20943, 20762. .20887 




Sea No 


' ■ 37512 ■ ' ' 




Seq'. ID ' 


OJ991209_10.0119. 


C16 


Gene No. 


' • 77010 - 




• Strand 






Start 


' ■ 30026 : ' " 




"■"'"End"' ' ' ■ 


34 620 ' ' ' 




Name • ■ 


' 'Oj991209 10.0119.C16. 


o3 . tw 


Method 


--TBLASTX: Wheat 




Start 


20698 ~ 




End 


21255 




GI 


none 




Score 


95 




Exons 


20698. .20772. 20764 


21255, 


20-966. .210 


94, 21076. .21105, 






21146. . 21235 










Seq. No. 


37512 




Seq. ID 


OJ991209_10.0119. 


C16 


Gene No. 


77010 




Strand 






Start 


30026 




End 


34620 




Name 


OJ991209 10,0119.C16. 


olO. tm 


Method 


TBLASTX: Maize 




Start 


21025 




End 


21298 




GI 


none 




Score 


58 





37077 




Exons 


21025. ,21111, 21121. 


.21204, 


21134. .21208, 21199. .21297, 






21200. .21298 










Seq, No. 


37512 




Seq. ■ ID 


OJ991209_10,0119 


.C16 


Gene No. 


77010 




Strand 






Start 


30026 




End 


34620 




Name 


OJ991209 10.0119.C16 


. o4 . tw 


Method 


TBLASTX: Wheat 




Start 


21368 




End 


21759 




GI 


none 




Score 


56 




Exons 


21368. .21415, 21370. 


.21561, . 


21370. .217 


56, 21446. .21748, 






21598. .21759 










Seq. No. 


37512 




Seq. ID 


OJ991209__10.0119 


C16 


Gene No. 


77010 




Strand 






Start 


30026 






-3/1 ^lon 




Name 


OJ991209 10.0119.C16 


ol . tm 


Method 


TBLASTX: Maize 




Start 


21439 




End 


21762 




GI 


none 




Score 


251 




Exons 


21439. .21762, 21440. 


21742 








Seq. No. 


37512 




Seq. ID 


OJ991209_10.0119 


C16 


,Gene,„No^j 


: 77010 _ _ .„ . . 




Strand " 






St.art.,.. ... 


300Z6., , 




„ End 


34 5 20. _ 




Name 


OJ991209 10.0119.C16. 


ol2 . tw 


Method 


TBLASTX : Wheat 




Start 


21760 




End 


22059 




GI 


none 




Score 


124 




Exons 


21760. .21858, 21925.. 


22059 








Seq. No. 


37512 




Seq. ID 


OJ991209_10.0119. 


C16 


Gene No. 


77010 




Strand 






Start 


30026 




End 


34620 




Name 


OJ991209 10.0119.C16. 


o6 . tw 


Method 


TBLASTX • Wheat 




Start 


22075 




End 


22497 




GI 


none 




Score 


232 




Exons 


22075. .22497, 22151.. 


22492 








Seq. No. 


37512 ' 




. Seq. ID 


OJ991209_10.0119. 


C16 


Gene No. 


77010 




Strand 






Start 


30026 




End 


34620 




Name 


. OJ991209 10.0119.C16. 


o3 . ts 


Met hod 


TBLASTX • Sovhp;^n 




Start 


22118 




End 


22506 




GI 


none ..... 




Score 


121 




Exons 


. 22118 22366, 22120 '.:: 


22362, 


22402 225 


0 6 22409 " ■? ?"498' 




Seq. No. 


37512 *• - 




Seq. \ ID 


' 0J.9 '9120 9_r0 . 0119'. 


C16 


Gene No. 


^ ^. 77010 - . - . 


■ - • 


Strand' • 






Start 


30026 




End 


34620 " 




Name 


iDJ991209 10.0119.C16. 


oll.tm 


Mp t hod 


TBLASTX • 1 7P 




Start 


22171 




End 


22444 




GI 


none 




Score 


53 




Exons 


22171. .22269, 22172.. 


22237, 


22273. .224 


43, 22274. .22444 




Seq. No. 


37512 




Seq. ID 


OJ991209_10.0119, 


C16 


Gene No. 


77010 




Strand . 






Start 


30026 




End 


34620 ■ 




Name 


OJ991209 10.0119.C16. 


o5 . tw 


Method 


TBLASTX: Wheat 




Start 


22534 




End 


22963 





37078 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none 

22534. .22962, 22739. 



Score 



98 



.22963 



37512 
77010 
30026 

OJ991209_10.0119.C16.o4 .tm 
22621 
none 

22621. .22647, 22 645 22788 , 22807 23064 , 22810 23064 , 
22811. .23065 



Seq. ID OJ991209_10.0119.C16 
Strand 

End 34 620 

Method TBLASTX : Mai ze 

End 23065 

Score 140 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

JJeng..„,Np^, 
. St-art...... 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI . . 

Exons 



37512 
77010 
30026 

OJ991209_10.0119,C16.o2.ts 
22732 
none 

22732. .23133, 22766. . 22936, 22973. .23116 



Seq. ID OJ991209_10.0119.C16 
Strand 

34620 

TBLASTX: Soybean 
23133 
44 



End 

Method 

End 

Score 



37512 

JXQIO^- 

.3002.6 . ... , 

OJ991209_10.0119.C16.o2.tw 

23008 

none 

23008. .23427, 23009 23425, 

37512 
77010 
30026 

OJ991209_10.0119.C16.o3.tm 

23296 

none 

23296. .23652, 23306.. 23653 

37512 
77010 
30026 

OJ991209_10.0119.C16.o5. ts 
23377 

none , . . , . 

23377. .23511; 23518 23742 



Seq. ID OJ991209_10.0119.C16 

._.Strand___„7.; 

. ...End... ,™i4.62 Q....:_. Z 

Method' ■ TBLASTX: Wheat 

End 34620 

Score 221 
34501. .34620 

Seq. ID OJ991209_10.0119.C16 
Strand 

End 34620 

Method TBLASTX : Mai ze 

End 23653 

Score 197 



Seq. ID OJ991209_10.0119.C16 
Strand 

End 34620 

Metho'd TBLASTX: Soybean 

End 23742 

Score.. 14 0 . . 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 



37'512 - - 
77010. 
30026 

OJ991209_10.0119.C16.o7. tw 
23427 
none 

23427. .23591, 23428 23628, 23428 .. 23661 , 23429. .23629 



:*Seq;' ID" OJ99l209_10.0lT9".C16" 

Strand • - . ~ 

34620 

TBLASTX: Wheat 
23661 
120 



End 

Method 

End 

Score 



37512 
77010 
30026 

OJ991209_10.0119.C16.ol.tw 
23662 



Seq. ID OJ991209_10.0119.C16 
Strand 

End 34620 

Method TBLASTX : Wheat 

End 24459 



37079 



GI none Score 117 

Exons 23662. .23955, 23666 23827 , 24 002 .. 24238 , 24 004 .. 24234 , 
24283. .24459 

Seq. No. 37512 Seq. ID OJ991209_10 . 0119 . C16 

Gene No. 77010 Strand 

Start 30026 End 34620 

Name OJ 99120 9_10. 0119. C16.ol2.tin Me t hod TBLASTX : Ma i z e 

Start 23974 End 24151 

GI none Score 106 

Exons 23974 . .24150, 24005.. 24151 

Seq. No. 37512 Seq. ID OJ991209__10 . 0119 . C16 

Gene No. 77010 Strand 

Start 30026 End 34620 

Name OJ991209_10 . 0119 . C16 . oil . tw Method TBLASTX : Wheat 

Start 24949 End 25269 

GI none Score 184 

Exons 24949. .25269 

Seq. No. 37512 Seq. ID OJ991209_10 . Oil 9 . C16 

Gene_Np^.,_„ _ _ 770 Strand, , 

S.tart...: ,.„„.3Qa2.6,;_,. :.:_„_End. . . . „. 3 4 6*2 0__ .., ^ . _ 

Name OJ991209_10 . 0119 . C16 . o9 . tm " "Method TBLASTX : Maize 

Start 25962 • End 27167 

GI none Score 140 

Exons 25962. .26114, 25995 .. 26108 , 26287 .. 26367 , 2 628-9 2 6369, 

26294 . .26368, 2 6297 .. 26380, 26299 .. 26370 , 27 110 .. 27163, 
27111. .27167, 27111.. 27167 

Seq. No. 37512 Seq. ID OJ991209_10 . 0119 . C16 

Gene No. 77010 Strand 

Start 30026 End 34620 

Name OJ991209_10 . 0119 . C16 . olO . tw Method TBLASTX : Wheat 

Start 26004 End 26385 

GI none Score 116 

. Exons 26004 . ..26117, 26004 .. 2.6117 , 26287 . ,.26367 , 26297 .. 26368 , 

26300. .26380, 26301 .. 2 6384 , 26302.. 26385 

Seq. No. 37512 Seq. ID OJ991209_10 . Oil 9 . C16 

Gene No. 77010 Strand 

Start ... 30026. . End -34620 ■ .... 

" Name- " OJ9912p9_10 . 01 1 9.. CI 6\^o3 . tc' Method " TBLASTX : Cress " 

Start 26004 ' _ ' '. " End 27779 

GI " none - - Score ^ S'l ' ' . ' " 

..Exons. - 26004 . .-,26027, 2-6031... . 26114 , ..26287, . 26367, .26294 . ...'26368,- - 

27110. .27163, -27111. .27164, '27277 . .27309, ' 27288. . 2'7335, 

27411. .27497, 274 16 .. 27505, 274 18 .. 27513, 27723. .27779 

Seq. No. 37512 Seq. ID OJ991209_10 . Oil 9 . C16 

Gene No. 77010 Strand 

Start 30026 End 34620 

Name , OJ991209_10 . 01 19 , Cr6 . o5 . np Method AAT/NAP 

Start 30026 End 32671 

GI 3033389 Score 1197 

Exons 30026. . 30393, 30453.. 32671 

GI Descrip. (AC004238) putative disease resistance protein [Arabidopsis 



37080 



thaliana] 



Seq. No. 37512 

Gene No. " 77010 

Start 30026 

Name OJ991209_10 . 0119.C16. 

Start 30041 

GI none 

Exons 30041. .30136, 30062.. 

30125. .30388, 30125.. 

30188. .30388, 30188.. 

30188. .30400, 30194.. 

30198. .30377, 30198.. 

30200. .30388, 30333.. 

30518. .30658, 30518.. 

30539. .30655, 30539.. 

30542. .30655, 30557.. 

30695. .31048, 30698.. 

30710. .31048, 30821.. 

30995. .31114, 31049.. 

31066. .31101, 31091.. 

„; 3.1124, ,..11:237.,^, 31.124 ... 

^ ,31A.87.._..3'ji.a3,.„,3J.193 . 

- 31496. .31675, 31496. . 

31703. .31996, 31718.. 

31724. .31876, 31724.. 

31790. .31876, 31817.. 

32312. .32452, 32330.. 



o2.tc 



30322, 

30373, 

30388, 

30388, 

30281, 

30389, 

30658, 

30655, 

30658, 

31033, 

31057, 

31114, 

31234, 

31252, 

.31691,.. 

31693, 

31987, 

31987, 

31990, 

32482 



Seq. ID OJ991209_10.0119.C16 
Strand 

End 34620 

Method TBLASTX : Cress 

End 32482 

Score 52 
30063. ,30173, 30074 .. 30388 , 
30125. .30319, 30125 .. 30379, 
30188. .30388, 30188 .. 30388 , 
30197, .30391, 301 97 .. 30388 , 
30198, .30374, 301 98 .. 30380, 
30509, ,30655, 30509 .. 30643, 
30518. ,30658, 30539 .. 30655 , 
30542. ,30658, 30542 .. 30655 , 
30692. .30826, 30692 .. 30889, 
30707. .31042, 30707 .. 30922 , 
30830. .31048, 30923. .31108, 
31058, .31117, 31061. .31114, 
31106. .31246, 31124. .31261, 

3 1 1 2 7. . . 3 1 2 3 7 , 314 75. J3 1 6,8 4., , „ 

3I.4A6.. .^1.6.8 4, „ 3X4 5 6,.... 31-625 

31502.'*.31750, ' 31535. .■31660,- 
31718, .31831, 31724. .31831, 
31730, ,31990, 31730. .31876, 
32231. ,32323, 3224 6 .. 32323, 



Seq. No. 37512 
Gene No. 77010 
Start 30026 

Name OJ991209_10 . 0119 . C16 . o5 . tm 

Start 30041 
GI none 
Exons 30041, 

30506, 

30695, 

31127, 

31496. 

31767. 



.30310, 30188, 

.30655, 30518. 

.31012, 30962. 

.31246, 31172. 

.31675, 31703. 
.31985 



.30388, 
.31042, 
.31054, 
.31246, 
.31831, 



Seq. ID OJ991209_10.0119.C16 
Strand 

End 34620 

Method TBLASTX : Mai ze 

End 31985 

Score 97 
30197, .30400, 30314 .. 30388 , 
30560, ,30655, 30689 .. 30940, 
31058. ,31102, 31100. .31216, 
31253. .31393, 314 87 .. 31582 , 
31718, .31876, 31724 .. 31876, 



ol. ts 



Seq. No. ■ : 37512 ' ' 
Gene No. 77010 
Start** ■ 30026 " ■" " 

Name • - OJ99120-9^10. 0119 . C16 . 
Start ' 30062 
GI none 

Exons 30062. .30388, 30122 .. 30388 , 

30188. .30388, 30188 .. 30391 , 

30197. .30388, 301 97 .. 30373, 

30509. .30646, 30509 .. 30658 , 

30629.:. 30655, 30692 .. 30907 , 

30695. .31042, 30698 ,, 30961 , 

31058. .31105, 31100. ,31246, 

31496. ,31612, 314 96 .. 3174 4 , 

31508. .31693, 31538 .. 31 684 , 



Seq.\ ID 6j99r2092l'0 . 0119 7C16- 
* Strand 

' End~ * 34620'"' 

-Method -. TBLASTX :-Soybean 

End • 32440 

Score 95 
30122. .30364-, 3012 6 .. 30359, 
30191. .30373, 301 94 .. 30391 , 
30506. .31045, 30506. 
30548. .30655, 30560. 
30692. ,30784, 30692. 
30707. ,31042, 30851. 
31124. .31246, 31496, 



31502. .31702, 31502, 



.30655, 
.30655, 
.30874, 
.31042, 
.31687, 
.31702, 



31718. .31876, 31724 .. 3187 6, 



37081 



31724. .31876, 31730 .. 31984 , 31730 .. 318 16, 32231 .. 32323, 
32330. .32440 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. . 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



37512 Seq. ID OJ991209_10 . 0119 . C16 

77010 Strand 

30026 End 34620 

OJ991209_10 .0119. C16 . o9 . tw Method TBLASTX : Wheat 

30077 End 32008 

none Score 122 

30077. .30391, 30090 .. 30386, 30518 30655 , 30560 .. 30655, 

30707. .30961, 30902 .. 31048 , 31496 .. 31684 , 31565 .. 31693, 

31715. .31870, 31922.. 32008 



OJ991209 10.0119.C17 



37513 Seq. ID 

77011 Strand 
245 End 571 

OJ991209_10.0119.C17.ol.np Method AAT/NAP 
245 End 571 

1172708 Score 149 

245. .571 

PTS SYSTEM, CELLOBIOSE-SPECIFIC IIA COMPONENT (EIIA-CEL) 
_{CELLOBIOSEr PERMEASE.. IIA (:OMPONENT L_iPHOSP„^ 

,„II.„, A. COMPONENT)..., (EIII-rEL:UgiJ:i3.6i4 03:1 pir | I S5J'JJ6LprQha]aie-^-:. 
cellobiose phosphotransferase enzyme III - Bacillus subtilis 
gi|895750|emb|CAA90287| (Z49992) putative cellobiose 
phosphotransferase enzyme III [Bacillus subtilis] 
gi I 1783268 Idbj IBAA11745 



Seq. No. 


37514 


Seq. ID 


OJ991019_16.0118 


.CI 


Gene No. 


77012 


Strand 






Start 


130 


End 


620 




Name 


OJ991019 16.0118.Cl.ol.gs 


Method 


GENSCAN 




Start 


130 


End 


465 




GI 


none 


Score 


.77 




Exons 


130. .465 








Seq._ No. 


37514 


Seq. ID 


OJ991019_16.0118 


.CI 


Gene No. 


77012 


Strand 






Start 


130 


End 


620 




Name 


OJ991019 16.0118.Cl.ol.np 


Method 


AAT/NAP 




Start 


133 


End 


620 




GI 


6498441 


Score 


645 




Exons ~ 


133. .414, " 508 ;". 620 " ' • ■ 








GI Descrip. 


{AP000815) EST C72786(E2258 


) corresponds to a region of 


th< 




predicted ' gene .'; Similar to 


' Sorghum bicolor Gypsy-Ty3 "type 




retrotransposon RetroSorl.- 


{AF098806) 


[Oryza sativa]-- 




Seq. No. 


37514 . 


Seq. ID 


OJ991019_16.0118 


.CI 


Gene No. 


77012 


Strand 






Start 


130 


End 


620 




Name 


OJ991019 16.0118.Cl.ol.tm 


Method 


TBLASTX: Maize 




Start 


133 


End 


273 




GI 


none 


Score 


122 




Exons 


133. .273, 134. .268 








Seq. No. 


37515 


Seq. ID 


OJ991019_16.0118 


.C2 


Gene No. 


77013 


Strand 







37082 



start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



End 

Method 
End 
Score 



639 

AAT/NAP 
639 
593 



OJ991019_16.0118.C2.ol.np 
1 

6498441 
1. .639 

(AP000815) EST C72786 (E2258 ) corresponds to a region of ' the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl . {AF098806) [Oryza sativa] 



37515 Seq. ID 

77013 Strand 

1 End 

OJ991019_16. 0118 .C2.ol. tw Method 

140 End 

none Score 

140. .202, 417, .626, 422. .625 



OJ991019_16.0118.C2 
639 

TBLASTX: Wheat 

626 

147 





Seq. No. 


37515 


Seq. ID 


OJ991019_16.0118 


.02 




Gene No . 


77013 


Strand 








Start 


1 


End 


639 






Name 


OJ991019 16.0118.C2.ol.tm 


Method 


TBLASTX: Maize 






, .Starts 


3j39^ .„ „ 


..End_. . _ 


638 _ 






GI ' ^ , „. 


.n.o.ne - . ..l V~.i ^-.^ , • 


: .Score_ ...... 








Exons 


339. . 401, 340 . .378, 422 . .631, 


' 423". . 638 






.-J 


Seq. No. 


37516 


Seq. ID 


OJ991019_16.0118 


!C3 


;n 


Gene No . 


77014 


Strand 






"y 


Start 


7562 


End 


7843 






Name 


OJ991019 16.0118.C3.ol.tm 


Method 


TBLASTX: Maize 




: -sr 


Start 


7562 


End 


7843 






GI 


none 


Score 


108 




y 


Exons 


7562.. 7660, 7659.. 7808, 7665. 


.7808, 7670. .7843, 7682. .7810 




Seq. No, 


37517 


Seq. ID 


OJ991019__16.0118 


.C4 




Gene No. 


77015 


Strand 


+ 






Start 


1 


End 


2041 






Name 


OJ991019. 16.0118.C4.ol.gp 


Method 


AAT/GAP 






Start 


1 


End 


2041 






GI 


none 


Score 


1739 






Exons 


1..70, 294. .519, 1020. .1202, 


1617. .2041 






Seq. No. . 


37517 


Seq. ID 


OJ991019_16.0118 


.04 




Gene No. 


77015 ■ ' ' . ' ' ' ' ' * 


Strand 


■+ 






Start 


1 


End ■ 


2041 ■ 






Name ' ' 


OJ991019" 16.01I8VC4 .oirhp" " 


Method 


aat/nAp'" ' ' 






Start 


1 ^ .. . 


End ■ 


1781 ■ 






GI 


• 6175149 


Score 


290 






Exons 


1..70, 386. .475, 937. .1202, 1617. .1781 








GI Descrip. 


(AC010796) hypothetical protein [Arabidopsis thaliana] 








gi 1 6453898 |gb|AAF09081. 1 IAC011663 17 {AC011663) hypothetical 






protein [Arabidopsis thaliana 


] 








Seq. No. 


37517 


Seq. ID 


OJ991019_16.0118 


.04 




Gene No. 


77015 


Strand 


+ 






Start 


1 


End 


2041 






Name 


OJ991019 16.0118.C4 .ol.gs 


Method 


GENSCAN 






Start 


40 


End 


1866 





37083 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score . 66 

40. .70, 386. .519, 1020. .1202, 1617. .1628, 1747. .1866 



37517 
77016 
2590 

OJ991019_16.0118.C4 .o2.tm 

1615 

none 



Seq, ID OJ991019_16.0118.C4 
Strand 

End 8967 

Method TBLASTX: Maize 

End 1810 

Score 166 



1615. .1731, 1616. .1732, 1617. .1730, 1617. .1733, 1733. .1810, 
1734 . . 1784 



C3 

y 
m 
ry 

[3 

■y 

ry 
= 

Q 
Q 

a 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



..Seq. ,No.. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



37517 
77016 
2590 

OJ991019_16.0118.C4 .o2.gp 
2590 

18001 1.R1084 



Seq. ID OJ991019_16.0118.C4 
Strand 

End 8967 

Method AAT/GAP 

End 4358 

Score 1912 



2590. .2974, 3124. .3205, 3292. .3560, 3856. .3996, 4222. .4358 
' 5230728/gbl AAD40979. 1 |AF089851_1 l.Oe-113 (AF08 9851) 
peroxisomal copper-containing amine oxidase [Glycine max] ' 



.375IJ._ : 

.77016 
2590 

OJ991019_16, 

2708 

none 

2708. .2749, 
3124. .3204, 
3289. .3561, 
3858. .4031, 
4655. .4906, 
4974. .5192, 
5288. .5563 

37517 
77016 
2590 

OJ991019_16. 

2852 

none 

2852'. .28907 
3288. .3557', 
3855. . 399'8, ' 
4659. .4904, 
4976, .5221, 
5721. .5771, 
6160. . 6354," 
6348. .6467, 



0118.C4.ol.tm 



2775, 
3125, 
3290. 
4166, 
4660. 
4976. 



.2831, 2819 

.3238, 3125 

.3589, 3850 

.4408, 4218 

.4914, 4660 

.5221, 4978 



0118.C4.ol.ts 



2891, 
3288. 
3856. 
.4 660, 
5046, 
5727. 
6162. 
6351. 



:'2974, 
.3560, 
:3999, 
.4923, 
.5210,- 
.5771, 
,6296, 
,6461, 



2892. 
3289. 
4 219. 
4 660*. 
5287. 
5763, 
6162. 
6356. 



. S.e q.. I D. „0 J 9.9 1 0.1 9._1 6 -.0 1 .1 S...a4 ... 

Strand 
■ End 8967 

Method TBLASTX : Mai ze 

End 5613 

Score 178 

.2974, 2841. .2975, 3109. .3219, 
.3205, 3288, ,3560, 3288. .3560, 
.3999, 3850. .4002, 3852. .4007, 
.4409, 4219. .4410, 4219. .4407, 
.4893, 4691. .4894, 4963. .5196, 
.5223, 4979. .5227, 5287. .5613, 



Seq. ID OJ991019_16.0118.C4 

Strand . - 

End 8967 

Method ■ TBLASTX: Soybean 

End 6659 

Score 88 

.2975, 3124. .3204, "31*25 3205, 
.3561, 3850.. 4002, 3851.. 3964, 
: 4407," 4220". . 4 4 08',' -4 655 .'. 4 8 97 , 
.4893, 4-700. .-4-9.12,- 4974.. 5192, 
.5616, 5288, .5560, 5447. .5617, 
.5840, 5764. .5841, 5764. .5841, 
.6419, 6208.. 6351, 6347.. 6463, 
.6472, 6542. .6658, 6546. .6659 



37517 
77016 
2590 

OJ991019_16.0118.C4 .o2.gs 

2855 

none 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991019_16.0118.C4 

8967 
GENSCAN 
8967 
.75 



37084 



Exons 



2855., 2974, 3124.. 3205, 3292.. 3560, 3856.. 3996, 4222.. 4407, 
4657. .4893, 4976. .5191, 5287. .5617, 5728. .5840, 6548. .6657, 
7696. .7789, 7922. .7934, 8334. .8418, 8700. .8967 



Seq, No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



37517 
77016 
^.2590 

'OJ991019_16.0118.C4.o2.np 
2858 
5230728 

2858. .2974, 3124. .3205, 3292, 
4657. .4893, 4976. .5191, 5287. 
6544. .6646 

(AF089851) peroxisomal copper-containing amine oxidase [Glycine 
max] 



Seq. ID OJ991019_16.0118.C4 
Strand 

8 967 
AAT/NAP 
6646 
2874 

3560, 3856.. 3996, 4222 
5617, 5728.. 5840, 6162 



End 

Method 
End 
•V Score 



4407, 
6462, 



Seq. No. 37517 
Gene No. 77016 
Start 2590 

Name OJ991019_16 . 0118 . 04 . o2 . tc 

Start 3330 

..GI . npne ^ ^ ; ^ 

. E x.on s,.. , . ' _ 3 3 3.0 .. .„a3i a I i 3 3.9SL . . ...34 37,, 3 4 xC. 

3436. .3561, 3850. .4002, 3852. 

4219. .4407, 4220. .4435, 4660. 



Seq. ID 
Strand 
End 

Method 
End 

._Scpr^^.,_ 
.3559,^ 34.33.....„a5.5a,.^ .34 35- ._3i6il,^ 
.3998, 3853. .3999, 4166. .4411, 
.4746, 4661. .4747 



OJ991019_16.0118.C4 
8967 

TBLASTX: Cress 
4747 

.85 , ■ . 



Seq. No. 37517 

Gene No. 77016 

Start 2590 

Name OJ991019_16 . 0118 . C4 . o2 . tw 

Start 3342 

GI none 

Exons 3342.. 3560, 3343.. 3561, 3347, 
3855. .4007, 4219. .4251 



OJ991019_16.0118.C4 
8967 

TBLASTX: Wheat 

4251 

310 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.3586, 3850.. 4002, 3851.. 3967, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons . . 



37517 
77016 
2590 

OJ991019_16.0118 .C4 .o3.tw 

4252 

none 

4252. .4410, 4252. .4407, 4254, 
4'660.-v4 698, ' 4'660. .'4 698 ■ 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991019_16.0118.C4 
8967 

TBLASTX: Wheat 

4698 

246 



,4409, 4256.. 4435, 4659.. 4697, 



Seq. No. 37517 

Gene No. . • 77016 - - 

Start 2590 

Name OJ991019_16 . 0118 . 04 . o3 

Start 4717 

GI 30433_1.R1084 

Exons 4717.. 4893, 4976 
GI Descrip. 



Seq. ID 

Strand 
End 

gp Method 
End 
Score 
5191, 5287.. 5495 
M559342/gb|AAD23004.1 |AC007087_23 1 . Oe 
copper methylamine oxidase [Arabidopsis 



OJ991019_16.D118.'C4' 

8967 
AAT/GAP 
5495 
1124 



•104 (AO007087) 
thaliana] ' 



putative 



Seq. No. 
Gene No. 
Start 



37517 
77016 
2590 



Seq. ID 

Strand 

End 



OJ991019 16.0118.04 



8967 



37085 



Name 


OJ991019 16 


.0118 


.C4 .ol.tc 


Method 


TBLASTX: Cress 


Start 


4792 






End 


5356 


GI 


none 






Score 


140 


Exons 


4792. .4893, 


4793 


..4897, 4796 


..4894, 4974. .5192, 4975. .5196, 




4976. .5221, 


5040 


..5210, 5287 


. .5355, 5288. .5356 


Seq. No. 


37517 






Seq. ID . 


. OJ991019_16.0118.C4 


Gene No. 


77016 






Strand 




Start 


2590 






End 


8967 


Name 


OJ991019 16 


. 0118 


.C4 .ol.tw 


Method 


TBLASTX: Wheat 


Start 


5090 






End 


5565 


GI 


none 






Score 


107 


Exons 


5090. .5221, 


5091 


..5222, 5287 


..5565, 5288.. 5563 


Seq. No. 


37517 






Seq. ID 


OJ991019_16.0118.C4 


Gene No. 


77016 






Strand 




Start 


2590 






End 


8967 


Name 


OJ991019 16 


.0118 


04 .o3.tc 


Method 


TBLASTX: Cress 


Start 


6174 






End 


6665 


GI 


none 






Score 


123 


Exons 


6174 . . 6419, 


6208 


.6339, 6343 


..6474, 6344.. 6475, 6348.. 64.61, 




63^52^ .^64 68, 


6353 


...,64 7,5,; 6542 


6 6 5 8^„ 6 5 4 6 . . 6 6 6 5 ■ • 


Seq. No. 


3151^^ ' "^" ^ 






Seq. ID 


OJ991019 16 0118 C5 


Gene No. 


77017 






Strand 




Start 


2159 






End 


2734 


Name 


OJ991019 16 


0118, 


C5 . ol . gs 


Method 


GENSCAN 


Start . 


2159 






End 


2734 


GI 


none 






Score 


. 69 


Exons 


2159. .2271, 


2547. 


.2734 






Seq. No. 


37519 






Seq. ID 


OJ991019_16.0118.C6 


Gene No. 


77018 






Strand 


+ 


Start 


530 






End 


3735 


Name 


OJ991019 16. 


0118. 


C6 . ol . gs 


Method 


GENSCAN 


Start 


530 






End 


3414 


GI 


none 






Score 


.42 


Exons 


530. .544, 1106. .1231, 1750. .2307, 2430 


..2486, 2651. .2816, 




3106. .3182, 


3291. 


.3414 






Seq. No. 


. 37519 






Seq. ID 


OJ991019_16.0118.C6 


Gene No.. 


77018 






Strand 




Start--/" 


■ 530 - " ■ 






' End ■ • ■ ■"• 


3-73-5 ■ r \ 


Name 


OJ991019 16. 


0118. 


C6.ol.gp 


Method 


AAT/GAP ■ 


Start "" 


"'•■1865' " 






End 


"2'7 35' ' ~" " " " ■ 


GI 


■ 286391 






Score 


530 ' . ; „ 


Exons 


1865. .2058, 


2430. 


.2486, 2651. 


.2735 




Seq. No. 


37519 






Seq. ID 


OJ991019_16.0118.C6 


Gene No. 


77018 






Strand 


+ 


Start 


530 






End 


3735 


Name 


OJ991019 16. 


0118. 


C6.ol.tm 


Method 


TBLASTX: Maize 


Start 


2432 






End 


3735 


GI 


none 






Score 


70 


Exons 


2432. .2488, 


2632. 


.2751, 2648. 


.2755, 2656. .2751, 2693.. 2752, 




3095. .3181, 


3102. 


.3191, 3105. 


.3182, 3285. .3413, 3290. .3415, 




3290. .3409, 


3654 . 


.3734, 3671. 


.3733, 3673.. 3735 



37086 



Seq. No. 


37520 


Seq. ID 


OJ991019_16.0118. 


07 


Gene No. 


77019 


Strand 


+. . 




Start " 


1 


End 


1664 




Name 


OJ991019 16.0118.C7.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1661 




GI 


6498436 


Score 


842 




Exons 


1..742, 1172. .1206, 1543. .1661 






GI Descrip. 


(AP000815) hypothetical protein [Oryza 


sat iva] 




Seq. No. 


37520 


Seq. ID 


OJ991019_16.0118. 


07 


Gene No, 


77019 


Strand 


+ 




Start 


1 


End 


1664 




Name 


OJ991019 16.0118.C7.ol.gs 


Method 


GENSCAN 




Start 


531 


End 


1664 




GI 


none 


Score 


.59 




Exons 


531. .615, 1543. .1664 








Seq. No. 


37520 


Seq. ID 


OJ991019_16.0118. 


07 


Gene No. 


77020 


Strand 


+ 




Start 


6725 


End 


12387 




^tiame 


PJ991019U6.. 0118 . C7 . o2 . np 


Method 


AAT/NAP 




"start, 


..^72.5 :.: 


. .^-.End.,., 


lZ3BJ.,__/_ _ 





GI 


4220519 


Score 


849 




Exons 


6725.. 6805, 8795.. 8923, 9435 


)..9516, 10156. .10223, 10321. 


. 11 




10578. .10667, 10745 .. 10820 , 


11055. .11124, 11562. .11632, 






11708. .11798, 11953. .12118, 


12352. ,12387 




GI Descrip. 


{AL035356) putative protein 


binding protein [Arabidopsis 






thaliana] 








Seq. No. 


37520 


Seq. ID 


OJ991019_16.0118. 


07 


Gene No. 


77021 


Strand 






Start 


5013 


End 


5187 




Name 


OJ991019 16.0118.C7.ol.gp 


Method 


AAT/GAP 




Start 


5013 


End 


5187 




GI. 


LIB34 33-02 6-Pl-Kl-Cl 


Score 


222 




Exons 


5013. .5187 








GI Descrip. 


'5852170/emb|AL117265. 1 IOST17804 1 . Oe- 


44 Oryza sativa 






indica {GLA4 ) genomic DNA, chromosome 4 


, BAG clone :tl7804 




Seq. No. 


37520 


Seq. ID 


OJ991019_16.0118. 


07 


Gene No. 


77022. . . 


Strand 






Start - ' 


' 10135 ' ' ' ■ " 


' "End/' ■ • 


104-4 5 ■ ' ' ; : 


- ■ 


Name 


■ OJ991019 16.0118.C7.ol.ts • 


Method 


TBLASTX: Soybean 




Start" ' " ■ 


'^'10135 " " ' ■" ' ' " 


' End"'' 


■104'45 " " -^ " ' 


~. - 


GI 


none . - 


Score 


'96^ . ^. ■ - .' 




Exons 


10135. .10221, 10136. .10222, 


10168. .10221, 10309. .10422, 






10322. .10426, 10332. .104 4 5 








Seq. No. 


. 37520 


Seq. ID 


OJ991019_16.0118. 


07 


Gene No. 


77022 


Strand 






Start 


10135 


End 


10445 




Name 


OJ991019 16.0118.C7.ol.tc 


Method 


TBLASTX: Cress 




Start 


10168 


End 


10426 




GI 


none 


Score 


95 




Exons 


10168. .10221, 10182. .10223, 


10319. . 10426, 10330. .10425 





37087 



Seq. No. 37521 

Gene No. 77023 

Start 629 

Name OJ991019_16 . 0118 . C8 . ol . gs 

Start 629 

GI none 
Exons 



3736 
GENSCAN 
3736 
.64 

629. .1110, 1620. .1759, 1860. .2399, 3606. .3736 



Seq. ID OJ991019_16.0118.C8 
Strand 
End . 
Method 
End 
Score 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



37521 Seq. ID 

77023 Strand 
629 End 
OJ991019_16. 0118.C8 .ol.gp Method 
843 End 
6325_1.R1084 Score 
843. .1173, 1620. .1759, 1860. .1976 

'4204281 7.0e-10 (AC004146) Hypothetical protein [Arabidopsis 
thaliana] ' 



OJ991019_16.0118.C8 

3736 
AAT/GAP 
1976 
1120 



Seq. No. 
Gene No. 
Start 

„Name;. 

..S.tart 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



37521 



Seq. ID OJ991019 16. 0118. C8 



77023 Strand 
62 9 End 
, 0 J9 9.1p_l 9 J,6,J 1 18.,C8.ol.,np „_i1e t hod, 

. 851^..- .... . _ _..End 

4204281 Score 



3736 

AAT/NAP_ 

,318.3. ... . 

303 



851. .1167, 1579. .1759, 1860. .2343, 3123... 3183 
(AC004146) Hypothetical protein [Arabidopsis thaliana] 



37521 Seq. ID 

77023 Strand 

629 End 

OJ991019__16.0118.C8.o2.gp Method 

2260 End 

none Score 

2260. .2399, 3203. .3484 



OJ991019_16.0118.C8 

3736 
AAT/GAP 
3484 
793 



Seq. No. 37521 

Gene No. 77024 

Start 4594 

Name OJ991019_16 . 0118 . C8 . o3 . tm 

Start 723 

GI none 
Exons - 



Seq. ID OJ991019_16.0118.C8 
Strand 
End 

Method 
End 
Score 



6856 

TBLASTX: Maize 

2072 

58 



723. .812, 734. .814, 774. .815, 816. .902, 823 . . 960, • 824 . . 973, 
*964'. .9907 966-. .989, .969. ;989;--995. .'1033-, ' 102r. .10-95, 102'2 108 1 , 
1097.. 1171, 1621.. 1761, 1629.. 1676, 1633.. 1761, 1859.. 1933, 
1869::i934,' 1870.'.1950,^1919'. .2071, " 1931 .. 2065, ' 1941 . .2072 



Seq. No. 37521' 

Gene No. 77024 

Start 4594 

Name OJ991019_16 . 0118 . C8 . ol . tw 

Start 946 

GI none 

Exons 946. ,1122, 946. .1044, 947 
956.. 1048, 958.. 1044, 986 



OJ991019 16. 0118. 08 



Seq. ID 
Strand 
End 

Method 
End 
Score 
1048, 947. 
1054, 988. 

1624. .1761, 1626. .1673, 1658. .1762, 1854. .1895, 1855. .1929, 
1859. .1927 



6856 

TBLASTX: Wheat 

1929 

102 

.1048, 947. , 1135, 
1086, 1622. .1759, 



37088 




Seq. No. 37521 

Gene No. 77024 

Start 4594 

Name 0 J9 9 1 0 1 9_1 6 . 0 118 . C8 . o2 . 

Start 1638 

GI none 

Exons 1638.. 1757, 1639.. 1755, 

Seq. No. 37521 

Gene No. 77024 

Start 4594 

Name OJ991019_16 . 0118 . C8 . o4 . 

Start 2153 

GI none 

Exons 2153.. 2293, 2154.. 2279, 
2299. ,2364, 2367. .2402, 




Seq. ID OJ991019_16.0118.C8 
Strand 

End 6856 

ts Method TBLASTX : Soybean 

End 2293 

Score 60 
1639. .1761, 1658. .1762, 1844. .2293 

Seq. ID OJ991019_16.0118.C8 
Strand 

End 6856 

tm Method TBLASTX : Maize 

End 2402 

Score 118 
2158. .2280, 2293. .2367, 2297. .2371, 
2370. .2402 



Seq. No. 
Gene No. 
Start 
Name 
.Starts 

.GI . 

Exons 

GI Descrip. 



37521 
77024 
4594 

OJ991019_16.0118.C8.o3.gp 

.A5Q1_ ^ 

. 12 6.22^1 ..Rioij : 

4507. .4868, 5178. .5275 

'3790188/emb|CAA74776| 2.0e-87 (Y14431) NAD-dependent isocitrate 
dehydrogenase [Nicotiana tabacum] * 



Seq. ID 

Strand 

End 

Method 

.^JEncL, :„ 

■ :.Scar.e 



OJ991019_16.0118.C8 

6856 

AAT/GAP 
.5275.,. _ 
, 8.21, ...L ; 



Seq. No. 


37521 








Seq. ID 


OJ991019 


_16.0118.C8 


Gene No. 


77024 








Strand 






Start 


4594 








End 


6856 




Name 


OJ991019 16 


.0118 


.C8.01. 


tm 


Method 


TBLASTX : 


Maize 


Start 


4535 








End 


5215 




GI 


none 








Score 


392 




Exons 


4535. .4804, 


4538 


.4870, 


4584 . 


.4874, 4588. .4869, 


4830. .4874, 




5174 . .5215 














Seq. No. 


37521 








Seq. ID 


OJ991019 


_16.0118.C8 


Gene No. 


77024 








Strand 






Start 


4594 








End 


6856 




Name 


OJ991019 16 


.0118 


08. ol. 


tc 


Method 


TBLASTX: 


Cress 


Start 


4591 








End 


6437 




GI 


none 








Score 


■ 325 




Exons " * 


4591-. .'-4869,' 


4598^ 


-.4870, 


■ -4707 . 


.4874, -5170-. .5256, 


" 51 75-. .-5243, 




5176. .5247, 


5177 


.■5269, 


5231. 


.5257, 6169. .6429, 


6180. .6329, 




6185 . .6'4 27"~, ' 


636*3 


.'6437 " 










Seq. No. 


37521 ■ 








Seq. ID 


OJ991019 


_16.0118.C8 


Gene No. 


77024 '■ 








Strand 






Start 


4594 








End 


6856 




Name 


OJ991019 16 


0118. 


C8.01. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


4594 








End 


6429 


GI 


none 








Score 


328 




Exons 


4594 . .4869, 


4598, 


.4870, 


5170. 


.5256, . 5176. .5247, 


6169. . 6429, 




6185. ,6427 














Seq. No. 


37521 








Seq. ID 


OJ991019 


_16.0118.C8 


Gene No. 


77024 








Strand 







37089 




start 


4594 








End 


6856 




Name 


OJ991019 16 


.0118 


.C8.02. 


gs 


Method 


GENSOAN 




Start 


4594 








End 


6426 




GI 


none 








Score 


.72 




Exons 


4594. .4868, 


5178 


. .5256, 


6187. 


.6426 






Seq. No. 


37521 








Seq. ID 


OJ991019_16.0118 


.08 


Gene No. 


77024 








Strand 






Start 


4594 








End 


6856 




Name 


OJ991019 16 


.0118 


.08. o2. 


np 


Method 


AAT/NAP 




Start 


4597 








End 


6856 




GI 


3790188 








Score 


843 




Exons 


4597. .4868, 


5178 


. .5256, 


6187. 


.6475, 6749. .6856 




GI Descrip. 


(Y14431) NAD-dependent 


isocitrate dehydrogenase [Nicotiana 




tabacum] 














Seq. No. 


37521 








Seq. ID 


OJ991019_16. 0118 


.08 


Gene No. 


77024 








Strand 






Start 


4594 








End 


6856 




Name 


OJ991019 16 


. 0118 


.08. o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


4613 








End 


6267 




GI 


... npXL.e..,,.. _ „ 








^^SQore 


97 




,Exoxi,s, 


,._4.£i*i!1.43*aa,\ 


.A6.i5. 




r622X' 


^^2^7: 






Seq. No. 


37521 








Seq. ID 


OJ991019 16.0118 


.08 


Gene No. 


77024 








Strand 






Start 


4594 








End 


6856 




Name 


OJ991019 16 


.0118 


.08.02. 


tm 


Method 


TBLASTX: Maize 




Start 


5221 








End 


6433 




GI 


none 








Score 


381 




Exons 


5221. .5256, 


6169 


. 6432, 


6185. 


. 6433 






Seq. No. 


37522 








Seq. ID 


OJ991019_16.0118 


.09 


Gene No. 


77025 








Strand 


+ 




Start 


7358 








End 


7980 




Name 


OJ991019 16 


.0118 


09. o3. 


gs 


Method 


GENSOAN 




Start 


7358 








End 


7980 




GI 


none 








Score 


.62 




Exons 


7358. .7489, 


7921, 


.7980 










Seq. No. 


37522 








Seq. ID 


OJ991019_16.0118 


09 


Gene No.. 


. 77026 








Strand 






Start ; ■ " " • 


'■278' 








End'-" 


946' ■ ' \ : : ■ ■■ 




Name 


OJ991019 16 


0118. 


09. ol. 




Method 


AAT/NAP 




Start" ' ' 


"2'78' ' 








End- 


822' ; * • ■■ 




GI - . ■ 


3790188 . 








Score : 


678 




Exons 


278. .822 














GI Descrip. 


{Y14431) NAD-dependent 


isocitrate dehydrogenase [Nicotiana 




tabacum] 














Seq. No. 


37522 








Seq. ID 


OJ991019_16.0118. 


09 


Gene No. 


77026 








Strand 






Start 


278 








End 


946 




Name 


OJ991019 16. 


0118. 


09. ol. 


gs 


Method 


GENSOAN 




Start 


295 






End 


822 




GI 


none 








Score 


.77 




Exons 


295. .822 















37090 




Seq. No. 


37522 


Seq. ID 


OJ991019_16.0118, 


.C9 


,.Qene No. 


77026 


Strand 






Start • 


278 


End 


946 




Name 


OJ991019 16.0118.C9.ol.gp 


Method 


AAT/GAP 




Start 


511 


End 


946 




GI 


31524- 1.R1084 


Score 


840 




Exons 


511. .946 








GI Descrip. 


'3790188/emb|CAA74776| 4 . Oe- 


33 (Y14431; 


► NAD-dependent isocitrate 




dehydrogenase [Nicotiana tabacum] ' 






Seq. No. 


37522 


Seq. ID 


OJ991019_16.0118. 


X9 


Gene No. 


77027 


Strand 






Start 


4533 


End 


5396 




Name 


OJ991019 16.0118.C9.ol.tc 


Method 


TBLASTX • Crp<?s 




Start 


280 


End 


736 




GI 


none 


Score 


48 




Exons 


280. .342. 292 735, 344 736 








Seq. No. 


37522 


Seq. ID 


OJ991019_16.0118. 


,C9 


Gene No. 


77027 


. Strand 






^5t,art„,,.,.-. _ 


_J,53,3, , ..... 


......End. 


5396 


.... L 


..Name . .. ... 


_:OJ9.9I0I9..,l,6. . aiia.c9.. ol. ts., 


Method 






Start 


280 


■ End 


736 




GI 


none 


Score 


54 




Exons 


280 336. 292 735 341 736 








Seq. No. 


37522 


Seq. ID 


OJ991019_16.0118. 


C9 


Gene No. 


77027 


Strand 






Start 


4533 


End 


5396 




Name 


OJ991019 16.0118.C9.o2.tm 


Method 


TBLASTX • Mai zp 




Start 


292 


End 


454 




GI 


none 


Score 


66 




Exons 


292 453, 344 454 








Seq. No. 


37522 


Seq. ID 


OJ991019_16.0118. 


C9 


Gene No. 


77027 


Strand 






Start 


4533 


End 


5396 




Name 


OJ991019 16.0118.C9.ol.tw 


Method 


TRT.ASTX • Whp»;:i1- 




Start 


337 


End 


702 




GI 


none 


Score 


58 




Exons 


337. .549, 583. .702, 608. . 676 








Seq. No. 


37522 ' ■ ■ 


Seq.^ ID ' 


OJ991019_16'.'0lf8T 


C9 


Gene No\ " 


■ '7 7027 " ' " : 


'Strand 






Start 


4533 " ... — 


. 'End -- 


5396 - . ^ : - 




Name 


OJ991019. 16.0118.C9.ol.tm 


Method 


TBLASTX: Maize 




Start 


454 


End 


822 




GI 


none 


Score 


399 




Exons 


454. .822, 464. .739 








Seq. No. 


37522 


Seq. ID 


OJ991019_16.0118. 


09 


Gene No. 


77027 


Strand 






Start 


4533 


End 


5396 s 




Name 


OJ991019 16.0118.C9.o2.gs 


Method 


GENSCAN 




Start 


4533 


End 


5354 




GI 


none 


Score 


.84 





37091 




Exons 


4533. .5354 






Seq. No. 


37522 


Seq. ID 


OJ991019_16.0118.C9 


Gene No. 


77027 


Strand 




Start 


4533 


End 


5396 


Name 


OJ991019 16.0118.C9.o2.gp 


Method 


AAT /GAP 


Start 


4982 ~ 


■End 


5396 


GI 


none 


Score 


795 


Exons 


4982. .5396 






Seq. No. 


37523 


Seq. ID 


OJ991019 16. 0118. CIO 


Gene No. 


77028 


Strand 




Start 


198 


End 


1597 


Name 


OJ991019 16.0118.C10.ol.tm 


Method 


TBLASTX: Maize 


Start 


141 


End 


560 


GI 


none 


Score 


39 


Exons 


141. .179, 141. .179, 142. .180, 


192. .329, 


195. .359, 196. .369, 




362. .478, 363. .560, 370. .558 







Seq. ID 
Strand 
End„ ■ 



Seq. No. • 37523 

Gene No. 77028 

St art_ .1 9 8^: 

.Name. :.OJ99i:Q19^L6^. dli.8 ..CIO.. qI...^ 

Start ' . 198 End 

GI none Score 

Exons 198. .605, 703. .858, 1047. .1274 



OJ991019 16. 0118. CIO 



1597 



Metho.d^.. .GENSCAN 

1274 
.79 



Seq. No. 37523 Seq. ID OJ991019_16 . 01 18 . CIO 

Gene No. 77028 Strand 

Start 198 End 1597 

Name OJ99101 9_16 . 0118 . CIO . ol . np Method AAT/NAP 

Start 240 End 1597 

GI 5803254 Score 705 

Exons 240. .605, 700. .858, 1047. .1597 

GI Descrip. (AP000399) ESTs C97429 (C60159) , D22427 (C11106 ) , 

AU078031 {E31854) , D15683 (C1084) correspond to a region of the 
predicted gene; hypothetical protein [Oryza sativa] 



Seq. No. 37523 • 

Gene No. 77028 
Start 198 

Name OJ991019_16 . 0118 .CIO . o2 . 

Start / ■ ■ 700 -; • ' " 

GI none 

ExonV ' ' ■■"700. -."858, TOO'. ."858," 702': 
1050.".1205, 1064.. 1225, 
1200. .1379, 1337. .1384, 



Seq. ID OJ991019_16. 0118. CIO 
Strand 

End 1597 
tm. Method • TBLASTX : Mai ze 
; ;r''End ■ . /-'-1422 /- ■ ;■ ' ''z'-'y:' 

- Score - 171 * ' ' ' ~ " 

:8"66; "10'44. .1202,- 10^467.lT7r, ^ 
1195. .1383, 1195.-. 1371, 1196. .1384, 
1384. .1422 



Seq, No; 37524 ' ■■ Seq. ID 

Gene No. 77029 Strand 

Start 413 End 

Name OJ991019_16 . 0118 .Cll . ol . gp Method 

Start 413 ... 

GI 571591 Score 

Exons 413.. 779 



OJ991019_16. 0118. Cll 

2469 
AAT /GAP 
779 
642 



Seq. No. 



37524 



Seq. ID OJ991019 16. 0118. Cll 



37092 




Gene No. 


77029 


Strand 


- 






Start 


413 


End 


2469 






Name 


OJ991019 16.0118.Cll.ol.np 


Method 


AAT/NAP 






Start 


599 ~ 


End 


2469 






GI 


5852085 


Score 


478 






Exons 


599. .706, 1479. .1870, 2347.. 


2469 








GI Descrip. 


(AL117264) zwh0008.1 [Oryza 


sat iva] 








Seq. No. 


37524 


Seq. ID 


OJ991019_ 


_16. 


0118. Cll 


Gene No. 


77030 


Strand 








Start 


2876 • 


End 


3466 






Naine 


OJ991019 16.0118 Cll.o2.as 


Method 


GENSCAN 






Start 


2876 ~ 


End 


■ 3466 






GI 


none 


Score 


. 97 






Exons 


2876.. 300 6, 3353., 3466 










Seq. No. 


37525 


Seq. ID 


OJ991019 


16. 


0118 .C12 


Gene No. 


77031 


Strand 


+ 






Start 


7254 


End 


7308 






Name 


. OJ991019 16.0118.C12.o2.gp , 


Method 


AAT/GAP 






Start 


7254 


End 


7308 









,.,^.LIB34jil^,030rPljrNL-G8 


.._.Score 


„ 88 „_.- 






.Exons,. 


•. 7.254.17308.^: ' 










GI Descrip. 


* 5670155/gblAFl 61269. 1 lAFl 61269 4 . Oe-8 


6 Oryza sativa subsp... 




japonica BAG clone 34K24, complete sequence* 






Seq. No. 


37525 


Seq. ID 


OJ991019_ 


_16. 


0118. C12 


Gene No. 


77032 


Strand 








Start 


2624 


End 


3912 






Name 


OJ991019 16.0118.C12.ol.gs 


Method 


GENSCAN 






Start 


2624 


End 


3912 






GI 


none 


Score 


.75 






Exons 


2624.. 2629, 3358.. 3509, 3870 


. .3912 








Seq. No. 


37525 


Seq. ID 


,OJ991019_ 


_16. 


0118. C12 


Gene No. 


77033 


Strand 








Start 


3870 


End 


3954 






Name 


OJ991019 16.0118.C12.ol.gp 


Method 


AAT/GAP 






Start 


3870 


End 


3954 






GI 


none 


Score 


119 






Exons 


3870. .3954 










Seq . No ; ' 


■ " 37526"^ " - -^..-...-r • 


■"Seq. ID 


6J991019_ 


;i6'. 


dll8'vC13;- 




77 034 - • 


-Strand' 








start- 


* 558 ■ ■ ■ ; 


"End-" 


7117 






Name 


-OJ991019 16.0118.C13.ol.gs - 


■ Method 


GENSCAN. 






Start 


558 - 


. End 


7117 






GI 


none 


Score 


.48 






Exons 


-558. .878, 1303. .1520, 1584. . 


1893, 2162 


..2263, 2310. 


.2417, 




2510. .2771, 2876. .3174, 3253 


..3371, 3444. .3666, 


3752. .3940, 




3959. .4118, 4194. .4347, 4760 


..5418, 5470. .6333, 


6486. .7117 


Seq. No. 


37526 


Seq. ID 


OJ991019_ 


_16. 


0118. C13 


Gene No. 


77034 


Strand 








Start 


558 


End 


7117 






Name 


OJ991019 16.0118.C13.ol.np 


Method 


AAT/NAP 






Start 


1570 


End 


7006 







37093 



GI 5441880 Score 2751 

Exons 1570. .1784, 2018. .2271, 2510. .2771, 2876. .3174, 3752. .4085, 

4194. .4333, 4935. .5261, 5520. .5551, 5996. .7006 ■ 

GI Descrip. (AP000367) EST C28 952 (C62 945 ) corresponds to a region of the 

predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 

Seq. No. 37526 Seq. ID OJ991019_1 6 . 01 18 . C13 

Gene No. 77034 Strand 

Start 558 End 7117 

Name OJ991019_16 . 0118 . C13 . ol . gp Method AAT/GAP 

Start 1839 End 4079 

GI LIB3433-020-P1-K1-A6 Score 686 

Exons 1839.. 2217, 4037.. 4079 

GI Descrip. ' 5670155/gb | AF161269 . 1 | AF161269 2.0e-35 Oryza sativa subsp. 
japonica BAG clone 34K24, complete sequence' 



Seq. No. 


37526 








Seq. ID 


OJ991019_16. 0118.013 


Gene No. 


77034 








■ Strand 




Start 


558 








End 


7117 


Name 


■OJ991019 16 


0118 


.C13.01. 


tw 


Method 


TBLASTX: Wheat 


.„Start„__.,. 


57 69. 








End 


6144 


GX„.- 


_none, , 








,_.Scor.e 


6.6,. ... '\ 


Exons 


5769. .5942, 


5780' 


.'.5920, 


5875 


.5943, 5967.. 6143, 5992.. 6144 


Seq. No. 


37526 








Seq. ID 


OJ991019_16. 0118. 013 


Gene No. 


77034 








Strand 




Start 


558 








End 


7117 


Name 


OJ991019 16 


0118 


.013. ol. 


tm 


Method 


TBLASTX: Maize 


Start 


5844 








End 


6439 


GI 


none 








Score 


211 


Exons 


5844. .5915, 


5962 


. .6402, 


5973, 


.6404, 6410. .6439 


Seq. No. 


37527 








Seq. ID 


OJ991019_16. 0118. 014 


Gene No. 


77035 








Strand 


+ 


Start 


142 








End • 


3593 


•Name 


bj991019 16. 


0118 


014. ol. 


gs 


Method 


GENSOAN 


Start 


142 








End 


'3500 


GI 


none 








Score 


.49 


Exons 


142. .219, 510. .636, 1073 


..1191, 2459.. 


2686, 2875.. 3030, 



3126. .3500 



Seq/No". - ■ ■37527- " *; ■ _ " ; " - : ' Seq . • ID' 

Gene No. 77035 ' ' ^Strand.' 

Start " -142 ' " * " - - End ' 

Name. . OJ991.019^16 . 0118 . 014 . 61 . np . Method 

Start . 1901 - End 

GI 5803254 Score 

Exons 1901.. 2686, 2875.. 3030, 3126.. 3494 
GI Descrip. 



dJ9 91 0 1 9;;^1 6 . d 1 18 Vol 4 
+ 

359'3^ ' " * " ' ^ 

AAT/NAP - 

3494, 

894 



(AP000399) ESTs 097429 (060159 ), D22427 (OHIO 6 ) , 
AU078031 (E31854) ,D15683(O1084) correspond to a region of the 
predicted gene; hypothetical protein [Oryza sativa] 



Seq. No. 37527 Seq. ID 

Gene No. 77035 Strand 

Start 142 End 

Name OJ991019 16 . 0118 . 014 . o2 . tm Method 



OJ991019_16. 0118.014 
+ 

3593 

TBLASTX: Maize 



37094 



start 


2128 




End 


2490 




GI 


none 




Score 


55 




Exons 


2128. .2169, 


2129. .2170, 2129. 


.2206, 21 


71 . .2479, 


2172 2486 




2173. . 2490, 


2174 . . 2479 








Seq. No. 


37527 




Seq. ID 


OJ991019 


16 0118 C14 


Gene No. 


77035 




Strand 


+ 




Start 


142 




■ End 


3593 




Name 


OJ991019 16, 


0118.C14.o3. tm 


Method 


TBLASTX: 


Mai ze 


Start 


2495 




End 


3171 




GI 


none 




Score 


62 




Exons 


2495. . 2536, 


2495. .2533, 2508. 


.2669, 2533. .2688, 


2546 2677 




2867 . . 3031, 


2874 , . 3032, 2875 . 


.3033, 2875. .3036, 


3148 3171 


Seq. No. 


37527 




Seq. ID 


OJ991019 


16 0118 C14 


Gene No. 


77035 




Strand 


+ 




Start 


142 




End 


3593 




Name 


OJ991019 16. 


0118.C14.ol.tm 


Method 


TBLASTX: 


Maize 


Start 


3174 




End 


3593 




GI 


none 




Score 


217 




Exons 


3174 . . 3371, 


3176. . 3364, 3262. 


.3372, 3365. .3484, 


3370 3465 




33.7.3 .„.^5 3 7./. 


.337 4^.^. 3538, _ 3375.,. 


..,35 3.9 ,_3 3 7 5 ,,,,.3 5 12,„ 


3551 3589 


" '^[ - 


I 3 5, 5.5. ."..3,5 9 3 .1 










Seq. No. 


37528 




Seq. ID 


OJ991019 


_16.0118.C15 


Gene No. 


77036 




Strand 


+ 




Start 


1564 




End 


3154 




Name 


OJ991019 16. 


0118.C15.ol.qs 


Method 


GENSCAN 




Start 


1564 ~ 




End 


3154 




GI 


none 




Score 


.84 




Exons 


1564 . . 1691, 


1769.. 1913, 2088. 


.2531, 25 


59. .2932, 


2950. . 3154 


Seq. No. 


37528 




Seq. ID 


OJ991019 


_16.0118.C15 


Gene No. 


77037 




Strand 


+ 




Start 


10393 




End 


14920 




Name 


OJ991019 16. 


0118.C15.o3.gs 


Method 


GENSCAN 




Start 


10393 ~ 




End 


14920 




GI 


none 




Score 


.84' 




Exons 


10393 . . 11564 


, 12434. .12741, 14286 .. 14471, 14817 


. . 14 920 


Seq. No. 


37528 




Seq. ID 


OJ991019 


16 0118 C15 


Gene No. 


77037 




Strand 


+ 




Start" 


* 10393 •■ ■ 




End • ■ 


14 920 - ' 




Name ' 


OJ991019 16. 


0118'.C15.o2'.np 


Method- 


AAT/NAP 




Start' 


'■l059'7* ' V 




End' 


"13682 ~ 




GI . ■ 


6739515' 




Score 


-1616" 




Exons * 


10597. .11564, 12434. .12835, 13661. .13682 




GI Descrip. 


(AF13.6004) eukaryotic initiation factor 4B [Triticum aestivum 


Seq. No. 


37528 




Seq. ID 


OJ991019_ 


_16.0118.C15 


Gene No. 


77037 




Strand 


+ 




Start 


10393 




End 


14920 




Name 


OJ991019 16. 


0118.C15.o2.gp 


Method 


AAT/GAP 




Start 


11447 




End 


12550 




GI 


3106543 




Score 


314 




Exons 


11447. .11565 


, 12436.. 12550 









37095 



Seq. No. 37528 Seq. ID 

Gene No. 77037 Strand 

Start 10393 End 

Name OJ991019_16 . 0118 . C15 . o3 . gp Method 

Start 12784 End 

GI none Score 

Exons 12784. .12835, 13661.. 14058 



OJ991019_16.0118.C15 
+ 

14920 
AAT/GAP 
14058 
831 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 

^Start 

GI , . ... _ 
Exons 



37528 
77038 
1 

OJ991019_16.0118.C15.ol.np 
1 

3668090 



Seq. ID OJ991019_16.0118.C15 
Strand 

End 2054 

Method AAT/NAP 

End 2054 

Score 90 



1..71, 422. .527, 707. .932, 2024. .2054 

(AC004 667) hypothetical protein [Arabidopsis thaliana] 



37528 Seq. ID 

77039 Strand 
3706 . . End 
OJ991019_16.0118.C15.o2.gs Method ' 

..310 6: ^_„„^__ End„ 

none.. - . ^ .... . Score 



3706.. 3928, 3942 4077, 4514 4825, 4851 
7487. .7548 



OJ991019 16.0118.C15 



7548 
GENSCAN 

7.a48™._ _ 

/el . _ . 

5097, 5705.. 5732, 



Seq. No. ' 37528 
Gene No. 77040 
Start .15656 

Name OJ991019_16 . 0118 . C15 . ol . tm 

Start 10864 
GI none 
Exons 10864, 
10909, 
11136. 
12432. 
12542. 
12713. 



.10914, 
.11013, 
.11153, 
,12533, 
,12694, 
,12835, 
13659. . 13718, 
13827. .13895, 



10869. 
10979. 
11202. 
12446. 
12550. 
12718. 
13659. 
13886. 



11030, 
11122, 
11333, 
12523, 
12699, 
12837, 
13712, 
13948, 



Seq. ID OJ991019_16.0118.C15 
Strand 

End 16909 

Method TBLASTX : Mai ze 

End 13948 

Score 44 
10870. .11031, 10901. 
11023. .11565, 11058. 
11210. .11245, 11214. 
12513. . 12680, 1254 0. .12 671, 
12557. .12700, 127 1 1 .. 12770, 
12718. .12834, 12771. 
13715. . 13768, 13731. 
13889. . 13948 



,11038, 
11138, 
11564, 



12842, 
13769, 



-Seq.- No. . 37528 _ Seq. ID 

Gene No; * ' "•"77040" '■ ' • • " - ' Strand;' ' 

•Start \ • - 15656"- ; ■ "'•'"■ ' • End • 

Name ' ""bJ99l'Dl'9';:r6 ; 0ri87C15 .*ol^ t '" "Method " 

Start 11152 ^ . ■ . End- - . - 

GI none Score 
Exons 



OJ991019 16.0118.C15 



16909 

'TBLASTX: Cress 

.1154 7. ^. 

159 



11152. .11337, 11220. .11330, 1 14 34 .. 114 96, 11454 .. 114 95, 
11458. . 11547, 11466. .11546 



Seq. No. 37528 

Gene No. 77040 

Start 15656 

Name OJ991019_16. 0118 .C15 .o3.np 

Start 15647 

GI 4220518 

Exons 15647. . 16122, 16485.. 16626 



Seq. ID OJ991019_16.0118.C15 
Strand 

End 16909 

Method AAT/NAP 

End 16626 

Score 256 



37096 




GI Descrip. (AL035356) hypothetical protein [Arabidopsis thaliana] 



Seq. No. 


37528 




Seq. ID 


OJ991019_16.0118. 


C15 


Gene No . 


77040 




Strand 






Start 


15656 




End 


16909 




Name 


OJ991019 16. 0118. 015 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


15651 




End 


15913 




GI 


none 




Score 


171 




Exons 


15651. .15908, 15740. 


. 15913, 


15806. . 15913 




Seq. No. 


37528 




Seq. ID 


OJ991019_16.0118. 


C15 


Gene No. 


77040 




Strand 






Start 


15656 




End 


16909 




Name 


OJ991019 16.0118.C15 


. o4 . gs 


Method 


GENSCAN 




Start 


15656 




End 


16909 




GI ' 


none 




Score 


.79 




Exons 


15656. .16122, 16488. 


.16662, 


16769. . 16909 




Seq. No. 


37528 




Seq. ID 


OJ991019_16.0118. 


C15 


Gene No. 


77040 




Strand 






Start 


15656 




. End 


16909 




Name;;^ 


. ; 0 J 9 9 1 0 1 9 . 1 6 . 0 1 1 8 . p 1 5 


,,oU.ts.._ 


Methpd„.^. 


TBLASTX: Soybean 




Start.. ,. ...r 


15797.. . , _ , 




..End . . . 


1.6123 _ 




GI 


none 




Score 


84 




Exons 


15797. .15898, 15798. 


.15899, 


15896. . 16027, 1594 6 .. 16011 , 





16076. .16123 



Seq. No. 


37528 


Seq. ID 


OJ991019_16.0118.C15 


Gene No. 


77040 


Strand 




Start 


15656 


End 


16909 


Name 


OJ991019 16.0118.C15.o4.gp 


Method 


AAT/GAP 


Start 


15854 


End 


16658 


GI 


286865 


Score 


781 


Exons 


15854. .16122, 16488. .16658 






Seq. No. 


37529 


Seq. ID 


OJ991019_16. 0118. 016 


Gene No. 


77041 


Strand 


+ 


Start 


1 


End 


2475 


Name 


OJ991019 16.0118.C16.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


2475 


GI 


6598454 


Score 


447 


Exons 


1..456, 1297. .1695, 2407.. 2475 




Gi "Descrip. 


(ACd05309) putatiye\SWI/SNF family transcription activator' 



[Arabidopsis thaliana] 



■ Seq. No. . • . 3752 9 • - - , • . 

Gene No. 77041 

Start 1 

Name OJ991019_1 6 . 01 18 . 016 . ol . ts 

Start 12 

GI none 
Exons 



Seq'. ID OJ9910.19_16'. 0118.016. 

Strand + 

End 2475 

Method TBLASTX : Soybean 

End 291 

Score 75 



12. .65, 12. .179, 13. .183, 256. .291 



Seq. No. . 37529 

Gene No. 77041 

Start 1 

Name OJ991019 16 . 0118 . 016 . ol . tc 



Seq. ID OJ991019_16. 0118. 016 

Strand + 

End 2475 

Method TBLASTX : Cress 



37097 





X J 


PnH 


1 p 

X 0 D 






none 


Score 


919 ' ' 
Z J. ^ 






X^. .XOU/ ^x. .xoz. 








Seq. No. 


37529 


Seq. ID 


OJ991019__16.0118 


.016 


Gene No. 


77041 


Strand 








1 


LjLLKJL 


947 R 






WU^^XWX^ XU. UXXO .v^Xu.^X .(^O 


Mo "t" h 0(H 


O Cj LN O V^/'ilN 




Q-h a T-l- 


fin ~ 


PnH 


9171 
^ X / X 




\j ± 


none 


O OvJ X C 


7^ 






fifl 4Sfi 19Q7 17ft9 TR7Q 


on AO 9110 


9171 

■ ^ X / X 






O / J _? 


Oct ^ . ±U 


\j\j^^±\j±y xo.uxxo 


PI ^ 


r^^np Mo 


77041 


r;:^ nH 


-)- 




Start 


1 


End 


2475 




Name 


OJ991019 16.0118.C16,ol.gp 


Method 


AAT/GAP 




Start 


341 


End 


1 61 ^ 

X U X J 




\J X 


LIB3475-005-P1-K1-C3 


Score 


0 O 4 




TP von c; 


341. .456, 1297. .1613 










'3702314 l.Oe-26 {AC002535) 


similar to 


owx/oiNr. complex 


suDuni 




BAF170 [Arabidopsis thaliana] ' 






^cao* Mo 


..375.2.9_ _ 


Seq.,. m... 




.ri.6.,_ . 


Gene No. 


77041 


Strand 


+ ■ ' 




Start 


1 


End 


2475 




Name 


OJ991019 16.0118.C16.ol.tm 


Method 


TBLASTX: Maize 






1671 


End 


2041 






none 


Score 


101 




F" von <5 


1671. .1781, 1671. .1781, 1672. .1785, 1852. .2031, 1876. .2040, 




1955. .2041 








9*=>rT Mo 


37530 


Seq. ID 


OJ991019_16.0118 


.017 


npnp Mo 


77042 


Strand 


+ 




Start 


1 


End 


1120 




Name 


OJ991019 16.0118.C17.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1120 






6598454 


Score 


179 




P von Q 


1..42, 117. .229, 947. .1120 










(AC005309) putative SWI/SNF 


family transcription activator 




[Arabidopsis thaliana] 








O G . . iNt^^ . 


37530 


Seq. ID 


OJ991019_16.0118 


.017 . 


f^onp* ■ Mo 


7 70-43"- - • " " ■ • 


Strand 






Start 


7-2 . - ' 


End ■ 


470 ^ 




'Nam'e" ~'' 


0 j 9 91 019 1 6 01 1 8 ; C 1 7 . 61 gp ' 


Method' 


AAT/GAP'"*'''"- ' 




O d X L. . 


J2: ■ - \ ■ 


End 


470 . ~ . - ■ 




\J X 


LIB3434-038-P1-K1-B4 


Score 


268 




F von Q 


72. .236, 447. .470 








c^~r r^oc;oY"To 

wX LjftJO^XX^. 


■'3738276 6.0e-12 (AC005309) 


similar to 


SWI/SNF complex 


subuni 




BAF170, 5'' partial [Arabidopsis thaliana]' 




Seq. No. 


37531 


Seq. ID 


OJ991019_16,0118 


.020 


Gene No. 


77044 


Strand 


+ 




Start 


346 


End 


13951 




Name 


OJ991019 16,0118.C20.ol.gs 


Method 


GENSCAN 




Start 


346 


End 


13942 




GI 


none 


Score 


.55 





37098 



Exons 



346. .504, 1823. .3917, 4040. .4201, 6470. ,6751, 7454. .7948, 
9564. .10539, 10615 .. 107 60, 108 68 11047 , 11131 .. 11295 , 
11506. . 11622, 11881. .12076, 12286 12454 , 12519 .. 12584 , 
13059. . 13331, 13724.. 13942 



Seq. No. 37531 Seq. ID 

Gene No. 77044 Strand 

Start 346 End 

Name OJ991019_1 6 . 0118 . C20 . ol . gp Method 

Start • 355 End 

GI none Score 

Exons 355.. 590, 1823.. 2131 



OJ991019_16.0118.C20 
+ 

13951 
AAT/GAP 
2131 
1045 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



..Seq..,,.,Na 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



37531 Seq. ID 

77044 Strand 

34 6 End 

OJ991019_16.0118.C20.ol.np Method 

1154 End 

5903066 Score 



OJ991019_16.0118.C20 
+ 

13951 
AAT/NAP 
3883 
807 



1154. .1217, 1785. .3715, 3771. .3883 
{AC008016) F6D8.26 [Arabidopsis thaliana] 



13253.1.-. 
77044 
346 



OJ991019_16.0118.C20.o2.gp 
3023 

20940_1.R1084 
3023. .3448 

M467124/emb|CAB37558| 9.0e-17 
[Arabidopsis thaliana] * 



■Se:q.....ID_„QJ9 910,1 9._^1'6 ..0.1.1,8 ...Q2-0_ 

Strand + 

End 13951 

Method AAT/GAP 

End 34 4 8 

Score 794 



(AL035538) hypothetical protein 



OJ991019_16.0118.C20 
+ 

13951 
AAT/NAP 
13951 
1762 



Seq. No. 37531 Seq. ID 

Gene No. 77044 Strand 

Start 34 6 End 

Name OJ991019_16 . 0118 . C20 . o2 . np .Method 

Start 9873 ' End 

GI 3850588 Score 

Exons 9873.. 10760, 108 68 .. 11047 , 11131 .. 11417, 11506. . 11622, 

11862. .12124, 1228 6. .12473, 13078. .13385, 13802. .13951 
GI Descrip. {AC005278) Contains similarity to gb|AB011110 KIAA0538 protein 

. . from Homo sapiens . brain and to phospholipid-binding . domain _ C2 

• • ■ - - - PF|00i68. "ESTs' gb | AA585988:" and ,gb | Tp4384 'come" from thfs'gene*: 

[Arabidopsis thaliana]- 



Seq. - No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 



37:531 

77045 
15139 

OJ991019_16. 0118.C20.o3.np 

15133 

1871526 



Seq.- -ID ..OJ991019_16. 0118 .C20 

Strand + 

End 17869 

Method AAT/NAP 

End 17728 

Score 695 



15133. . 15840, 16978. .17144, 17221. .17728 

(X81997) leucine-rich-repeat protein [Helianthus annuus] 



37531' 

77045 

15139 



Seq. ID OJ991019_16.0118.C20 
Strand + 
End 17869 



37099 



Name 

Start 

GI 

Exons 



OJ991019_16. 0118 . C20 i o2 . gs Method GENSCAN 
15139 End 17869 

none Score .89 

15139. .15840, 16978. .17114, 17221. .17869 



Seq. No. 37531 Seq. ID 

Gene No. 77045 Strand 

Start 15139 End 

Name OJ991019_16 . 0118 . C20 . o4 . gp Method 

Start 17097 End 

GI 52346_1.R1084 Score 

Exons 17097. . 17144, 17221.. 17789 

GI Descrip. ' 187 1526/emb | CAA57523 | 7.0e-38 (X81997: 
protein [Helianthus annuus] * 



16.0118.C20 



OJ991019_ 
+ 

17869 
AAT/GAP 
17789 
1185 



leucine-rich-repeat 



Seq. No. 


37531 






Seq. ID 


OJ991019_16.0118.C20 


Gene No. 


77046 






Strand 




Start 


14003 






End 


14160 


Name 


OJ991019 16.0118, 


.C20.O3, 


.gp 


Method 


AAT/GAP 


Start 


14 0,03 






End 


14160 


GI 


3106956 






Score 


276 


„Exons_ 


14003. .14160 • 










Seq. No. 


'37531" '^"^-^ ' 






Seq. ID 


j 9 9!' 6 1 9 Ji 6^^ b rii T c2 0 


Gene No. 


77047 






Strand 




Start 


17912 






End 


19143 


Name 


OJ991019 16.0118. 


.C20.O1. 


. tw 


Method 


TBLASTX: Wheat 


Start 


2081 






End 


2587 


GI 


none 






Score 


603 


Exons 


2081. .2416, 2083. 


, .2412, 


2085. 


.2414, 24 


11. .2587, 2417. .2587 



Seq. No. 37531 Seq. ID 

Gene No. 77047 Strand 

Start 17912 End 

Name OJ991019_16 . 0118 . C20 . o4 . tc Method 

Start 2522 End 

GI none Score 

Exons 2522.. 2845 



OJ991019_16.0118.C20 
19143 

TBLASTX: Cress 

2845 

183 



Seq. No. 37531 

Gene No. 77047 

Start 17912 

- Name' ^ ' " •OJ9910r9_l-6:. OITB : C20 .'o^ 

Start • 2593 - j ' . . ' , 

Gi ' none"'*' 
-Exons. ' . 2593;. 2946, 2594.. 2923, 

Seq. No. 37531 

Gene No. 77047. 

Start 17912 

Name OJ991019_16 . 0118 . C20 . o3 

Start 2632 

GI none 

Exons 2632.. 3027, 2642.. 3184, 



Seq. ID OJ991019_16.0118.C20 

Strand 

, End 19143 

: ts- --. Method TBLASTX : Soybe an" : ' 

-End 3145 

Score . '313 ' 
-2996. ":-3145,. "3011. .3142 ■ . - . • , 

Seq. ID OJ991019_16.0118-.C20 
Strand 

End 19143 

.tm Method TBLASTX : Maize 

End 3184 

Score 468 
3049. .3183 



Seq. No. 37531 Seq. ID OJ991019_16 . 0118 . C20 

Gene No. 77047 Strand 

37100 



start 
Name 
Start 
GI 

Exons 



17912 End 
OJ991019_16.0118.C20.o2.tw Method 
3176 End 
none Score 
3176. .3571, 3178. .3570, 3179. .3571 



19143 

TBLASTX: Wheat 

3571 

661 



Seq. No. 37531 Seq. ID 

Gene No. 77047 Strand 

Start 17912 End 

Name OJ991019_16 . 0118 . C20 . o2 . tm Method 

Start 3190 End 

GI none Score 

Exons 3190,. 3627, 3191.. 3628, 3191.. 3628 



OJ991019_16.0118.C20 
19143 

TBLASTX: Maize 
3628 
-726 



Seq. No. 37531 Seq. ID 

Gene No. 77047 Strand 

Start 17912 End 

Name OJ991019_16 . 0118 . C20 . o2 . tc Method 

Start 10157 End 

GI none Score 

Exons 10157. . 10468, 10325.. 10471 

."aaqZ^D™ 'Zl37^ ""^ " 

Gene No.. 77047 Strand 

Start 17912 ^ End 

Name OJ991019_16 . 0118 . C20 . o5 . ts Method 

Start 10171 End 

GI none Score 
Exons 



OJ991019_16.0118.C20 
19143 

TBLASTX: Cress 

10471 

204 



19143 

TBLASTX: Soybean 

10438 

235 



10171. .10419, 10172. .10438, 10295. .10426 



Seq. No. 


37531 






Seq. ID 


OJ991019_16.0118 


.C20 


Gene No. 


77047 






Strand 






Start 


17912 






End 


19143 




Name 


OJ9910 


19_16.0118.C20 


. o4 . ts 


Method 


TBLASTX: Soybean 




Start 


10514 






End 


11046 




GI 


none 






Score 


231 




Exons 


10514. 


.10762, 10516. 


.10791, 


10866. .10949, 10867 .. 10965, 






10947. 


.11012, 10951. 


.11046 








Seq. No. 


37531 






' Seq. ID 


OJ991019_16.0118 


.C20 


Gene No. 


77047 






Strand 






Start 


17912 . 






End 


19143 - . 




Name " /"' • 


•'■~-6J991-'0 


t9_16.0118;C20 


.oT. tc 


Method' 


' TBLASTXVCress' 




Start 


/ . 10700 






End. 


11420 - ■ ■ ' 




GI ' ' 


* none 






Score 


63' " ' " 




Exons. - 


10700.. 


.10762,- 10866. 


10949, 


10866. . 109 


4 9, 1086-7.. . 10950:, 






10953. 


.11045, 10954. 


11046, 


11129. . 113 


74, .11139. .11360, 






11373. 


.11420, 11375. 


11416 ■ 








Seq. No. 


37531 






Seq. ID 


OJ991019_16.0118 


.C20 


Gene No. 


77047 






Strand 






Start 


17912 






End 


19143 




Name 


OJ991019 16.0118.'C20 


o2. ts 


Method 


TBLASTX: Soybean 




Start 


11141 






End 


12129 




GI 


none 






Score 


298 




Exons 


11141. 


.11359, 11142., 


11360, 


11376. . 11420, 11384. .11425, 






11503. 


.11640, 11517., 


11633, 


11857. .11949, 11858. . 12073, 





37101 




11877. .12125, 12037. .12129 



Seq. No. 


37.531 ■ 




Seq. ID OJ991019_16. 0118 


.C20 


Gene No. 


77047 




Strand 




Start 


17912 




End 19143 




Name 


OJ991019 16.0118.C20 


. o5 . tm 


Method TBLASTX : Maize 




Start 


13067 




End 13334 




GI 


none 




Score 227 




Exons 


13067. .13198, 13068. 


.13334, 


13220. .13327 




Seq. No. 


37531 




Seq. ID OJ991019_16. 0118 


.C20 


Gene No. 


77047 




Strand 




Start 


17912 




End 19143 




Name 


OJ991019 16.0118.C20 


o4 . tm 


Method TBLASTX : Mai ze 




Start 


15133 




End 15324 




GI 


none 




Score 105 




Exons 


15133. . 15213, 15135. 


15206, 


15231. .15323, 15232. .15324 




Seq. No. 


37531 




Seq. ID OJ991019 16.0118 


.C20 


Gene No. 


77047 




Strand 




Start 


17912 




End 19143 




Name , j 


.:.._OJ991019 16.0118,C20. 


pl,..J:m_ 


Method TBLASTX : Mai ze 




.Start, y 


,_a572X„,:.:., . 




End ..X78j3:„.; :,., : 




GI 


none 




Score 186 




Exons 


15727. .15843, 1572^7. . 


15846, 


1694 3. . 17020, 16972. .17115, 






16978. . 17118, 16981. . 


17133, 


17011. .17133, 17041. . 17139, 






17050. . 17133, 17108. . 


17155, 


17110. .17145, 17210. . 17281, 






17212. . 17715, 17213. . 


17569, 


17219. .17746, 17220 .. 17750 , 






17220. .17723, 17471.. 


17623, 


17690. .17824, 17758 .. 17823, 






17822. .17869, 17826.. 


17873 







Seq. No. 37531 

Gene No. 77047 

Start 17912 

Name OJ991019_16 . 0118 . C20 . bl 

Start 15766 

GI none 

Exons 15766. .15837, 17041.. 17 



17599. .17715, 17758. .17 



Seq. ID OJ991019_16.0118.C20 
Strand 

End 19143 
.ts Method * TBLASTX : Soybean 

End 17896 

Score 68 
139, 17375. .17737, 1737 6 .. 17633, 
814, 17759. .17818, 17831. .17896 



Seq. No. 

Gene No. 
"Start* ' - 
'Name 

Start' " ■ 

GI ... 

Exons 

GI bescrip, 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ991019 16.0118.C20 



37531 Seq. ID 

77047 .. Strand 

•17-9r2- -"■ ■} -End' 19143 '"-^ 

OJ991019_16.0118.C20.o4.np ■ Method AAT/NAP' 

17912 " ^ ■■■ End" ' " 19143 

4220521 • - - . ' -Score • 133 
17 912. .18010, 18 923. . 1914 3 

(AL035356) "putative protein [Arabiddpsis thaliana] 



37531 Seq. ID 

■77047 Strand 

17912 End 

OJ991019_16.0118 .C20.o5.gp Method 

18482 End 

13512^1. R1084 Score 
18482. .18832 

»6015437/dbj I AB008112.il AB008112 l.Oe-10 Homo sapiens PEXl mRNA, 



OJ991019_16.0118.C20 

19143 
AAT/GAP 
18832 
706 



37102 




complete cds * 



Seq. No. 


37531 


Seq. ID 


OJ991019_16.0118.C20 


Gene No . 


77047 


Strand 




Start 


17912 


End 


19143 


Name 


OJ991019 16.0118.C20.o3.gs 


Method 


GENSCAN 


Start 


18684 ~ 


End 


19088 


GI 


none 


Score 


. 69 


Exons 


18684.. 18832, 18875.. 18917, 


18923. .19088 


Seq. No. 


37531 


Seq. ID 


OJ991019_16.0118.C20 


Gene No . 


77047 


Strand 




Start 


17912 


End 


19143 


Name 


OJ991019 16.0118.C20.o6.tm 


Method 


TBLASTX: Maize 


Start 


18919 ~ 


End 


19081 


GI 


none 


Score 


65 


Exons 


18919. .19026, 18921. .19079, 


18922. .19080, 18 923. .19081, 




18932. .19081, 18971. .19078 






Seq. No. 


37531 


Seq. ID 


OJ991019_16.0118.C20 




77047 


Strand 




^S tart. J. 


1X9 1 2^„,_: , ^ 


_End„„. 


•19143 


Name. 


. OJ; 9.9 10 19,.: 16..:.Q1 L8..X2,0_.,p3..;te_ 


.:J"j...jyietho.d^.. 


TRLASTX:.Cr:a,ss.-.__ ., 


Start 


18922 ~ 


End 


' 19084 


GI 


none 


Score 


'81 


Exons 


18922. .19083, 18923. .19084, 


1894 3. .1902 9, 18950. .19084 


Seq. No. 


37532 


Seq. ID 


OJ991019_16.0118.C21 


Gene No . 


77048 


Strand 


+ 


Start 


4030 


End 


12743 


Name 


OJ991019 16.0118.C21.o2.gs 


Method 


GENSCAN 


Start 


4030 


End 


12743 


GI 


none 


Score 


. 61 


Exons 


4030. .4437, 4924. .4949, 7829. ,7975, 8076. .8145, 8253. .9452, 




9562. .10046, 11667. .11709, 


1234 8. .124 7 6, 1257 6. .1274 3 


Seq. No. 


37532 


Seq. ID 


OJ991019_16.0118.C21 




77048 


Strand 


+ 


Start 


4030 


End 


12743 


Name 


OJ991019 16.0118.C21.o3.np 


Method 


AAT/NAP 


Start 


7917 


End 


10107 


GI 


6553905 


Score 


1109 


Exons ^ 


7917 7975,. 8076. :8.145,;;-8235.;-9452,' -9562, .10107 :. ' / 


GI Descrip." 


(AC012563 )■ • unknown' protein' 


[Arabidopsis thaliana] 


Seq. No. 


37-532 - •■ . . • 


- -Seq. ID 


0 J99 1 0 1 9_1 6-. 0 1 1 8 . C2 L 


Gene; No .: 


77049 


Strand 




Start 


1 ■ ■ ^■ 


End 


3337 


Name 


OJ991019 16.0118.C21.ol.gp 


Method 


AAT/GAP 


Start 


1 


End 


564 


GI 


LIB34 34-04 1-P1-K1-E5 


Score 


611 


Exons 


1..105, 196. .345, 447. .564 






GI Descrip. 


'4220521/emb|CAA22994 | 1 . Oe 


-21 (AL035356) putative protein 




[Arabidopsis thaliana] * 






Seq. No. 


37532 


Seq. ID 


OJ991019_16.0118.C21 


Gene No. 


77049 


Strand 





•37103 



start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

.,GI.. 

, Exons. .... 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ991019_16. 0118. 021. ol.np 
1 

4220521 



End 

Method 

End 

Score 



3337 

AAT/NAP 

2391 

558 ... 



1..105, 196. .345, 447. .629, 680. .869, 977. .1070, 1314. .1428, 
1522.. 1591, 1736.. 2391 

(AL035356) putative protein [Arabidopsis thaliana] 



37532 
77049 
1 

OJ991019_16,0118.C21.ol.gs 

273 

none 



Seq. ID OJ991019_16.0118.C21 
Strand 

End 3337 

Method GENSCAN 

End 3337 

Score .72 



273. .420, 447. .659, 755. .869, 977. .2358, 3275. .3337 



37532 
77050 
13239 

OJ991019_16. 0118.C21.o3.gs 
13239 
„none_. ,„ _„ 

;,r3.2.3:9._,iii24.;.,_. .^...^.M: 1 \ 



Seq. ID OJ991019_16.0118.C21 
Strand 

End 13724 
Method GENSCAN 
End 13724 
.Score. . .87.,^ 



37532 
77051 
15069 

OJ991019_16.0118.C21.ol.tm 
3 

none 



Seq. ID .OJ991019_16.0118.C21 
Strand 

19050 

TBLASTX: Maize 
2082 
45 



End 

Method 
End 
Score 

3. .116, 4. .117, 193. .348, 193. .351, 444. .656, 450. .617, 

451. .636, 764. .868, 765. .866, 979. .1095, 983. .1096, 1017. .1127, 

1817. .1843, 1870. .1920, 1872. .1934, 1948. .2082, 1960. .2043 



37532 
77051 
15069 

OJ991019_16.0118.C21.ol.ts 

181 

none 



Seq. ID OJ991019_16.0118.C21 
Strand 

End 19050 

Method TBLASTX : Soybean 

End 1080 

Score 71 



181. .351, 194. .286, 442. .606, 444. .668, 445. .669, 788. .868, 
792. .866, .982. .1080 . - 



Seq. No. 
Gene No. 
Start. 
Name 
Start ' 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



, 37532 ■ ■ 
77051 

-15069* - 
OJ991019_16.0ia8.C21.o2.tc 
181 - 
none 



Seq. ID OJ991019_16.0118.C21 
Strand 

End 19050 

Method TBLASTX : Cress 

End 600 

Score 78 



181. .351, 193. .336, 444. .599, 450. .593, 475. .600 



37532 
77051 
15069 

OJ991019_16.0118.C21.o6.tm 

2110 

none 



Seq. ID OJ991019_16.0118.C21 
Strand 

End 19050 

Method TBLASTX: Maize 

End 2364 

Score 110 



37104 






Exons 


2110. .2154, 


2116 


. .2364, 


2218. 


.2364 








Seq. No. 


37532 








Seq. ID 


'OJ991019_16.0118 


.021 




Gene No, 


77051 








Strand 








Start 


15069 








End 


19050 






Name 


OJ991019 16 


.0118 


.C21.03 


.tc 


Method 


TBLASTX:Oress 






Start 


7911 








End 


8540 






GI 


none 








Score 


70 






Exons 


7911. .7976, 


8226 


. .8285, 


8304. 


.8456, 8478. .8540 






Seq. No. 


37532 








Seq. ID 


OJ991019_16.0118 


.021 




Gene No. 


77051 








Strand 








Start 


15069 








End 


19050 






Name 


OJ991019 16 


0118 


.021. o4 


ts 


Method 


TBLASTX : Soybean 






Start 


8187 








End 


8588 






GI 


none 








Score 


4 1 






Exons 


8187. .8291, 


8304 


. .8588, 


8348. 


. 8539 








Seq. No. 


37532 








Seq. ID 


OJ991019_16.0118 


.021 




Gene No. 


77051 








Strand 








Start 


15069 








End 


19050 






. Name,,,:. 


,-„„OJ991019 16. 


.0118 


.C21,.^o4., 


tm 


^Method , 


"TBLASTXj Maize, 






L Start.;.. 


,^„-...„.„82.2.1.. „ 








End 


.-.8 5-4,0.-,.. ^„ 






GI - . 


none 








Score 


262 






Exons 


8223. .8540, 


8351 


. .8527 












Seq. No. 


37532 








Seq. ID 


OJ991019_16.0118 


.021 




Gene No. 


77051 








Strand 








Start 


15069 








End 


19050 






Name 


OJ991019 16. 


0118 


021. ol. 


tw 


Method 


TBLASTX: Wheat 






Start 


8283 








End 


8585 






GI 


none 








Score 


245 




f y 


Exons 


8283. .8585, 


8351 


.8566 












Seq. No. 


37532 








Seq.- ID 


OJ991019_16.0118 


.021 




Gene No . 


/ /051 








Strand 








Start 


15069 








End 


19050 






Name 


OJ991019 16. 


0118. 


021. o6. 


ts 


Method 


TBLASTX: Soybean 




; ^ 


Start 


8679 ' 








End 


9080 




fl 


GI 


none 








Score 


93 






Exons 


8679. .8801, 


8883. 


.9080, 


8885. 


. 9076 








Seq^ No\; 


37532-' - • 








Seq. ID- 


Oj'991019jl6;;0-118 


rc2i 




Gene • No 


• ' 77051 






- 


Strand 








Start 


15069 








End 


19050' 






Name 


. . OJ991019 16. 


0118. 


C21.02.. 


tm 


■ Method - 


TBLASTX : Maize - 






Start 


8757 . - 








End " . . 


9253 . 






■ GI 


none 








Score 


•75 






Exons 


8757. .8816, 


8763. 


.8825, 


8764 . 


.8823, 88? 


35. .9076, 8886. .9080, 






9041. .9253, 


9081. 


.9251, 


9149. 


.9253 








Seq. No. 


. 37532 








Seq. ID 


OJ99lbl9_16.0118 


.021 




Gene No. 


77051 








Strand 








Start 


15069 








End 


19050 ' 






Name 


OJ991019 16. 


0118. 


021. o5. 


tm 


Method 


TBLASTX: Maize 






Start 


9264 








End 


9708 






GI 


none 








Score 


54 





37105 



Exons 



9264. .9338, 9342. .9452, 9356.-9454, 9552. .9650, 9565. .9705, 
9580. .9708 



Seq. No. 37532 

Gene No. 77051 

Start 15069 

Name OJ991019_16 . 0118 .C21 . o5 . ts 

Start 9336 

GI none 
Exons 



Seq. ID OJ991019116.0118.C21 
Strand 
End 

Method 
End 
Score 



19050 

TBLASTX : Soybean 

9780 

93 



9336.-9452, 9371. .9448, 9562. .9780, 9571. .9699 



Seq. No. 37532 

Gene No. 77051 

Start 15069 

Name OJ991019_16 . 0118 . C21 . o4 . tc 

Start 9378 

GI none 

Exons 9378.. 9452, 9565.. 9717, 9613.. 9729 



Seq. ID OJ991019_16.0118.C21 
Strand 

End 19050 

Method TBLASTX : Cress 

End 9729 

Score 70 



Seq.. No. 37532 Seq. ID OJ99101 9_1 6 . 01 18 . C2 1 

Gene No. 77051 ... ^^^^^^^ 

S^^rt_ 15069,:_; .„End. : :19050 

-Name Oji910X9^X6...0il.8.. C,2I..o.4...np Method.... AAT./NAP, 

Start ' 15069 /End 17956 

GI 4335729 Score ■ 926 

Exons 15069. .16323, 17902.. 17956 

GI Descrip. {AC006248) putative salt-inducible protein [Arabidopsis 
thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



37532 
77051 
15069 
OJ9910 
15094 
none . 
15094. 
15103. 
15202. 
15313. 
15510. 
15630. 
15798. 
'16Q23; 
16134. 



19 16.0118.C21.ol.tc 



15294, 

15408, 

15564, 

15714, 

15926, 

15986, 

15983,. 

16121, 

16214, • 



15099. 
15178. 
15207. 
15378. 
15522. 
15631. 
15831. 
I'6d95. 
16182. 



,15287, 
,15285, 
,15581, 
,15590, 
.15848, 
, 15981, 
,16004, 
, 16193-, 
:i6274. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
15102. .15467, 



OJ991019 16.0118.C21 



15180. 
15285, 
15417. 
15565. 
15693. 
15981. 
-16104: 
16194. 



19050 

TBLASTX: Cress 
16274 
75 

15102 
15395, 15199 
15500, 15309 
15767, 15483 
15867, 15600 
15920, 15732 



16085, 15990. 
'16193, i6i.28". 
16274 



15401, 
15459, 
15674, 
15695, 
15809, 
15998, 
16085, 
16217/ 



Seq. No.- .37532- . ■ ... .: 

Gene No. 7-7.051 
Start 15069 

Name OJ991019_16 . 0118 . C21 . o2 . ts 

Start 15102 

GI none 

Exons 15102. .15860, 15102 

15123. .16094, 15138 
15313. .15669, 15471 
15741. .15998, 15987 
16095. .16196, 16197 



OJ991019 .16.0118.021. 



■-•Seq. ID 
■ Strand ' 
End 
Method 
End 
Score 

15470, 15103. . 15453, 15108, 
15302, 15261. .15434, 15313, 
15641, 15526. . 15813, 15667, 
16196, 15987. .16079, 16095 .. 16220, 
16274 



19050- 

TBLASTX: Soybean 

16274 

107 

,15563, 
,15831, 
.15978, 



37106 



Seq. No. 37532 

Gene No. 77051 

Start 15069 

Name OJ991019_16 . 0118 . C21 . o3 . tm 

Start 15109 

GI none 

Exons 15109. .15300, 15154 .. 154 05, 
15357. . 15620, 154 62. . 15725, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991019 16.0118.C21 



19050 

TBLASTX: Maize 
16196_ 
76 

15156. .15404, 15261. .15509, 
15468. .15710, 15469. .15720, 



15567. .15824, 15672. .15932, 15912. .15992, 16098. .16196 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



37532 Seq. ID OJ991019_16 . 0118 . C21 

77051 Strand 

15069 End 19050 

OJ991019_16. 0118 .021. o5.np Method AAT/NAP 

16240 End 16663 

119711 Score 78 

1624 0. . 16514, 1657 9. .16663 

EXTENSIN PRECURSOR gi | 82047 | pir | | A24 354 extensin precursor - 

carrot gi I 18343 I emb | CAA26632 | {X02873) put. precursor [Daucus 





carota] gi | 224686 | prf | | 1111211A extensin [Daucus carota] 




.S.eq;._ No. 


37532 . ■ . 


S eq 1 D.._0;J 991019 16.0118. 


C21- 


.Gene .No 


_7.7JD51 _ . ^. 


..atxaad ..^ ^ 




Start 


** 15069 


End 19050 




Name 


OJ991019 16.0118.C21.o6.np 


Method AAT/NAP 




Start 


17426 


End 18469 




GI 


2842493 


Score 359 




Exons 


1742 6. ,17596, 17802 .. 18199, 


18295, ,18469 




GI Descrip. 


(AL021749) predicted protein 


, [Arabidopsis thaliana] 




Seq. No. 


37532 


Seq. ID OJ991019_16.0118. 


C21 


Gene No. 


77051 


Strand 




Start 


15069 


End 19050 




Name 


OJ991019 16.0118.C21.o3.ts 


Method TBLASTX : Soybean 




Start 


17980 


End 19050 




GI 


none 


Score 75 




Exons 


17980. .180 60, 18054. .18131, 


18108. .18206, 18115. .18213, 






18290. .18 4 84, 18293. .18481, 


18^94.-19050 




Seq. No. 


37533 


Seq. ID OJ991019_16.0118. 


C22 


Gene No. 


77052 


Strand + 




Start 


4124 


End . . 4 74 8 




Name 


- 6J991019 16 . 0118-. C22 ; ol . gp ■ 


- Method - ■ AAT/GAP"^" 




Start 


■4124 ■ 


• End 4748 ^ 




GI 


40260 l'.R1084 


Score 1238" 




Exons .. ■ 


: 4.124 . .4748 • - : 






Gr Descrip. 


' 6016720/.gb|AAF0154'6. 1 1 AC009325_16 .2..0e-35 * (AC009325) / . ' 






hypothetical protein" [Arabidopsis thaliana] ' 




Seq. No. 


37533 


Seq. ID OJ991019_16.0118. 


C22 


Gene No. 


77053 


Strand 




Start 


2437 


End 5704 




Name 


OJ991019 16.0118.C22.ol.np 


Method AAT/NAP 




Start 


2437 


End 3935 




GI 


5852093 


Score 66 




Exons 


2437. .2659, 3818. .3935 






GI Descrip. 


{AL117264) zwhl6.1 [Oryza sativa] 





37107 




Seq. No. 


37533 


Seq. ID 


OJ991019_16.0118 .C22 


Gene No. 


77053 


Strand 




Start 


2437 


End 


5704 


Name 


OJ991019 16.0118.C22.o2.gs 


Method 


GENSCAN 


Start 


2687 


End 


5422 


GI 


none 


Score 


.54 


Exons 


2687, .3056, 4563. .5422 






Seq. No. 


■ 37533 


Seq, ID 


OJ991019_16. 0118.C22 


Gene No. 


77053 


Strand 




Start 


2437 


End 


5704 


Name 


OJ991019 16.0118.C22.ol.tm 


Method 


TBLASTX: Maize 


Start 


4410 


End 


5633 


GI 


none 


S core 


1278 


Exons 


4410. .4463, 4538. .5632, 4542. 


5633 




Seq. No. 


37533 


Seq. ID 


OJ991019_16. 0118. 022 


Gene No. 


77053 


Strand 




Start 


2437 


End 


5704 


Name 


OJ991019 16.0118.C22.ol.tw 


Method 


TBLASTX: Wheat 


Start 


4412- ■ . . , . . 


End 


4929 ■ ■ • 


._GI « : 


.,.-.npne_.. 


.S..cor.e 


,.3,-6.1 


Exons 


4412.. 4435, 4431.. 4481, 4532. 


4 924, 4538. .'4924, ' 4539. .4928, 




4540. .4929 






Seq. No. 


37533 


Seq. ID 


OJ991019_16. 0118. 022 


Gene No. 


77053 


Strand 




Start 


2437 


End 


5704 


Name 


OJ991019 16.0118.C22.o2.np 


Method 


AAT/NAP 


Start 


4541 


End 


5704 


GI 


4850383 


Score 


1454 


Exons 


4541. .5704 






GI Descrip. 


{AC007357) Contains similarity to gi 14417304 F15011.7 putat. 




beta-1, 4-mannosyl-glycoprotein 






beta-1, 4-N-acetylglucosaminyltransf erase from Arabidopsis 




thaliana BAG gb|AC00644 6. 






Seq. No. 


37533 


Seq. ID 


OJ991019_16. 0118.022 


Gene No. 


77053 


Strand 




Start 


2437 


End 


5704 


Name 


OJ991019 16.0118.C22.ol.ts 


Method 


TBLASTX : Soybean . 


'Start .' ' 


••■4544- • • :: ' ' - r 


End • ' 


-54 07 - - 


GI , ■ 


' none ' ' ^ 


Score 


704 ■ ■'■ 


Exons 


4544. .5401, 4'548..5399, 4550*.. 


5 '4 07 " 




Seq. No. ' . 


' 37533 ■ ■ . . ■ . . . 


Seq. ID 


OJ991019_16. 011.8. 022 


Gene No . 


77053 


Strand 




Start 


2437 


End 


5704 


Name 


OJ991019 16.0118.C22.o2.gp 


Method 


AAT/GAP 


Start 


4666 


End 


5081 


GI 


701393 


Score 


689 


Exons 


4666. .5081 






GI Descrip. 


6016720/gb|AAF0154 6. 1 IAC009325 


16 2.0e 


-35 {AC009325) 




hypothetical protein [Arabidopsis thaliana] 


Seq. No. 


37533 


Seq. ID 


OJ991019_16. 0118. 022 



37108 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exp,ns 

.GJ.,Desj;rip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No." 

Gene No. 

Start 

Name 

Start. . 

GI - ' ■ " ■ 

Exons 

Seq.. - No 

.Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



77053 Strand 

2437 End 
OJ991019_16.0118.C22.ol.tc Method 

4830 End 

none Score 

4830. .5288, 4832. .5296, 4835. .5290 

37533 Seq. ID 

77053 Strand 

2437 End 
OJ991019_16. 0118 .C22.02. ts Method 

5408 End 

none Score 

5408. .5632, 5409. .5636 



5704 

TBLASTX: Cress 

5296 

401 



OJ991019_16.0118.C22 
5704 

TBLASTX: Soybean 

5636 

101 



OJ991019 16.0118.C23 



37534 Seq. ID 

77054 Strand 
169 End 561 

OJ991019_16. 0118 .C23.ol.gp Method AAT/GAP 
169 End . 561 

298'13_1.R1084 ' Score . 761 

169. .561- , • \ 

. . L6.ai.63..2 Oy.gb.J. .AAE.0. 1 5 4-6...IJ ACO 0 9325^^6^ 1.. Qe -2.9l.( AC JD 0 ilZ^t 
hypothetical protein [Arabidopsis thaliana] ' 



37535 
77055 
5235 

OJ991019_16.0118.C25.ol.np' 

5229 

118120 

5229.. 5325, 6809. 



Seq. ID OJ991019_16.0118.C25 
Strand + 
End 21106 
Method AAT/NAP 
End 18934 
Score 108 
8659. .8746, 18903. .18934 
CYSTEINE PROTEINASE EP-B 1 PRECURSOR gi I 82385 | pir | | JQlll 1 
cysteine proteinase (EC 3.4.22.-) EP-B 1 precursor - barley 
gi I 1146116 (U19359) cysteine proteinase EPBl precursor [Hordeum 
vulgare] 



.6953, 



37535 Seq. ID 

77055 • Strand 

5235 End 
OJ991019_16.0118 .C25.o2.gs Method 

5235 End . 
none' • " ' ' "~ " " ' ' - Score * 

5235: .5535, 5886. .5969, 6788. .7170 



OJ991019_16.0118.C25 
+ 

21106 
GENSCAN 
7170 . 

.-8-8 " ■ • 



37535- . -Seq.. -ID- 

77055 . , , ■ Strand . 

5235 ' • ■ End 

OJ991019_16-. 0118 .C25.ol.gp Method 
8054 End 
36126_1.R1084 Score 
8054. .8743 

'6016845/dbj IAP000570.1IAP000570 3.0e-09 Oryza sativa genomic 
DNA, chromosome 1, clone : P07 IIEIO * 



.:.0 J9 9 101 9.-^1 6-.. 0118 -.-CZS'- 

21106 
AAT/GAP 
8743 
1136 



Seq. No. 
Gene No. 



37535 
77055 



Seq. ID OJ991019_16.0118.C25 
Strand + 



37109 




start 


'5235 


End 


21106 


Name 


OJ991019 16.0118.C25.o3.gs 


Method 


GENSCAN 


Start 


8248 


End 


9271 


GI 


none 


Score 


. 87 


Exons 


8248. .8386, 8700. ,9271 






Seq. No. 


37535 


Seq. ID 


OJ991019_16.0118.C25 


Gene No. 


77055 


Strand 


+ 


Start 


5235 


End 


21106 


Name 


OJ991019 16.0118.C25.o3.np 


Method 


AAT/NAP 


Start 


13618 


End 


21106 


GI 


4680203 


Score 


1556 


Exons 


13618. . 13638, 15802. .16673, 


20608. .21106 


GI Descrip. 


(AF114171) TNP2-like protein [Sorghum 


bicolor] 


Seq, No. 


37535 


Seq. ID 


OJ991019_16.0118.C25 


Gene No. 


77055 


Strand 


+ 


Start 


5235 


End 


21106 


Name 


OJ991019 16.0118.C25.o4.gp 


Method 


AAT/GAP 


Start 


15806 


End 


16675 


GI 


342 1.R1084 


Score 


1264 


_Expns„..„_ 


,_158.06. .16675 






G.I^.D.e's.j::x:ip.. 






- sativa] ' . 






Seq. No. 


37535 


Seq. ID 


OJ991019_16.0118.C25 


Gene No. 


77055 


Strand 


+ 


Start 


5235 


End 


21106 


Name 


OJ991019 16.0118.C25.o5.gp 


Method 


AAT/GAP 


Start 


19519 


End 


20042 


GI 


LIB34 34-038-P1-K1-F1 


Score 


768 


Exons 


19519. .20042 






GI Descrip. 


'5257255/cibj IAP000364.il AP000364 O.Oe+00 Oryza sativa genomic 




DNA, chromosome 8, clone : P0026F07 * 




Seq. No. 


37535 


Seq. ID 


OJ991019_16.0118.C25 


Gene No. 


77056 


Strand 




Start 


8902 


End 


9328 


Name 


OJ991019 16.0118.C25.o2,gp 


Method 


AAT/GAP 


Start 


8902 


End 


9328 


GI 


58838 1.R1084 


Score 


823 


Exons 


8902.. 9328 






GI " Descrip . 


■ '5852i82/emb|CAB55420; If 9. 


Oe-13 (AL117265y 2hbOpl2 :1" Ipryza 




sativa} ' * ' 






•Seq. No. 


- - 37535 - . . • • : 


Seq. ID 


Oj991019_16...0iL8;C25 . ' ' 


Gene No . 


- 77057 .\ . 


Strand 




Start 


10233 


End 


14569 


Name 


OJ991019 16.0118.C25.o4 .gs 


Method 


GENSCAN 


Start 


10233 


End 


14457 


GI 


none 


Score 


.8 


Exons 


10233. .10307, 10337. .10418, 


10582. .107 


81, 10889. .11031, 




11568. .11632, 122 69. .12356, 


124 42. .1254 6, 12747. .128 66, 




12 955. .13168, 14009 .. 14 168 , 


.14402. .14457 


Seq. No. 


37535 


Seq. ID 


OJ991019_16.0118 .C25 


Gene No. 


77057 


Strand 





37110 




start 


10233 




End 


14569 




Name 


OJ991019 16.0118.C25 


. o2 . np 


Method 


AAT/NAP 




Start 


12467 




End 


14569 




GI 


6522532 




Score 


142 




Exons 


12467. .12606, 12801. 


.12866, 


12955, .13168, 14443.. 14569 




GI Descrip. 


(AL132955) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


37535 




Seq, ID 


■ OJ991019_16.0118 


.C25 


Gene No. 


77058 




Strand 






Start 


16092 




End 


16565 




Name 


OJ991019 16. 0118. 025 


.o2,tw 


Method 


TBLASTX: Wheat 




Start 


16092 




End 


16503 




GI 


none 




Score 


93 




Exons 


16092. .16247, 16154. 


, 16261, 


1624 4. ,16360, 16252, ,16347, 






16362. . 16493, 16368. 


.16472, 


16369. .16503, 16370, ,164 92 




Seq. No. 


37535 




Seq. ID 


OJ991019_16,0118 


.C25 


Gene No. 


77058 




Strand 






Start 


16092 




End 


16565 




Name 


OJ991019 16.0118.C25 


.ol.ts . 


Method 


TBLASTX: Soybean 




Start . ■ ' 


16358 




End 


16565 




SL„ ^ „ 


.„none 


,1 


.Score 


... 17.8. - 




.EXDXI S^ , 


1 63 5 a:^^a£4.a9 'rSS.e iezl 


.,.i.6.4.aa,„ 


,lj&5jM,...a^.5.65i . : 




Seq. No. 


37535 




Seq. ID 


OJ991019_16,0118 


.C25 


Gene No. 


77059 




Strand 






Start 


16593 




End 


21093 




Name 


OJ991019 16.0118.C25. 


. ol . tc 


Method 


TBLASTX: Cress 




Start 


16593 




End 


20868 




GI 


none 




Score 


85 




Exons 


16593, .16667, 20617. , 


.20868, 


20619. .20672, 20721. .20849 




Seq. No. 


37535 




Seq. ID 


OJ991019_16.0118. 


.C25 


Gene No. 


77059 




Strand 






Start 


16593 




End 


21093 




Name 


OJ991019 16..0118.C25. 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


20656 




End 


2:X093 




GI 


none 




Score 


69 




Exons 


20656. .20712, 20664, . 


.20708, 


20709, .20810, 20710. .20814, 






20818. .20916, 20823. . 


. 20912, 


208 96. ,21093, 20919, .21080 




Seq, No..- 


37535 ... 




Seq. ID, 


OJ991019_16.0118. 


,C25 


Gene "No .' ' ■ 


' 7705-9 ■ ; - 




■ 'strand- 






Start 


16593 




End ■ 


21093 




Name ' ' " • * 


OJ991019 16;0118".C2'5. 


, ol. tm 


Method' 


TBLASTX: Maize' 




Start - . 


20703 




' End • 


21093 . 




GI.- 


none /. , ■ • • . 




..Score 


228 




Exons 


20703, .20954, 20713.. 


20955, 


20965. ,210 


93 




Seq. No. 


37536 




Seq, ID 


OJ991019_16.0118. 


,C26 


Gene No. 


77060 




Strand 


+ 




Start 


1 




End 


1891 




Name 


OJ991019 16,0118,C26. 


ol . np 


Method 


AAT/NAP 




Start 


1 




End 


1332 . 




GI 


6742729 




Score 


2096 




Exons 


1. .1332 











GI Descrip. (AF121139) RIM2 protein [Oryza sativa] 



37111 



Seq. No. 


37536 


Seq. ID 


OJ991019_16.0118.C26 


Gene No. 


77060 


Strand 


+ 


Start 


1 


End 


1891 


Name 


OJ991019 16.0118.C26.ol.gs 


Method 


GENSCAN 


Start 


97 


End 


1891 


GI 


none 


Score 


.51 


Exons 


97. .331, 363. .1891 






Seq. No. 


37536 


Seq. ID 


OJ991019_16.0118.C26 


Gene No. 


77061 


Strand 




Start 


1510 


End 


1946 


Name 


OJ991019 16. 0118 .C26.02. tw 


Method 


TBLASTX: Wheat 


Start 


87 


End 


498 


GI 


none 


Score 


92 


Exons 


87. .188, 88. .159, 136. .378, 


159. .338, 


412. .498, 413. .496 


Seq. No. 


37536 


Seq. ID 


OJ991019_16.0118.C26 


Gene No. 


77061 


Strand 




Start 


. 1510 


End 


1946 


Name 


OJ991019 16. 0118 . C26 . ol . tm 


Method 


TBLASTX: Maize 


Start:,. 


^ ^. J 7 6 


.End 


856 ■ — 


Ql^ 


,.,,.none. x ... .. ^..v,. 


_Scor,e,. 


. 42.. _ ..._^_.„„_ 


Exons 


476. .526, 542 .. 856, -553. .828 






Seq. No. 


37536 


. Seq. ID 


OJ991019_16.0118.C26 


Gene No. 


77061 


Strand 




Start 


1510 


End 


1946 


Name 


OJ991019 16.0118.C26.ol.tw 


Method 


TBLASTX: Wheat 


Start 


499 ~ 


End 


1816 


GI 


none 


Score 


881 


Exons 


499. .1401, 500. .1417, 1410.. 


1451, 1412 


..1456, 1463. .1522, 




1501, .1641, 1502. .1642, 1655 


..1735, 1721. .1816, 1750. .1815 


Seq. No. 


37536 


Seq. ID 


OJ991019_16.0118.C26 


Gene No. 


77061 


Strand 




Start 


1510 


End 


1946 


Name 


OJ991019 16.0118.C26.ol.tc 


Method 


TBLASTX: Cress 


Start 


787 


End 


1234 


GI 


none 


Score 


159 


Exons 


787. .1224, 787. .1230, 791. .1234, 1085. 


. 1234 


Seq." No.' ■■ 


37536 • - 


; Seq.- ID 


0 J9 9 1 0 1 9 jl 6 . O tis .~C2 & " ' 


Gene ' No . 


■ 77061 


Strand. 




Start." 


1510 - - - - - 


End 


19'4'6 ■ 


Name - 


OJ9910I9..16:G118.C2 6.oi:gp- 


• Method - - 


AAT/GAP" ■ >■ . 


Start . 


- 1510 ... 


End 


1946 


GI 


LIB3431-028-Pl-Nr-A10 


Score 


732 


Exons 


1510. . 1856, 1884 . . 1946 






GI Descrip, 


M680203/gb|AAD27566.1 IAF114171 7 3.0e 


-33 (AF114171) TNP2-like 




protein [Sorghum bicolor] ' 






Seq. No. 


37537 


Seq. ID 


OJ991O19_16.0118.C27 


Gene No. 


77062 


Strand 


+ 


Start 


37 


End 


387 


Name 


OJ991019 16.0118.C27.ol.gs 


Method 


GENSCAN 


Start 


37 


End 


387 



37112 





none 








Score 


. 0 0 


Exons 


J / . . jO / 












Q o Klni 
o tr . IN U . 










Seq. ID 


OJ99i019_16.0118.C27 


Gene No. 


77063 








Strand 


+ 


Start 


1797 








End 


5539 


Name 


vju^^xux;? XD 


.0118. 


.C27.01, 


, np 


Method 


AAT/NAP 




X / 








End 


5482 




f± DO UZ U fi 








Score 


1046 




17R9 '^919 


3308. 


, . 4461, 


4554 . 


.4721, 4816. .4948, 5300. .5482 




f AFI 14171 1 


hypothetical 


protein [Sorghum bicolor] 


Seq. No. 


37537 








Seq. ID 


OJ991019_16.0118.C27 


Gene No. 


77063 








Strand 


+ 




1 1 Ql 








End 


5539 


Name 


uo yyxuxy xo 


.0118. 


C27.02. 


,gs 


Method 


GENSCAN 




1 7 Q7 ~~ 








End 


3026 


oX 


none 








Score 


.8 


Elxons 


1 7 Q7 '^09 












oeq . INO . 


o 7 c 7 








Seq. ID 


OJ991019_16. Oil's. C27 


Gen,e,^No,. 


. 77063. 








. Strand 


+ ... 


, Start. .; , 


, 1,797. , . ... 








End . . . 


. 5539._ ... _ 




UJr'r'XUXy XD 


.0118. 


C27.03. 


gs 


Method 


GENSCAN 












End 


5539 


VaX 


none 








Score 


.67 


XT' V 




3744. 


.4301, 


4547. 


.4721, 4816... 4926, 5012.. 5084, 




R17Q R977 


t; Q c; 7 










oeq . NO . 


"^1 R "^7 








Seq. ID 


OJ991019 16.0118.C27 


Gene No, 


77064 








Strand 


+ 


Start 


5666 








End 


5773 


Name 


^U^i^XUX^ XD 


.0118. 


C27.01. 


tw 


Method 


TBLASTX: Wheat 


Q-l- a vH 

oi-ar t 


Z *i X / 








End ■ 


2822 


PT 
oX 


none 








Score 


64 


I-iXOrio 


9 4 17 9 ^^fi Q 

Z *i;X / . . Z DO ^ f 


2419. 


.2559, 


2421. 


.2657, 2597.. 2665, 2652.. 2822, 




97nR 9ft91 
z / u^. .zozx 












Seq. No. 


37537 • 








Seq. ID 


OJ991019_16..0118.C27 


Gene No. 


77064 








Strand 


+ 


o LaX L 


O D D 0 








End 


5773 


Name 


n TQQ1 ni Q If; 


.0118. 


C27,o2,. 


tw 


Method 


TBLASTX: Wheat 


Q -h a r- f- - 


- 9Q9 '3 - ~- 

z oz o 








End- 


' 3520 " ■ . - 


P T 
*aX 


none 








Score 


61 ' 


Exons 


9090' 900"^* 
ZOZO. .Z^UJ/ 


■314'4', 


'.3218, 


3301 ;■ 


.3399,' "3302; .3520* ' ' ' ' ' " 


oeq iNO . 


-'^7 c; '3 7 








Seq. ID 


OJ991019_16.0118.C27 




' 77064 








Strand 


+ . 


Start 


5666 








End 


5773 


Name 


OJ991019 16 


.0118. 


C27.01. 


gp 


Method 


AAT/GAP 


Start 


5666 








End 


5773 


GI 


LIB3.477-003- 


-Pl-Kl 


-E9 




Score 


98 . 


Exons 


5666.'. 5773 












GI Descrip. 


' 24 9858 6/sp|Q4 0638 |MP01_ 


ORYSA 


2.0e-24 


MAJOR POLLEN ALLERGEN 



S 1 PRECURSOR (ORY S I) 
sativa] ' 



>gi_1173557 (U31771) Ory s 1 [Oryza 



37113 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



37538 Seq. ID 

77065 Strand 

1 End 
OJ991019_16.0118.C29.ol.np Method 

1 End 

6498436 Score 
1..31, 380.. 693 

{AP000815) hypothetical protein [Oryza sativa] 



OJ991019_16.0118.C29 
+ 

693 

AAT/NAP 
693 
259 



37538 Seq. ID 

77065 Strand 

1 End 
OJ991019_16.0118.C29.ol.gs Method 

127 End 

none Score 

127. .141, 319. .420 



OJ991019_16.0118.C29 
+ 

693 

GENSCAN 

420 

.85 



Seq. No. 

Gene No. 

Start 

Name 
,^Start_- 
,GL ..^ 

Exons 



37539 Seq. ID 

77066 Strand 

559 . End 
OJ991019_16 . 0118 .C30 . ol . gs Method 

■559. ^ , : :.:™_End:-_ 

none . . . ... „...., .J,-,. , ....Score, 

'559. .'693 



OJ991019_16.0118.C30 
+ 

693 

GENSCAN 

.■6.93; 
.4 7...,. 



Seq. No. 37540 Seq. ID 

Gene No. 77067 Strand 

Start 696 End 

Name OJ991119_17 . 0126 . CI . ol . gs Method 

Start 696 End 

GI none Score 

Exons 696.. 1072, 1170.. 1185 



OJ991119_17.0126.C1 
+ 

1185 
GENSCAN 
1185 
.7 



Seq. No. 37540 Seq. ID 

Gene No. 77068 Strand 

Start 2274 End . 

Name .. OJ991119_17 . 0126 . CI . ol . gp Method 

Start 2025 "End 

GI none Score 

Exons 2025.. 2492 



OJ991119_17.0126.C1 

6760 
AAT/GAP 
2492 
862 



Seq. No. 
Gene' No.. 
Start 
Name 
Start 

GI 

Exons 



37540 
'7 7068 • 
2274 

OJ991119 
2239 
none 

2239. .2454, 
2445. .2483, 



OJ991119 17. 0126. CI 



l7.0126;Cl.o2.tm 



Seq. ID 
* Strand 
•End 
■Method 

, ■ ■ " . ' End ; 

. • Score 

2265. .2291, 2272. .2451, 2286. .2453, 2295. .2456, 
2451. .2483, 2458. .2490 



6760 ■ 
TBLASTX: Maize 
2490 • . - 
239 ' 



Seq. No. 37540 Seq. ID 

Gene No-. 77068 Strand 

Start 2274 End 

Name OJ991119_17 . 0126 . CI . o2 . gs Method 

Start . 2274 End 

GI none Score 

Exons 2274.. 3632, 5007.. 5279, 6623.. 6751 



OJ991119_17.0126.C1 

6760 ■ 
GENSCAN 
6751 
.44 



37114 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



37540 
77068 
2274 

OJ991119_17. 

3011 

none 

3011. .3235, 
3244. .3327, 



0126.Cl.o3.tm 



3016. 
3257. 



,3243, 
,3328 



Seq. ID 

Strand 

End 

Method 
End 
§core 



OJ991119_17.0126.C1 
6760 

TBLASTX: Maize 

3328 

197 



3110. .3244, 3136. .3240, 3243. .3326, 



Seq. No. 37540 

Gene No. 77068 

Start 2274 

Name OJ991119_17 . 0126 . CI . o2 . gp 

Start 3398 

GI LIB3432-021-P1-K1-E6 

Exons 3398.. 3658, 5007.. 5220 

GI Descrip. '3128209 7.0e-40 {AC004077) 
thaliana] * 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991119_17.0126.C1 

6760 
AAT/GAP 
5220 
895 



unknown protein [Arabidopsis 



Seq. No. . 


37540 






Seq. ID OJ991119 17. 0126. CI 


Gene;_Np.. 


77068- • 






Strand 


St'ar.t. _ 


.._.;,2,274 






_End.. . _62&q: 


Name 


Oj991119 17 


.0126 


.Cl.ol.ts 


• Method TBLASTX': Soybean 


Start 


3602 






End 6757 


GI 


none . 






Score 53 


Exons 


3602. .3667, 


4992 


..5051, 4993. 


.5037, 5040.. 5279, 5040.. 5279, 




5093. .5302, 


6662 


. .6757 





Seq. ID OJ991119_17.0126.C1 
Strand 

End 67 60 

Method TBLASTX : Maize 

End 6760 

Score 251 

.5281, 6620. . 6760, 6642. ..6755 



Seq. No.- 37541 Seq. ID OJ991119_17 , 0126 . C2 

Gene No. 77069 ' Strand + 

Start 12138 End 13198 

Name OJ99111 9_17 . 0126 . C2 . o2 . gs Method GENSCAN 

Start 12138 . . End . 13198 

' Gr ^ - - ' ■ none ■ ' / ■ - • ■' - Score '"' ,16' ' ^ - - 

Exons 12138. . 12265, 12982.. 13198 - - 



Seq. No. 37541 . " ■ ' Se.q. ID OJ991119_17'. 0.126 . C2 

Gene No. • ^ 77070 - -Strand- - • 

Start 5647 End 9130 

Name- OJ99111 9_17 . 012 6 . C2 . ol . np Method AAT/NAP 

Start 5647 End 9083 

GI 6735376 Score 1105 

Exons 5647.. 7608, 9060.. 9083 

GI Descrip. (AL137082) putative protein [Arabidopsis thaliana] 

Seq. No. 37541 Seq. ID OJ991119_17 . 0126. C2 

Gene No. 77070 Strand 

Start 5647 End 9130 



Seq. No. 37540 

Gene No. 77068 

Start 2274 

Name OJ99111 9_17 . 0126 . CI . ol . tm 

Start 4992 

GI none 

Exons 4992.. 5276, 4996.. 5277, 5003. 



37115 



Name OJ991119_17 . 0126 . C2 . o2 . np Method AAT/NAP 

Start 5688 End 9130 

GI 5734776 Score . 533 

Exons 5688.. 6223, 6611.. 6940, 7226.. 7560, 9094.. 9130 

GI Descrip. {AC007980) 53021 [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



37541 Seq. ID 

77070 Strand 
5647 End 
OJ991119_17 . 0126 . C2 . ol . gp Method 
6395 End 
286328 Score 
6395. .6825 

5923669/gb| AAD56320. 1 1 AC009326_7 2.0e-09 (AC009326) hypothetical 
protein [Arabidopsis thaliana] 



OJ991119_17.0126.C2 

9130 
AAT/GAP 
6825 
849 



Seq. No. 


37541 






Seq. ID 


OJ991119_17.0126.C2 


fipnp No 


77071 






Strand 




Start 


13296 






End 


13583 


Name 


OJ991119 17.0126 


.C2.o3. 


gs 


Method 


GENSCAN 


Start 


13296 






End 


13583 




„,none_ :„ 






.Score 


, 


Exons..,/. , 


1.3 2 9i r^uEsJl, Z 










Seq. No. 


37541 






Seq. ID 


OJ991119_17.0126.C2 


Gene No. 


77072 






Strand 




Start 


14260 






End 


17277 


Name 


OJ991119 17.0126 


02. ol. 


tm 


Method 


TBLASTXiMaize 


Start 


5573 






End 


5937 


GI 


none 






Score 


82 


Exons 


5573.. 5641, 5573 


.5644, 


5713 


.5937, 5714. .5935 


Seq. No. 


37541 






Seq. ID 


OJ991119_17.0126.C2 


Gene No. 


77072 






Strand 




Start 


14260 






End 


17277 


Name 


OJ991119 17.0126 


C2.01. 


ts 


Method 


TBLASTX: Soybean 


Start 


5714 






End 


7338 


GI 


none 






Score 


110 


Exons 


5714.. 6034, 5722 


.6054, 


5722. 


.6054, 6178. .6348, 6892. .7038, 




7183. .7338 











Seq. No. 37541 Seq. ID OJ991119_17 . 0126 . C2 

^Gene No/ " 770'72' * ' ' " - ' ' :- • strand' * •* " ^ 

■Start- 14260* End " 11211 - 

Name * 'OJ991"119_17 . 0126 . 02 . ol . tc ^ Method ' " TBLASTX : Cress 

Start - . - ^ .5782-^ ■.. End -.-7539 

GI none Score 212 

Exons 5782. .5847, 5851. . 6312 5852 . .624 4,' 6208. .642 6, 6700. .6819, 

6895. .7119, 7020. .7055, 7161. .7199, 7183. .7458, 7486. .7539 



Seq. No. 37541 

Gene No. 77072 

Start 14260 

Name OJ991119_17 , 0126 . C2 . ol . tw 

Start 5810 

GI none 
Exons 



Seq. ID OJ991119_17.0126.C2 
Strand 
End 

Method 
End 
Score 



17277 

TBLASTX: Wheat 

7401 

97 



5810. .6100, 5815. .6114, 5815. .6114, 6178. .6420, 6706. .6981, 



37116 




6737. .6940, 6892. ,7218, 7183. .7401 



Seq. No. 


37541 


Seq. ID 


OJ991119_ 


17.0126, 


.C2 


Cpnp No . 


77072 


Strand 








Start 


14260 


End 


17277 






Nams 


OJ991119 17 0126 C2 o3 tm 


Method 


TBLASTX: Maize 




Start 


5938 ~ 


End 


7413 






GI 


none 


Score 


62 






Flxons 


5938 6150 5953 6126 604^ 


1. .6114, 6154. .6432, 


6736. .7113, 




6737. .6934, 7183. .7413, 7184 


. .7372 








Seq. No. 


37541 


Seq. ID 


OJ991119_ 


17.0126, 


,02 


Gene No . 


77072 


Strand 








o L airi_ 


1 A 9 An 


End 


17277 






Naine 


OJ991119 17.0126.C2.o4.gs 


Method 


GENSCAN 






Start 


14260 ~ 


End 


17184 






GI 


none 


Score 


.56 






F!xnn s 


14260 14347 14834 1535S 


16223. .16354, 16493. 


. 17184 




Seq. No. 


37541 


Seq. ID 


OJ991119_ 


17.0126, 


,C2 


Gene No. 


77072 


Strand 








• Start ' 


14260 ■■• 


.„^:.En.cL.^. 


17277 ■ ■ 






, ^iNOiUS' ... r. ~ , — 




.Method 


.AAT./GAE..^ 






Start 


15773 ~ 


End 


17277 






GI 


53 1 R1084 


Score 


2416 






Exons 


I5T73 16137. 16223 16354 


16493. .17277 








* 2 992160/db-i 1 BAA2532S 1 1 Op- 


116 (AB012392) MuDR- 


■like elemei 














Seq. No. 


37541 


Seq. ID 


OJ991119__ 


17.0126. 


C2 


Gene No 


77072 


Strand 








Start 


14260 


End 


17277 






Name 


OJ991119 17 0126 C2 o4 no 


Method 


AAT/NAP 






Start 


15948 ~ 


End 


17277 






GI 


4680209 

T \J V ^ V w/ 


Score 


96 






Exon 

J-J \y 1 1 O 


15948 • 16025 17106 17277 










\J J. \^ O \^ -I* JL ^ . • 


fAFll41711 unknown f^orahnm 


bicolor ] 








Seq. No. 


37541 


Seq. ID 


OJ991119_ 


17.0126. 


C2 


Gene No . 


77072 


Strand 








Start 


14260 


End 


17277 






Name 


OJ991119 17 0126 C2 o3 nn 


Method 


AAT/NAP 






Start ■ ■ * ' ■ 


15978 . ■ * .'■ " • 


End"'- - - 


'16 9 65'- 






GI ■ 


.2992160 


Score 


1279 • 






E X n n 


1597B "16'137' 16223' 16354 


164 93. .16965 










■[Oryza sativa] • 






Seq. No. 


• 37541 


Seq. ID 


OJ991119_ 


17.0126. 


C2 


Gene No. 


77072 


Strand 








Start 


14260 


End 


17277 






Name 


OJ991119 17.0126.C2.o2.tm 


Method 


TBLASTX: Maize 




Start 


16816 


End 


17254 






GI 


none 


Score 


61 






Exons . 


16816. .16869, 16829. .16870, 


16921. . 17019, 17023. 


.17253, 






17063. .17254 










Seq. No. 


37542 


Seq. ID 


OJ991119_ 


17.0126. 


C3 



37117 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



77073 Strand 

919 End 983 

OJ991119_17.0126.C3.ol.gp Method AAT/GAP 

919 End 983 

2312838 Score 71 
919. .983 

1420932/gb|U61383|ORU61383 7.0e-21 Oryza rufipogon 

4-coumarate-CoA ligase gene, intron 1, partial sequence 

37542 Seq. ID OJ991119_17 . 0126 . C3 

77074 Strand 

1489 End 1739 

OJ991119_17. 0126.C3.o2.gp Method AAT/GAP 

1489 End 1739 

21784_1.R1084 Score 439 
1489. .1739 

* 3128209 2.0e-23 (AC004077) unknown protein [Arabidopsis 
thaliana] ' 



Seq. No. 
Gene . No . 

..Start-;; 
„Name_.. .. 

Start 

GI 

Exons 



37543 
77075 
312 



.P J5.9.U1.9_1 7.. ,01 2.6_. CA, al ...gp 
312 . 
none 

312. .588 



Seq. ID OJ991119_17.0126.C4 
Strand + 

^-;.End,_„;^; :.295 9 

_Me,thod AAtZgAR _ 

End 588 

Score 534 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



37543 Seq. ID 

77075 Strand 

312 End 

OJ991119_17. 0126.C4 .ol .gs Method 

419 End 

none Score 

419. .700, 823. .904, 2661. .2763, 2872.. 

37543 Seq. ID 

77075 - Strand 

312 End 

OJ991119__17 .0126.04 .o2.gp Method 

595 End 

31400 1.R1084 Score 



OJ991119_17.0126.C4 
+ 

2959 
GENSCAN 
2956 
.56 
2956 

OJ991119_17.0126.C4 

+ ■ ■ 

2959 

AAT/GAP 

2959 

897 

2591, 2684.. 2763,. 



595. .700, 823. .904, 2288. .2382, 2520 
■2872^"; ^2 959 ■ - , ;v 

■ '3212854 l.Oe-21 ■(AC004005) unknown protein [Arabidopsis 
' thaliana] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



37544 
77076 
76 

OJ991119__17.0126.C5.ol.gp 
76 

37717 1.R1084 



Seq. ID OJ991119_17.0126.C5 

Strand + 

End 6996 

Method AAT/GAP 

End 1879 

Score 1516 



76. .158, 250. .477, 726. .825, 1441. .1879 

'3212854 6.0e-ll (AC004005) unknown protein [Arabidopsis 
thaliana] * 



Seq. No. 



37544 



Seq. ID OJ991119 17. 0126. C5 



37118 




Gene No. 


77076 








Strand 


+ 






Start 


76 








End 


6996 






Name 


OJ991119 17 


.0126 


.CS-Vol. 


. gs 


Method 


GENSOAN 






Start 


96 








End 


6996 






GI 


none 








Score 


.54 






Exons 


96.. 158, 250.. 477, 726, 


, .825, 


1441. .1542, 3945. . 


4284, 42! 


39. , 




5849. .5940, 


6084 


. . 6163, 


6784 


. . 6996 








Seq. No. 


37544 








Seq. ID 


OJ991119 


17 . 0126 


. 05 


Gene No. 


77076 








Strand 


+ 






Start 


7 6 








End 


6996 






Name 


OJ991119 17 


.0126 


.05. ol. 


np 


Method 


AAT/NAP 






Start 


3297 








End 


3380 






GI 


5852084 








Score 


76 






Exons 


3297. .3380 
















GI Descrip. 


(AL117264) 


2wh0007.1 [Oryza 


sativa ] 








Seq. No. 


37545 








Seq. ID 


OJ991119 


_17.0126, 


.06 


Gene No. 


77077 








Strand 


+ 






Start 


21 








End 


203 






Name 


OJ991119 17 


.0126, 


.C6.ol. 


gs 


Method 


GENSOAN 






Start 


_21 ; , 










_203. : 


"* ~ 




Gl' . 


none ... . 








.Score .... 


...61.. 






Exons 


21 . . 203 
















Seq. No. 


37545 








Seq. ID 


OJ991119 


_17.0126. 


X6 


Gene No. 


77078 








Strand 








Start 


1793 








End 


4455 






Name 


OJ991119_17 


.0126. 


.06. o2. 


gs 


Method 


GENSOAN 






Start 


1793 








End 


4405 






GI 


none 








Score 


.88 






Exons 


1793. . 1938, 


2683. 


. .2809, 


3228 


..3605, 3757. ,3847, 


3978. .4405 


Seq. No. 


37545 








Seq. ID 


OJ991119 


_17.0126. 


.06 


Gene No. 


77078 








Strand 








Start 


1793 








End 


4455 






Name 


OJ991119 17 


,0126, 


, 06.01. 


np 


Method 


AAT/NAP 






Start 


2379 








End 


4455 






GI 


6735324 








Score 


423 






Exons 


2379. .2524, 


2683, 


, .2809, 


3757 


. .4455 








GI Descrip. 


(AL137081) ] 


putative protein 


[Arabidopsis thaliana] 




Seq; "No: - • - 


37545 • - 








Seq^ ID- 


•'OJ991119; 


Ii7.0i26", 


,C6- 


Gene No. 


77078 ' • 








•Strand . 








Start 


1793'*- 








* End 


"4 455 






Name 


OJ991119 17 


.0126. 


06. ol. 


tm 


Method 


TBLASTX-:Mai.ze 




Start 


2431 ^ 








■ End 


2815 






GI 


none 








Score 


65 






Exons 


2431. .2523, 


2457. 


.2528, 


2467 


..2529, 2670. .2807, 


2678. .2815, 




2680. .2811, 


2714. 


.2815 












Seq. No. 


37546 








Seq. ID 


OJ991119_ 


_17.0126. 


07 


Gene No. 


77079 








Strand 


+ 






Start 


196 








End 


573 






Name 


OJ991119 17 


.0126. 


07. ol. 


gs 


Method 


GENSOAN 






Start 


196 








End 


573 






GI 


none 








Score 


.7 







37119 



Exons 


196. .573 








Seq. No. 


37546 


Seq. • ID 


OJ991119_17.0126. 


C7 


Gene No. 


77080 


Strand 






Start 


1905 


End 


2146 




Name 


OJ991119 17.0126.C7.o2 


.gs Method 


GENSCAN 




Start 


1905 


End 


2146 




GI 


none 


Score 


.97 




Exons 


1905.. 2039, 2090.. 2146 








Seq. No. 


37547 


Seq. ID 


OJ991119_17.0126. 


C8 


Gene No. 


77081 


Strand 


+ 




Start 


1 


End 


2667 




Name 


OJ991119 17. 0126. 08. o2 


. np Method 


AAT/NAP 




Start 


1 


End 


2667 




GI 


81286 


Score 


154 




Exons 


1..56, 743. .890, 2226. 


.2667 






GI Descrip. 


extensin - Volvox carter! (fragment) gi I 21992 | emb | CAA4 6283 




• (X65165) extensin [Volvox carteri] 






Seq. No. 


37547 


Seq. ID 


OJ991119_17.0126. 


C8 


Gene No. ■ 


77082 


S t r and__. 






Start . - 


1 . \ . 


.-. End.... , . 






Name 


OJ991119 17.0126.C8.ol 


. np Method 


AAT/NAP 




Start 


1 


End 


1981 




GI 


4138596 


Score 


489 




Exons 


1..228, 349. .648, 1961 


. .1981 






GI Descrip. 


(Y16242) beta-amylase 


[Triticum aestivum] 




Seq. No. 


37547 


Seq. ID 


OJ991119_17.0126. 


C8 


Gene No. 


77082 


Strand 






Start 


1 


End 


2740 




Name 


OJ991119 17.0126.C8.ol 


. tc Method 


TBLASTX: Cress 




Start 


2 


End 


591 




GI 


none 


Score 


73 




Exons 


2. . 94, 3. .74, 69. . 152, 


73. .153, 106. .228, 137. .232, 343. 


.4! 



359. .493, 502. -.591, 518. .589 



Seq. No. 37547 
Gene No. 77082 
Start 1 

Name . , , OJ991 119_17.. 0126 . C8 . ol . tm 

Start" '' ■2-' " '—'- - 
GI none 
Exons 



Seq. ID OJ991119_17,0126.C8 
Strand 

End 2740 

Method TBLASTX :Maize 

End ' " '59! ' 

Score 85 



2..94, 3..95,-"69..i52, 73..153, 106. .228," 107.'. 232, 156. .'230, 
34-3. .4-92, 353. .4-93,- 499. .591, 530. .589 . 



Seq. No. 37547 

Gene No. 77082 

Start 1 

Name OJ991119_17 . 0126 . C8 . ol . ts 

Start 2 

GI none 
Exons 



Seq. ID OJ991119__17.0126.C8 
Strand 

End 2740 

Method TBLASTX : Soybean 

End 670 

Score • 64 



2. .94, 3. .74, 69. .152, 72. .149, 73. .153, 106. .228, 116. .226, 
340. .396, 343.-492, 353. .-493, 502. .588, 518. .670 



Seq. No. 



37547 



Seq. ID OJ991119_17.0126.C8 



37120 




Gene No. 77082 Strand 

Start 1 End 2740 

Name OJ991119_17 . 0126 . C8 . o2 . tw Method TBLASTX : Wheat 

Start 2 End 152 ' 

GI none Score 83 

Exons 2. .94, 3. .98, 69. .152, 73. .147 

Seq. No. 37547 Seq. ID OJ991119_17 . 0126 . C8 

Gene No. 77082 Strand 

Start 1 End 2740 

Name OJ991119_17 . 0126 . C8 . ol . gs Method GENSCAN 

Start 150 End 2740 

GI none Score- .74 

Exons 150. .228, 349. ,473, 562. .702, 734. .866, 2636, .2740 

Seq. No. 37547 Seq. ID OJ991119_17 . 0126 , C8 

Gene No, 77082 Strand 

Start 1 End 2740 

Name OJ99111 9_17 . 0126 . C8 . ol . tw Method TBLASTX : Wheat 

Start 154 End 591 

GI none Score 54 

Exons ' . 154.^.228,_15A. ..226, 157. ,23JL, _343. ,492,^ 362. .493,„X99. :5Ma 

53a,.-.5a9 .„ ...... „ . 

Seq. No. 37548 Seq. ID GJ991119_17 . 0126 . CIO 

Gene No.- 77083 Strand + 

Start 105 End 2457 

Name OJ991119_17 . 0126 . CIO . ol , gs Method GENSCAN 

Start 105 End 2457 

GI none Score ,73 

Exons 105. ,737, 870. .1146, 1469. ,1563, 2050. .2136, 2425. ,2457 

Seq. No. 37548 Seq. ID OJ991119_17 . 0126 . CIO 

Gene No. 77084 Strand 

Start 7912 End 8637 

Name OJ991119_17 , 0126 . CIO . o3 . gs Method GENSCAN 

Start 7912 End 8628 

GI none Score 1 

Exons 7912.. 8628 

Seq. No. 37548 Seq. ID OJ991119_17 . 0126 . CIO 

Gene No. 77084 • .Strand, 

" 'Start" ■ -'■7912- ' - -gnd ^ s 631 '''' 

Name OJ991119_I7 . 0126 . CIO. ol . tw Method * TBLASTX : Wheat 

Start 7981 ' " " " ' " " End " ' '8272 ' . " 

GI ... ■.. none " . * ' Score 42 ... - ' . 

Exons 7981.. 8121, 8027., 8122, 8140 .. 8271 , 8 14 1 .. 82.72.- . 

Seq. No. 37548 Seq. ID OJ991119_17 . 0126 . CIO 

Gene No. 77084 Strand 

Start 7912 End 8637 

Name OJ991119_17 . 0126 . CIO , ol . np Method AAT/NAP 

Start 8105 End 8610 

GI 3873408 Score 141 

Exons 8105.. 8610 

GI Descrip. (L76926) putative zinc finger protein [Arabidopsis thaliana] 



37121 




Seq. No. 


37548 








Seq. ID 


OJ991119_17.0126 


.CIO 


Gene No. 


77084 








Strand 






Start 


7912 








End 


8637 




Name 


OJ991119 17 


. 0126 


.010 . o2 


. tm 




J. LJijr\kj L z\ * via X ^ c 




Start 


8143 ~ 








End 


828 6 

<J ^ O \J 




GI 


none 








Score 


122 




Rvnn ^ 
i_j A w 1 i 


8143 8286 


814 4 


. .8269 










Seq. No. 


37548 








Seq. ID 


OJ991119_17.0126 


.010 


Gene No. 


77084 








Strand 






Start 


7912 








End 


8637 

O U J / 




Name 


OJ991119 17 


m \J X \J 




, tc 








Start 


8152 ~ 








RnH 


ft S 




GI 


none 










ft7 




Rxon s 

1—1 w 1 1 o 


8152 8289 


8153 


8287 , 


8275 


. 8385 






Sea No 


37548 








Seq. ID 


OJ991119_17.0126 


.CIO 


Gene No. 


77084 








Strand 






Start 


7912 








End 


8637 




Name 


OJ991119 17 


. 0126 


. CIO . ol 


tm 


Mp "t" h oH 


TBLASTX: Maize 




Start 


8323 ~ 








RnH 


8637 




GI " ' 


none 








Score 


44 




R V D n ^ 


8323 8394 


8.33,3 


8 368 


R44 


"RS^R R4 


8;a., .:a5.63:,_, .85A5.,...A63,7., 


















O C • i . 


37549 










OJ991119_17.0126 




Gene No. 


77085 








Strand 






Start 


2231 








End 


3327 




Name 


OJ991119 17 


.0126 


.C12;ol 


np 


MpI" h oH 


AAT/NAP 




Start 


2231 








RnH 


3148 




GI 


3243274 










287 




R von ^ 


2231. .3148 














^ -1- 1-^^ O V_f X. -1. . 


(AF072134) TCP3 


[Arabidopsis 


uiid-LXciiia J 






Seq. No. 


37549 








Seq. ID 


OJ991119_17.0126 


C12 


Gene No. 


77085 








Strand 






Start 


2231 








End 


3327 




Name 


OJ991119 17 


.0126 


.012. ol. 


tc 


Method 


TBLASTX: Cress 




Start 


2677 








End 


3069 




GI 


none 








Score 


62 




R V o n ^ 


2677. .2736, 


2878 


. .3060, 


2884 . 


.3069; 2927.. 3064 




Spo* No ■ ' 

iw7 C W • LN * 


• 3754 9 -- - - " 








■ Seq. ID' • 


OJ991-119_17-.0126 


-012 


Gene No. * 


77085 








Strand 






Start" 


2 '2 31 








End 


3327 ' ■ 




Name 


"OJ991119 17 


0126 


.012. ol. 


ts---- 


' Method 


TBLASTX : Soybean: 




Start 


2881 








End 


3078 




GI ■ ' ' 


5606956 








Score 


233 




Rxon ^ 
i—t ^\ \-/ 1 i. o 


2881. .3078 






























Seq. No. 


37549 








Seq. ID 


OJ991119_17.0126. 


012 


Gene No. 


77085 








Strand 






Start 


2231 








End 


3327 




Name 


OJ991119 17. 


0126 


.012.01. 


gp 


Method 


AAT/GAP 




Start 


3014 








End 


3327 




GI 


2442643 








Score 


561 





37122 



Exons 



3014. .3327 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

„Gene_,Np,^ 
"startr.;'.„, 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



37550 
77086 
3331 

OJ991119_17.0126.C13.o2.gs 

3331 

none 



Seq. ID OJ991119_17,0126.C13 

Strand + 

End 7391 

Method GENSCAN 

End 7391 

Score ,76 



3331. .3388, 3654. .3774, 3853. .4038, 4153. .4365, 4449. .4952, 
5472. .5603, 5976. .6239, 6346. .6517, 7296. .7391 



37550 
77086 
3331 

OJ991119 17.0126.C13.ol.tm 



Seq. ID OJ991119_17.0126.C13 

Strand + 

End 7391 

Method TBLASTX: Maize 

3332 End 3944 

none Score 67 

3332. .3412, 3654. .3773, 3654. .3773, 3655. .3810, 3656.. 3802, 
3854. .3943, 3854. .3943, 3855. .3944 



37550 

a3 3.1. 

OJ991119 17.0126.C13.o2. tm 



Seq. ID OJ991119_17.0126.C13 

Strand , + ^ 

End^._, JL31l_ : , Si'^^^...... 

Method ' TBLASTX: Maize 
End 5601 
Score 103 



5246 
none 

5246. .5287, 5292. .5378, 5294. .5383, 5297. .5389, 5313. .5387, 
5469. .5579, 5470. .5601, 5470. .5598, 5471. .5599 



37551 
77087 
1 

OJ991119_17. 0126.C14.ol.np 
1 

2832654 
1. .31, 292. .402 . 

(AL021710) chloroplast protein cs/ch-42 [Arabidopsis thaliana] 



Seq. ID OJ991119_17.0126.C14 

Strand + 

End 402 

Method AAT/NAP 

End 4 02 

Score 117 



Seq. No. 


37551 




Seq. ID 


OJ991119_ 


17. 


0126. 


C14 


Gene No. 


77088 




Strand 


+ 








Start 


494 




End 


1106 








Name 


OJ991119 


17.0126.C14.ol. 


gs -Method ' 


GENSCAN 








Start 


-4-94 • - 




""-"^nd 


■T106^'v- - ■ 








GI 


none ' 




Score ' 


.51-. 








Exons 


494 .'.556, 


990'. .1106 ^ 












Seq. No. 


37552 




Seq.. ID 


OJ991119_ 


17 . 


0126. 


C15 


Gene No. 


77089 




Strand 


+ 








Start 


154 




End 


2311 








Name 


OJ991119 


17.0126.C15.ol. 


gs Method 


GENSCAN 








Start 


154 




End 


2311 








GI 


none 




Score 


.47 








Exons 


154. .222, 


304.. 605, 2175 


..2311 










Seq. No. 


■ 37552 




Seq. ID 


OJ991119_ 


17. 


0126. 


C15 


Gene No. 


77090 




Strand 










Start 


3429 




End 


3574 









37123 



Name 


OJ991119 17.0126 


.C15 


. o2 


. as 


Method 


GENSCAN 


Start 


3429 ~ 






End 


3574 


GI 


none 








Score 


. 54 


Exons 


3429. . 3574 












Seq. No. 


37553 








Seq. ID 


OJ991119 


Gene No. 


77091 








Strand 




Start 


106 








End 


637 


Name 


OJ991119 17.0126 


.C16 


. ol 




Method 


GENSCAN 


Start 


106 








End 


637 


GI 


none 








Score 


. 4 


Exons 


106. .196, 583. .637 










Seq. No. 


37554 








Seq. ID 


OJ991119 


Gene No. 


77092 








Strand 


+ 


Start 


43 








End 


662 


Name 


OJ991119 17.0126 


C17 


. ol 


as 

y o 


Method 


GENSCAN 


Start 


43 








End 


662 


GI 


none 








Score 


. 54 


Exons 


43. .662 












Sea No 


: _375l54 , 








* Seq." ID 


v/y^-/^ ^ M X JL Zf 


.Gene. Nd..„ 


,..7l7.052.,. : 








.;,..^,S.tra.nd 





Start 


43 ■ ■ 








End 


662 


Name • 


OJ991119 17.0126. 


C17 


ol. 


np 


Method 


AAT/NAP 


Start 


376 








End 


619 


GI 


6721515 








Score 


98 


Exons 


376. .619 













GI Descrip. (AP001072) Similar to mudrA. (M7697B) [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name ' 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



37555 
77093 
215 

OJ991029_13. 0120.Cl.ol.gs 

215 

none 



Seq. ID OJ991029_13.0120.C1 

Strand + 

End 6365 

Method GENSCAN 

End 6365 

Score .57 



215. .601, 680. .1141, 1223. .1765, 2013. .2054, 2174. .2307, 
2474. .2645, 3084. .3122, 6144. .6365 



37555 
77093 
215 

OJ991029J13 . 012O.cr. ol rgp:'- 
24 63. : 
LiB34'31-001-Pl-Nl-B5 

2.4 63.^.2645, 2751 .. 2983 - " - . ' .~ ' - . : . 

M680203/gb|AAD27566. 1 |AF114171_7 l.Oe-39 (AF114171) TNP2-like 
protein [Sorghum bicolor] ' 



Seq. ID OJ991029_13.0120.C1 

Strand + 

End 6365 

Method- AAT/GAP'-' 

End'' ■ 2983 ^ 

Score 758 



37555 
77094 
25271 

OJ99102 9_13.0120.Cl.o3.gp 
25271 

5867_1.R1084 
25271. .25359 

M64986/sp| P35132 |UBC9_ARATH 5.0e-58 UBIQUITIN-CONJUGATING 



Seq. ID OJ991029_13.0120.C1 
Strand + 

25359 
AAT/GAP 
25359 
133 • 



End 

Method 

End 

Score 



37124 




ENZYME E2-17 KD 9 (UBIQUITIN-PROTEIN LIGASE 9) (UBIQUiTIN 

CARRIER PROTEIN 9) (UBCAT4B) >gi_421857_pir S32674 

ubiquitin — protein ligase (EC 6.3.2.19) UBC9 - Arabidopsis 
thaliana >gi_297884_emb_CAA78714_ (Z14990) ubiquitin conjugating 
enzyme homolog [Arabidopsis thaliana] >gi_349211 (L00639) 
ubiquitin conjugating enzyme [Arabidopsis* 



Seq. No. 37555 Seq. ID 

Gene No. 77095 Strand 

Start 7314 End 

Name OJ991029_13 . 0120 . CI . o2 . gs Method 

Start 7314 End 

GI none Score 
Exons 



OJ991029_13. 0120.C1 

11098 
GENSCAN 
10475 
.45 



7314. .7384, 7951. .9540, 9712. .9994, 10163 .. 10334 , 10408. .10475 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

„Exons... 

,,GI..:-,D.e.s.criR. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



37555 
77095 
7314 

OJ991029_13.0120.Cl.ol.np 

7784 

2864613 



Seq. ID OJ991029_13. 0120.C1 
Strand 

End 11098 

Method AAT/NAP 

End 11098 

Score 824 



J7J,1._,,JJ4J..,_:9.29J^,_.J(D01 , 

— { ALQ.2I.8,L1 ) ....S -re.cepJ:.Qr„. kina s.e.. - 1 i k.e,_prpt eia _rAr.abi.dop^l.a. 
■ thaliana] gi | 404 9333 | emb | CAA22558 . 1 | (AL034567) S-receptor 
kinase-liJce proteiri [Arabidopsis thaliana] 



37555 
77095 
7314 

OJ991029_13.0120.Cl.o3'.np 

7914 

3834312 

7914. .7937, 9638. 
(AC005679) Strong 
Daucus carota and 



OJ991029 13. 0120. CI 



Seq. ID 
Strand 

End 11098 
Method- AAT/NAP 
End 10312 
Score 165 

, 10312 

similarity to glycoprotein EPl gb|L16983 
a member of S locus glycoprotein family 
PFI00954. ESTs gb|AA067487, gb|Z35737, gb|Z30815, gb|Z35350, 
gb|AA713171, gb|AI100553, gb|Z34248, gb|AA728536, gb|Z30816 
an. . . 



Seq. No. 
Gene No. 
Start . 
Name"* ^-^ 
Start 
GI" 

Exons 

GI Descrip. 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ991029 13. 0120. CI 



37555 Seq. ID 

77095 Strand 
7314 ■ ' ■ . . End 11098 

OJ99102:9_13.0120.Cr.o2.''np'-'- - -. Method AAT/NAF \: ■ " 
8918 " y ■ End- ' ' ' 9127 ' ' '' 

688421 ■ ' . Score ' 133 ' . ' ' ' " 

8 918. .9127 .... .... . . : . - 

(D26458) tumor-related protein [Nicotiana glauca X Nicotiana 
langsdorf f ii] 



37555 
77096 
12493 

OJ991029_13.0120.Cl.o2.tw 

275 

none 



Seq. ID OJ991029_13.0120.C1 
Strand 

End 30692 

Method TBLASTX : Wheat 

End 30049 

Score 65 



275.. 418, 737.. 793, 2 964 6 .. 29816, 29647 .. 29721, 29806 .. 2 994 6, 
29811. .3004 7, 29853. .30047, 29909. .3004 9, 29939. .3004 9 



37125 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



37555 
77096 
12493 

OJ991029_13.0120.Cl.o3.tw 
1322 
none 



30692 

TBLASTX: Wheat 
29645 
66 

1322. .1477, 28948. .29166, 29250 2 9324 , 29565. .29645 



Seq. ID OJ991029_13.0120.C1 
Strand 
End 

Method 
End 
Score 



37555 
77096 
12493 

OJ991029_13.0120.Cl.ol.tm 

7820 

none 



Seq. ID OJ991029_13.0120.C1 
Strand 
End 

Method 
End 
Score 



30692 

TBLASTX: Maize 

22579 

197 



7820. ,8071, 7821. .8072, 8042. .8446, 8069. .8431, 8127. .8447, 
21953. .22579, 21954 .. 22178 , 22034 .. 22252 , 22263. .22577 



Seq. No. 

Gene No, 

Start 
. Narne„ 
.Start.. . 

GI 

Exons 



37555 

77096 

12493 
,OJ9;9102; 
■;7 934 -. 

none 

7934. .8 

8507. .8 

22067. . 

22385 

22845 



OJ991029 13. 0120. CI- 



9_-13.0120.Cl,ol.ts 



053, 

665, 

22186 

22621 

22901 



Seq. ID 
Strand 
End 

MetJiQct,. 
•End,' ... 'I 
Scor^e 

8485, -8250. . 8483, 8252. .8497, 
8753, 8708. .8758, 8709. .8765, 
22208. .22372, 22280 .. 22375 , 22380 .. 22427 , 
22658. .22801, 22674 .. 227 99, 2284 4 .. 228 94 , 



30692 

JT BJiASXX :.Spy b e a n. 

..22 901 

108 



8030. .8236, 8249 
8534. .8623, 8538 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 



37555 
77096 
12493 
OJ99102 
7937 
none 
7937 . . 8 
8510. .8 
22070 
22386 
22845 



9 13.0120.Cl.ol.tc 



Seq. ID 
Strand 
End 

_ Method 

End 
Score 

047, 7938. .8048, 8165. .8236, 8243. 
689, 8526. .8690, 8645. .8791, 8709. 
22189, 22071. .22181, 22292. .22372, 
22616, 22646.-22825, 22662 .. 22826, 
22880, 23900. .24004, 24032.. 24112 



OJ991029 13. 0120. CI 



30692 

TBLASTX: Cress 
24112 
74 

8485, 
8792, 
22379 
22838 



8250 
9764 
.22621, 
.22927, 



8480, 
9862, 



Seq. No. 37555''; - -~ ■ ^ - - - Seq / 'it) 

Gene No'. 77096 ' ■ ' ' strand ' 

Start " 12493 ^ ' End 

Name OJ991029_13 .0120 . CI . ol . tw - Method- 

Start 8234 .. End 

GI none Score 
Exons 



d J991 02 9_13 . O'12-O ; CI " 

30692 ' ' 
TBLASTX: Wheat - - 
22775 
144 



8234. .8284, 8300. .8638, 8328. .8639, 22370 .. 22420, 22436. .2277 
22653. .22775 



Seq. No. 37555 Seq. ID 

Gene No. 77096 Strand 

Start 12493 End 

Name OJ991029_13 . 0120 . CI . o2 . tm Method 

Start 8489 End 

GI none Score 



OJ991029_13.0120.C1 
30692 

TBLASTX: Maize 

22927 

160 



37126 



Exons 8489. .8689, 8520. .8690, 8681. .8791, 8682. .8747, 22625 .. 22825 , 

22656. .22826, 22817 ., 22927 , 22818.. 22883 



Seq. No. 37555 Seq. ID OJ991029_13 . 0120 . CI 

Gene No. 77096 Strand 

Start 12493 End 30692 

Name OJ991029_13 . 0120 . CI . o2 . ts Method TBLASTX : Soybean 

Start 9326 End 24151 

GI none Score 250 

Exons 9326.. 9385, 9449.. 9493, 9764.. 9925, 9929.. 10027, 23243 .. 23392, 

23462. .23518, 23585 .. 23629, 23900 .. 24151 . 

Seq. No. . 37555 Seq. ID OJ991029_13 . 0120 . CI 

Gene No. 77096 Strand 

Start 12493 End 30692 

Name OJ991029_13 . 0120 . CI . o4 . np Method AAT/NAP 

Start 12493 End 30692 

GI 4680204 Score 1196 

Exons 12493. .12530, 15115 .. 15308 , 15663 .. 15778 , 15892 16065, 

16140. . 16650, 16720. . 17028, 287 17 .. 2 91 60, 29256. .30692 

GI Descrip. (AF114171) hypothetical protein [Sorghiam bicolor] 



. Seq, .No 37355:: J... ,„:_„.Seq,.:.ID.„^OJ3.91.029^La.m2a.„^^^^ 

Gene No. 77096" Strand 

Start 12493 End 30692 

Name OJ991029_13 . 0120 . CI . o2 . gp Method AAT/GAP 

Start 22127 End 22502 

GI LIB3434-041-P1-K1-A12 Score 671 ^ 

Exons 22127. .22502 

GI Descrip. ' 28 64 613/emb | CAA16960 | 7.0e-26 (AL021811) S-receptor kinase 

-like protein [Arabidopsis thaliana] >gi_4 04 9333_emb_CAA22558 . 1 
(AL034567) S-receptor kinase-like protein [Arabidopsis 
thaliana] * 

Seq. No. 37556 Seq. ID OJ991029_13 . 0120 . C2 

Gene No. 77097 Strand 

Start 307 End 5084 

Name OJ991029_13 . 0120 . C2 . o2 . gp Method AAT/GAP 

Start 307 End 4394 

GI 342_1.R1084 Score 6326 

Exons 307.. 868, 951.. 973, 1005.. 4394 

GI-Descrip_. M 574 4 06/gb | AAD24042 . 1 1. O.Oe+00 (AF121139) RIM2 protein [Oryza 

'■''^ ' sat'ivaV'' - " ' ■ * ; ~' ' - " : - ~ ' ~.-'v::. . :\: . .::./':zr:...- -.v ': 



Seq. No. 37556 ' Seq. ID 

Gene. No.' 77097 - -Strand- 

Start . 307 End 

Name OJ991029_13 . 0120 . C2-. ol . gp Method' 

Start 324 End 

GI 342_1.R1084 Score 

Exons 324., 868, 951.. 973, 1005.. '4394 

GI Descrip. M574406/gb | AAD24042 . 1 | O.Oe+00 
sativa] ' 



OJ991029_13. 0120.C2 

5084 
AAT/GAP 
4394 
6312 



(AF121139) RIM2 protein [Oryza 



Seq. No. 
Gene No. 
Start 



37556 
77097 
307 



Seq. ID 

Strand 

End 



OJ991029 13. 0120. C2 



5084 



37127 



Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

.j:xpns:„. ■ 



OJ991029_13.0120.C2,ol.gs 

1030 

none 

1030.. 2321, 2513.. 2662, 2795, 
4002, .4398, 4859. .4953, 5020. 

37556 
77097 
307 

OJ991029_13.0120.C2.ol.np 

1099 

4680203 

1099.. 2076, 2343.. 2573, 2727. 



Method GENSCAN 
End 5083 
Score .47 

.3065, 3162. .3284, 3587. .3759, 
.5083 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991029_13.0120.C2 

5084 
AAT/NAP 
5084 
3182 



4398, 5056.. 5084 
(AF114171) TNP2-like protein [Sorghum bicolor] 



37556 
77097 
307 

OJ99102 9_13.0120.C2.ol.tw 

1153 

none 

ai 53,.^12 4 5,,„_11 5 4.., U2 1,9 ,.^12 3 4:., 
i.32a...lT68., 14.15.. ..iilb,.. 1A47.. 
1515. .1559, 1552. .2004, 1568. 
2050. .2304, 2243. ,2422, 2280. 



Seq. ID OJ991029_13.0120.C2 
Strand 

End 5084 

Method TBLASTX : Wheat 

End 24 60 

Score 52 

a314,„_125,0^.JL315,. J.327. .lAfiJ, 
. 1506,,.. l.siL. f557.,. 1.5i3..J537,. 
.2299, ■ 1583. .2266, 2004. .'2300, 
.2459, 2281. .2460, 2281, .2460 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



37556 
77097 
307 

OJ991029_13.0120. 

1734 

none 

1734. .1985, 1735. 
2050. .2178 



C2.ol.tc 



,1884, 1735, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.2004, 



OJ991029 13. 0120. C2 



5084 

TBLASTX: Cress 
2182 
85 

1739. .2182, 2025. .2177, 



Seq. No. 37556 

Gene No. 77097 

Start -307 

Name OJ991029_13 . 0120 . C2 . o2 . tm 

Start 2113 

GI none 

Exons 2113.. 2304, 2144.. 2299, 2280. 



Seq. ID OJ991029_13,0120.C2 
Strand 

End 5084 

Method TBLASTX : Mai ze 

End 2417 

Score 77 
.2417 . 



Seq. ■ No. 


37556 








Gene No.' 


7 7'097 








Start 


- '307 








Name 


OJ991029 13 


0120 


C2.o3. 


tw 


Start , 


2461 








GI 


none 








Exons 


2461. .2547, 


2463 


.2546, 


2472 




2620. .2802, 


2808 


.2870, 


2821 


Seq. No. 


37556 








Gene No. 


. 77097 








Start 


• 307 








Name 


OJ991029 13, 


0120 


C2.o2. 


ts 


Start 


2904 









Seq. ID OJ9910'29_13".0120.C2 ■ 
Strand 

End - . .'^5-084^ • ' - • ■ 

Method . TBLASTX: Wheat 

End 2871 

Score 72 
..2552, 2580. .2783, 2580. .2822, 
. .2871 

Seq. ID OJ991029_13.0120.C2 
Strand 

End 5084 

Method TBLASTX : Soybean 

End 3140 



37128 



GI none Score 57 

Exons 2904., 3140, 2962.. 3060 

Seq. No. 37556 Seq. ID OJ991029_13 . 0120 . C2 

Gene No. 77097 Strand 

Start 307 End 5084 

Name OJ991029_13 . 0120 ; C2 . ol : tm Method TBLASTX : Maize 

Start 2976 End 3433 

GI none Score 4 6 

Exons 2976. .3170, 3180. .3299, 3180. .3305, 3299. .3421, 3305. .3433 

Seq. No.- 37556 Seq. ID OJ991029_13 . 0120 . C2 

Gene No. 77097 Strand 

Start 307 End 5084 

Name OJ991029_13 . 0120 . 02 . o2 . tw Method TBLASTX : Wheat 

Start 3010 End 3478 

GI none Score 160 

Exons 3010.. 3216, 3015.. 3239, 3219.. 3299, 3219.. 3305, 3220.. 3306, 
3320. .3424, 3324. .3413, 3425 .. 3478 , 3426 .. 3470 

Seq. No. 37556 Seq. ID OJ991029_1 3 . 0120 . C2 

,£ene..Np^^__._. .7709^ .„„„™:,„„St:r:a.rid-,^ 

Stari^.: „ 307,, .„ : , ,_.End '„ 50,8.4^ 1\ , 

Name* OJ991029_13 . 0120 . C2 . o2 . tc Method TBLASTX : Cress 

Start 3299 End 3614 • 

GI none Score 69 

Exons 3299.. 3607, 3330.. 3422, 3462.. 3614 

Seq. No. 37556 Seq. ID OJ991029_13 . 0120 . C2 

Gene No. 77097 Strand 

Start 307 End 5084 

Name OJ991029_13 . 0120 . 02 . ol . ts Method TBLASTX: Soybean 

Start 3347 End 3776 

GI none Score 123 

Exons 3347.. 3643, 3365.. 3589, 3638.. 3700, 3693.. 3776, 3701.. 3775 

Seq. No. 37556 Seq.. ID OJ991029_13 . 0120 . 02 

Gene No/' . 77 0^7' Strand 

Start 307 ^ End 5084 

Name OJ99102 9_13 . 0120 . 02 . o4 . tw Method TBLASTX : Wheat 

Start 3697 End 4092 

GI . none . . . . Score 180 . . 

Exons- ■ "■ •36'97 . :3939, 3705 .-.-394 7, -■'370'7-;*. 3958, ' 3708 . .'3950; ■394r. :-3*97'3,' 
3994.'.40'92 ' 

Seq.- No. - .37557.^.-- . Seq. XD OJ991029_13-. 0120/,-C3 

Gene No. 77098 Strand + 

Start 13618 End ' 16475 

Name ' * OJ991029_13 . 0120 . 03 . o3 . np -Method AAT/NAP 

Start 13546 End 16463 

GI 6691716 Score 2540 

Exons 13546. .14440, 14 632 .. 14806, 14889 .. 14 989, 15068 .. 15247 , ■ 

15325. .15512, 15587 .. 15689, 15837 .. 15950 , 16024. .16463 

GI Descrip. {AP000492) hypothetical protein [Oryza sativa] 

gi I 6691717 Idbj IBAA89397. 1 1 (AP000570) hypothetical protein 

[Oryza sativa] 



37129 




Seq. No, 37557 Seq. ID OJ991029_13 . 0120 . C3 

Gene No. 77098 Strand + 

Start 13618 End 16475 

Name OJ991029_13 . 0120 .C3 . o3 . gs Method GENSCAN 

Start 13618 End 16475 

GI none Score .87 

Exons 13618. . 14430, 14 517 .. 14 806, 14889 15247 , 15325 .. 15512 , 
15821. ,15950, 16024. .16475 

Seq. No. 37557 Seq. ID OJ991029_13 . 0120 . C3 

Gene No. 77099 Strand + 

Start 23114 End 23205 

Name OJ991029_13 . 0120 . C3 . o2 . gp Method AAT/GAP 

Start 23114 End 23205 

GI LIB3477-003-P1-K1-E9 Score 131 

Exons 23114 . .23205 

GI Descrip. * 24 9858 6/sp | Q4 0638 | MP01_0RYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] ' 

Seq. No. 37557 Seq. ID OJ991029_13 . 0120 . C3 

G^ne_N<;)^.:.„:..^ _ 7 71 00„_ ,.v.^tr,and_._+: / 

. start 23781-.;..,,.. .. „ End,. 21151., 

Name ' OJ99102 9_13 . 0120 . C3 . o6 . gs Method GENSCAN 

Start 25781 End 27757 

GI none Score .47 

Exons 25781. .26188, 27 172 .. 27378 , 27614.. 27757 

Seq. No. 37557 Seq. ID OJ991029_13 . 0120 . C3 

Gene No. 77100 Strand + 

Start 25781 End 27757 

Name OJ991029_13 . 0120 . C3 . o6 . np Method AAT/NAP 

Start 25964 End 27754 

GI 4091008 Score 298 

Exons 25964 . .26188, 27 172 27366, 27620.. 27754 

GI Descrip. {AF040700) methionyl-tRNA synthetase [Oryza sativa] 

Seq. No. 37557 Seq. ID OJ991029_13 . 0120 . C3 

Gene No. ' 77100 Strand + 

Start 25781 End 27757 

Name OJ991029_13 . 0120 . C3 . o3 . gp Method .AAT/GAP 

•Start 26064. ..... . . End 27390 

' GI ■ • ' ■ 2312534'- ' • ■ ■ ■ -'Score : 577-''- - ' - ■ 

Exons- 26064 .■.26188, 27172 .. 27390* ' ' ' " 
' GI Descrip.' 2754814' 4.0e-23 (AF0218Q0y^ multisynthetase' complex" auxilTary 
component p43 [Cricetulus griseus] 

Seq. No. 37557 Seq. ID OJ991029_13 . 0120 . C-3 

Gene No. 77101 Strand + 

Start 37672 End 39402 

Name OJ991029_13 . 0120 . C3 . o8 . gs Method GENSCAN 

Start 37672 End . 39402 

GI none Score . 7 

Exons 37672. .37691, 38219 .. 38520, 39359.. 39402 

Seq. No. 37557 Seq. ID OJ99102 9_13 . 0120 . C3 

Gene No. 77102 Strand + 



37130 



^ -rf- 

O L d i. L. 


*! *J _7 0 U 


End 


52795 




N3IT16 


n.TQQin^Q 1 0190 r*^ 0I 1 rrc 
\JO^y±u^^ X 0 . u X^ U . 0 . 0 X X . y 5 


Method 


GENSCAN 






*3 _7 0 D 


End 


52795 




(ZT 


none 


Score 


.58 * 






4RQfifi 4fi119 Af,A^l, A^^^'^ 


46619. .49003, 49067. .52795 






0 / J J / 


Seq. ID 


OJ991029 13.0120 






771 09 

/ / X u ^ 


Strand 








*i ^ V VJ 


End 


52795 






OJ991029 13 0120 C3 08 nn 


Method 


AAT/NAP 




start 


47146 


End 


52792 




GI 


^ 6498441 


Score 


6748 






47146. .48209, 48540 4 9003, 


4 9067. .49440, 4 9624 .. 4 9758, 






49933. .50171, 50364. .50848, 


51020. .52417, 52511. .52792 






(AP000815) EST C7278 6 ( E2258 ) 


corresponds to a region of 


the 




predicted gene.; Similar to 


Sorghum bicolor Gypsy-Ty3 type 




retrotransposon RetroSorl. (AF098806) 


[Oryza sativa] 






37557 


Seq. ID 


OJ991029_13.0120: 


.03 


Gene No. 


77103. 


Strand 


+ 




Start 


■ 57778 


End 


63038 




^Naine^^ ^ 


„ 0 J9 910 2?_ 13 .0120.. C;3^. 0 1 0^. np 


_ Method- 


-AAT/NAP 




0 I, ct x.i , , ., 


, ...57778. . 


.._E.nd 


63_oaa.. _ 






5042454 


Score 


326 




TT" v n 0 


57778. .57924, 58265.-58362, 


62963. .63038 




X 0 V T r~\ 
\j± ucoCxxp. 


(AC007789) putative polyprotein -[Oryzi 


a sativa] 




0 ^ • LN (^rf) * 


37557 


Seq. ID 


OJ991029_13.0120, 


.03 




77104 


Strand 






Q-l- a 1-1- 


3292 


End 


13991 




Name 


OJ991029 13.0120.C3.ol.np 


Method 


AAT/NAP 




Start 


3292 


End 


7429 






2864613 


Score 


895 . 




Exons 


3292. .3403, 4220. .5473, 5627 


..6356, 7402. .7429 




OX UfcroOXX^. 


(AL021811) S-receptor kinase 


-like protein [Arabidopsis 






thaliana] gi | 404 9333 | emb | CAA22558 . 1 1 


(AL034 567) S-receptor 




kinase-like protein [Arabidopsis thaliana] 




0 ■ ln w • 


37557 


Seq. ID 


OJ991029__13.0120. 


,03 


Gene No. 


77104 


Strand 






Start 


3292 


End 


13991 




iNdiLit; 


. OJ991029 13.0120.C3.o2.gs 


' Method 


GENSCAN 




o L dX L. 


" 3626 - - ' ■ " * " 


• End- " 


- 'ri'4 00 - • 




^X 


none 


Score 


■ .51 ■■ ■ ■ ' ' ■ ' " 






362'6. .3877, 4270*.'. 667 9, 67'63 


..6965, 8488.. 8706, '8751 .. 8948,' 




9156. .9363, 9438. .9692*, 11399. .114 00 






0 e q . NO. 


37557 


Seq. ID 


pJ991029_13.0120. 


03 


Gene No. 


77104 


Strand 






Start 


3292 


End 


13991 




Name 


OJ991029 13.0120.C3.ol.gp 


Method 


AAT/GAP 




Start 


4318 


End 


4693 




GI 


LIB34 34-04 1-P1-K1-A12 


Score 


715 




Exons 


4318. .4693 









GI Descrip. ' 2864613/emb | OAA16960 | 7.0e-26 (AL021811) S-receptor kinase 

-like protein [Arabidopsis thaliana] >gi_4 04 9333_emb_OAA22558 
(AL034567) S-receptor kinase-like protein [Arabidopsis 



37131 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

. Exon§ 

Seq. No. 
Gene No. 
Start . 
Name 
.Start 
GI 

Exons 



GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name * 
Start ' 
GI ^' 
Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



thaliana] * 

37557 
77104 
3292 

OJ99102 9_13. 0120.C3.o2.np 

8454 - 

6069646 

8454. .9422, 9704. .9874, 13960. 



Seq. ID OJ991029_13.0120.C3 
Strand 

End 13991 

Method AAT/NAP 

End 13991 

Score ■■ 580 
. .13991 



(AP000616) similar to putative reverse transcriptase (AC005315) 

[Oryza sativa] gi | 6907 112 | dbj | BAA90639 . 1 | {AP001129) Similar to 

Arabidopsis thaliana chromosome II BAG F9013 genomic sequence, 

putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



37557 
77105 
16817 

OJ99102 9_13. 0120.C3.o4 .gs 

16817 

none 



Seq. ID OJ991029_13.0120.C3 
Strand 

End 25367 

Method GENSCAN 

End 18881 

Score .54 



.16817... .1:7JJ9,._182 5,6,. ,.18822, ,,18a4.6,^, 188.8 1, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
20529. .20679, 
22304. .22428 



OJ991029 13. 0120. C3 



25367 
AAT/NAP 
22428 
6356 

20722. 



.21297, 



37557 
77105 
16817 

OJ991029_13.0120.C3.o4.np 
16853 
5922631 

16853. .19370, 194 91 204 02, 
21343. .21542, 21801 22045, 

(AP000492) ESTs C26347 (C12145) ,AU078074 (C12145) correspond 
region of the predicted gene.; similar to prpol; Zea mays 
retrotransposon Cinful-1. (AF049110) [Oryza sativa] 
gi I 6016864 I dbj IBAA85207.il (AP000570) ESTs 

C26347 (C12145) ,AU078074 (C12145) correspond to a region of the 
predicted gene.; Similar. to prpol; Zea mays retrotransposon 
Cinful-1. (AF049110) [Oryza sativ 



to a 



Seq. ID 

Strand 

-End . . 

Metho^d 

End 

Score 



OJ991029_13.0120.C3 

25367 ■ . ■ _ 

-GENSCAN" '- - : " 
"25367" 

.86 • ■ " " 



22304. .2247.6, 22596 .. 22645, 



37557 
77105 

16817 : . - . . . . 

OJ99ia29_13-. 0120 . C3-Vo5 /g's - 

19408 ' ' " 
"none ' ' " ""' 

19408 .. ,19925,. 20031 .. 22084 , 

24468. .24867, 25281. .25367 

37557 
77105 
16817 

OJ99102 9_13.0120.C3.o5.np 
22047 
128857 

22047. .22076, 23206.. 23524 

NADH-PLASTOQUINONE OXIDOREDUCTASE SUBQNIT J {ORF 159) 

gi I 82539 Ipir I I S05106 hypothetical protein 159 - rice chloroplast 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991029_13.0120.C3 

25367 
AAT/NAP 
23524 
476 



37132 




gi|11987|einb|CAA33999| {X15901) ORF159 [Oryza sativa] 
gi|226608 Iprf I 1 1603356AE ORF 159 [Oryza sativa] 



Seq. No. 


37557 




Seq. ID 


OJ991029_ 


_13.0120 


.C3 


Gene No. 


77106 




Strand 








Start 


28622 




End 


36860 






Name • 


OJ991029 13. 0120. C3 


. o7 . np 


Method 


AAT/NAP 






Start 


28566 




End 


32753 






GI 


3885327 




Score 


495 






Exons 


28566. .28740, 29170 


. .29260, 


30023. .30109, 31084. 


.31139, 






31210. .31291, 32000 


. .32076, 


32648. .32753 






GI Descrip. 


(AC005623) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


37557 




Seq. ID 


OJ991029_ 


13.0120 


.C3 


Gene No. 


77106 




Strand 








Start 


28622 




End 


36860 






Name 


OJ991029 13. 0120. C3 


. o7 . gs 


Method 


GENSCAN 






Start 


28622 




End 


36860 






GI 


none 




Score 


.77 






Exons 


28622. .28740, 29170 


. .29260, 


31084 . .31139, 32648. 


.32758, 






33528. .33689, 33860 


. . 34072, 


36827. .36860 






_ Sejq....,No._J. - 


— — ^ z 

„,3J.557_,„; . 


, '■■ 


S.eq..: IJ).. 


.0.09:91.02.9, JL3...Q12.a.i:„i^ 


Gene' No. 


77107 




Strand 








Start 


39960 ■ 




End 


42537 






Name 


OJ991029 13. 0120. C3 


. o9 . gs 


Method 


GENSCAN 






Start 


39960 




End 


42537 






GI 


none 




Score 


.55 






Exons 


39960. .39963, 40408 


.40569, 


42137. .42219, 42292. 


.42537 




Seq. No. 


37557 




Seq. ID 


OJ991029_ 


13.0120 


.C3 


Gene No. 


77108 




Strand 








Start 


43094 




End 


43777 






Name 


OJ991029 13. 0120. C3 


olO . gs 


Method 


GENSCAN 






Start 


43094 




End 


43777 






GI 


none 




Score 


.92 






Exons 


43094. .43236, 43609, 


. 43777 










Seq. No. 


37557 




Seq. ID 


OJ991029_ 


.13.0120 


.C3 


Gene No. 


77109 




Strand 








Start 


53432 




End 


56667 






Name 


OJ991029 13. 0120. C3. 


ol2,gs 


. Method 


GENSCAN 






* -Start-- ■ '■ 


53432;- ' -'V'"-- ' 




- "-- End"' 


■56667"-- - 






GI 


none ' 




■ Score 


.■91"^' ' " ■ 






Exoris' ' ' 


53432 .'.'55'313', 55406; 


'.5^6667 










Seq. No. 


37557 




Seq. ID 


OJ991029_ 


13.0120 


.C3 


Gene No. 


77109 




Strand 








Start 


53432 




End 


56667 






Name 


OJ991029 13. 0120. C3. 


o9 . np 


Method 


AAT/NAP 






Start 


53435 




End 


56667 






GI 


6907089 




Score 


4114 






Exons 


53435. .55313, 55406. 


.56667 










GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 






Seq. No, 


37557 




Seq. ID 


OJ991029_ 


13.0120 


.C3 


Gene No. 


77110 




Strand 









37133 




start 


59904 








End 


63038 

\tf ^ \y ^ \J 


Name 


OJ991029 13 


. 0120 


.03. ol. 


tm 


L L. I. IV^Vii 




Start 


4144 ~ 








End 


4774 


GI 


none 








Score 


436 


Exons 


414'4 . . 4773, 


4145 


. .4774 








Seq. No. 


37557 








Seq. ID 


OJ991029_13.0120.C3 


Gene No. 


77110 








Strand 




Start 


59904 








End 


63038 


Name 


OJ991029 13 


. 0120 


.C3.ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


4258 








End 


5130 


GI 


none 








Score 


79 


Exons 


4258 . .4377, 


4399 


. . 4563, 


4471 . 


.4566, 4571. .4618, 4576. .4812, 




4834 . .4992, 


4865 


. . 5080, 


5074 . 


.5130 




Seq. No. 


37557 








Seq. ID 


OJ991029_13.0120.C3 


Gene No . 


77110 








Strand 




Start 


59904 








End 


63038 


Name 


OJ991029 13 


.0120 


.C3.01. 


tc 


Method 


TBLASTX: Cress 


Start 


4261 








End 


62324 


GI 


none 








Score 


92 


Exons * 


.._4 2_61^., . 438.0, _ 


:,4-2 62 


4372, 


4 483. 


.4 563, 4 57 0.'; 4 812, 4577 . . 4807, 




4837 5016, 


.485 3, 


,...A9_8_4;,. 


;503,6,i. 


. 5 0.92,;. J OJ 6.. .. .6,1 7^4., ..60 8.5. ......6 1 6.8„,_ 




. 6286. . 6357,' 


6287 


. . 6331, 


62238 


. . 62324 ■ 




Seq. No. 


37557 








Seq. ID 


OJ991029_13.0120.C3 


Gene No. 


77110 








Strand 




Start 


59904 








End 


63038 


Name 


OJ991029 13 


. 0120 


C3.o9. 


tw 


Method 


TBLASTX: Wheat 


Start 


4561 ~ 








End 


62324 


GI 


none 








Score 


76 


Exons 


4561 . .4611, 


4627 


.4812, 


4844 . 


.4966, 4849. .4965, 62238. .62324 


Seq. No. 


37557 








Seq. ID 


OJ991029_13.0120.C3 


Gene No. 


77110 








Strand 




Start 


-.59904 








End 


63038 


Name 


OJ991029 13 


0120 , 


C3.011 


. tm 


Method 


TBLASTX: Maize 


Start 


4834 7 








End 


5125 


GI 


none 








Score 


127 


Exons 


4834 . . 5016, 


4847 . 


. 5068, 


5027 . 


.5125 




Seq. No. 


37557. 








Seq. ID 


OJ991029_13.0120.C3 


Gene No.* ' 


- -77110 - 








Strand 




Start 


59904 ■ ' 








End' ' 


63038 ■ ■ 


Name 


'""OJ9'91 0'2 9' '13''. 


O'l 20 \ 


C3 . o6 . 


t s 


Method 


^ TBLASTX :Soybean^ " ' ''"^ ' 


-Start 


5434' ^ ■ 








End 


6322 • - 


GI 


none 








Score ' 


119 


Exons 


5434 . , 5520, 


5623 . 


.5715, 


5773 . 


.5829, 6076.. 6321, 6086.. 6322 


Seq. No. 


37557 








Seq. ID 


OJ991029_13.0120.C3 


Gene No. 


77110 








Strand 




Start 


59904 








End 


63038 


Name 


OJ991029 13. 


0120. 


C3.08. 


tm 


Method 


TBLASTX: Maize 


Start 


7525 








End 


8910 


GI 


none 








Score 


63 


Exons 


7525. .7608, 


7624. 


.7857, 


7630. 


.7824, 7951. .8109, 8491. .8673, 




8655. .8909, 


8656. 


.8910 









37134 




Seq. No. 


37557 




Seq. ID 


OJ991029__13.0120 


,C3 


Gene No. 


77110 




Strand 






Start 


59904 




End 


63038 




Name 


OJ991029 13 0120 


C3 oil tw 


Mpt hod 


TBLASTX: Wheat 




Start 


7624 ~ 




End 


8906 




GI 


none 




Score 


105 




Exons 


7624 . . 7719, 7774 


. . 7824 , 7921 


, . 7983, 8 


584. .8631, 8676. .8726, 




8721 , .8906 










Seq. No. 


37557 




Seq. ID 


OJ991029_13.0120 


.C3 


Gene No. 


77110 




Strand 






Start 


59904 




End 


63038 




Naine 


OJ991029 13 0120 


C3 ol2 tm 


Mp1" hod 


TBLASTX • Mai ze 




O UdX L 


Q1 RD ~ 
^ X O U 




Ejna 


9471 




GI 


none 




Score 


54 




Exons 


9180 9467. 9210 


9290, 9409 


. .9471 






Seq. No. 


37557 




Seq. ID 


OJ991029_13.0120 


.03 


Gene No . 


77110 




Strand 






Start 


59904 




End 


63038 




Name 


OJ991029 13 0120 


C3 ol2 tw - 


Mpt hod ■" 


TBLASTX * Whest 




,,S.t;art 


,^ .194 0 2. \ J ' Z . ----1- 




;_..Ehd \ 


.I„9.84 LIj 




GI 


none 




Score 


81 




Exons 


9402 9458, 9542 


9841, 9543 


9836 






Seq. No. 


37557 




Seq. ID 


OJ991029_13.0120 


.C3 


Gene No . 


77110 




Strand 






Start 


59904 




End 


63038 




Name 


OJ991029 13 0120 


C3 o6 tm 


Mpt* H od 


i. OJ_i.no J. . L ICl X ^ c 




Start 


9476 ~ 




End 


9859 




GI 


none 




Score 


74 




Exons 


9476 9859, 9479 


9691 9630 


. .9851 






Seq. No. 


37557 




Seq. ID 


OJ991029_13.0120 


. C3 


Gene No . 


77110 




Strand 






Start 


59904 




End 


63038 




Name 


OJ991029 13 0120 


r3 oT 0 tw 


MpI" hod 


TBLASTX: Wheat 




Start 


13666 ~ ■ 




End 


13956 




GI 


none 




Score 


213 




Exons 


13666 13956 










■Seq*. • No^ ■ 


-" '37557 




'Seq: "ID 


■ -OJ99ld29_;^B .'0121) 




Gene No , 


77110 




Strand ' 






Start ■' 


■ 59904- - - 




"End 


"63038: 




Name 


OJ991029 13.0120* 


C3\o3.tw 


Method 


TBLASTX-: Wheat . 




Start 


16829 . 




End 


52783 




GI 


none 




Score 


90 




Exons 


16829. .16966, 16952 174 4 3, 1718 1 .. 17288 , 17337 .. 17423, 






52175. .52465, 52207 524 64 , 52657 .. 52779, 52658. .52783 




Seq. No. 


37557 




Seq. ID 


OJ991029_13.0120 


.03 


Gene No. 


77110 




Strand 






Start 


59904 




End 


63038 




Name 


OJ991029 13.0120, 


C3.O10. tm 


Method 


TBLASTX: Maize 




Start 


16868 




End 


52747 




GI 


none 




Score 


98 





37135 




Exons 16868. .16969, 1 6869 16970, 1694 9 .. 17 122 , 16950 17075, 

52577. .52663, 52651 5274 6, 52664.. 52747 

Seq. No. 37557 -rSeq. ID OJ99102 9_13 . 0120 . C3 

Gene No. 77110 Strand 

Start 59904 End 63038 

Name OJ991029_13 . 0120 . C3 . ol4 . tm Method TBLASTX : Maize 

Start 17213 End 52399 

GI none Score 53 

Exons ' 17213. .17311, 17312 17392, 17323 .. 17397 , 17387 17485, 

17388. . 17486, 52127 .. 52225, 52220 .. 52303, 52319.. 52399 

Seq. No. 37557 Seq. ID OJ991029_13 . 0120 . C3 

Gene No. 77110 Strand 

Start 59904 End 63038 

Name OJ991029_13 . 0120 . C3 . o4 . tw Method TBLASTX : Wheat 

Start 17556 End 52054 

GI none Score 54 

Exons 17556. .17603, 17558 .. 17743, 17558 .. 17944 , 17634 .. 17921, 

51665. .52054, 51688 51978 , 51692.. 52054 

, Secj,;_J3p,..^_: 325,52 :-„Se.q.,„„lD 

: . ,„Ge;ae„No.:.. ._7J.lia . _si.r.and.._.- 

f2 Start ■ 59904 " ' End 63038 

IZ Name • OJ991029_13 . 0120 . C3 . o3 . tm Method TBLASTX : Maize 

:J Start 17588 End 51985 

GI none Score 218 

fy Exons 17588. .17635, 17627 .. 17950 , 17640 .. 17 927 , 51662 .. 51985, 

C3 51691.. 51972 

'^'i Seq. No. 37557 Seq. ID OJ99102 9_13 . 0120 . C3 

Gene No. 77110 Strand 

Start 59904 End 63038 

s Name OJ991029_13 . 0120 . C3 . o6 . tw Method TBLASTX : Wheat 

p Start 18248 End 51307 

%A GI none- Score 264 

^ Exons 18248. .18670, 18253 .. 18675, 18574 .-. 18678 , 5084 6 .. 50953 , 

. 50851. .50958, 50990 .. 51307 , 51016.. 51240 

C3 Seq. No. 37557 Seq. ID OJ991029_13 . 0120 . C3 

p Gene No. 77110 Strand 

•Start . - 59904 End . 63038 ■ 

* - Name '"-'- ' OJ9'9102-9_-13; 0120 .'CSvoS^. ts ' Method '' '.TBLASTX rSoyb^ 

Start ' " '"18296 ^ ' ' ' End 51253 

" Gi/" 'norie' ' . r v ■ - . -, • q-^qj^q ■ ij^q^" .- . . .- v.. 

*Exons . 18296. . 18676,' 182 98 18540, 18580 . . 18 684 , 50843 .. 5094 1, ' - ■ 

51008. .51253 • . .... 

Seq. No. . 37557 Seq. ID OJ991029_13 . 0120 . C3 

Gene No. 77110 Strand 

Start' ■ 59904 End 63038 

Name OJ991029_13 . 0120 . C3 . o8 . tw Method TBLASTX : Wheat 

Start 18679 ' End 50842 

GI none Score 74 

Exons 18679. .18960, 18680 18841, 18880 .. 1894 8 , 50075 5014 9, 
50095. .50148, 50627., 50842 



37136 



Seq. No. 37557 

Gene No. 77110 ' 

Start 59904 

Name OJ991029_13 . 0120 . C3 . o3 . ts 

Start 18910 

GI none 

Exons 18910. .19341, 18944 .. 19114 , 
49724. .50095, 49741. .49884 



Seq. ID OJ991029_13.0120.C3 
Strand 

End 63038 

Method TBLASTX : Soybean 

End 50095 

Score 47 
18997 .'.19290, 19151 .. 19294 , 



Seq. No. 37557 

Gene No. 77110 

Start 59904 

Name OJ991029_13 . 0120 . C3 . o2 . tw 

Start 18965 

GI none 

Exons 18965. .19345, 18 970 .. 1938 9, 

Seq. No. 37557 

Gene No. 77110 

Start 59904 

Name bJ9'91029_13 . 0120 . C3 . o5 . tm 

,-Start„„ _:...19Ci6X.„._.™™.:,,,. 

.,GI..,.._ .. ^none„__:^ :„ 

Exons "19063. .19446, 19064 .. 19342, 

Seq. No. 37557 

Gene No. 77110 

Start 59904 

Name OJ991029_13 . 0120 . C3 . o4 . tm 

Start 19474 

GI none 

Exons 19474. .19626, 194 84 .. 19624 , 
49292. .49561 



Seq. ID OJ991029_13.0120.C3 
Strand 

End 63038 

Method TBLASTX : Wheat 

End 50070 

Score 261 
49646. .50065, 49651. .50070 

Seq. ID OJ991029_13.0120.C3 
Strand 

End 63038 . 
Method TBLASTX: Maize 
End _ 4 9,97.2 ; 

acore J , 1 32. „ . 

49588. .49953, 49589. .49972 

Seq. ID OJ991029_13.0120.C3 
Strand 

End 63038 

Method TBLASTX: Maize 

End 49561 

Score 81 
49205. .49561, 4 9240 49551, 



Seq. No. 37557 

Gene No. 77110 

Start 59904 

Name OJ991029_13 . 0120 . C3 . ol . tw 

Start 19504 

GI none 

Exons 19504. .19626, 19505 .. 19624 , 
. . 49076.. 49537 



Seq. No, 
Gene ' No". 
Start" . 
Name 
Start 
GI 

Exons 



Seq. No, 
Gene No. 
Start 
Name 
Start 



"37557 

'77110 ■ ' " • " " ■ 

59904 ' - ■ 

OJ99102 9_13.0120.C3.o5.tw 

19679 

none 

19679. .19801, 19681. .19905, 
19963. .20136, 48424 .. 48597, 

37557 
77110 
59904 

OJ991029_13.0120.C3.o7.tw 
20767 



Seq. ID OJ991029_13.0120.C3 
Strand 

.End 63038 

Method TBLASTX: Wheat 

End 4 9537 

Score 91 
4 907 4 . .4 9250, 4 907 5. .4 9536, 



Seq. ID OJ991029_13.0120.C3 

Strand . - " ' 

End 63038 • ■ " : . ' 

Method , TBLASTX: Wheat 

End 48910 

Score 77 
19681. .19911, 19826. .19915, 
48425. .48910, 48 619. .48906 

Seq. ID OJ991029_13.0120.C3 

Strand. - 

End ■ 63038 

Method TBLASTX : Wheat 

End 4 7 686 



37137 



GI 

Exons 



none Score 4 5 

20767. .21027, 20915 21028 , 2101 6 .. 21108 , 21017 .. 21109, 

47294. .47341, 47348 4744 6, 47365.-47445, 474 13 .. 47652, 
47429. .47686 



Seq. No. 37557 

Gene No. 77110 

Start 59904 

Name OJ991029_13 . 0120 . C3 . ol3 . tm 

Start 20881 

GI none 

Exons 20881. .21135, 47299 .. 47583, 47336.. 47584 



Seq. ID OJ991029_13.0120.C3 
Strand 

End 63038 

Method TBLASTX : Mai ze 

End 47584 

Score 193 



Seq. No. 


37557 




Seq. ID 


OJ991029_13. 0120.03 


Gene No. 


77110 




Strand 




Start 


59904 




End 


63038 


Name 


OJ991029 13. 0120. C3 


. o2 . tm 


Method 


TBLASTX:Maize 


Start 


23205 




End 


23550 


GI 


none 




Score 


92 


Exons 


23205. .23309, 23206 


.23310, 


23206. .2330 


1, 23309. .23536, . 




23310. .23537, 23311 


.23550, 


23311. .2355 


0 


Seq.....No..... . 






.Se.q.,_ia.. . 


bj.9"9lolXii 


Gene No. 


77110 




Strand 




Start 


59904 


End 


63038 


Name 


OJ991029 13. 0120. C3 


o2. tc 


Method 


TBLASTX: Cress 


Start 


23212 




End 


23509 


GI 


none 




Score 


77 


Exons 


23212. .23310, 23212. 


.23301, 


23216. .23311, 23309 .. 23509, 




23310. .23507 









Seq. No. 37557 

Gene No. 77110 

Start 59904 

Name OJ991029_13 . 0120 . C3 . o2 . ts 

Start 23212 

GI none 
Exons 



Seq. ID OJ991029_13.0120.C3 
Strand 

End 63038 

Method TBLASTX : Soybean 

End 23534 

Score 66 



23212. .23310, 23212 .. 23301, 23309 .. 23518 , 23310.. 23534 



Seq. No. 37557 

Gene No. 77110 

Start 59904 

Name- ' ' OJ991029213 . 0120 . C3 .'o4 . ts - ■ 

Start 26039 

GI'*' ■ " none' ' ' ^ '' - ^ ~ - - 

Exons 



Seq. ID OJ991029_13.0120.C3 
Strand 

End . 63038 

Method '. TBLASTX: Soybean 

End. '27381 

^Scofe ■ ' 194' " ■ 



•26039. ..2 6188, 27 128 . . 27364 , 27-156. .27380, 27162 ...■27377/ 
27163. .27381 : .. . ... 



Seq. No. 37557 
Gene No. 77110 
•Start 59904 

Name OJ991029_13 . 0120 . C3 . o7 . tm 

Start 26039 
GI none 

Exons 26039. .26188, 26050^.26190, 

27166. .27381, 27 171 .. 27380 , 
27628. .27780 



Seq. ID 
Strand 
End 

Method 
End 
Score 

27143 

27597 



OJ991029 13.0120. 03 



63038 

TBLASTX: Maize 
27780 
241 

27379, 27163. .27330, 
27761, 27614. .27748, 



37138 




Seq. No. 


37557 




Seq. ID 


OJ991029 


_13.0120 


.03 


Gene No. 


77110 




Strand 








Start 


59904 




End 


63038 






Name 


OJ991029 13. 0120. C3 


. o3 . tc 


Method 


TBLASTX : 


Cress 




Start 


27166 




End 


27745 






GI 


none 




Score 


270 






Exons 


27166. .27381, 27180 


. .27380, 


27614. .27745 






Seq. No. 


37557 




Seq. ID 


OJ991029 


_13.0120 


.03 


Gene No. 


77110 




Strand 








Start 


59904 




End 


63038 






Name 


OJ991029 13. 0120. C3 


. o7 . ts 


Method 


TBLASTX : 


Soybean 




Start 


49115 




End 


49480 




GI 


none 




Score 


117 






Exons 


49115. .49339, 49346 


. .49480 










Seq. No. 


37557 




Seq. ID 


OJ991029 


13 . 0120 


.03 


Gene No. 


77110 




Strand 








Start 


59904 




End 


63038 






Name 


OJ991029 13. 0120. C3 


. o4 . gp 


Method 


AAT/GAP 






..Staxt 


„,.-59255:_ ^ • 




_^End_,.,,^ 


„.62^566 






.,Gi„.: , 


ix.i.'iioa^ 




Score, 


...16,4e_ • 






Exons 


59255. .59489, 59903 


. .60005, 


60094 . . 60234, 60493 


. . 60605, 






61488. .61539, 61773 


. . 61895, 


62220. . 62326, 62515 


. .62566 




GI Descrip. 


'6006310/dbj | BAA8477 9.il 0. 


Oe+00 (ABOl 


8443) nonphototrophic 




hypocotyl lb [Oryza 


sativa] 


1 








Seq. No. 


37557 




Seq. ID 


OJ991029 


_13.0120 


.03 


Gene No. 


77110 




Strand 








Start 


59904 




End 


63038 






Name 


OJ991029 13. 0120. C3 


ol4 . gs 


Method 


GENSCAN 






Start 


59904 




End 


62326 






GI 


none 




Score 


.94 






Exons 


59904. .60005, 60493. 


. 60605, 


60956. .60992, 61773 


. . 61895, 






62220. .62326 










.Seq. No. ' 


37557 




Seq. ID 


OJ991029_ 


_13.0120 


03 


Gene No. 


77110 




Strand 








Start 


59904 




End 


63038 






Name 


OJ991029 13.0120,03. 


ol 1 . np 


Method 


AAT/NAP 






Start 


59907 . . . 




End 


63038 






GI ■ - " 


6006310 ■ - 




Score ■ ■ 


.1000' • 






Exons- 


59907. ."66005; 60094. 


: 60234, 


6*0493. . 606 


05, 61488 


. .'61539, " 






• 61773.: 61895, 62220; 


.'62326, 


62515'.'. 6'2 570, 62911 


.'.'63038 




GI Descrip'. 


( ABOl 8 4 4 3) nonphotot rophic 


hypocotyl lb ' [Oryza sativa ] . 




Seq. No. 


37557 




Seq. ID 


OJ3.9102 9_ 


_13.0120. 


03 


Gene No. 


77110 




Strand 








Start 


59904 




End 


63038 






Name 


OJ991029 13. 0120. C3. 


o9. tm 


Method 


TBLASTX: Maize 




Start 


59928 




End 


62579 






GI 


none 




Score 


55 






Exons 


59928. .60002, 59931. 


.59990, 


59932. . 60003, 60092 


. 60235," 






60092. .60235, 60093. 


. 60236, 


60094 . . 602 


40, 60488 


.60586, 






60490. . 60585, 60584 . 


. 60637, 


61430. . 61540, 61486 


.61539, 






61756. . 61875, 61773. 


. 61871, 


62215. . 62328, 62217 


. 62330, 





37139 



62510. .62566, 62510 .. 62566, 62511.. 62579 





Seq. No. 




Gene No. 




Start 




Name 




Start 




GI 




R von s 




Seq. No. 








start 




Name 




Start 




GI 




Exons 




Seq. No, 








Start- 




Name 






m 


GI 


fii 


I4J 11 0 


iy 


Seq: No. 




Gene No . 




Start 




Name 




Start 




GI 




P von Q 




W J. W W JL 




Seq. No. 




Genp No 




Start 




Name 




Start 








F. von 








Seq. No. 




Gene No. 




Start 




Name 




Start 




GI 




Exons 




GI Descrip 



37557 
77110 
59904 

OJ991029_13. 0120.C3.o4.tc 
59931 



none 
59931. 
60490, 
61773, 



Seq. ID OJ991029_13.0120.C3 
Strand 

63038 

TBLASTX: Cress 
62579 
125 

60613, 
61869, 

61898, 62508. .62579, 62510.. 62566 



End 

Method 

End 

Score 



60005, 60094. .60240, 60095 .. 60235, 60488, 
60636, 61484. .61540, 61486 .. 61539, 61762, 



37558 
77111 
84 

OJ99102 9_13.0120.C4.ol.gs 
84 

none 
84 . .293 

37559 

„7 7 1 1.2. „ . , 

.228 . 

OJ991029_13.0120.C5.ol.gs 

228 

none 

228. . 686 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

.Strand_. 



OJ991029_13.0120.C4 
+ 

293 

GENSCAN 

293 

.64 



OJ991029 13. 0120. C5 



.End 
Method 
End 
Score' 



37559 Seq. ID 

77112 Strand 

228 End 691 

OJ991029_13 . 0120 . 05 . ol , np Method AAT/NAP 

240 End 691 

5803259 Score 528 
240. .691 

(AP000399) hypothetical protein [Oryza sativa] 



.,631 . 

GENSCAN' 

686 

.92 



OJ991029 13. 0120. C5 



37560 Seq. ID 

77113 Strand 
1 End 
OJ99102 9_13.0120.C6.ol.gp Method 
1 . • . . End 

LIB3434-04 1-P1-K1-A12 ' "V Score'" " 

1. .2 90 * ' • *. " ' • ' 

'2864613/embjCAA16960| 7:0e-26 {AL021811) S-receptor kinase 
-like protein [Arabidopsis -thaliana] >gi_4 04 9333_emb__CAA22558 . 1_ 
(AL034567) S-receptor kinase-like protein [Arabidopsis 
thaliana] ' 



OJ991029_13.0120.C6 

+ ■ 
500 

AAT/GAP 
290 . . 

531 " • • 



37560 Seq. ID 

77113 Strand 

1 End 
OJ991029_13.0120.C6.ol.np ' Method 

1 End 

2864613 Score 
1. . 500 

(AL021811) S-receptor kinase -like protein [Arabidopsis 



OJ991029_13.0120.C6 
+ 

500 

AAT/NAP 
500 
189 



37140 




thaliana] gi | 4 04 9333 | emb | CAA22558 . 1 | (AL034567) S-receptor 
kinase-like protein [Arabidopsis thaliana] 



Seq. No. 


• 37560 




Seq. ID 


OJ991029_13.0120. 


Gene No. 


77113 




Strand 


-f 


Start 


1 




End 


500 


Name 


OJ991029 13.0120.C6.ol.tm 




Method 


TBLASTX: Maize 


Start 


1 




End 


464 


GI 


none 




Score 


87 


Exons 


1..54, 2. .58, 51. .464, 53. 


.154, 165. .383, 239. .463 


Seq. No. 


37560 




Seq. ID 


OJ991029_13.0120. 


Gene No. 


77113 




Strand 


+ 


Start 


1 




End 


500 


Name 


OJ991029 13.0120.C6.ol.ts 




Method 


TBLASTX: Soybean 


Start 


2 




End 


449 


GI 


none 




Score 


50 


Exons 


2. .40, 54. .209, 237. .350, 


324 


. .449 




Seq. No. 


37560 




Seq. ID 


OJ991029_13.0120. 


Gene No. 


77113 




Strand 




„„SJb,ar£ 







..„En,d_ 


500 : . . 


..Name.:.., _ _ 


oas9£bz9-.ii.;.ni2n...c,6„.:oj ..gs„. 




.,MeJ:.hQd 


.„gensca'r:.' :i ■ . . 


Start 


"44 




End 


4 61 


GI 


none 




Score 


. 4 


Exons 


44 . .461 








Seq. No. 


37561 




Seq. ID 


OJ991029 13.0120. 


Gene No. 


77114 




Strand 


+ 


Start 


1 




End 


606 


Name 


OJ991029 13.0120.C7.ol.np 




Method 


AAT/NAP 


Start 


1 




End 


606 


GI 


5042454 




Score 


300 


Exons 


1..115, 456. .606 








GI Descrip. 


{AC007789) putative polyprotein [Oryza 


sativa] 


Seq. No. 


37561 




Seq. ID 


OJ991029_13.0120.^ 


Gene No. 


77115 




Strand 




Start 


99 




End 


178 


Name 


OJ991029 13.0120.C7.ol.gs 




Method 


GENSCAN 


Start 


99 • 




End 


178 


GI . 


none 




Score 


.51 


■ Exons'' 


• ' 99. ays' " • 








Seq . No . 


37562 " 




Seq. ID ■ 


"OJ9"9li09_;i3. 0131.1 


Gene* No. 


- 77116 ■ ■ 




Strand 




Start 


.400- 




End 


95.8- " . . • . 


Name 


OJ991109 13.0131.Cl.ol.gp 




Method * 


AAT/GAP 


■ Start 


400 




End 


958 


GI 


31070 1.R1084 




Score 


643 


Exons 


400. .503, 701. .958 








GI Descrip. 


'5852182/emb|CAB55420. 1 | 9 


.Oe- 


■13 (AL117265) 2hb0012.1 [0: 




sativa] * 








Seq. No. 


37562 




Seq. ID 


OJ991109_13.0131.( 


Gene No. 


77116 




Strand 




Start 


400 




End 


958 



37141 



Name 


OJ991109 13. 0131. CI 


. ol . gs 


Method 


GENSOAN 






Start 


409 




End 


779 






GI 


none 




Score 


.54 






Exons 


409.. 503, 701.. -779 












Seq. No. 


37563 




Seq. ID 


OJ991109_13 


.0131 


.02 


Gene No . 


/ /117 




Strand 


+ 






Start 


140 




End 


493 






Name 


OJ991109 13.0131.02 


. ol . gs 


Method 


GENSOAN 






Start 


140 




End 


493 






GI 


none 




Score 


.95 






Exons 


140. .493 












Seq. No. 


37563 




Seq. ID 


OJ991109_13 


.0131 


.02 


Gene No. 


77118 




Strand 








Start 


1 




End 


1305 






Name 


OJ991109 13. 0131. C2 


. ol . np 


Method 


AAT/NAP 






Start 


1 




End 


1305 






GI 


5777617 




Score 


69 






Exons 


1. .104, 1276. .1305 












GI Descrip. 


{AJ245900) CAA30375 


. 1 protein [Oryza sativa] 






.Seq,..'' No,.._ 


37.5.63.^.-,,:,. 




,„...Seq.."..;ip... 


. „Q j 9 9. 1 J Q.9. :X 3^. OX 21 ...G 2 ' 


Gene No . 


77119 




Strand 








Start 


3533 




End 


3798 






Name 


OJ991109 13. 0131. C2 


, o2 . gs 


Method 


GENSOAN 






Start 


3533 


End 


3706 






GI 


none 




Score 


.53 






Exons 


3533. .3706 












Seq. No. 


37563 




Seq. ID 


OJ991109_13 


0131 


.02 


Gene No. 


77119 




Strand 








o L.a.r L 






End 


3798 






Name 


OJ991109 13. 0131. C2 


o2 . np 


Method 


AAT/NAP 






Start 


3536 


End 


3798 






GI 


6522916 




Score 


269 






Exons 


3536. .3798 












GI Descrip. 


(AL132978) putative 


protein 


[Arabidops 


is thaliana] 






Seq. No. 


37564 




Seq. ID 


OJ991109_13. 


0131 


03 


Gene No . 


f / IZU 




Strand 


+ 






Start 


37 , 




End . . 


504 . . , . . 






Naine " ' " " 


■ Ocf991i09 13 . 0131 ;'C3 ; 


oi . gs " ■ 


Method ' ' 


"GENSOAN 






Start 


37 




End 


504 ■ ' ' 






GI * ' 


none 




Score 


\96 " ■.' " 






Exons 


37. .504 - . . - 












Seq. No. 


. 37564 




Seq. ID 


OJ991109_13. 


0131. 


03 


Gene No. 


.77121 




Strand 








o u ar 


1 




End 


518 






Name 


OJ991109 13. 0131. 03. 


ol . np 


Method 


AAT/NAP 






Start 


1 




End 


518 






GI 


6522916 




■ Score 


433 






Exons 


1. .518 












GI Descrip. 


(AL132978) putative 


protein 


[Arabidopsis thaliana] 






Seq. No. 


37564 




Seq. ID 


OJ991109_13. 


0131. 


03 



37142 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No, 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



77121 
1 

OJ991109_13.0131.C3.ol.ts 
3 

4292932 

3. .191, 10. .192 
4468990/emb_CAB38304_ 5.0e-15 
[Arabidopsis thaliana] 

37565 
77122 
112 

OJ991109_13.0131.C4 .ol .gs 
112 
none 

112. .238, 244. .384 



Strand 
End 

Method 

End 

Score 



518 

TBLASTX: Soybean 

192 

143 



(AL035605) putative protein 



Seq. ID OJ991109_13.0131.C4 

Strand 

End 384 

Method GENSCAN 

End 384 

Score .46 



Seq. No. 37566 

Gene No. 77123 

Start 577 

Name OJ991109_13 . 0131 . C5 . ol . gs 

.Starts ,.57 7, ™_ 

.G,I_. , . ,_.nQne_ J ^ 1^ 

Exons 577. .647, 807 . . 904 , 952 . . 107 9 



Seq. ID 
Strand 
End . 
Method 

_End , 

Score 



OJ991109_13.0131.C5 
+ 

1079 
GENSCAN 
.1079 . 



Seq. No. 37567 Seq. ID 

Gene No. 77124 Strand 

Start 608 End 

Name OJ991109_13 . 0131 .06 . ol . gs Method 

Start 608 End 

GI none Score 

Exons 608.. 1090 



OJ991109_13.0131.C6 
+ 

1090 
GENSCAN 
1090 
.41 



Seq. No. 37568 Seq. ID 

Gene No. 77125 Strand 

Start 1127 End 

Name OJ991109_13 . 0131 . C7 . ol . gs Method 

Start 1127 End 

GI none Score 

Exons 1127.. 1287, 1942.. 2041 



OJ991109_13.0131.C7 
-f 

2041 
GENSCAN 
2041 
.43 ' 



Seq. No.. , 37568 _ . . ■ / ■ Seq. ID 

'Gene NoV' 77 126 • ' ' - ■ - • - ■ ■ : * strand ' ' 

Start '3358 ^ End 

Name • O'J99110'9_13 . 0131 . C7'.' ol . gp ' "Method- 
Start 316*8 - ' End . ' 
GI 3762652 Score 

Exons 3168.. 3474,' 3574.. 3596 



OJ991109_13,013L;C7 
4 923 

AAT/GAP ' • 
3596 ' - 
614 



Seq. No. 37568 

Gene No. 77126 

Start 3358 

Name OJ991109_13 . 0131 . C7 . o2 . gs 

Start 3358 

GI none 

Exons 3358.. 3438, 3574.. 3981, 4525. 



OJ991109_13.0131.C7 

4923 
GENSCAN 
4923 
.7 

,4568, 4669. .4804, 4903. .4923 



Seq. ID 

Strand 

End 

Method 

End 

Score 



37143 



Seq. No. 37568 Seq. ID 

Gene No. 77126 Strand 

Start 3358 End 

Name . OJ991109_13 . 0131 . C7 . o2 . gp Method 

Start 3643 End 

GI none Score 

Exons 3643.. 4009 



OJ991109_13.0131.C7 

4923 
AAT/GAP 
4009 
707 



Seq. No. 37569 Seq. ID 

Gene No. 77127 Strand 

Start 77 End • 

Name OJ991109_13 . 0131 .C8.ol.gs Method 

Start 77 End 

GI none Score 

Exons 77.. 220, 358.-724 



OJ991109_13.0131.C8 
+ 

724 

GENSCAN 

724 

.57 



Seq. No. 37570 Seq. ID 

Gene No. 77128 Strand 

Start 113 End 

Name OJ991109_13 . 0131 . 09 . ol . gs Method 

Start 113 End 

I , none_ _ ^; Scpre ■ 

.Exansu, 1 13 ... 2Q.9:.. .11* I: J:.' .. . .lll'T" 7 '7... 



OJ991109_13.0131.C9 
+ 

209 

GENSCAN 
209 

■..86. ,. . ■ 



Seq. No. 37571 Seq. ID 

Gene No. 77129 Strand 

Start 275 End 

Name OJ991109_13 . 0131 . CIO . ol . gs Method 

Start 275 End 

GI none Score 

Exons 275.. 348, 984.. 1119 



OJ991109_13. 0131. CIO 
+ 

1119 
GENSCAN 
1119 
.41 



Seq. No. 37572 Seq. ID 

Gene No. 77130 Strand 

Start 934 End 

Name OJ991109_13 . 0131 . Cll . ol . gs Method 

Start 934 End 

GI none Score 

Exons 934 . .2484 



OJ991109_13.0131.C11 

2499 
GENSCAN 
2484 
.98 



Seq. No. 37572 Seq. ID OJ991109_13 . 0131 . Cll 

Gene. No. 77130 ; - -i Strand' — . . 

•■start"--' '934' '" ''^ ■ - ■ "-'End 24 99 " 

Name,' OJ991109_13 . 0131 . Cll. ol . np ' Method AAT/NAP 

Start ' ■ 937 " ' " ' " End " '2499 ' ' ' 

GI 3004555 ' ' • Score 1033 

Exons ■ 937 . .2499 

GI Descrip. (AC003673) putative salt-inducible protein [Arabidopsis 
thaliana] 



Seq. No. 37572 Seq. ID 

Gene No, 77130 Strand 

Start 934 End 

Name ■6j991109_13 . 0131 . Cll . ol . tc Method 

Start 1012 End 

GI none Score 
Exons 



OJ991109_13. 0131. Cll 
24 99 

TBLASTX: Cress 

2499 

60 



1012. .1248, 1033.. 1353, 112.9. .1458, 1143.. 1289, 1190.. 1372, 



37144 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



.aeq.. . No.. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 



1234. .1500, 1378. .1434, 1621. .1854, 1666. .1986, 1768. .2076, 
1864, .2175, 2074. .2391, 2185. .2496, 2290. .2499, 2389. .2499 



37572 
77130 
934 

OJ991109_13.0131.Cll.ol. tm 

1033 

none 



Seq. ID OJ991109_13.0131.C11 
Strand 

End 2499 

Method TBLASTX : Mai ze 

End 2499 

Score 375 



1033. .1371, 1138. .1458, 1239. .1583, 1240. .1581, 1392. .1589, 
1690. .1983, 1768. .2091, 1975. .2169, 2188. .2499 



37572 
77130 
934 

OJ991109_13.0131.Cll.ol.ts 
1033 
none 

1033. . 1434, 1036. . 1254, 
1288.. 1626, 1390.. 1887, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991109 13.0131.C11 



2499 

TBLASTX: Soybean 
2499 
358 

104 8. .1356, 1075. .1401, 1183. .15 60, 
1621. .2052, 1808. .2305, 1808. .2155, 



1810. .2307, 1921. .2406, 2023. .2487, 2039. .2419, 2125. .2499 



■ 3.7 5 J 3. . 



77131 
471 

OJ991109_13.0131.C12.ol.gs 

471 

none 



Strand 
End 

Method 

End 

Score 



+ 

2267 
GENSCAN 
2267 
.53 



471. .764, 791. -.937, 1918. .1999, 2095. .2267 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq-.- No. 

Gene No'. 

Start 

Name 

Start 

GI 

Exons 



37573 Seq. ID 

77132 Strand 
3556 End 
OJ991109_13. 0131.C12.ol.np Method 
3529 End 
416731 Score 
3529.. 4001, 4945.. 5005 

POLLEN SPECIFIC PROTEIN C13 PRECURSOR gi | 82 655 | pir | IJQ1107 18. 3K 
protein precursor, pollen - maize gi|255569|bbs|113677(S44171) 
pollen specific protein [Zea mays=corn. Peptide, 170 aa] [Zea 
mays] gi I 1588669 | prf | | 2209273A Zml3 [Zea mays] 



OJ991109_13.0131.C12 
+ 

5447 
AAT/NAP 
5005 
272 



"37573 " - ■ -"'-Seq'-^ID 

77132 'Strand 

3555 ' •-■ ■ ' - End 
OJ991109_13.0131.C12.o2.g.s Method 

3556 . ■ . End 
none Score 
3556. ,4062 



OJ9911.09_;13 . 013.1TC12- 

54 4 7 ■ ■ ' ' ' ■ 

GENSCAN . 
4 0.62 
. 6 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



37573 
77132 
3556 

OJ991109_13.0131.C12.ol.tm 

3627 

none 



Seq. ID OJ991109 13.0131.C12 



Strand 
End 

Method 

End 

Score 



+ 

5447 

TBLASTX: Maize 

3951 

267 



3627, .3827, 3628. ,3828, 3822. .3950, 3829. .3951 



.37145 




Seq. No. 


37573 






Seq, ID 


OJ991109_13.0131 


.C12 


Gene No . 


77132 






Strand 


+ 




Start 


3556 






End 


5447 




Name 


OJ991109 13. 0131 .C12 .o3 


. QS 




Method 


GEN SCAN 




Start 


4530 ~ 






End 


5447 




GI 


none 






Score 


. 92 




Exons 


4530. .4923, 5428. .5447 












Seq. No, 


37573 






Seq. ID 


OJ991109_13.0131 


.C12 


Gene No. 


77132 






Strand 


+ 




Start 


3556 






End 


5447 




Name 


OJ991109 13.0131.C12.ol 


• gp 




Method 


AAT/GAP 




Start 


4933 






End 


5150 




GI 


uC-osroM202025g03al 






Score 


323 




Exons 


4933. .5150 












GI Descrip, 


M835767/gb|AAD30234,l|AC007202 16 7.0e-17 (AC007202) T8K14.16 




r Arab i don <5 i th;5lian3l * 












Seq. No. 


37574 






Seq, ID 


OJ991109_13.0131 


.C13 


Gene No . 


77133 






Strand 


+ 




, Start 


- _.92^_ „ ... 








231 




Name . . 


. 0 J9 9.1, LO 9. A 3 ..,0 1 31 ..C13.. o 1 , 


.;gs. 




Method . . 


GEINSCAN..::., 




Start 


'92 






End 


231 




GI 


none 






Score 


.85 




Exons 


92. .231 












Seq. No. 


37575 






Seq. ID 


OJ991109_13.0131, 


;C14 


Gene No . 


77134 






Strand 


+ 




Start 


2995 






End 


3111 




Name 


OJ991109 13.0131.C14.ol. 


.gs 




Method 


GENSCAN 




Start 


2995 






End 


3111 




GI. 


none 






Score 


.49 




Exons 


2995. .3111 












Seq. No. 


37575 






Seq. ID 


OJ991109_13.0131, 


.C14 


Gene No. 


77135 






Strand 


+ 




Start 


8444 






End 


11656 




Name 


OJ991109 13.0131.C14.o4. 


,gs 




Method 


GENSCAN 




Start 


8444 






End 


11656 




GI 


none 






Score 


.77 




Exons 


-8444 r. 8546, 8658.. . 9285, 


948 


8. 


.9602, 9670.. 9861, 9932.. 9990, 




' ■ 1 0 2 70 : - .-1 0 77 1 7 10 9 1 4.'. • / 1 1-02 8 / 


-1113-9/ /1 1656- • — - 'r--'--'-- 




Seq, No.' 


■■"37575' " ' - ■ - ' 






Seq". 'ID 


" OJ991109_13."dl31. 


:ci4 " 


Gene No. 


77135 






Strand 


+ ' ^ 




Start 


8444 






■ End - 


11656 . . 




Name 


OJ991109 13.0131,C14,o2. 


np 




Method. 


AAT/NAP 




Start 


9606 






End 


10813 




GI 


6721561 






Score 


1199 




Exons 


9606.. 9861, 9932.. 9990, 


10048, 


. .10813 






GI Descrip, 


{AP001073) EST AU082058 ( 


;C12976) corresponds to a region 


of the 




predicted gene.; hypothetical 


protein 


[Oryza sativa] 






gii 681508 6 Idbj IBAA90372. 


11 


(AP001081) 


EST AU082058 (C12976) ' 



corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



37575 
77136 
17003 

OJ991109_13.0131.C14,o6.np 

17003 

6721512 



Seq. ID OJ991109_13.0131,C14 



Strand 
End 

Method 

End 

Score 



+ 

20325 .. 
AAT/NAP 
20325 
94 



17003. .17024, 18604 . .18709, 18737 18903 , 20291. .20325 
(AP001072) hypothetical protein [Oryza sativa] 



Seq. No. 37575 

Gene No. 77137 

Start 21386 

Name OJ991109_13 . 0131 . C14 . o6 . gs 

Start 21386 

GI none 

Exons 21386. .21398, 21501 21532, 22253.. 22396 



Seq. ID OJ991109 13.0131.C14 



Strand 
End 

Method 

End 

Score 



22396 
GENSCAN 
22396 
.48 



Seq. No. 37575 Seq. ID 

Gene No. 77138 Strand 

Start 23799 End 

Name OJ991109_13 . 0131 . C14 . ol . gp Method 

-Start_.:„„ ;_237 3a ...... ; ; End 

..GI . .....J l-rione , ^core 

Exons * 23738. .24109 



OJ991109_13.0131.C14 
+ 

24680 
AAT/GAP 

. 241Aa ^ ,., 

: 



Seq. No. 37575 Seq. ID OJ991109_ 

Gene No. 77138 Strand + 

Start 23799 End 24680 

Name OJ991109_13 . 0131 . C14 . o7 . gs Method GENSCAN 

Start 23799 End 24680 

GI none Score . 73 

Exons 23799. .24680 



13.0131.C14 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



37575 
77139 
3901 

OJ991109_13, 
3895 
2511546 
3895. .4485, 



0131.C14 .ol.np 



5574. .5618 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991109_13,0131.C14 

5618 

AAT/NAP 

5618 

180 . • 



(AF022658) putative c2h2 zinc finger transcription factor 
[Arabidopsis thaliana] . • . . • 



Seq.' No. 


37575 


Seq! ID" 


OJ991109 


Gene No." ' 


■ - 77139: • V ' - - 


Strand 




Start ' ■ 


: 3901. 


End . 


5618 


Name 


OJ991109 13.0131.C14.o2.gs 


Method 


GENSCAN. 


Start 


3901 


End 


4446 


GI 


none 


Score 


1 


Exons 


3901. .4446 







Seq. No. 


37575 


Seq. ID 


OJ991109 


Gene No. 


77140 


Strand 




Start 


5568 


End 


6563 


Name 


OJ991109 13.0131.C14.o3.gs 


Method 


GENSCAN 


Start 


5568 


End 


6563 


GI 


none 


Score 


. 61 



37147 



Exons 


5568. .5663, 6330. .6448, 6488. .6563 




Seq. No. 


. 37575 




Seq, ID 


OJ991109 13 0131 


Gene No. 


77141 




Strand 




Start 


12294 




End 


19384 


Name 


OJ991109 13.0131.C14 


. o3 . np 


Method 


AAT/NAP 


Start 


12272 




End 


15393 


GI 


5902445 




Score 


3018 


Exons 


12272. .13561, 13601. 


. 15393 






GI Descrip. 


(AB030283) GAG-POL precursor [Oryza sativa] 


Seq. No. 


37575 




Seq. ID 


OJ991109_13.0131 


Gene No. 


77141 




Strand 




Start 


12294 




End 


19384 


Name 


OJ991109 13.0131.C14 


. o3 . tw 


Method 


TBLASTX: Wheat 


Start 


12294 




End 


12887 


GI 


none 




Score 


66 


Exons 


12294. .12407, 12299. 


.12412, 


12516. .12887, 12634. .12741 


Sea No 


37575 




Seq. ID 


OJ991109_13.0131 


Gene No. 


77141 




Strand 




Start , 


_ 12294 _ .„ 




End, 


,.19384 




...Qa9.aU0.9„1.3,. Q131..c:L4,..o5,. gs- 


Metho.d„.., 


..G.ENSCAN 


Start 


12294 




End 


18662 


GI 






Score 


.45 


Exon s 




14 710 


14810. .15402, 15571. .16137, 




JLOXO / • .-LDODX, XDDOD. 


± O \j \J ^ 






Seq. No. 


37575 




Seq. ID 


OJ991109_i3.0131 


Gene No. 


77141 




Strand 




Start 


12294 




End 


19384 


Name 


OJ991109 13.0131.C14, 


o6 , tw 


Method 


TBLASTX: Wheat 


Start 


13014 




End 


13398 


GI 


none 




Score 


98 


Exons 


13014. ,13166, 13015. . 


13164, 


13189. .13398, 13193.. 13390 


Seq. No. 


37575 




Seq. ID 


OJ991109_13.0131 


Gene No. 


77141 




Strand 




Start 


12294 • . 




End 


19384 . 


Name 


OJ991109 13.0131.C14. 


o3 . tm 


Method 


TBLASTX: Maize 


Start 


13093 




End 


13398 


GI'- 


none 




Score 


62 


Exons . ' " " 


7 ;i 3d 93; r-:-1317 6,'* -13101 ; 


13i72,- 


i3183v.-r3398-, - 132i.l . vi3366" 


Seq." No. 


"■ 37575 ■ ■ ■ ' " 




" Seq: 'ID 


"OJ991109'_13 '. 0131 


Gene No. 


-77141 




Strand 




Start 


12294 ■ 




End 


. 19384- 


Name 


OJ991109 13.0131.C14. 


o5.tw 


Method 


TBLASTX: Wheat 


Start 


13900 




End 


14308 


GI 


none 




Score 


101 


Exon 


13900. .14067, 14081.. 


14308, 


14083. . 14307 


Seq. No. 


37575 




Seq. ID 


OJ991109_13'. 0131. 


Gene No. 


77141 




Strand 




Start 


12294 




End 


19384 


Name 


OJ991109 13.0131.C14. 


ol. ts 


Method 


TBLASTX: Soybean 


Start 


14398 




End 


14823 



37148 



ox 


none 






P von ^ 


14398. , 


14823, 14639. 


1 4 7 Q1 


Seq. No. 


37575 






Gene No. 


77141 






Start 


12294 






Nsme 


OJ991109 13.0131.C14 


. . tw 




14453 








none 






P von ^ 


14453. . 


14830, 14455. 


1 4 ft 7 7 

. X 1 O / f f 


Seq. No. 


37575 






Gene No. 


77141 






O L. d J- L. 


12294 






Name 


OJ991109 13.0131.C14 


o 9 -hm 
• O^ . LIU 


O Cell- 


14551 






\3 J. 


none 






W von Q 


14551. . 


14934, 14552. 


1 4 ft ID 
. X 4 O O U 


Seq. No. 


37 575 , 






Gene No. 


77141 








.._12294„. 






..J^artie . , . ^. 


. , ,.0 J.9 9I1.0.9^„1.3,. aill . £ 1 4.. 


..ox. tm- ... 




14962' 








none 






von c 


14962. . 


15318, 14990. 


. X 3 D , 


Seq. No. 


. 37575 






Gene No. 


77141 






O L Cl. 1. L. 


" 12294 






Name 


OJ991109 13.0131.C14 


. ol . tw 




14993 






O J. 


none 






EjXons 


14993. . 


15448, 14994. 


1 CO -DO 


Seq, No. 


37575 






Gene No. 


77141 








12294 






Name 


. OJ9911G9 13.0131.C14 


. OZ . L S 


o u a -L i_ 


15043 








none 






Exons . 


15043. . 


15177, 15184. 


1 R /I n Q - 

. 1 0 4 U O 


Q o o * M o ' 


■ 37575 






Gene No 


■'77141 






Start ' 


12294 








OJ991109 13.0131.C14 


o4 . np 




15460 






5902444 






Exons 


15460. . 


17109, 17296. 


17570, 


kji uescnp. 


(AB0302 


83) GAG-POL precursor 


Seq. No. 


37575 






Gene No. 


77141 






Start 


12294 






Name 


OJ991109 13.0131.C14 


o4 . tw 


Start 


15640 







Score 



85 



Seq. ID OJ991109_13.0131.C14 
Strand 

End 19384 

Method TBLASTX : Wheat 

End 14877 

Score 287 



Seq. ID OJ991109_13.0131.C14 
Strand 

End 19384 

Method TBLASTX : Maize 

End 14934 

Score 129 



Seq, ID OJ991109_13.0131.C14 
Strand 

. ... „1 93.8.4.., 



-End 
..Method 

End 

Score 



.XBLASTX:.Malze„..., 

15318 
211 



Seq. ID OJ991109_13.0131.C14 
Strand 

End 19384 

Method TBLASTX : Wheat 

End 15448 

Score 391 



Seq. ID OJ991109_13.0131.C14 
Strand 

End 19384 

Method TBLASTX: Soybean 

End 15408 

Score 110 



Seq. ID OJ991109_r3'.bl3l.C14 
Strand 

End 19384 ' ■ 

Method AAT/NAP 

End 19384 

Score 1015 



Seq. ID OJ991109_13.0131.C14 
Strand 

End 19384 

Method TBLASTX : Wheat 

End 16095 



37149 



GI 


none 




Score 


126 


Exons 


15640. .15876, 15650 


15874 , 


15913. .16095, 15914 


Seq. No. 


37575 




Seq. ID 


OJ991109 


Gene No. 


77141 




Strand 




Start 


12294 




End 


19384 


Name 


OJ991109 13.0131.C14. 


o7 . tw 


Method 


TBLASTX : 


Start 


16725 ~ 




End 


17123 


GI 


none 




Score 


71 


Rxons 


16725 17000 16764 


16916, 


16774 . . 16953, 16959 




17011.. 17061, 17073.. 


17123 






Seq. No. 


37575 




Seq. ID 


OJ991109 


Gene No. 


77141 




Strand 




Start 


12294 




End 


19384 


Name 


OJ991109 13.0131.C14. 


o4 . tin 


Method 


TBLASTX :] 


Start 


16839 




End 


17078 


GI 


none 




Score 


189 


Exons 


16839 17078 








Seq. No. 


37576 




Seq. ID 


OJ991109 


..Gene.. No.,. ^ 


;„..77142. 


— 


_ SJtr.and^_ 




St.art.„ 


__2Q8 




:^.„End . 


..68,2 .., \.Z 


Name 


dj991109 13 0131 CIS 


o 1 . q s 


Method 


GENSCAN 


Start 


208 ~ 




End 


682 


GI 


none 




Score 


. 83 


Exons 

i_J ^\ 1 1 ^ 


208 350 515 68? 








Seq, No. 


37577 




Seq. ID 


OJ991109_ 


Gene No. 


77143 




Strand 


+ 


Start 


1 




End 


3824 


Name 


OJ991109 13 0131 C16 


o3 . np 


Method 


AAT/NAP 


Start 


1 ~ 




End 


3824 


GI 


5777623 




Score 


981 


Exons 


1 321 570 730 911 


. .1417 


, 2776.. 302 


5 3803 


VJ J_ ^ O > — J U k,/ . 


fAJ?4S9n01 rAA^0?711 

\ r^Lj ^ ^ ^ ^ \j \j } v^/T-ru w J / X J. * 


1 protein [Oryza 


O Cl -L V CL j 


Seq. No. 


31511 ' 




■ Seq. ID 


OJ991l69_ 


Gene No. 


77144 




Strand 




Start 


1 




End 


3824 


Name 


OJ991109 13.0131.C16. 


ol . np 


Method 


AAT/NAP 


Start 


- 1 




End . 


1671 


'GI ■ 


6907086- - : - 




: - -Score 


■14 li;--;- 


Ex on 


"1'. .201, '316. : 436, '687 


. .856, 


917. . 1671 




GI Descrio. 


■' (APOOll'29) hypotHetical protein [dryza 


sativa] ' 


Seq. No. 


37577 




Seq. ID 


OJ991109_ 


Gene No. 


77144' 




Strand 




Start 


1 




End 


3824 ■ 


Name 


OJ991109 13.0131.C16. 


ol . gs 


Method 


GENSCAN 


Start 


321 




End 


588 


GI 


none 




Score 


. 95 


Exons 


321. .588" 








Seq. No. 


37577 




Seq. ID 


OJ991109_ 


Gene No. 


77144 




Strand 




Start 


1 




End 


3824 



37150 




Name OJ991109_13 . 0131 . C16 . o2 . np Method AAT/NAP 

Start 325 End 1671 

GI 6907086 Score 1280 

Exons 325.. 436, 687.. 856, 917.. 1671 

GI Descrip. (AP001129) hypothetical protein [Oryza sativa] 

Seq. No. 37577 Seq. ID OJ991109_13 . 0131 . C16 

Gene No. 77144 Strand 

Start 1 End 3824 

Name OJ991109_13 . 0131 . C16 . o2 . gs Method GENSCAN 

Start 897 End 3236 

GI none Score .88 

Exons 897.. 1446, 2127.. 2390, 2893.. 2976, 3166.. 3236 

Seq. No. 37577 Seq. ID OJ991109_13 . 0131 . C16 

Gene No. 77144 Strand 

Start 1 End 3824 

Name OJ991109_13 . 0131 . C16 . o4 . np Method AAT/NAP 

Start 2919 End 3824 

GI 4680186 Score 182 

Exons 2919.. 3340, 3736. .3824 ' ..... 

, jG I„ De s cxiR.J I AF 1 1 1.7 0 9J_ un kn<awn.. j;.Oxy^_a^^^ : i ndi,c.a L: . :. . ~ ' .:: . 



Seq. No. 37578 Seq. ID OJ991 109_13 . 0131 . C17 

Gene No. , 77145 Strand 

Start 724 End 3804 

Name OJ991109_13 . 0131 . C17 . ol . gs Method GENSCAN 

Start 724 End 3743 

GI none Score .77 

Exons 724. .857, 1164. .1463, 1540. .1647, 2373. .2419, 2557. .2583, ' 
2662. .2799, 2865. .2960, 3732. .3743 

Seq. No. 37578 Seq. ID OJ991109_13 . 0131 . C17 

Gene No. 77145 Strand 

Start 724 End 3804 

Name OJ991109_13 . 0131 . C17 . ol . gp Method AAT/GAP 

Start • 1997 End 2802 

GI 70101_1.R1084 Score 903 

Exons 1997.. 2232, 2373.. 2419, 2499.. 2583, 2662.. 2802 

GI- Descrip. ' 4 6801 92/gb | AAD27557 . 1 | AF1117 10_3 2.0e-09 (AF111710) 
hypothetical protein [Oryza sativa subsp. indica] ' 



•3eq\'""No-. - - ' 37578 " " 7 '-'V- Seq:'"^ -aJ99liO9^13. 013lTC];7' . 

Gene No. . *' 77145 " *. Strand - ' * ' ' 

Start ■ 724 ' ' " ' End ■ 3804 

Name .. . OJ991 109_13 . 0131 . C17 . ol . tc Method ' TBLASTX : Cress 

Start 2077 '4 . • . End .3804 ■ - 

GI none Score 67 

Exons 2077. .2199, 2084. .2200, 2373. .2423, 2374. .2421, 2656. .2811, 

2666. .2800, 2864. .2956, 2865. .2978, 2866. .2982, 2882. .2980, 

3403. ,3504, 3410. .3505, 3577. .3657, 3733. .3804, 3734. .3802 

Seq. No. 37578 ^ Seq. ID OJ99ll09_13 . 0131 . C17 

Gene No. 77145 Strand 

Start 724 End 3804 

Name OJ991109__13 . 0131 . C17 . ol . tm Method TBLASTX : Maize 

Start 2089 End 3490 



37151 



GI 

Exons 



none 

2089,-2235, 2090. .2233, 2291. 
2489.-2584, 2497. .2583, 2656. 
2665.. 2805, 2864-. 2980, '2865. 
3404. ,3490 



Score 204 

.2359, 2364, ,2423, 2371, ,2421, 

.2802, 2663. .2800, 2664. .2807, 

.2978, 3402. .3488, 3403. .3489, 



Seq. No. 37578 
Gene No. 77145 
Start 724 

Name OJ991109_13 . 0131 . C17 . ol . ts 

Start 2089 
GI none 

Exons 2089.. 2226, 2090.. 2212, 2371. 

2497. .2583, 2644. .2808, 2666, 
3403. .3486, 3410. .3484 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991109 13.0131.C17 



3804 

TBLASTX: Soybean 
3486 
127 

2421, 2373. .2423, 2489. .2578, 
2800, 2865. .2978, 2866. .2982, 





Seq. No. 


37578 




Seq. ID 


OJ991109_13.0131.C17 




Gene No . 


77145 




Strand 






Start 


724 




End 


3804 




Name 


OJ991109 13.0131.C17.ol. 


np , 


Method 


AAT/NAP 




Start 


2341 




End 


2799 




_GI_^ 


_ 4^680192 ^ 




..Score.:,: 


.82„ 




F.xon s 


2341 2447 ' 2479 2562'^ 


Z640'~ 


.,27.99.. . , 




fh 
=1 


GI Descrip. 


fAF111710)* hvDothetical 


protein [Oryza' 


sativa subsp. indica] 




Qprr Mn 

ij C . V-/ . 


37578 




Seq. ID 


OJ991109_13.0131.C17 






77145 




Strand 




1 y 


start 


724 




End 


3804 




Name 


OJ991109 13.0131.C17.o2. 


gp 


Method 


AAT/GAP 




Start 


2852 




End 


3804 




GI 


31070 1.R1084 




Score 


637 




Exons 


2852.. 2978, 3403.. 3502, 


3590. 


.3656, 3732. .3804 




GI Descrip. 


*5852182/emb|CAB55420. 1 | 


9.0e 


-13 (AL117265) 2hb0012.1 [Oryza 






sativa] ' 










Seq. No. 


37579 




Seq. ID 


OJ991109_13.0131.C18 




Gene No. 


77146 




Strand 






Start 


573 




End 


934 




Name 


OJ991109 13.0131.C18.ol. 


gs ■ 


Method 


GENSCAN 




Start 


573 




End 


934 




GI 


none 




Score 


.81 




Exons 


573. . 680_, 878. .934 










Seq. No. ' 


37580 




Seq.' ID 


6J9'91109_13. 0131 .020 




Gene No. 


77147" " ■ 




Strand 






Start 


2122 




End 


4085 




Name 


OJ99110a. 13.0131.C20.ol. 


np - 


Method 


AAT/NAP ' 




Start 


1972 




End 


4085 




GI . 


6693020 




Score 


788 . 




Exons 


1972. .1989, 3268. .3614, 


3712. 


.4085 





GI Descrip. {AC012375) T22C5.14 [Arabidopsis thaliana] 



Seq. No. 37580 Seq. ID OJ991109_13 . 0131 . C20 

Gene No. 77147 Strand 

Start 2122 ' End 4085 

Name OJ991109_13 . 0131 . C20 . ol . gs Method GENSCAN 

Start 2122 End 4077 



37152 



GI 


none 






Score 


. 68 


Exons 


2122. .2271, 


2952 


. . 3614 , 3712 


. 4077 




Sea. No. 


37580 






Seq. ID 


OJ991109 13 0131 C20 


Gene No. 


77147 






Strand 




Start 


2122 






End 


4085 


Name 


OJ991109 13 


0131 


C20.ol.gp 


Method 


AAT/GAP 


Start 


3019 






End 


3344 


GI 


2442558 






Score. 


556 


Exons 


3019. .3344 










GI Descrip. 


4835767/gb|AAD30234.1|AC007202 16 7.0e 


-17 (AC0072021 T8K14 




[Arabidopsis thaliana] 






Seq. No. 


37580 






Seq. ID 


OJ991109_13.0131.C20 


Gene No. 


77147 






Strand 




Start 


2122 






End 


4085 


Name 


OJ991109 13, 


0131. 


C20.o2.ts 


Method 


TBLASTX : Soybean 


Start 


3106 






End 


3515 


GI 


none 






Score 


225 


Exons 


3106 3150. 


3156 . 


3380. 3157 

* ^ ^ \J \J f ^ ^ 1 9 


.3375, 3328. .3513, 3372.. 3515 


Seq. No. 


....3758.0 




-, ul^. 




OJ991109 13.0131.C20 


Gene .No. ' . , 


77.1.47 ... 




. . : . . . , 


. Str.and, .. 




Start 


2122 






End" 


4085 ' ^^'^^ ' 


Name 


OJ991109 13. 


0131. 


C20.O1. tm 


Method 


TBLASTX: Maize 


Start 


3156 






End 


3861 


GI 


none 






Score 


97 


Exons 


3156. .3245, 


3157. 


.3240, 3225. 


.3287, 32 


47. .3288, 3285. .3455, 




3285. .3647, 


3286. 


.3651, 3700. 


.3861, 37 


42. .3861 


Seq. No. 


37580 






Seq. ID 


OJ991109_13.0131.C20 


Gene No. 


77147 






Strand 




Start 


2122 






End 


4085 


Name 


OJ991109 13. 


0131. 


C20.ol.ts 


Method 


TBLASTX : Soybean 


Start 


3519 






End 


4072 


GI 


none 






Score 


97 


Exons 


. 3519. .3647, 


3520. 


.3615, 3712. 


.3876, 37 


42.. 3912, 3743.. 3889, 




3910. .4071, 


3920. 


.4072 






Seq. No. 


37581 






Seq. ID 


OJ991109_13.0131.C21 


Gene No. 


77148 






Strand 




Start 


1 • ^ 






End - 


602 - 


Name 


■ OJ991109 13. 


013i. 


C2l .•or:np' ■ 


'Method" 


'AAT/NAP'' * " " - "-"-• '• 


Start 


' 1 " 






End- " 


■ 5 6'9 ■ " - - - r ' 


GI 


"6693020 






Score" 


138 ' ' 


Exons 


1. .183, 220. 


.367, 


425. .569 - 






GI Descrip. 


(AC012375) T22C5, 


14 [Arabidopsis thaliana] 


Seq. No. 


37581 






Seq. ID 


OJ991109_13.0131.C21 


Gene No. 


77148 






Strand 




Start 


1 






End 


602 


Name 


OJ991109 13. 


0131. 


C21.ol.ts 


Method 


TBLASTX: Soybean 


Start 


42 






End 


602 


GI 


none 






Score 


63 


Exons 


42, .137, 55. 


.138, 


225. .344, 372. .407, 


466. .591, 474. .602 


Seq. No. 


37582 






Seq. ID 


OJ991109_13.0131.C22 



37153 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



Seq. No. 
•Gene No. 
Start 
Name 
Start 
GI 

Exons 



77149 Strand + 

43 End 300 

OJ991109_13.0131.C22.ol.gp Method AAT/GAP 
43 End 300 

8022_1.R1084 Score 329 

43. .300 

'5091496/dbj IAB023482.2 IAB023482 3.0e-37 Oryza sativa genomic 
DNA, chromosome 6, clone P0680A03, complete sequence' 



37582 Seq. ID 

77150 Strand 

1439 End 
OJ991109_13 . 0131 . C22 . ol . gs Method 

1439 End 

none Score 

1439. .1469, 1903. .2027 



OJ991109_13. 0131. 022 
+ 

2027 
GENSCAN 
2027 
.53 



Seq. No. 37583 Seq. ID 

Gene No. 77151 Strand 

Start 3520 End 

Name OJ991109_13 . 0131 . C23 . ol . np / Method 

^ Starts.,: .3423.™ - . - End 

.GI-,: V...... .606-9657 ... . .:. ...S.cor.e, .T.. 

Exons 3423.. 3671/ 4719.. 4804, 8317.. 8362 

GI Descrip. (AP000616) hypothetical protein [Oryza sativa] 



OJ991109_13.0131.C23 
+ 

8362 
AAT/NAP 

8362. 

're's „ : 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. " No. 
Gene" No'. 
Start 
Name . 
Start 
GI 

Exons 



37583 
77151 
3520 

OJ991109_13.0131 .C23.o2.gs 

3520 

none 

3520. .3788, 4121. .4284, 4448. 
7100. .7211, 7323. .7361 

37583 
77152 
52 

OJ991109_13.0131.C23.ol.gs 
52 

none 

52;. 148, 350.. 538, 4228.. 1859 



Seq. ID OJ991109_13.0131.C23 

Strand + 

End 8362 

Method GENSCAN 

End 7361 

Score . 7 

.4512, 4601. .4993, 6792. .7039, 
OJ991109 13.0131.C23 



Seq. ID 
Strand 
End 

Method 

End 

Score 



1859 
GENSCAN 
1859 
.75 



.37583 " ' 
■ 77153 
8406 

OJ991109_13.0131.C23.o3.gs 

8406 

none 

8406. .8528, 8927. .9109 



Seq. ID." 

Strand' 

End' 

Method ,, 

End 

Score 



Seq. No. 37583 Seq. ID 

Gene No. 77153 Strand 

Start 8406 End 

Name OJ991109_13 . 0131 . C23 . o4 . tw Method 

Start 8807 End 

GI none Score 



OJ9911'09_13 .- 0131'. C23 

10483 " - 

GENSCAN 

9109' 

T45- ' 



OJ991109_13.0131.C23 
10483 

TBLASTX: Wheat 

9112 

96 



37154 




Rxons 


8807 8959. 


8960 


. .9112 










Seq. No. 


37583 








Seq. ID 


OJ991109_13.0131 


.023 


Gene No. 


77153 








Strand 






Start 


9406 








End 


10483 




Nsitie 


OJ991109 13 


0131 






Method 


TBLASTX: Maize 




Start 


8837 ~ 








End 


9320 




GI 


none 








Score 


49 




Exons 


8837 8905 


8838 


8906, 


8951 . 


.9316, 8952. .9320 




Seq. No. 


37583 








Seq. ID 


OJ991109_13.0131 


.023 


Gene No. 


77153 








Strand 






Start 


8406 








End 


10483 




Name 


OJ991109 13 


0131 


. C23 . ol 


tw 


Method 


TBLASTX: Wheat 




Start 


9218 ~ 








End 


9766 






none 








Score 


85 




Exons 


9218 9316 


9407 


9766, 


9411 . 


.9524 






Seq. No. 


37583 








Seq. ID 


OJ991109_13.0131 


.023 


Gene No. 


77153 








Strand 






Start 


8406 








End 


10483 




Name 


OiTQQI 1 HQ 1 '\ 


n 1 ?-i 

VJ J. o ± 


P?^ n1 


_L,.0 


^.Method_ 


TBLASTX: Soybean 




Start 


939? "~ 






\End.„. ^ 


..9.S19_..._ 




GI 


none 








Score 


94 




F.xon 


9392 9577 


941 4 
J 1 J. 1 


9557 

. ■ Zf ^ ^ / f 


9566 
^ u \j \j » 


.9793, 9570. .9788, 9863. .9919 


C . IN • 


37583 








Seq. ID 


OJ991109_13..0131 


.023 


Gene No. 


77153 








Strand 






Start 


8406 








End 


10483 




Name 


OJ991109 13 


0131 


.C23.01. 


tm 


Method 


TBLASTX: Maize 




Start 


9500 ~ 








End 


10483 




GI 


none 








Score 


139 




Exon 


9500 9526 


9537 


. .9812, 


9548. 


.10063, 9860. .9985, 9864.. 


9992, 




10019 1048*^ 


, 10047. . 10400, 1 


0085. .10405 




Seq. No. 


37583 








Seq. ID , 


OJ991109_13.0131 


.023 


Gene No. 


77153 








Strand 






Start 


8406 








End 


10483 




Name 


OJQ91 109 13 


0131 


.023. o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


977 6 ~ 








End 


10184 




GI 


none 








Score 


57 




Exon 


9776 9856 - 


98-4 8 


. .10003, 


9860 


. .9997., 10019. . 101.83, 10047.. -.10 


Seq. No. 


'37583 ■ 








^ Seq.- ID 


6J991109_13.0131 


.023 


Gene No. 


77153 








Strand 






- Start 


. 8406 








End ■ - 


10483 . * 




Name 


OJ991109 13. 


0131 


C23.03. 


tw 


Method 


TBLASTX: Wheat . 




Start 


10214 








End 


10429 




GI 


none 








Score 


99 




E X o n Q 


10214, .1042 9, 10257. .104 03 








Seq. No. 


37584 








Seq. ID 


OJ991109__13. 01.31 


.024 


Gene No. 


77154 








Strand 


+ 




Start 


1 








End 


698 




Name 


OJ991109 13. 


0131, 


024. o2. 


np 


Method 


AAT/NAP 




Start 


1 








End 


698 




GI 


4680183 








Score 


126 





37155 



Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
-.Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



1..67, 607. .698 

(AF111709) gag-pol protein [Oryza sativa subsp. indica] 



37584 Seq. ID 

77155 Strand 

94 2 End 
OJ991109_13.0131.C24.ol.gs Method 

942 End 

none Score 

942. .957, 1353. .1720 



Seq. ID 

Strand 
End 

Method 

End 

Score 



OJ991109_13.0131.C24 
+ 

1720 
GENSCAN 
1720 
.71 



OJ991109 13.0131.C24 



576 

AAT/NAP 

576 

82 



37584 
77156 
1 

OJ991109_13. 0131.C24 .ol.np 
1 

6721561 

1..30, 467. .576 

(AP001073) EST AU082058 (C12976) corresponds to a region 
predicted gene..; hypothetical protein [Oryza sativa] 
gi| 6815086|dbj IBAA90372.H (AP001081) EST AU082058 (C1297 6 ) 
„ c p r re spo nd s„ , to_a ._r_e^i pn_o^^^ ^._t h e _^ pr e di c t e_d . ^qe ne_... h ypo t he tic a 1 
.protein [.Oryz.a.:.sat,i.v.aJ . 



of the 



37585 
77157 
121 

OJ991109_13. 0131. C25. ol.np 
121 

6721559 

121. .600, 630. .779 
(AP001073) hypothetical 
gi I 6815084 I dbj IBAA90370 
[Oryza sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991109_ 
+ 

779 

AAT/NAP 

779 

282 



13.0131.C25 



protein [Oryza sativa] 
11 (AP001081) hypothetical protein 



Seq. No. 


37585 






Seq. ID 


OJ991109_13.0131.C25 


Gene No. 


77158 






Strand 




Start 


17 






End 


2424 


Name 


OJ991109 13.0131 


.C25.01 


. gs 


Method 


GENSCAN 


Start 


17 






End 


2424 


GI 


none 






Score 


.54 


Exons 


. 17. .190, 237I.'-.2 


424 








Seq'.- No." . 


37585' . ~ ■ : 






Seq.' ID ■ 


0 J9 9 1 1 0 9_1 3 . 0 1 3 1! C2 5 


Gene No . 


77158 "" " * '> 






"Strand 




Start 


'17 ■ - ■ . 






End 


2424 • 


Name - 


OJ991109 13.0131 


.C25.01 


. tm^ 


Method 


TBLASTX: Maize . 


Start 


1046 






End 


1798 


GI 


none . 






Score 


45 


Exons 


1046. .1108, 1235 


. .1339, 


1322. 


.1441, 147 


8. .1732, 1763. .1798 


Seq. No. 


37585 






Seq. ID 


OJ991109_13.0131.C25 


Gene No. 


77158 






Strand 




Start 


17 






End 


2424 


Name 


OJ991109 13.0131 


.C25.01 


.tw 


Method 


TBLASTX: Wheat 


Start 


1235 






End 


1573 


GI 


none 






Score 


215 



37156 



Exons 



1235. . 1573 



Seq. No. ' 37586 

Gene No. 77159 

Start 33 

Name OJ991209_04 . 0113 . CI . ol . gs 

Start 33 

GI none 

Exons 33.. 77, 2690.. 2770 



Seq. ID OJ991209_04 .0113.C1 

Strand + 

End 2770 

Method .GENSCAN 

End 2770 

Score .66 



Seq. No. 37587 

Gene No. 77160 

Start 151 

Name OJ991209_04 . 0113 . C2 . ol . gs 

Start 151 

GI none 

Exons 151.. 209, 299.. 745, 1673.. 1730 



Seq. ID OJ991209_04 .0113.02 

Strand + 

End 1730 

Method GENSCAN 

End 1730 

Score , 93 



Seq. No. 37587 Seq. ID 

Gene No. 77161 Strand 

Start 2890 End 

.„._Name ....j.„„.gj„9912j0J.^Ql,^ 

.... Start.:.. . ./ . End 

GI . none Score 
Exons 



OJ991209_04 .0113.C2 
6594 



.Method^. GENSCAN.- 



, ,5..476. 
.85 



2890.. 2983, 3680.. 3802, 4 080 .. 4238 , 4 368 .. 54 7 6 



Seq. No. 


37587 




Seq. ID 


OJ991209_04 .0113.C2 


Gene No. 


77161 




Strand 


+ 


Start 


2890 




End 


6594 


Name 


OJ991209 04 


.0113.C2.ol.np 


Method 


AAT/NAP 


Start 


3815 




End 


6594 


GI 


5803260 




Score 


388 


Exons 


3815. .3937, 


4075.. 4163, 4353. 


.4607, 4722. .5452, 6570. .6594 


GI Descrip. 


(AP000399) 


similar to wakl gene (AJ0.09696) [Oryza sativa] 


Seq, No. 


37587 




Sd^: ID 


OJ991209_04 .0113.C2 


Gene No. 


77162 




Strand 


+ 


Start 


6717 




End 


19545 


Name 


OJ991209 04 


.0113.C2.o2.np 


Method 


AAT/NAP 


Start 


6717 




End 


19545 


GI 


5803260 




Score 


406 


Exons 


67 17-. .684-2, 


15265. .15814, 16031 .. 16268 






19138. .•1954 


5"- ■ • ■ 






GI "Descrip. 


{AP000399) ' 


similar to wakl* gene (AJ009 


69.6) [Oryza sativa] 


Seq. No. 


37587 




Seq.' ID 


OJ991209_04 .0113.C2 


Gejne . No . ^ 


77162 




Strand 




Start 


6717 




End 


19545 


Name 


OJ991209 04 


.0113.C2.o4.gs 


Method 


GENSCAN 


Start 


9139 




End 


10625 


GI 


none 




Score 


.66 


Exons 


9139. .9194, 


9802.. 9917, 9956. 


.10081, 10275. . 10408, 10554 .. 10625 


Seq. No. 


37587 




Seq. ID 


OJ991209_04 .0113.C2 


Gene No. 


77162 




Strand 


+ 


Start 


6717 




End 


19545 


Name 


OJ991209 04 


.0113.C2.ol.gp 


Method 


AAT/GAP 



37157 



start 9346 End 

GI 5455354 Score 

Exons 9346,-9425 

GI Descrip. 6016845/dbj | AP000570 . 1 1 AP000570 6.0e- 
DNA, chromosome 1, clone : P0711E10 



9425 
111 

28 Oryza sativa genomic 



OJ991209_04 .0113.02 
+ 

19545 
AAT/GAP 
9486 
69 



Seq. No. 37587 Seq. ID 

Gene No. 77162 Strand 

Start . 6717 End 

Name OJ991209_04 . 0113 . C2 . o2 . gp Method 

Start 9425 End 

GI 4715947 Score 

Exons 9425.. 9486 

GI Descrip. 2252840 3.0e-09 (AF013293) contains regions of similarity to 
Haemophilus influenzae permease (SP:P38767) [Arabidopsis 
thaliana] >gi_604 9882_gb_AAF027 97 . 1_AF1951 15_17 (AF195115) 
contains regions of similarity to Haemophilus influenzae 
permease (SP:P38767) [Arabidopsis thaliana] 



Seq. No. 37587 Seq. ID 

Gene No. '77162 Strand 

StATt,.: 6717 : „ : End 

Name.. .OJ991209_Ai^-Q Method , 

Start ' 12512 ' ' End 

GI none Score 

Exons 12512. .12961 



OJ991209_04 
+ 

1954.5 



0113. C2 



GENSCAN 

12961 
.8 



Seq. No. 37587 

Gene No. 77162 

Start 6717 

Name OJ991209_04 . 0113 . C2 . o6 . gs 

Start 15170 

GI none 

Exons 15170. .15810, 16018 .. 162 68 , 
19370. .19480 



Seq. ID OJ991209_04.0113.C2 

Strand + 

End 19545 

Method GENSCAN 

End 19480 

Score .67 
17355. .17534, 19138. .1934 3, 



Seq. No. 37587 
Gene No. 77162 
Start 6717 

Name OJ991209_04 . 0113 . C2 . o4 . gp 

Start 15876 

-GI . LIB3477-003-P1-K1-E9 

Exons-' "'" ' 1587 6..15"975 • '-■" ' ' ■ 
GI Descrip. . • ' 24 985'86/sp I Q40638 | MPOl 
■ S 1' PRECURSOR '(O'RY "S I j 
. sativa] ' 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991209_ 
-f 

19545 
AAT/GAP 
15975 
159 



04. 0113. C2 



ORYSA 2.{)e-24 MAJOR POLLEN ALLERGEN 
>gi^li73'557 (U3177irOry s 1" [Oryzd' 



ORY 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



37587 
77163 
7381 
OJ99120 
189 
hone 
189. .24 
4748. ,4 
5157. .5 



OJ991209 04. 0113. C2 



9 04.0113.C2.ol.tc 



Seq. ID 
Strand 
End 

Method 
End 
Score 

8, 477.. 611, 603.. 659, 3694.. 3783, 3789.. 3914, 

888, 4750. .4872, 4973. .5077, 5002. .5097, 5093. ,5296, 

183, 5351. .5449, 6786.. 6845, 15245 .. 15316, 15539 .. 15652, 



19545 

TBLASTX: Cress 

19540 

67 



15662. .15694, 16094. .16123, 1618 1 .. 16264 , 192 17 .. 1924 9, 



37158 






19325. .19396, 19403.. 19540 










Seq. No. 


37587 


Seq. ID 


OJ991209 


_04.0113 


.C2 


Gene No. 


77163 


Strand 








Start 


7381 


End 


19545 






Name 


OJ991209 04.0113.C2.ol.tw 


Method 


TBLASTX: 


Wheat 




.Start 


4532 


End 


5065 






GI 


none 


Score 


49 






Exons 


4532. .4639, 4748. .4993, 4810. 


.4947, 4 


988. . 5065, 


5002. .5064 


Seq. No. 


37587 


Seq. ID 


OJ991209 


_04.0113 


.C2 


Gene No. 


. 77163 


Strand 








Start 


7381 


End 


19545 






Name 


OJ991209 04.0113.C2.ol.ts 


Method 


TBLASTX: 


Soybean 




Start 


4747 


End 


19545 






GI 


none 


Score 


144 






Exons 


4747. .4881, 4748. .4888, 4973. 


.5077, 5066.. 5209, 


19266. . 


193; 




19325. .19414, 194 27 .. 1954 3, 194 74. .1954 5 






Seq. No. 


37587 


Seq. ID 


OJ991209 


_04 .0113 


.C2 


Gene No. 


77163 


Strand 








Start 


.^„7381.- . . : 


End, 


^.19545 






Name. ....... . 


...OJ9^9i209,-d4. 0ll3.C2..o.l..tm 


Method.. . 


. TBLASTX : 


Maize. . 




Start 


4748 


End 


5215 " 






GI 


none 


Score 


162 






Exons 


4748. .4993, 4810. .4947, 4988. 


.5065, 5002. .5064, 


5093. .5215 


Seq. No. 


37587 


Seq. ID 


OJ991209 


_04.0113 


.02 


Gene No. 


77163 


Strand 








Start 


7381 


End 


19545 






Name 


OJ991209 04.0113.C2.o3.gs 


Method 


GENSCAN 






Start 


7381 


End 


8496 






GI 


none 


Score 


.54 






Exons 


7381. .7528, 8483. .8496 










Seq. No. 


37588 


Seq. ID 


OJ991209 


_04.0113 


.05 


Gene No. 


77164 


Strand 


+ 






Start 


14848 


End 


20708 






Name 


OJ991209 04:0113. C5.o3.gs 


Method 


GENSCAN 






Start 


14848 


End 


15356 






GI 


none 


Score 


.68 






Exons 


- 14848. .14926, 14 959 . ;-15356 










Seq. No". • 


" 37588 ' . • ; 


Seq.- ■ ID 


OJ991209 


_04 .0113 


.05' 


Gefie 'No . ' 


*771'64 *■ • ' ■ 


"strand' 








Start 


14848 


■ End 


20708 






Name 


OJ9912.03. 04 .0113.C5.ol.np 


Method 


AAT/NAP 






Start 


15136 


■ End 


19770 






GI 


4680203 


Score 


3326 . 






Exons 


15136. .15221, 16460. . 18132, 1 


8286. . 18516, 18793 


. . 19770 




GI Descrip. 


(AF114171) TNP2-like protein 


[Sorghum 


bicolor] 






Seq. No. 


37588 


Seq. ID 


OJ991209 


^04 .0113, 


.05 


Gene No. 


77164 


Strand 


+ 






Start 


14848 


End 


20708 






Name 


OJ991209 04 .0113.C5.ol.gp 


Method 


AAT/GAP 






Start 


16464 


End 


20550 







37159 



GI 342_1,R1084 Score 6636 

Exons 16464 19863, 198 99 19918 , 20001 20098 , 20207.. 20550 

GI Descrip. M574406/gb | AAD24042 . 1 | O.Oe+00 (AF121139) RIM2 protein [Oryza 
sativa] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



37588 
77164 
14848 

OJ991209_04.0113.C5.o3.gp 
16464 

342 1.R1084 



Seq. ID 
Strand 
End 

Method 
End 

_ Score 
16464 .. 19863, 198 99 . . 1 9918 , 20001 .. 20098 , 20207. .20545 
*-4574406/gb| AAD24042. 1 1 O.Oe+00 (AF121139) RIM2 protein [Oryza 
sativa] ' 



OJ991209_04.0113.C5 
+ 

20708 
AAT/GAP 
20545 
6626 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

.^Exons _ 

.G.I . Descrip,. 



Seq. No.' 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



37588 
77164 
14848 

OJ991209_04.0113.C5.o2 .gp 
16464 

342 1.R1084 



Seq. ID 
Strand 
End 

Method 
End 

_ Score 

L6i64 .^^19863,_.19899.:/1991^^^^^^ , 20.001 2.0098 . 202^07_.^.,, 2p,554___ 

M 57.4406 AgbJ,AAD24042.. li.,. 0 ..Oe+0.0, (AF121139), klM2 . protean , [„Oryza., 
sativa] ' 



OJ991209_04.0113.C5 
+ 

20708 
AAT/GAP 
20554 
6644 



37588 
77164 
14848 

OJ991209_04.0113.C5.o4 .gp 
16626 

342 1.R1084 



OJ991209_04.0113.C5 



Seq. ID 
Strand 

End 20708 
Method AAT/GAP 
End 20708 
_ Score 6712 

16626. .19863, 198 99 .. 19918 , 20001 .. 20098 , 20207.. 20708 
M574406/gb|AAD24042.1| O.Oe+00 (AF121139) RIM2 protein [Oryza 
sativa] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons' ' . . 
GI Descrip. 



37588 
77164 
14848 

OJ991209_04 .0113.05. o5.gp 
16629 

342 1.R1084 



Seq. ID 
Strand 
End 

Method 
End 

_ Score 
16629. .19863, 19899 . . 19918 20001 .. 20098, 20207 .. 20708 ' . 
*-457440"6/gbl'AAD240'42Vl | ; 0 ! Oe+00 (AF121139)- RIiy!2'"pfotein~ [Oryza ' 
sativa] ' ' . ' . ' . ' • 



OJ991209_04.0113.C5 
+ 

20708 
AAT/GAP 
20708 
6706 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



37588. ' . ' 

77165 
30327 

OJ991209_04 .0113.C5.o5.gs 
30327 
none 

30327. .30405, 31037. .31068, 32543. .32680 



Seq. ID ■OJ991209 04. 0113. 05 



Strand 
End 

Method 

End 

Score 



+ . 

32 680 
GENSOAN 
32680 
.63 



37588 Seq. ID 

77166 Strand 

36472 End 

OJ991209_04 ,0113.C5.o7.gs Method 



OJ991209_04 .0113.05 
+ 

37394 
GENSOAN 



37160 



start 


36472 




End 


37394 




GI 


none 




Score 


.59 




R xon s 

l-J s\ \^ X. 1 


36472 36509. 36796 


36975, 


37103. .37258, 37289.. 37394 


Qc»rr TsJo 

ij C VJ • i.^ w ■ 


37588 




Seq. ID 


OJ991209_04 , 


.0113. C5 


Gene No. 


77167 




Strand 


+ 




Start 


42390 




End 


43774 




Name 


OJ991209 04 . 0113.C5 


. o5 . np 


Method 


AAT/NAP 




Start 


42390 ~ 




End 


43774 




GI 


1565285 




Score 


133 




Exons 

■LJ *\ V«/ 1 X ^ 


42390 42427, 43454 


. .43774 








GI Descrip. 


(Y08373) calmodulin 


[Toxoplasma gondii 


] 




Seq. No. 


37588 




Seq. ID 


OJ991209_04. 


.0113. C5 


Gene No. 


77168 




Strand 






Start 


9821 




End 


12460 




Name 


OJ991209 04 0113 C5 


. o2 . gs 


Method 


GENSCAN 




Start 


9821 ~ • 




End 


12460 




GI 


none 




Score 


.84 




Rxon s 

■L-l \y 1 1 


9821 10896 11108 


.11293, 


12286. .12460 




Seq,.^ ..No, 


■ 37588 ■ 




: . _Seg. ,ID„. 


,OJ99120„a^M. 


,_01i3„._.C5,. 


.Gen.e, ,No. .. 1 . _ 


. 7716.9„ . ■ . . 




Strand \ 






Start 


26748 




End 


26^88 




Name 


OJ991209 04. 0113. C5 


. o6 . gp 


Method 


AAT/GAP 




Start 


26748 




End 


26888 




GI 


21474 1.R1084 




Score 


228 





Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 
■GI 

Exons 



26748. .26888 
'3894159 2.0e-10 
thaliana] * 



(AC005312) hypothetical protein [Arabidops 



37588 
77170 
33066 

OJ991209_04 .0113.C5.ol.tm 
10065 
none 

10065. . 10175, 10082 
10403. . 10537, 10419 
34516. .34623, 34538 
34903. .35034, 34910 



Seq. ID 
Strand 
End 

Method 
End 
Score 

10180, 10217; .10366, 10218 
10532, 34390. .34506, 34391 



OJ991209 04. 0113. 05 



46038 

TBLASTX: Maize 
35034 
84 

10292, 
34483, 



34618, 34642. .34884, 34 739 .. 34 825 , 
34972 



Seq. -No;. 
Gene No. 
Start 
Name 
Start . 
GI 

Exons 



Seq. No. 
Gene No. 



37588 - " - ' 

77170 

33066 "' ■ ' ■ - ' ■ " 
OJ991209_04 .0113.C5.ol.tc 
10.079 
none 

•10079. .10180, 10199'; 

10661. .10717, 10787. 

34339. .34506, 34388. 

34639. .34896, 34727. 

35051. .35095, 39268. 

39811. .39924, 40129. 

37588 
77170 



-Seq^ ;ID' 
■ Strand ' 
End 

Method 
End ' 
Score 



"bJS 9 12 0 9^:0 4-^011 3VC5 

'4 6038 " ' " ' 
TBLASTX: Cress 
40203 
83 



,10387, 
,10816, 
,34483, 
,34825, 
,39384, 
,40203 



10400. .10537, 10419. .10532, 

12311. .12433, 15210. .15287, 

34516. .34623, 34 517 .. 34 618 , 

34903. .35043, 34 907 34 972 , 

39661. .39690, 39751 .. 39792 , 



Seq. ID OJ991209__04.0113.C5 
Strand 



37161 



start 
Name 
Start 
GI 

Exons 



33066 

OJ991209_04 .0113.C5.ol.ts 

10082 

none 

10082. . 10180, 
10419. .10517, 
34528. .34623, 
34888. .35034 



10086. . 10175, 
10661. . 10717, 
34642. .34872, 



End 4 6038 

Method TBLASTX : Soybean 

End 35034 

Score 69 
10217. . 10369, 104 00. . 10537, 
10784. .10816, 34339. .34509, 
34727. .34825, 34 880 .. 34 972 , 



Seq. No. 


37588 




Seq. ID OJ991209_04 . 0113. 


05 


Gene No. 


77170 




Strand 




Start 


33066 




End 46038 




Name 


OJ991209 04. 0113. 05 


. o6 . tw 


Method TBLASTX: Wheat 




Start 


10229 




End 34626 




GI 


none 




Score 65 




Exons 


10229. . 10531, 10595 


. . 10726, 


34549. .34626 




Seq. No. 


37588 




Seq. ID OJ991209_04.0113. 


05 


Gene No. 


77170 




Strand 




Start 


33066 




End . 46038 . 




Name 


OJ991209 04. 0113. C5 


. o4 . tw 


Method TBLASTX: Wheat 




..St,art 


1.67 65 ~ 




End ■ 1-7161 




,GL . 


none . ... , 




Score 104 " 




Exons 


.16765. .16917, 16900 


. .17151, 


16908 .. 17150, 16910 17161 




Seq. No. 


37588 




Seq. ID OJ991209_04.0113. 


05 


Gene No. 


77170 




Strand 




Start 


33066 




End 46038 




Name 


OJ991209 04. 0113. C5 


. o2 . ts 


Method TBLASTX : Soybean 




Start 


17082 ~ 




End 17511 




GI 


none 




Score 102 




Exons 


17082. . 17165, 17083 


. . 17157, 


17158. .17220, 17215. .17511, 






17269. . 17493 








Seq. No. 


37588 




Seq. ID OJ991209_04.0113. 


05 


Gene No. 


77170 




Strand 




Start 


33066 ' 




End 46038' ^ 




Na'itie 


OJ991209 .04 . 0113. C5 


. o3 . tc 


Method TBLASTX : Cress 




Start 


17244 




End 17592 




GI 


none 




Score 318 




Exons 


17244 . . 17396, 17251 


. . 17592, 


17436. . 17573 






17588 -" '^ • ' ^ ' * 




■ ' "S eq , I D "^0 J 991 2 a9- 0 4" ."0 1 IJyCb 


Gene No. 


77170 ' ■ 




Strand ' - ' ' : ' 




Start 


33066 ■ ■ 




End 46038 ^ ^ ' - • 




Name 


OJ991209 t)4.0113.C5 


. o2.tw 


Method TBLASTX: Wheat ' * 




Start 


17380 




. End 1784 9 




GI 


none 




Score 72 




Exons 


17380. .17433, 17388 


. .17432, 


174 34. .17538, 174 45. .17534, 






17542. .17640, 17547 


. .17639, 


17 620. . 1784 4, 17 64 1 .. 1784 4 , 






17643. . 17849 








Seq. No. 


37588 




Seq. ID OJ991209_04 .0113. 


05 


Gene No. 


77170 




Strand 




Start 


33066 




End 46038 




Name 


OJ991209 04. 0113. 05 


o2, tm 


Method TBLASTX : Mai ze 




Start 


17425 




End 17883 





37162 




GI 


none 




Score 


247 




F von s 


17425 17679, 17437 


17679, 


17689. . 17883 




Seq. No. 


37588 




Seq. ID 


OJ991209_04.0113 


.C5 


Gene No. 


77170 




Strand 


- 




Start 


33066 




End 


46038 




Nsine 




o"^ t- 


Method 


TBLASTX : Soybean 




Start 


17713 ~ 




End 


17955 




GI 


none 




Score 


214 




Exons 


17713 17955 










Spq No 


37588 




Seq. ID 


OJ991209_04 .0113, 


PR 


Gene No. 


77170 




Strand 






Start 


33066 




End 


46038 




Name 


OJ991209 04 0113 C5 


. o3 . tw 


Method 


TBLASTX: Wheat 




O Lcil. U 


1 7 QO o ~ 




End 


18398 




GI 


none 




Score 


87 




P von s 




1 ftOSI 


18057. .18239, 18061 .. 18279, 






18312 18398 18313 


18396 








Seq. No, 


37588 




Seq. ID 


OJ991209_04 .0113. 






77170 




Strand 






.Start. _ 


...33.06.6.: 




L. „End.._ „. 


. ,4 60.3 8.,. _ 




Name 


OJ991209 04. 0113. C5 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


18399 




End 


19716 




GI 


none 




Score 


332 




F. von ^ 


T 8 399 19174 1 R399 


1 9^01 


18400. .19317, 19312, ,19356, 






1 9316 193S1 1 93S9 


1 94 S4 


19363. ,19422, 194 01 . , 1954 1 , 






19402 19542 19555 


19635, 


19624. .19716 




Seq. No. 


37588 




Seq. ID 


OJ991209_04,0113. 


,C5 


Gene No. 


77170 




Strand 






Start 


33066 




End 


46038 




Name 


oj99i2n9 04 mi 3 




Method 


TBLASTX: Maize 




Start 


18442 ~ 




End 


18756 




GI 


none 




Score 


307 




Exons 


18442 18756 18453 


18728 


18526. .18756 




Sea No 


37588 




Seq. ID 


OJ991209_04 .0113. 




Gene No. 


77170 




Strand 






Start 


33066 




End 


46038 




Name . 


OJ991209 04 0113 C5 


. o2 . tc * 


Method . 


■ TBLASTX: Cress 




Start " " 






"End""' " 






GI 


none 




. Score 


166 ^ ' . ' 




E X on s 


18 683 "188 65 "18'687 


, ,19124, 


18687, .19130, 186'91. .19134, 






18985 "19134 










Sea No 


37588 




Seq. ID 


OJ991209_04 .0113. 


pR 


Gene No. 


77170 . 




Strand 






Start 


33066 




End 


46038 




Name 


OJ991209 04. 0113. C5. 


, o5 . tw 


Method 


TBLASTX: Wheat 




Start 


23379 




End 


23782 




GI 


none 




Score 


62 




Exons 


23379, .23519, 23379, 


, ,23495, 


23381. .23617, 2338 1 .. 23530, 






23482. .23649, 23612, 


, ,23782, 


23687. .23782 




Seq. No. 


37588 




Seq. ID 


OJ991209_04.0113. 


C5 



37163 




Gene No. 


77170 


Strand- 






-J ^ \j \j \j 


End 


46038 


Nsine 


\JiJ y J ± ^ VH •UXXJ.L'O.O f .UW 


Method 


TBLASTX: Wheat 


O L.aX L 


^ ^ c. H. ^ 


End 


25771 




1 ivji It; 


Score 


60 


Exons 


9S9dQ 9R^9Q 9c:/iip 9c;f;nn 


25468. .25593, 25700.. 25771 


Q o M 

o e q . iNt^ ■ 


o / o o o 


Seq. ID 


OJ991209_04.0113.C5 


kjCI ifc; iNtj , 


77170 


Strand 




o L. a. 1- u 


J J u u 


End 


46038 


Nfircie 


OJ991209 04.0113.C5.o3.np 


Method 


AAT/NAP 


Start 


33066 


End 


46038 


GI 


1352360 


Score 


55 


Exons 


33066. .33098, 36913 .. 37060, 


38086. .38234, 39283 .. 39457 , 




45928. .46038 








PRO-EPIDEEIMAL GROWTH FACTOR 


PRECURSOR 


(EGF) [CONTAINS: EPIDERMAL 




GROWTH FACTOR] gi | 2118518 I pir | |I52995 


preproepidermal growth 




factor - rat gi 1440237 (U04842) preproepidermal growth factor 




[Rattus norvegicus] 






o t; . IN • 


37588 


Seq. ID 


OJ991209_04 .0113.C5 


G e ne_ No,. 


/ / 1 / u , ^ 


___^Xranci_^ 








.;::;End_-,.J- 


J.6038.^;._ : „ 


Name 


ojyyx^uy u4,uxiJ,C3.oz.np 


Method 


AAT/NAP* 




O "D n O T 


End 


3^7227, 




T Q c c; o n o 


Score 


431 




ojyyi . . oo(J4 D, 37^04.. 37227 








{AJ009695) wall-associated 


kinase 4 [Arabidopsis thaliana] 


Seq. No. 


"3 T Q D 
O / DO O 


Seq. ID 


OJ991209_04.0113.C5 


Gene No. 


/ / 1 / U 


Strand 




Start 




End 


46038 


Name 


OJ991209 04 0113 C5 o6 as 


Method 


GENSCAN 




34132 


End 


35046 




none 


Score 


.76 


I-J Av^I lo 


34132. .35046 






Seq. No. 


37588 


Seq. ID 


OJ991209_04.0113.C5 


Gene No. 


77170 


Strand 




Start 


33066 


End 


46038 


Name 


OJ991209 04.0113.C5.o8.gs 


Method 


GENSCAN 


O L. Ct I. U 


37847 ; . . 


: - End - 


40287 - 


ni" "' ■ '■■ ■ - 


none " ' ■ ~- --^ 


• Score*', " 


"-* 72*""""" ■ ■ • 


Exons 


37847. .37896, 3804 5 . .'38224 , 


392:64-. .39514, • 39653.. 40287 


Seq. No. • 


37588 


Seq. ID 


OJ9912a9_04'.0113.C5 


Gene- No. 


77170 


Strand' 




o u d X u 


33066 


End 


46038 


Name 


OJ991209 04 .0113.C5.o9.gs 


Method 


GENSCAN 


o u d X i_ 


44559 


End 


45371 


GI 


none 


Score 


.78 


Exons 


44559. .44702, 45363.. 45371 






Seq. No. 


37589 


Seq. ID 


OJ991209_04.0113.C6 


Gene No. 


77171 


Strand 


+ 


Start 


1 


End 


7747 


Name 


OJ991209 04.0113.C6.ol.np 


Method 


AAT/NAP 



37164 



start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



End 
Score 



3321 
569 



4680203 
1..509, 3278. .3321 

(AF114171) TNP2-like protein [Sorghum bicolor] 



37589 
77171 
1 

OJ991209_04 . 0113.C6.ol.gs 
63 

none . 

63. .235, 371. .496 



Seq. ID OJ991209_04 .0113.C6 

Strand + 

End 7747 

Method GENSCAN 

End 4 96 

Score .46 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

..„GL.JQLescrip^.„ 



37589 
77171 
1 

OJ991209 
2101 
6498441 
2101. .3164, 
5324 : .5803, 



Seq. ID OJ991209_04.0113.C6 
Strand 
End 

Method 
End 
Score 

3958, 4022. .4395, 4579. .4713, 4888. .5131, 
7372, 7466. .7747 
( APO 0 0 8 1 .5J,_EaT_C7^2 7J. 6i E2 2 

predicted . g.ene..,;.,. Similar to., Sor.ghura , bicolo.r . ,Gyp^,y-T^^3.,.typ.e. , 



04.0113.C6.o2.np 



3495. 
5975. 



OJ991209_ 
+ 

7747 
AAT/NAP 
7747 
6870 
4579. .4713, 





retrotransposon RetroSorl. 


(AF098806) 


[Oryza sativa] 




Seq. No. 


37589 


Seq. ID 


OJ991209__04 .0113 


C6 


Gene No. 


77172 


Strand 






Start 


8392 


End 


9066 




Name 


OJ991209 04.'0113.C6.o8.tw 


Method 


TBLASTX: Wheat 




Start 


7 


End 


427 




GI 


none 


Score 


124 




Exons 


7. .129, 8. .133, 119. .190, 


142. .189, 211. .273, 215. .331, 


335 


Seq. No. 


37589 


Seq. ID 


OJ991209_04.0113. 


C6 


Gene No. 


77172 


Strand 






Start 


8392 


End 


9066 




Name 


OJ991209 04.0113.C6.o2.ts 


Method 


TBLASTX: Soybean 




Start 


46 


End 


424 




GI 


none 


Score 


• 102 




Exons 


46. .129, 47. .121, 122. .184 


, 179. .424, 


233. . 421 





Seq. No. 


37589 








Seq. ID 


OJ991209_04 .0113.C6 


Gene" No. ' 


77172 - 








'' Strand " " 




Start 


839*2 








End 


9066 


Name 


' OJ991209 04 


.■0113 


C'6.'o6. 


tw • 


Method 


TBLASTX: Wheat" ' 


Start 


- 2249 ■ 








End 


2641- 


GI 


none , 








Score 


58 


Exons 


2249. .2296, 


2303 


.2401, 


2320. 


.2400, 236 


8.. 2607, 2384.. 2641 


Seq. No. 


37589 








Seq. ID 


OJ991209_04 .0il3.C6 


Gene No. 


77172 








Strand 




Start 


8392 








End 


9066 


Name 


OJ991209 04 


0113. 


C6.o4 . 


tm 


Method 


TBLASTX: Maize 


Start 


2254 








End 


2539 


GI 


none 








Score 


184 


Exons 


2254. .2538, 


2291. 


.2539 









37165 



Seq. No, 37589 Seq. ID 

Gene No. 77172 Strand 

Start ' 8392 End 

Name OJ991209_04 . 0113 . C6 . o5 . tw Method 

Start 2649 End 

GI none Score 

Exons 2649.. 2702, 5675.. 5899, 5690.. 5899, 

5960.. 6109, 5960.. 6106, 5971.. 6108 



OJ991209_04.0113.C6 
9066 

TBLASTX: Wheat 
6109 
227 

5740.. 5901, 5797.. 5901, 



Seq. No. 37589 

Gene No. 77172 

Start 8392 

Name OJ991209_04 . 0113 . C6 . o3 . tw 

Start 3379 

GI none 
Exons 



Seq. ID OJ991209_04.0113.C6 
Strand 
End 

Method 
End 
Score 



9066 

TBLASTX: Wheat 

3988 

412 



3379. .3552, 3380. .3865, 3574. .3834, 3644. .3838, 3932. .3988 



Seq.. No. 


37589 








Seq. ID 


OJ991209_04.0113 


.C6 


Gene No. 


77172 








Strand 






Start 


8392 








End 


9066 




Name 


OJ991209 04 


.0113. 


06. ol. 


tw 


Method 


TBLASTX: Wheat 




Star.t,.., 


402.9._,, 








_End 


4 4 92 




Gi: ... 


... none,. • . ..... 








...Score.^L.. 


2.13. ... , 




Exons 


4029. .4472, 


4 030. 


.4491, 


,4031. 


.4492 






Seq. No. 


37589 








Seq. ID 


OJ991209_04.0113 


.C6 


Gene No. 


77172 








Strand 






Start 


8392 








End 


9066 




Name 


OJ991209 04 


0113. 


C6.04. 


ts 


Method 


TBLASTX : Soybean 




Start 


4070 








End 


4435 




GI 


none 








Score 


117 




Exons 


4070. .4294, 


4301. 


.4435 










Seq. No. 


37589 








Seq. ID 


OJ991209_04 .0113 


.06 


Gene No. 


77172 








Strand 






Start 


8392 








End 


9066 




Name 


OJ991209 04 


0113. 


C6.01. 


tm 


Method 


TBLASTX: Maize 




Start 


4160 








End 


4516 




GI 


none 








Score 


392 




Exons 


4160. .4516, 


4195. 


.4506, 


4211. 


.4516 







Seq. No. 37589 - ^ % Seq. ID 

Gene--No'v"^- :' - ■-7717:2''" * — - - Strand-V 

Start 8392 ' .. ■ • ; End- 

Name' ' ' ' . ' OJ991209_04 . 0113 . 06". o2 . tm' " Method' 

Start 454 3 . " ' ' End 

GI none Score 

Exons • 4543.. 4908, 4544.. 4927 



OJ991209_04 .0113.06 
9066 

•TBLASTX: Maize • 
4*927 
359 



Seq. No. 37589 Seq. ID 

Gene No. 77172 Strand 

Start 8392 End 

Name OJ991209_04 . 0113 . 06 . o2 . tw Method 

Start 4600 " ' End 

GI none Score 

Exons 4600.. 5025, 4601.. 5020 



OJ991209_04 .0113.06 
9066 

TBLASTX: Wheat 

5025 

493 



37166 



Seq. No. 37589 

Gene No. 77172 

Start 8392 

Name OJ991209_04 . 0113 . C6 . ol . ts 

Start 4679 

GI none 

Exons 4679. .5050, 4696.-4839 



Seq. ID OJ991209_04 .0113.C6 
Strand 

End 9066 

Method TBLASTX : Soybean 

End 5050 

Score 278 



Seq. No. 37589 

Gene No. 77172 

Start 8392 

Name OJ991209_04 . 0113 . C6 . o3 . ts 

Start 5798 

GI 5666795 

Exons 5798.. 5896, 5972 
GI Descrip. 4206306 2.0e-10 



Seq. ID OJ991209_04.0113.C6 
Strand 

End 9066 
Method TBLASTX : Soybean 
End 6364 
68 



Score 
. .6109, 6164. .6364 
(AF049110) prpol [Zea mays] 



Seq. No. 37589 

Gene No. 77172 

Start 8392 

Name OJ991209_04 . 0113 . 06 . o9 . tw 

...Start 5.112 L.„__.^ " 

..GI__ . . .J none J'^;^ ,. 

Exons 6112.. 6288, 6164.. 6415 



Seq. ID OJ991209_04.0113.C6 
Strand 

End 9066 

Method TBLASTX : Wheat 

„ End 64 15,__„ :„ 

.Scorel 183,. 



Seq. No. 37589 

Gene No. 77172 

Start 8392 

Name OJ991209_04 . 0113 . C6 . o3 . tm 

Start 6626 

GI none 

Exons 6626.. 6940, 6661 



Score 
..6927, 6932. .6979 



Seq. ID OJ991209_04.0113.C6 
Strand 

End 9066 
Method TBLASTX : Maize 
End 6979 
359 



Seq. No. 37589 

Gene No. 77172 

Start 8392 

Name OJ991209_04 . 0113 . C6 . o4 . tw 

Start 6754 

GI none 

Exons 6754.. 6810, 6755 



Score 
7135, 6856. .7104 



Seq. ID OJ991209_04.0113.C6 
Strand 

End "9066 

Method TBLASTX : Wheat 

End. 7135 

369 • ■ - 



■ Seq.. No. ' 37589" - 

■Gene"* No:' ■ ' 77 1:7^2 - ■ ' 

Start ■ ' . ■ ■ 8392 

Name ' 0 J 9 9120 9^0 4 -.'0 11 3 . 

Start " 7136 ^ ' . - 

GI , hone 

Exons 7136.. 7420, 7140. 

7613. .7738 



• Seq; ID OJ991209_04.0113.C6 

"Stxand- • 

End . ' 9066 ' ' ■ ' ■ ' 
C6;o7.'tw Method TBLASTX :'Wheat 

End . 7738 - * ' . • 

Score ■ 264 . 
.7211, 7141. .7419, 7274. .7552, 7612. .7734, 



Seq. No. 37589 

Gene No. 77172 

Start 8392 

Name OJ991209_04 . 0113 . C6 . o5 . tm 

Start 7607 

GI none 

Exons 7607.. 7747, 7612.. 7746 



Seq. ID OJ991209_04 . 0113.C6 
Strand 

End 9066 

Method TBLASTX : Mai ze 

End 7747 

Score 183 



37167 




Seq. No. 


37589 


Seq. ID 


OJ991209_04.0113 


.C6 


Gene No. 


77172 


Strand 






Start 


8392 


End 


9066 




Name 


OJ991209 04 . 0113.C6.o3.gs 


Method 


GENSCAN 




Start 


8392 


End 


8772 




GI 


none 


Score 


. 69 




Exons 


8392. .8772 








Seq. No. 


37589 


Seq. ID 


OJ991209_04.0113 


.C6 


Gene No. 


77172 


Strand 






Start 


8392 


End 


9066 




Name 


OJ991209 04.0113.C6.o3.np 


Method 


AAT/NAP 




Start 


8395 


End 


9066 




GI 


5803259 


Score 


917 




Exons 


8395. .9066 








GI Descrip. 


(AP000399) hypothetical protein [Oryza 


sativa ] 




Seq. No. 


37590 


Seq. ID 


OJ991209_04.0113 


.07 


Gene No. 


77173 


Strand . 






Start 


1 - . 


End 


2080 




Name - 


.OJ991209 04.0113.C7.ol.np- 


™Metho.cl,._ 


„AAT/NAP 




Start 




...End.. _ 


-2,0 8.0_..,. : 




GI 


6907089 


Score 


2882 




Exons 


1..721, 819. .2080 








GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sat i va 1 




Seq. No. 


37590 


Seq. ID 


OJ991209_04.0113 


.07 


Gene No. 


77173 


Strand 






Start 


1 


End 


2080 




Name 


OJ991209 04.0113.C7.ol.gs 


Method 


GENSCAN 




Start 


46 


End 


2080 




GI 


none 


Score 


.71 




Exons 


46. .314, 399. .721, 819. .2080 








Seq. No. 


37591 


Seq. ID 


OJ991209_04 .0113 


.08 


Gene No. 


77174 


Strand 


+ 




Start 


321 


End 


1199 




Name 


OJ991209 04.0113.C8.ol.tc 


Method 


TBLASTX: Cress . 




Start 


303 


End 


967 




GI 


none 


Score 


247 




Exons 


303.. 683, 395-. .430> 521.. 682, 


•794 . . 919, 


795 . . 884_, ; 905. . 967 


Seq. • No. ■ 


■37591 ^ / 


Seq.. ID 


OJ99120 9_04'.0113 


.08 


Gene No . . 


77174 ' ' - " ' 


Strand 






Start' 


321 - - - , .. • 


End . 


1199 . • - 




Name 


, OJ991209 04.0113.C8.ol.tw ' ' 


Method 


TBLASTX: Wheat 




Start 


303 


End 


683 




GI 


none 


Score 


81 




Exons 


303. .428, 450. .683 








Seq. No. 


37591 


Seq. ID 


OJ991209_04 .0113 


C8 


Gene No. 


77174 


Strand 


+ 




Start 


321 • 


End 


1199 




Name 


OJ991209 04.0113.C8.ol.ts 


Method 


TBLASTX : Soybean 




Start 


303 


End 


926 




GI 


none 


Score 


248 





37168 




Exons 303.. 683, 795.. 926 

Seq. No. 37591 -Seq. ID OJ991209_04 . 0113 . C8 

Gene No. 77174 Strand + 

Start 321 End 1199 

Name OJ991209_04 . 0113 , C8 . ol . gs Method GENSCAN 

Start 321 End 1199 

GI none Score .85 

Exons 321.. 684, 796.. 1199 

Seq. No. 37591 Seq. ID OJ991209_04 . 0113 . C8 

Gene No. 77174 Strand + 

Start 321 End 1199 

Name OJ991209_04 . 0113 . C8 . ol . tm Method TBLASTX : Maize 

Start 557 End 1145 

GI none Score 188 

Exons 557. .682, 558. .683, 794. .991, 795. .983, 1077. .1145 

Seq. No. 37592 Seq. ID OJ991209_04 . 0113 . C9 

Gene No. 7717.5 Strand 

Start 83 End 631 

Name, j_^Q.J9 912 09^0:4 .„0n3„..Cl^^^^^ Me tJiod_ - „ GEN SC^M_ . ™ ^ 

.Start ^.63..::. ; , -.^.End... 63.1 

GI none Score ■ . 98 

Exons 83.. 276, 532.. 631 

Seq. No. 37592 Seq. ID OJ991209_04 . 0113 . C9 

Gene No. 77176 Strand 

Start 586 End 2238 

Name OJ991209_04 . 0113 . C9 . ol . np Method AAT/NAP 

Start 586 End 2238 

GI 421955 Score 832 

Exons 586.. 686, 1497.. 2238 

GI Descrip. hypothetical protein 4 - potato transposon Tstl 

gi I 21434 | emb|CAA36616| {X52387) 0RF4 [Solanum tuberosum] 

Seq. No. 37592 Seq. ID OJ991209_04 . 0113 . C9 

Gene No. 77176 Strand 

Start 586 End 2238 ' 

Name OJ991209_04 .0113.09. ol . ts Method TBLASTX : Soybean 

Start . 1330 End 2025 

GI' ^ • none . Score .59 

Exons-; 1 330 ;^1404v'-T330. .1617-; '1523 l•67 8^^ 2025, ; '1853 2M3 



Seq.' No, " '37592 ' " ' "■/Seq. ID •OJ9912"09_04 . 0113 . 09 ' 

Gene- No.. 77176 * Strand 

Start . 586 End . 2238 ■ . 

Name OJ991209_04 . 01 13 . 09 . ol . tm Method TBLASTX : Maize 

Start 1339 End 2043 * 

GI none Score 66 

Exons 1339. .1605, 1529. .1606, 1637. .1789, 1687. .2043 

Seq. No. 37592 Seq. ID OJ991209_04 . 0113 . 09 

Gerie iSIo. 77176 • > Strand 

Start 586 End 2238 

Name OJ991209_04 . 0113 . 09 . o2 . gs Method GENSOAN 

Start 1363 End 2121 



37169 




GI 


none 


Score 


. 9 


Exons 


1363. .2121 






Seq. No, 


37592 


Seq. ID 


OJ991209_04.0113.C9 


Gene No. 


77176 


Strand 




Start 


586 


End 


2238 


Naine 


OJ991209 04.0113.C9.ol.tw 


Method 


TBLASTX: Wheat 


Start 


1789 


End 


2217 


GI 


none 


Score 


37 


Exons 


1789. .2034, 1795. .1833, 1904. 


2035, 2054.. 2209, 2065.. 2217 


Seq. No. 


37592 


Seq. ID 


OJ991209_04.0113.C9 


Gene No. 


77176 


Strand 


— 


Start 


586 


End 


2238 


Name 


OJ991209 04 .0113.C9.o2.ts 


Method 


TBLASTX : Soybean 


Start 


2053 


End 


2232 


GI 


none 


Score 


120 


Exons 


2053. .2232, 2087. .2230 






Seq. No. 


37593 


Seq. ID 


OJ991209_04 . 01 13. CIO 


Gene No. 


77177 


Strand 




.Start 


J....,.:.*. : - 


.End..... 


15152 . 


.Naine . . 


. .6j9.912a9: 04.. Oiii,Cm..oi. np 


..Meth.o.d*- 


. AAT./NAE.. .1.., 


Start 


1 


End 


222 


GI 


1621477 


Score 


157 


Exons 


1. .222 






GI .Descrip. 


(D85868) reverse transcriptase [Oryza 


sativa] 


Seq. No. 


37593 


Seq. ID 


OJ991209_04 . 0113. CIO 


Gene No . 


77177 


Strand 




Start 


1 


End 


15152 


Name 


OJ991209 04.0113.C10.o2.np 


Method 


AAT/NAP 


Start 


1 


End 


15152 


GI 


1184077 


Score 


1395 


Exons 


1..27, 2157. .3307, 3530. .4038, 


13068. . 


13683, 13909. . 14091, 




14605. .15152 






GI Descrip. 


(U42445) Cf-2.2 [Lycopersicon 


pimpinelli folium] 


Seq. No. 


37593 


Seq. ID 


OJ991209_04. 0113. CIO 


Gene No. 


77177 


Strand 




Start 


1 


End 


15152 


Name 


OJ991209 .04 .0113.010. ol.gs 


Method 


GENSCAN • • ■ . / • ' 


Start'-'"'- 


' ■-7-67 ' - - • - - ' ■■ 


End' ■ • 


'•^3;23 - 


GI ' 


none . 


Score 


.55 * ' . 


Exons 


• 767.. "990, 1249V .1793, " 181'2'. '; r9-23, '2447 


. .4087, 4101". .4235, - 




4263. .4-323 ■ - 






Seq. No. 


37593 


Seq. ID 


OJ991209_04. 0113. CIO 


Gene No. 


77177' 


Strand 




Start 


1 


End 


15152 


Name 


OJ991209 04.0113.C10.ol.tm 


Method 


TBLASTX: Maize 


Start 


839 


End 


12392 


GI 


none 


Score 


87 


Exons 


839. .931, 840. .944, 918. .1145, 


940. .1149, 953. .1144, 1239.. 




1250.. 1375, 1251.. 1376, 10162. 


.10269, 


10163. .10228, 



11863. . 12165, 11864 . .12166, 11868 .. 12167 , 11886 .. 12170, 
11960. .12169, 12266. .12391, 12267.. 12392 



37170 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No'. 
Gene No. 
Start ' 
Name 
Start * 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



37593 
77177 
1 

OJ991209_04. 0113. CIO, o2.ts 
953 
none 



15152 

TBLASTX: Soybean 
12814 
72 

953. .1126, 1005, .1115, 1250, ,1492, 1251, ,1391, 1493. ,1786, 
1503, ,1742, 11974. ,12165, 12032 ,. 1214 8 , 12266 ,. 12505 , 
12267, , 12407, 12272 12418, 12506 ., 128 14 , 12519. .12578 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991209 04. 0113. CIO 



37593 
77177 
1 

OJ991209_04 . 
1046 
none 
1046, 
1655. 
2217. 
2241. 



.1126, 
.1768, 
.2528, 
.2420, ■ 
.234A._.^2f.5jL,.,. 
.24 8 7. ,.,2,9 IB, 



2706. . 
3162. . 
3327, , 
3585. , 
3885. . 
12332, 
12671. 
13039. 
13067. 
13115. 
13214 . 
13337. 
13418. 
13553. 
13757. 
13871, 
14180, 
14441. 



2900, 
3578, 
3476, 
3722, 
4055, 
. 12499 
. 12772 
. 13089 
.13714 
. 13738 
. 13360 
. 13648 
.13723 
.13738 
.13858 
. 14185 
. 14350 
. 14572 



0113. CIO. ol.tc 



1316, .1492, 1320 
2214, .2579, 2217 
2220. .2924, 2220 
2277.. 2924, 2283 
2_4 1 2 2 9 0p^,^.„2 4 2 5„ 
2.571... ..2.87 3,.. ,257.4. 
2919, ,3014, 2919 
3162., 3332, 3165 
3327. .3488, 3525 
3603.. 3701, 3723 
3894.. 4046, 3894 
12500, 



12333, 
13001, 
13061. 
13067. 
13130. 



, 13126, 
, 13426, 
,13114, 
,13438, 



13259. . 13765, 
13367. . 13555, 



13421, 
13565, 
13769, 
13919, 
14354, 
14525, 



, 13627, 
,13621, 
,13861, 
14167, 
14497, 
14581, 



Seq. ID OJ991209 
Strand 

End 15152 
Method TBLASTX 
End 14893 
Score 91 
.,1493, 1493. ,1639, 
,,2915, 2217. ,2648, 
,.2351, 2220. .2258, 
. .2591.,. 2304. .2492, 
^,..2 6J 0^.._ 2JJj6 .218 6 
... 27.8,0 , , 2.626 . ...2 7. 7.5;,., 
. .3014, . 2922. .3011, 
. .3323, 3165. .3320, 
, .3722, 3531. .3680, 
..3833, 3741. .3833, 
..4004, 3945. .4049, 
12506. .12655, 12513 
13007. ,13045, 13019 
13064, ,13762, 13064 
13067, .13198, 13088 
13151, .13339, 13193 
13274, ,13351, 13298 
13392. ,13598, 13413 
13481, ,13732, 13502 
13632, .13736, 13634 
13868. , 14143, 13871 
14063. ,14185, 14177 
14372, .14572, 14378 
14588. .14893 



04. 0113. CIO 



Cress 



1497. . 
2217. . 
2220, . 
2346, . 
_2A48,,^. 
2 658.'... 
2931. . 
3219, , 
3552, , 
3750, , 
12067. 
. 12578 
.13375 
.13486 
,13267 
,13504 
,13486 
. 13583 
.13621 
,13765 
,14425 
,14362 
.14683 



1562, 

2786, 

2855, , 

2918, 

2639, . 

.2.8 5,5,,'.. 

3011, 

3335, 

3803, 

3833, 

,12165, 



37 5 9i3 ■ 7 ■ 
mil 

1 " ' ■ ^ ^ " ■ 

. OJ991209_04 . 0113, CIO :ol . tw 
1250 
none 



Seq. ID OJ991209_04'.01'13-.C10-- 

Strand ' - ' ' 

End ' 15152 " ' " " ^ 

Method TBLASTX : Wheat 

End 12646 

Score 59 



1250. ,1483, 1493. .1630, 12266 ,, 124 99, 12338 ., 12487 , 12497, .12646 



37593 
77177 
1 

OJ991209_04. 0113. CIO. o3.tm 

1544 

none 



Seq, ID OJ991209_04, 0113. CIO 
Strand 

End 15152 

Method TBLASTX : Maize 

End 12823 

Score 196 



1544. .1786, 1545. .1745, 1546. .1785, 12560 .. 12823, 12560. .12823 



37171 



Seq. No, 37593 

Gene No. 77177 

Start 1 

Name OJ991209_04 . 0113 . CIO . o2 . tw 

Start 2181 

GI none 

Exons 2181.. 2285, 2217.. 2345, 2220, 



Seq. ID OJ991209__04. 0113. CIO 
Strand 

End 15152 
Method TBLASTX : Wheat 
End 14923 
Score 66 

2411, 2310. .2549, 2481. .2711, 
3290, 3621.. 3722, 3741.. 3833, 



2673.. 3047, 2722.. 2955, 3165 

3823. .3978, 13028 13132, 13064 .. 13192, 13067 .. 1324 9, 
13184. .13405, 13325. .13543, 13473 .. 13583, 13520 .. 13867 , 
13641. .13808, 13877. .14059, 13877 .. 13993, 14 4 68 . . 14 64 1 , 
14504 . .14569, 14670 .. 14768, 14729. .14923 



Seq. No. 37593 
Gene No. 77177 
Start 1 

Name OJ991209_04 . 0113 . CIO . o2 . tm 

Start 2217 
GI none 
Exons 2217. .2558, 

J : ,.24 06^,.J4 7I„.„, 

3i6Z...3a35,. 

3186. .3320, 

3723. .4004, 

13067, .13681 

13250, .13318 

13768. ,13809 

13871. ,14062 

13889. .14167 

14366. .14563 

14424. .14546 



2220 
2A54 
31 62 
3324 
3741 



2834, 2220 
2921,:, 2^578 
328 4 , .3165 
3479, 3519 
4055, 3768 
13067. , 13333, 
13304. . 13765, 
13773. .13808, 
13871. .14170, 
13941. .14039, 
14373. . 14489, 
14498. . 14548, 



Seq. ID OJ991209_04, 0113. CIO 
Strand 

End 15152 

Method TBLASTX : Mai ze 

End 14902 

Score 70 
..2699, 2241, .2918, 2313. .2927, 
^,,,,2802. ,.,. 2,919 , ,.30J.:4_, ,JQ&'9.,„. 3,15i.,_ 

. 3323, „ 3 1 6.5.. . *33ib , 3165.. , i32,0',; 

..3743, 3531., 3722, 3531. .3722, 
.,4055, 13064, ,13393, 13065 .. 13295 , 
13068. .13223, 13160. .13738, 
13350. .13583, 13488. .13655, 
13871. .14167, 13871. .14131, 
13871. .14167, 13871. .14167, 
13961. .14182, 1418 0, , 14326, 
14 378. ,14572, 14 37 8, .14560, 
14588. ,14902 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI' 

Exons 



37593 
77177 
1 

OJ991209_04. 

2220 

none 

2220. . 

2500. , 
.3162. . 
'3519.- . 

3531. , 

3741. . 

13020, 

13364 . 

13644. 

13877. 

14366. 

14378. 

14453. 



0113. CIO. ol.ts 



2780, 
2682, 
3320, 
37 22," "' 
3734, 
3962, ■ 
.,13151 
.13762 
.13751 
.14167 
.14572 
.14560 
.14587 



2220.. 2711, 2223 
2721.. 2900, 2725 
3165., 3335, 3165 
3519. .3743," "3525 
3531. .3722,.. 3606 
3741. .■'3833, "3741 
, 13067. . 13627, - 
, 13476. , 13592, 
, 13859. . 14167, 
, 13877. . 14167, 
, 14366. .14563, 
, 14378. .14569, 
, 14588. .14902 



Seq, ID OJ991209 
Strand 

End 15152 
Method TBLASTX 
End 14 902 

Score 36 
.2927, 2274.. 2405, 
.2757, 2794. .2919, 
,3332, 3165. .3284, 
V3722,-353i; .3713/ 
.3740, 3723. .3833, 
. .4055, 3753'. :-4055,'' 
13070. .13738, 13142 
13568. .13741, 13641 
13871. .14179, 13871 
13878. ,14132, 13943 
14378, .14572, 14378 
14378. .14572, 14379 



04 .0113. CIO 



Soybean 



2437. .2664, 
3031. .3285, 
3381. .3449, 

•3531. : 3722, 
3735. .4055, 
13019:. 13132,- 

. . 1374-4, ' ~ 

..13754, ; 

. . 14131, 

. .14182, 

. . 14506, 

. .14549, 



Seq. No. 37593 

Gene No. 77177 

Start 1 

Name OJ991209_04 . 0113 . CIO . o3 . gs 



Seq. ID OJ991209_04. 0113. CIO 
Strand 

End 15152 

Method GENSCAN 



37172 






Start 


11776 


End 


15090 

J. ^ \J Zf \J 




GI 


none 


Score 


4 5 




P, von ^ 


11776 12164 12265 15090 








Seq, No. 


37594 


Seq. ID 


OJ991209 04 0113 Cll 




Gene No. 


77178 


Strand 






Start 


1 


End 


15582 




Name 


OJ991209 04.0113.Cll.o4.np 


Method 


AAT/NAP 




Start 


1 


End 


15582 




GI 


5917664 


Score 


139 




R von s 


1..32, 851. .1007, 13071. .13301, 15451. 


.15582 




GI Descrip, 


(AF159296) extensin-like protein [Lycopersicon esculentum] 




Seq. No. 


37594 


Seq. ID 


OJ991209_04. 0113. Cll 




Gene No. 


77178 


Strand 


+ 




Start 


1 


End 


15582 




Name 


OJ991209 04 .0113.Cll.ol.gs 


Method 


GENSCAN 




Start 


870 


End 


1048 




GI 


none 


Score 


.52 




F.xon s 

1^ ^\ \^ i. i tj> 


870. .1048 








._Seq^_Np...™^ . 


-„37 5J94 . , _ , 


.,Seq., jpl. 


,...OJ9^9,12(D9^04,,,0nj.^a^^^ 




. Gene,. No . .... . 


... 7-717.9..^ ... : 


..Strand.:, 




tj ■ 


Start 


1755 


End 


514 5 




Name 


OJ991209 04.0113.Cll.o2.gs 


Method 


GENSCAN 


j: £=. 
i • ; 


Start 


1755 


End 


5145 


c: : 

= y 


GI 


none 


Score 


.62 


l3 


F. X n n 


1755. .1882, 1992. .2140, 2297. 


.5145 




L J 


Sea No. 


37594 


Seq. ID 


OJ991209_04. 0113. Cll 




Gene No. 


77179 


Strand 




2 1^ 


Start 


1755 


End 


5145 




Name 


OJ991209 04.0113.Cll.ol.np 


Method 


AAT/NAP 




Start 


1785 


End 


5112 




GI 


6522541 


Score 


1383 


""4 


Exons 


1785.. 2140, 2237.. 3855, 4135. 


.5112 




h ^ 


GI Descrip . 


(AL132955) receptor-kinase like protein . [Arabidopsis thaliana] 




Seq. No. 


37594 ' 


Seq. ID 


OJ991209_04. 0113. Cll 


f 1 


Gene No. 


77180 


Strand 






Start 


5954 


End 


9369 




Name 


OJ991209 04.0113.Cll.o3.gs 


Method 


GENSCAN 




"Start " " ' V 


•5954- - • - - 


End • • - 


• 9369 • 




GI 


none 


* Score 


.97 




Py on 


■5954. .6342, 6444. .7585, 7658. 


'9369 






Seq. No. 


37594 


Seq. ID 


OJ991209_04 .0113. Cll 




Gene No. 


77180 


Strand 






Start 


5954 


End 


9369 




Name 


OJ991209 04.0113.Cll.o2.np 


Method 


AAT/NAP 




Start 


5993 


End 


9339 




GI 


2586083 


Score 


1466 




Exons 


5993. .6342, 6444. .8081, 8361. 


.8805, 8878. .9339 




GI Descrip. 


(U72725) receptor kinase-like 


protein 


[Oryza longistaminata] 




Seq. No. 


37594 


Seq. ID 


OJ991209_04. 0113. Cll 




Gene No. 


77181 


Strand 





37173 



start 
Name 
Start 
GI 

Exons 



11066 End 

OJ991209_04 .0113.Cll.ol.ts Method 

1806 - End 

none Score 



15172 

TBLASTX: Soybean 

11635 

96 



1806.. 1940, 1956.. 2153, 2008,. 2151, 2268.. 2342, 2318.. 2470, 

2323.. 2469, 2500.. 2553, 2539.. 2778, 2540.. 2629, 2653.. 2778, 

6158.. 6343, 6171.. 6344, 6457.. 6678, 6508. -.6666, 6509.. 6679, 

6709. .6762, 6748. .6987, 6749. .6838, 11333. . 11404 , 11478. .11612 
11480. .11635 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



^Se(q.,_.Np, 

^Gerie, No.. 

Start 

Name 

Start 

GI 

Exons 



37594 
77181 
11066 

OJ991209_04 .0113.Cll.ol.tm 

1842 

none 

1842. .1946, 1843. .1947, 1908. 
1996. .2151, 2193. .2342, 2193. 
6042. .6344, 6064. .6348, 6138, 
11330. .11386, 11462.. 11527 

.,37594, : „ . „,„.:.._,..^,„ • 

...7ii.ai. . ...1.. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991209 04.0113.C11 



15172 

TBLASTX: Maize 
11527 
69 

2153, 1941. .2138, 1964. .2143, 
2342, 2239.. 2343, 6041.. 6343, 
6347, 6445. .6570, 6446. .6571, 



. Seq,.„^„ I p_„ 0.J9 9 120X^QMM23^'S.l2^ 

_ .S.trand r- ^ J.:... 



11066 










■ End 


15172 






OJ991209 04. 


0113 


Cll.ol 


. tc 


Method TBLASTX: 


Cress 




2043 










End 


11791 






none 










Score 


46 








2043. 


.2153, 


2304. 


.2336, 


2341 


. .2484, 


2360. 


.2482, 


2477. 


.2626, 


2482. 


.2625, 


2641. 


.2736, 


2983 


. .3027, 


2995. 


.3351, 


3040. 


.3738, 


3040. 


.3678, 


3040. 


.3609, 


3094 


. .3243, 


3100. 


.3747, 


3106. 


.3414, 


3112. 


.3747, 


3169. 


.3480, 


3229 


. .3552, 


3235. 


.3723, 


3250. 


.3327, 


3265. 


.3462, 


3343. 


.3531, 


3385 


. .3747, 


3394 . 


.3699, 


3397. 


.3597, 


3398. 


.3625, 


3481. 


.3678, 


3529 


. .3714, 


3541. 


.3597, 


3553. 


.3822, 


3610. 


.3741, 


3742. 


.3837, 


3742 


. .3837, 


3847. 


.4341, 


3847. 


.4146, 


3847. 


.4143, 


3847. 


.4119, 


3895 


. .4143, 


3908. 


.4093, 


4042. 


.4146, 


4060. 


.4158, 


4150. 


.4326, 


4150 


. .4302, 


4405. 


.4503, 


4408. 


.4545, 


4426. 


.4545, 


4426. 


.4536, 


4426 


. .4545, 


4564 . 


.4791, 


4570. 


.4725, 


4639. 


.4872, 


4639. 


.4872, 


4642 


. .4773, 


4645. 


.4899, 


4648. 


.4791, 


4 657. 


.4791, 


4768. 


.4908, 


6245 


. .6343, 


6511." 


.6684, 


6512. 


.6679, 


6685. 


.6834, 


6692. 


.6757, 


7189 


. .7233, 


7201. 


7557, 


7243. 


.7815, 


7246, 


.7920, 


7249. 


.7953, 


7249 


. .7884, 


7306. 


7953, 


7312. 


.7620, 


7313. 


.7507, 


7375. 


.7692, 


7441 


. .7920, 


7441. 


7758," 


7477. 


.7668, 


7600\ 


■.804 3,' 


7 681. 


r7'7 91. 


•7774 


. '.-7'920, 


8005.- 


8592/ 


'8053; 


: 834 9; ■ 


8053'. 


.8349, 


8053. 


.8349, 


8053 


. .8349, 


8113. 


.8169, 


. 8120. 


.83 8 J, 


8128. 


'.8391, 


"8350. 


;8"532', 


"8350 


. .8508, 


8350-. 


8553, 


" 8560. 


.8751, 


8560. 


.8910, 


8560. 


.8979, 


8560 


. .8751, 


8560. 


8679, 


8560. 


.8733, ■ 


8581. 


.8847,- 


8608. 


.8751, 


8752 


. .8910, 


8.7 64 . 


9078, 


8767. 


.9084, 


8770. 


.9117, 


8770, 


.9054, 


8770 


. . 9075, 


'8770. 


9084, 


8770. 


.9105,' 


8830. 


.9099, 


8833. 


.9078, 


8863 


. .9054, 


8905. 


9120, 


8974 . 


.9126, 


11330 


. .11386 


, 11468. .11620, : 


L1651. . 


11791 









Seq, No. 37594 

Gene No. 77181 

Start 11066 

Name OJ991209_04 . 0113 . Cll . ol . tw 

Start 2226 

GI none 



Seq. ID OJ991209_04. 0113. Cll 
Strand 

End 15172 

Method TBLASTX: Wheat 

End 11782 

Score 60 



37174 





Exons 


2226. . 


.2330, 


2341, 


, .2469, 


2482. 


.2616, 6445.. 6684, 


6676. 


.6825, 






11468. 


..11620, 11480. .11623, 11651. .11782 








Seq. No. 


37594 










Seq. ID OJ991209 


04.0113.C11 




Gene No. ■ 


77181 










Strand 








Start 


11066 










End 15172 








Name 


OJ991209 04 


.0113. 


C11.04 


. tm 


Method TBLASTX: 


Maize 






Start 


2344 










End 11750 








GI 


none 










Score 105 








Exons 


2344. . 


.2526, 


6574 . 


. 6735, 


11528 


..11749, 11529. .11750 






Seq. No. 


37594 










Seq. ID OJ991209 


04 .0113.eil 




Gene No. 


77181 










Strand 








Start 


11066 










End 15172 








Name 


OJ991209 04 


.0113. 


C11.03. 


. tm 


Method TBLASTX: 


Maize 






Start 


2530 










End 7002 








GI 


none 










Score 119 








Exons 


2530. . 


2793, 


2531. 


.2671, 


2539. 


.2793, 6739.. 7002, 


6739. 


.7002 




Seq. No. 


37594 










Seq. ID OJ991209 


04.0113.C11 




Gene No . 


77181 










Strand 








__S.;tart,^.:.. , 


,-.^'.11066,: 










End__ 15^172_:_, 








'.. ,N.aine 


_aJ9.9,X2.09..0,4, 


...0ia3..Cll..:o2. 




.Method.-.. JBLAS JK:jS.ayheaa„__ 




Start 


3043 










bna yzD<i 








GI 


none 










ocore 






Ell 


Exons 


3043. . 


3624, 






3100. 


0-7QO Tlic^ "^T/l 


3187. 


.3744, 


1 Li 




3328. . 


3513, 


^ Q Q 

J D -J o . 




3608. 


"^"ZIQ "50/11 A'\ A 


3842. 


.4150, 


f 1 




3847. . 


4146, 






3847. 


'5QC:'5 A T A ^ 
.4il4o, OOOJ..4i4b, 


3899. 


.4012, 






4034. . 


4183, 


4411. 


.4545, 


"3 J ^ *J • 


.4791, 4558. .4791, 


4564 . 


.4743, 






4573. . 


4791, 


4573. 


.4758, 


4642. 


.4899, 4645. .4791, 


4888. 


.5055, 






7243. . 


7830, 


7249. 


.7554, 


7306. 


.7998, 7321.. 7920, 


7675. 


.7920, 






7753. . 


7923, 


8047. 


.8349, 


8053. 


.8349, 8053.. 8349, 


8053. 


.8349, 


S 




8059. . 


8349, 


8105. 


.8356, 


8105. , 


.8350, 8111.. 8350, 


8122. 


.8349, 






8323. . 


8517, 


8324 . 


.8500, 


8350. , 


.8517, 8350. .8514, 


8350. 


.8541, 






8554. . 


8796, 


8560. 


.8751, 


8560. , 


.8751, 8560. .8751, 


8560. 


.8757, 






8560. . 


8751, 


8561. 


.8734, 


8761. . 


.9117, 8764. .9015, 


8770. 


. 9105, 






8770. . 


9084, 


8770. 


.9084, 


8776. , 


.9144, 8785. .9084, 


9136. 


. 9264 


f ^ 


Seq, No. 


37594 










Seq. ID OJ991209 


04 . 0113.C11 




Gene No. 


77i81 










Strand 








Start 


11066 










End 15172 








iSfaiue 


OJ991209 04 


.0113. 


C11.02. 


tw 


Method / TBLASTX:! 


Wheat 






Start ' 


' " -3106- 










End- 9084 " - 








GI 


none 










Score '5 9 








Exbns 


"3106. . 


3306, 


3133. 


.33'84, 


3301. . 


.3519,' 3449. .3559, 


3496. 


.3846V 






'3B53. . 


4 035, 


3889. 


.4113, 


3937. , 


.4146, 3962. .4144, 


4144. , 


.4197, 






4177. . 


4338,. 


4444 . 


.4545, 


4 64 5. . 


.4764, 4690. .4791, 


7243. , 


.7374, 






7339.'. 


7584, 


7'366. 


.7440, 


7507. . 


.7752, 7702.. 8052, 


8059. , 


.'8241, 






8068. . 


8406, 


8111. 


.8278, 


8161. , 


.8475, 8350.. 8619, 


8554. , 


.8844, 






8725. . 


8970, 


8800. 


.9042, 


8896. . 


,9084 








Seq. No. 


37594 










Seq. ID OJ991209 


04.0113.C11 




Gene No. 


■ 77181 










Strand 








Start 


11066 










End 151-72 








Name 


OJ991209 04 


.0113. 


C11.02. 


tm 


Method TBLASTX:] 


yiaize 






Start 


3160 










End 9120 








GI 


none 










Score 177 







37175 



Exons 



3160. .3258, 3190. .3492, 3262. .3564, 3415. .3708, 3740. .4006, 

3745. .4239, 4052. .4168, 4237. .4338, 4243. .4338, 4279. .4338, 

4282. .4338, 4405. .4566, 4408. .4545, 4417. .4515, 4480. .4560, 

4590. .4631, 4639. .4746, 4645. .4791, 4648. .4791, 4675. ,4740, 

7390. .7461, 7396. .7710, 7438, .7518, 7468. .7770, 7708. .7812, 

7946. .8212, 7951. .8451, 8255. .8350, 8443. .8541, 8450. .8539, 

8453. .8551, 8554. .8721, 8641.*. 8763, 8725. .9021, 8782, .9084, 

8854, ,9117, 8896. .8988, 8932, ,9120 



Seq, No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



37594 
77181 
11066 

OJ991209_04 .0113.Cll.o3.np 

10997 

4938475 



OJ991209 04.0113.C11 



Seq. ID 
Strand 

End 15172 
Method . AAT/NAP 
End 14825 
Score 216 
10997. .11820, 11887. .12152, 14803, ,14825 

{AL078464) serine/threonine-specif ic receptor protein kinase 
LRRPK [Arabidopsis thaliana] 



Seq, No. 37594 Seq. ID 

Gene No. 77181 Strand 

atart_, , ,..JL1066_:.^ ^ End__. 

. Name . . Oa99l'2.09_0.4.. '6,113 . ClJ. o.4 . gs „MethQd_. 

Start 11066 ' End 

GI .... ■ none ■ . Score 
Exons 



OJ991209 04.0113.C11 



,,15172 _ 
. GENSciN^,., 

15172 

.91 



11066. .12076, • 12798. 
14898. .15172 



12930, 13388. .13487, 14282 .. 14476, 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



37595 



Seq, ID OJ991209_04.0113.C12 



77182 Strand + 

4709 End 5346 

OJ991209__04 ,0113.C12.o2.np Method AAT/NAP 
4709 End 5346 

6069646. . Score 723 

4709, .5346 

(AP000616) similar to putative reverse transcriptase 
[Oryza sativa] gi | 6907112 | dbj | BAA90639 . 1 | (AP001129) 
Arabidopsis thaliana chromosome II BAC F9013 genomic 
putative non-LTR retroelemeht reverse transcriptase.- 
[Oryza sativa] 



{AC005315) 
Similar to 
sequence, 
(AC006248) 



Seq. No. 37595 Seq. ID 

Gene""'Noi ' '77183''" " ' ;* - Strand' - 

Start ' 1015" ' " "End 

Name- ' bJ991209_04 . 0113 . 012 . ol .gs ' * Method ' 

Start 1015 End 

GI none • • Score 

Exons 1015.. 1156, 2338.. 3038 



OJ991209_04_.0113.C12 
3038 

GENSCAN' " . ■ - 
'3038 . 
.93 ' - 



Seq. No. 37595 Seq. ID 

Gene No. 77183 Strand 

Start 1015 End 

Name OJ991209_04 . 0113 . 012 . ol . np Method 

Start ■ 2338 End 

GI 4826399 Score 

Exons 2338.. 2960 

GI Descrip. (AJ012423) wall-associated kinase 2 [Arabidopsis thaliana] 



OJ991209_04. 0113. 012 
3038 

AAT/NAP . . 

2960 
173 



37176 




Seq. No. 37595 Seq. ID OJ991209_04 . 01 13 . C12 

Gene No. 77184 Strand 



Start 


4864 




End 


5763 




Naine 


OJ991209 04 


0113 C12 ol tm 


Method 


TBLASTX: Maize 




Start 


4816 ~ 




End 


5437 




GI 


none 




Score 


63 




Exons 


4816. .4911, 


4900. .5115, 4902. 


.5117, 5131.. 5316, 5375.-5437 


Seq . No . 


37595 






OJ991209_04.0113, 


.012 




77184 




Strand 






start 


4864 




End 


5763 




Name 


OJ991209 04 


.0113. 012. o2.gs 


Method 


GENSOAN 




Start 


4864 




End 


5763 




GI 


none 




Score 


.5 




Exons 


4864. .5111, 


5697. .5763 








Qfirr No 

O C Lj^ . LS\J a 


^7 SQS 




Seq. ID 


OJ991209_04 . 0113, 


.012 




77 1 R4 




Strand 






Qf o rt 


M O U T 




End 


5763 




LN dlLLC 


\J<J Zf JL ^ \J Zf 


ni 1 ^ n 9 ni 1-w 


Method 


TBLASTX: Wheat 




iDL.j:XL. L. ^, ^ ^ 


^ J-^_,_^ 


. _ _ 


.End 


_..5115_,. „ 




CT 






S.core. 


18.1 . 


Exon *^ 

i-J 1 1 o 


4951. .5115 










Seq. No. 


37596 




Seq. ID 


OJ991209_04 .0113, 


.013 


f^pnp No 


77185 




Strand 






Start 


1 




End 


930 




Name 


OJ991209 04 


.0113.C13.ol.gp 


Method 


AAT/GAP 




Start 


1 




End 


930 




GI 


2310235 




Score 


299 




P von Q 


1..47, 338. 


.477, 893. .930 








GI Descrip. 


5852182/emb|CAB55420. 1 | 9.0e- 


13 (AL117265) zhb0012.1 [Oryza 




sativa] 










9prT Mn 


37596 




Seq. ID 


OJ991209_04.0113. 


,013 


(^pnp' Mn 


77185 




Strand 






Start 


1 




End 


930 




M^mo 


OJ991209 04 


.0113.C13.ol.gs ■ 


Method 


GENSOAN 




O U d i_ L. 


18 




End 


477 




GI 


none 




Score 


.91 




Exons 


18. .477 










Sea No 


37596 




-Seq, id' 


OJ991209_04'.0li3. 


013 




' 77185'- "' ' ' 




" Strand 






O L. d i. L. 


1- 




End 


930 




Name 


OJ991209 04 


.0113.C13.ol.np ■ 


Method 


aat/n;^p 




Start 


148 




End 


477 ' 




GI 


5852182 




Score 


420 




Exons 


148. . 477 










GI Descrip. 


(AL117265) 2hb0012.1 [Oryza sativa] 






Seq. No. 


37597 




Seq. ID 


OJ991209_05.0118. 


01_ 


Gene No. 


77186 




Strand 


+ 




Start 


2562 




End 


4153 




Name 


OJ991209 05, 


.0118.Cl.ol.np 


Method 


AAT/NAP 




Start 


2562 




End 


4153 





37177 



o ±. 


6907088 

\J \J 1 \J \J \J 






Score 


4 33 


F von Q 


2S62 2698 


2874 3103 


3744 . 


.4153 




X L^* C; O J — • 




hvDothiel" i 1 


protein [Oryza 


■ Q ^1 "t~ 1 1 
O CI L. X V d J 




37597 






Seq. ID 


O.T9Q1 209 


Gene No. 


77187 






Strand 


+ 


Start 


4138 






End 


5386 


Name 


OJ991209 05 


.0118. CI. o2 


np 


Method 


AAT /NAP 


o u d i. u 


41^8 ~ 

ri J. J O 






End 


J J o u 


f;T ■ 


>J f J *1 Vj J -J 






Score 


±0\J 


P von Q 


4138 4234 


4286 4576 


4704. 


.5386 




nT Desci'in. 


f AP000391 ) 


hvDothet i cal 


protein [Oryza 


O CI J- V CI J 




37 SQ7 






Seq. ID 




Gene No. 


77188 






Strand 




Start 


152 






End 


240 


Name 


OJ991209 05 


.0118. CI. ol. 


gs 


Method 


GENSCAN 


Start 


152 






End 


240 


GI 


none 






Score 


1 


Exons 


152. .240 











.Sec3.._No..::_ _J!7598_. ^ 

, Gene -Nq..^-.:,.'-.,.. 77.1 a9.;„ - . 
Start 85 

Name OJ991209_05 . 0118 . C2 . ol . gs 

Start 85 

GI none - 

Exons 85.. 261, I860.. 1931 



.Seq.,,, I D_^p J9J 1 2 OJ„_^05^,,0 1 1 8„,, C2 . 

l..S.t.r.and. +' : 

End 1931 
Method GENSCAN 
End 1931 
Score . 67 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



37598 Seq. ID 

77190 Strand 

10111 End 

OJ991209_05.0118.C2.o3.np Method 

10111 End 

6523547 Score 

10111. .10248, 11404. .11709, 1174 7 .. 11968 , 13145 .. 13181, 
15604. .15673 

{AJ242540) hydroxyproline-rich glycoprotein DZ-HRGP [Volvox. 
carteri f. nagariensis] 



OJ991209_05.0118.C2 
+ 

15673 
AAT /NAP 
15673 
139 



Seq. No. 37598 Seq. ID 

Gene No. 77191 _ Strand • - 

Start 2477 ■ ""End" 3055 ' 

Name 6J9912t)9_05 . 0118'. C2 . ol .'np ' ' Method AAT/NAP' 

Start " * '2477 • - - ■ " End ■'" ■3055' 

GI . 4104058 . . . ' ■ Score 354 

Exons. _ . 2477. .2622, 2659 .. .-3055,. 

GI Descrip. (AF031195) blue copper-binding protein homolog 
aestivum] 



OJ991209 05. 0118. C2 



[Triticum 



Seq. No. 37598 Seq. ID 

Gene No. 77192 Strand ■ 

Start 3774 End 

Name OJ991209_05 . 0118 . C2 . o3 . gs Method 

Start 3774 End 

GI none Score 

Exons 3774.. 4130 



OJ991209_05.0118.C2 

4130 . 
GENSCAN 
4130 
.68 



37178 



Seq. No. 


37598 




Seq. ID 


OJ991209_05.0118.C2 




/ / X ^ J 




Q-f- T^H 

o L.X ana. 










Ulna 


DO 1 / 




**-'U -7 ^ X ^ U -7 U J . 




^kA ^ 4* n /^/^ 

LYie unoa 




O L ci L L 


O ^ 1 J 






f^P 1 1 
OO 1 1 




none 




Score 














Seq. No. 


37598 




Seq. ID 


OJ991209 05 0118 C? 


Gene No. 


77193 




Strand 




Start 


6245 




End 


6817 


KTa mo 
LN diu^ 


OJ991209 05. 


0118.C2.o2.np 


Method 


r\r\ i / LNri IT 




6251 




End 


^^R 1 7 
D 0 X / 




4104058 




Score 




T** von G 


6251. .6376, 


6410. .6817 






rzT rioQOT""io 


(AF031195) blue copper-binding protein 


nomoxog [iricicum 




aestivum] 








Seq. No. 


37598 




Seq. ID 


OJ991209_05.0118.C2 


o n o KI o 


77194 




Strand 






10 137,.^ 




.,End^.: ^ 


1 n Q 1 /I 


N^rne . ^ ^ ... 


. b,J9ai2'6.9. 05., 


dll8,7c2'. obTqs .f.."'! 


.Method 


p 17 XT c p n M 


O L ci i. L 


10137 




End 


1 n Q 1 /I 

X U 0 1 




none 




Score 


Q 7 


TT V o n G 
I-j A(Jlio 


10137. .10537 


, 10652.. 10814 






O C • I H (J • 


37598 




Seq. ID 


OJ991209_05.0118.C2 


Gene No. 


77195 




Strand 




Start 


11569 




End 


15673 


mo 

LN dlllC^ 


OJ991209 05. 


0118.C2.ol.tm 


Method 


TBLASTX: Maize 




9 




End 


10745 




none 




Score 


261 


Exons 


9. .83, 2682. 


.2954, 2684.. 2950, 


2832. .2957, 6447. .6716, 




6449. .6739, 


6598. .6741, 6619.. 


6738, 10335. .10436, 10339 .. 10539, 




10341. . 10538, 10656. .1074 5 






Seq. No. 


37598 




Seq. ID 


OJ991209_05.0118.C2 


Gene No. 


77195 




Strand 




o i_ d J. u 


11569 




End 


15673 


Name 


OJ991209 05. 


0118 .C2.ol.tw 


Method 


TBLASTX: Wheat 


Q-H =1 V--}- 


9 




End 


10745 




'none ' ' ' 




Score 


225 ■ ' ■ - 


Hlxons 


9. .83/ 2682. 


.2954, 2684.. 2950, 


■ '6447. . 6713, 6449. . 6739,' 




"10339'. .10'539 


lOJ4i:": 10538; ■T0653. . 107 4'5 ' ' ■ ' • - • 


Seq. No..-. 


. 37598 




Seq. ID 


OJ991209_05.0118..C2. . 


Gene No. 


77195 




Strand 




o u d X i_ 


11569 




End 


15673 


Name 


OJ991209 05. 


0118. 02. ol. to 


Method 


TBLASTX: Cress 


Start 


2682 




End 


10538 




none 




Score 


116 


Exons 


2682. .2906, 


2684 ...2947, 6422. . 


6712, 6423.. 6671, 10339 .. 10512 , 




10341. .10538 








Seq. No. 


37598 




Seq. ID 


OJ991209_05.0118.C2 


Gene No. 


77195 




Strand 





37179 



start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



11569 End 

OJ991209_05 . 0118 . C2 . ol . ts Method 

2684 . End 

none Score 



15673 

TBLASTX: Soybean 

10700 

119 



2684. .2929, 2685. .2930, 6398. .6694, 6399. .6695, 1034 1 .. 10538 , 
10342. . 10518, 10659. .10700 



37598 
77195 
11569 

OJ991209_05.0118.C2.o4 .np 

11389 

2618693 



OJ991209 05. 0118. C2 



Seq. ID _ 
Strand 

End 15673 
Method AAT/NAP 
End 15673 
Score 119 
11389. . 11416, 13732. . 14140, 15617. .15673 

(AC002510) putative non-LTR retroelement reverse transcriptase 
[Arabidopsis thaliana) 



Seq. No. 


37598 


Seq. ID 


OJ991209 


_05. 


0118. C2 


Gene No. 


77195 


Strand 








Start 


11569 


End 


15673 






Name 


OJ991209 05.0118.C2.o6.gs 


Method 


GENSCAN 






Start 


11569. . „ . 


,..,End 


12298._. . 






GI :. 


.:. none . ^ ' , . _ 


: S.c.pre._ 


..55. . - 






Exons 


11569. . 12075, 12112. .12298 










Seq. No. 


37599 


Seq. ID 


OJ991209 


_05. 


0118. C3 


Gene No. 


77196 


Strand 


+ 






Start 


249 


End 


7284 






Name 


OJ991209 05.0118.C3.ol.np 


Method 


AAT/NAP 






Start 


249 


End 


4844 






GI 


4680203 


Score 


1464 






Exons 


249. .1825, 1868. .1960, 2114. 


2343, 2620 


. .2674, 


4791 


. . 4844 


GI Descrip. 


(AF114171) TNP2-like protein 


[Sorghum bicolor] 







Seq. No. 37599 Seq. ID 

Gene No. 77196 Strand 

Start 249 End 

Name OJ991209_05 . 0118 . C3 . ol . gp Method 

Start 2216 End 

GI 5002953 ■ Score 

Exons 2216.. 2346, 2605.. 2677 

GI Descrip. 4 680203/gb | AAD27566 . 1 t AF114 17 1_7 l.Oe-39 (AF114171) TNP2-like 
protein [Sorghum bicolor] * - ' • . • " - .-r:.:: .- 



OJ991209_05.0118.C3 
+ 

7284 
AAT/GAP 
2677 " 
315 



Seq. No. 37599 * '* ' ^ 

Gene No.' ■ 77196 

Start .24 9 . 

Name OJ991209_05 . 01 18 . C3 . o2 . gs 

Start 3207 

GI none 

Exons 3207.. 3336, 3425.. 4158, 4237, 
6642.. 6680, 7219.. 7284 



Seq. ID OJ99'12092_05.01I8.C3 " 

Strand.. + ' 

-End 7284 

Method GENSCAN 

End ' 7284 

Score .88 

.5612, 5695.. 5865, 5945.. 6203, 



Seq. No. 37599 

Gene No. 77196 

Start 249 

Name OJ991209_05 . 01 18 . C3 . o2 . gp 



Seq. ID OJ991209_05.0118.C3 

Strand + 

End 7284 

Method AAT/GAP 



37180 



start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



6021 End 6541 

LIB3431-001-P1-N1-B5 Score 766 

6021. .6203, 6309. .6541 

'4 680203/gb|AAD27566.1 |AF114171_7 l.Oe-39 
protein [Sorghum bicolor] ' 



(AF114171) TNP2-like 



37599 
77197 
15973 

OJ991209_05.0118.C3.o5.np 

15973 

5777623 

15973. .16152, 18027 .. 1814 6, 



Seq. ID OJ991209_05.0118.C3 

Strand + 

End 21159 

Method' AAT/NAP 

End 21159- 

Score 182 
18509. . 19177, 21072. .21159 



{AJ245900) CAA303711.1 protein [Oryza sativa] 



Q o rr Tsl r^ 
O ^ . INvJ . 


37599 


Seq. ID 






77197 


Strand 


t 




15973 


End 


o 1 1 c; Q 
z 1 1 0 y 


Name 


OJ991209 05.0118.C3.o5, 


gp Method 


a E T" /p a D 




20587 


End 






4878407 


Score 


D / o 


Exons 


. .20587. .21013, 






,GI.:.Des.crip... 


60.6.9.6.4,3./db j. lAP.oAo 6.1 ,6... 1. 


AROO 0*^6 i 6.7i 'be - 1 


52„ Qz:yza-.,.s.atiy.a...ge.aDmic, „ 




DNA, chromosome 6, clone : P0514G12 




O C q . ISO , 


37599 


Seq. ID 


OJ991209_05.0118.C3 




77198 


Strand 






7823 


End 


9009 


Name 


OJ991209 05. 0118. 03. o2. 


np Method 


AAT/NAP 




7823 


End 


8780 


GI 


4104058 


Score 


282 


Exons 


7823. .8174, 8612. .8780 






GI Descrip. 


(AF031195) blue copper- 


-binding protein 


homolog [Triticum 




aestivum] 






Seq. No. 


37599 


Seq. ID 


OJ991209__05.0118.C3 


Gene No. 


77198 


Strand 




Start 


7823 


End 


9009 


Name 


OJ991209 05.0118.C3.o3. 


gp Method 


AAT/GAP . . 


Start 


8059 


End 


9009 


GI 


17087 1.R1084 


Score 


948 


Exons 


8059. .8174, 8612. .9009 






GI" Descrip. 


.- Ml"040'58 ■ i . Oe-11 ■(AF031195)" blue copper-binding* protein homolog 




[Triticum aestivum]. ' 






Seq. No. 


37599 


Seq. ID 


OJ991209_05.0118.O3 


Gene No* 


77199 . 


Strand 




Start " 


9422 


End 


18139 


Name 


OJ991209 05.0118.C3.o4. 


gs Method 


GENSCAN • 


Start 


9422 


End 


14105 


GI 


none 


Score 


. 67 


Exons 


9422.. 9529, 9535.. 9763, 


9880. .9912, 12954. .13014, 13428 .. 13509, 



13674 . .14105 



Seq. No. 37599 Seq. ID OJ991209_05 . 0118 . 03 

Gene No. 77199 Strand 

Start 9422 End 18139 



37181 



Name OJ991209_05 . 0118 . C3 . o4 . gp Method AAT/GAP 

Start 13465 End 14003 

GI LIB3432-005-P1-K1-H4 Score 803 

Exons 13465. . 13577, 13674.. 14003 

GI Descrip. * 224 4882/emb | CAB10303 . 1 1 3.0e-16 (Z97338) hypothetical protein 
[Arabidopsis thaliana] • 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
Start 

,GI . 

,.Exons„,,. _ 

Seq. No. ' 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



37599 Seq. ID 

77199 Strand 

9422 End 

OJ991209_05 . 0118 . C3 . o3 . np Method 

13473 End 

2244882 Score 



OJ991209_05.0118.C3 

18139 
AAT/NAP 
18004 
810 



134 73. . 14207, 15532. . 16170, 17 957. . 18004 

(Z97338) hypothetical protein [Arabidopsis thaliana] 



37599 
77199 
9422 

OJ991209_05.0118.C3.o5.gs 
14672 

; n o n ^ , : . , 



.1A6.72.. ..14.7:57, _155.32:... 156.22, ...1567 9. 



Seq. ID OJ991209_05.0118.C3 
Strand 

End 18139 
Method GENSCAN 
End 16371 

Score.. ,.,85. , ■ 



37599 Seq. ID, 

77199 Strand 

9422 End 18139 

OJ991209_05 . 0118 . C3 . o6 . gs Method GENSCAN 

17873 End 18139 

none Score .72 
17873. .18139 



1637:1^..: .,, . 

OJ991209 05. 0118. 03 



Seq. No. 37599 
Gene No. 77200 
Start 18384 

Name OJ991209_05 . 0118 . C3 . o7 . gs 

Start 18384 
GI none 
Exons 18384, 

20335, 

22024 . 



.18480, 18595. .18706, 
.20558, 20716. .20877, 
.22146 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991209 05. 0118. C3 



22738 
GENSCAN 
22146 
.58 

18901. . 19138, 19992. .20195, 
21204. .21359, 21507 .. 21684 , 



Seq. No.' ' 

Gene No . ' 

Start 

Name 

Start 

GI * 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



■ 37599 • . 
77200 ■ 

18384 ■ ■ — ■ ■ ■ ' 
OJ991209_b5.0118.C3.d6.np 
•19085 • - . 
6907088 

19085. .19483, 19977 20199, 20430. .20564 
(AP001129) hypothetical protein [Oryza sativa] 



"Seq. ID •OJ991209_05.0118vC3" 
Strand ' - ' 
End ■ 
Method- 
End 
Score 



'22738 ' 
AAT/NAP 
20564 
204 



37599 Seq. ID 

77200 Strand 

18384 End 

OJ991209_05 . 0118 . C3 . o7 . np Method 

19794 End 

4680186 Score 



OJ991209_05.0118.C3 

22738 
AAT/NAP 
22738 
190 



37182 



Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



19794. .19829, 20431 .. 20571 , 21193 .. 21366, 22714.. 22738 
(AF111709) unknown [Oryza sativa subsp. indica] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991209 05. 0118. C3 



37599 
77200 
18384 

OJ991209_05. 0118. 03.06. gp 
21124 

LIB34 77-003-P1-K1-E9 
21124 . .21193 

*24 98586/sp|Q40638 |MP01_0RYSA 2.0e-24 MAJOR POLLEN ALLERGEN CRY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] * 



22738 
AAT/GAP 
21193 
93 



37599 Seq. ID 

77201 Strand 
24268 End 
OJ991209_05.0118.C3.o8.gs Method 
24268 End 
none Score 

24268. .24467, 25136 25232 , 25413 

:2 607,5 ,^ 2 61.54 2 62 3 T.^ . 2 630.6 2 65.5 2 



OJ991209 05. 0118. C3 



28866 
GENSCAN 
28866 
.84 

25472, 25905. 
:2164.4.,. ,.2721CL. 



.25976, 
27342_^ 



..215.4:7 ... 2,7.6.1.2, .„,2832,0,. ;.,2 .8.6 Q.5,._2 8. 8,2.6. .... 2.8.8. 6_6 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 
GI ■ ■ ■ * 
Exons ' 



Seq. ID 
Strand 
End 

Method 
End 
Score 

24848 

26075 



OJ991209 05. 0118.03 



37599 
77201 
24268 

0J991209_05.0118.O3.o8.np 
24410 
4567095 

24410. .24467, 24 644 .. 24703, 
25413. .25472, 25905 2597 6, 
26552. .26644, 26724 .. 26804 , 
28320. .28496 

(AF129516) fertilization-independent endosperm protein 
[Arabidopsis thaliana] 



28866 
AAT/NAP 
28496 
980 

24911, 25136. 
26154, 26231. 



27220. .27342, 27547. 



25232, 
26306, 
27612, 



37599 
77202 
31561 

OJ991209_05. 0118.O3.o7 .gp 
31219 

2837;;;1.R108'4' . * 

31219. .31634, 31720 . i 31788 , 

32800.. 32862, 32956.. 33037 ' 



Seq. ID 

Strand 

End 

Method 
End 

Score ■ ' 



OJ991209_05.0118.O3 

41537 

AAT/GAP 

33037 

1355'' - -y-' • ' •' 



32007. .32071, 32594 .. 32656, 



GI Descrip.- '4001805 5 . Oe-18 . (AF04 14 76) ■ BAF53a [Mus musculus] 



Seq. No. 37599 Seq. ID 

Gene No. ' 77202 . Strand 

Start 31561 End 

Name OJ991209_05 . 0118 . 03 . o9 . gs Method 

Start 31561 , . End 

GI none Score 

Exons 31561. .31666, 32007 .. 32071 , 

33224. .33290, 34 128 34 17 9, 

35732. .35809, 36076 .. 36130, 

37481. .37561, 38 151 38224 , 



OJ991209_05.0118.O3 

41537 
GENSOAN 
40028 
.91 

32800. .328 62, 32956. .33015, 
34 502. .34 562, 34 652. .34705, 
36922. .36971, 37042 .. 37102 , 
38311. .38484, 39830 .. 3992 1 , 



37183 



40016. .40028 



Seq. No. 37599 
Gene No. 77202 
Start 31561 
Name OJ991209_05 . 0118 .C3 , 

Start 31592 
GI 6714302 
Exons 31592. .31634, 31720. 

32800. .32862, 32956, 

34502. .34562, 34652, 

36015. .36130, 36922, 

38311. .38427 

GI Descrip. {AC013354) F15H18.8 [Arabidopsis thaliana] 



Seq. ID OJ991209 05. 0118. C3 



Strand 

End 41537 
o9.np Method AAT/NAP 

End 38427 
Score 920 
.31788, ,32007. ,32071, 32594, 
.33015, 33224. .33290, 34128, 
.34705, 35598. .35651, 35732, 
.37169, 37464. .37561, 38151. 



.32656, 
,34179, 
,35825, 
,38224, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exgns^_. 

GI Descrip. 



37599 
77202 
31561 

OJ991209_05.0118 .C3.ol0.np 
36838 
1070474 
36838. 



OJ991209 05. 0118. C3 



Seq. ID 
Strand 

End 41537 
Method AAT/NAP 
End 41537 
Score 134 

.'37561 , ■,-3 8 15X....-J3.8 2 24 ,_^3 8 3 1,1 .,3J.3 9 6^.., „ 

.3.98 1.7.. ,. .3 93,21,.. .3 99,5 7 4 0 2 OJ , ...41 4.7 0 . , J 15. 3J „. ^ „ 

protein-tyrosine kinase (EC 2.7.1.112) fgr - feline sarcoma 
virus (strain Gardner-Rasheed) gi | 61543 | emb | CAA25063 | (X00255) 
P70 gag gene [Feline sarcoma virus] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991209 05. 0118. C3 



41537 
AAT/GAP 
40155 
1018 



Seq. No. 37599 
Gene No. 77202 
Start 31561 

Name OJ991209_05 . 0118 . C3 . o8 . gp 

Start 37061 
GI 7900_1.R1084 
Exons 37061. .37102, 37481 .. 37561, 

39830. .39921, 40016.. 40155 
GI Descrip. ' 4757718/ref | NP_004292 . 1 | pACTL6 | 4.0e-24 actin-like 6 

>gi_4001803 (AF041474) BAF53a [Homo sapiens] . 

>gi_4218064_dbj_BAA74577_ (AB015907) actin-related protein [Homo 

sapiens] ' 



38151. .38224, 38311. .384 84, 



Seq. No. 
Gene No. 

'Start'-' ' 
Name 
Start" ■ 
GI 

flxons 



37599 
77203 

•41800 - "•■ ' - 

OJ991209_05;01l8\C3:o3.tw 

605 " 

none 



Seq. ID OJ991209_05.0118.C3 
Strand 
End : ' 
Method 
End 

Score ' 



-42704 

TBLASTX: Wheat" 
1156 

212 • - .. 



605. .1003, 844. .1005,. 1051. ,.1146, 1052. .1156 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



37599 
77203 
41800 

OJ991209_05.0118.C3.o2.ts 

884 

none 



Seq. ID OJ991209_05-.0118.C3 



Strand 
End 

Method 

End 

Score 



42704 

TBLASTX: Soybean 

1303 

123 



884. .1003, 886. .1005, 1054. .1299, 1055. .1303 



Seq. No. 



37599 



Seq. ID OJ991209_05.0118.C3 



37184 




Gene No. 


77203 








Strand 








*± ± O \J \J 








End 


42704 




Nsnie 


o TQQ1 9nQ n 


0 1 1 P 
. u X X o 


P T n 1 




Method 


TBLASTX: Cress 




OT-a J- L 


1 n ^ 1 

X U O X 








End 


1381 




PT 


none 








Score 


289 






1 riRT 1 1 ftp 


1 0R9 


1 "^P 1 
. . X OO X / 


1 9 9 R 
X Z Z O . 


.1284, 1306.. 1380 




O e . LN U . 


O / O !7 _7 








Seq. ID 


OJ991209_05.0118 


.C3 


Gene No. 


77203 








Strand 






Start 


41800 








End 


42704 




Name 


n.TQQI 9C)Q 

^^U-zUX^Uy 


0 1 1 P 
. U X X O 


P^ o9 


■1- UT 

L W 


Method . 


TBLASTX: Wheat 














End 


1635 






none 








Score 


120 






1177 1919 
XX / / ..XZX^f 


1 99 
X Z o 


1 ^97 
. . X oz / , 


1 9 4 
X Z J fi . 


.1320, 1319. .1429, 1328. .1444 






X o o o 


1 R0(^ 


14 4 7 

X 4 f , 


.1635, 1475.. 1630 




Seq. No. 


37599 








Seq. ID 


OJ991209_05.0118 


P "3 

. Lo 


Gene No . 


77203 








Strand 








*S X O U 








End 


42704 




Nairie 


Pt TQ Q 1 9 n Q n 


0 1 1 P 
. U X X o 


p /-\1 
. v^O . Ol . 


t.m 


Method 


TBLASTX: Maize 




o Ld. IT U 


1 9 9 ~~ 
X^Z D 








End 


1669 




P T 










Score^-^ 


229 




.EXOHjS, „ , 


199*^ 1471 


1 97 

. X JS> 


14f^7 


1 4 7 R 


..i^69__. 






Seq. No. 


37599 








Seq. ID 


OJ991209_05.0118 


. 


Gene No. 


77203 








Strand 






O Ldl. L 


4 1 pnn 

fl X o w u 








End 


42704 




Naine 




. u 1 X o 


. . 041 , 


L S 


Method 


TBLASTX : Soybean 




Q-h -r-i- 
O C dX L 


X Z) U f± 








End 


1738 




PT 


none 








Score 


244 




I-j AWllO 


1 ^04 1 fi^Q 


1 R 0 R 
X O U 3 


1 7 "^P 










Seq. No. 


37599 








Seq. ID 


OJ991209_05.0118 


. Co 


Gene No. 


77203 . 








Strand 






O L d X L I 


4 1 ft no 

1 X o u u 








End 


42704 




Nsitie 




0 1 1 P 
. U X 1 0 


P^ /^c; 
. k^O . OO . 


rw 


Method 


TBLASTX: Wheat 




a r*-|- 
O UciX U 


1 ft 7 7 ~ 
X 0 / / 








End 


2232 




ox 


none 








Score 


183 






1ft77 9107 

XO / / * • L\J 1 f 


1 QOf; 

X y U D 


91 0^^ 
, . Z X U O / 


914*^ 
Z 1 41 O . 


.2232, 2144.. 2221 




Seq. No. 


37599 








Seq. ID 


OJ991209__05.0118 


.C3 


Gene No. 


77203 








Strand 






O L d X L 


X 0 uu 








■ End ■ 


■ -42704 - *- - 




Naine 


uj y y xzu y uo 


, U 1 1 o 


. , Ob . 


tm ■ 


Method 


TBLASTX: Maize 




O Lax L 


X o 0 o 








End 


2098 




PT 
oX 


none 








"Score" 


166 




Exoris 


lopo 9090 


1019 
X y X z 


. . ^ u 1 y , 


0 n "5 £^ 


.2098 






Seq. No. • 


37599 ' 








Seq. ID 


■ OJ991209_05.0118 


.C3 


Gene No. 


77203 








Strand 






Start 


41800 








End 


42704 




Name 


OJ991209 05 


0118 


C3.01. 


tw 


Method 


TBLASTX: Wheat 




Start 


2251 








End 


2675 




GI 


none 








Score 


388 




Exons 


2251. .2673, 


2274 


.2675 










Seq. No. 


37599 








Seq. ID 


OJ991209_05.0118 


.C3 



37185 






Gene No. 


77203 




Strand 








Start 


41800 




End 


42704 






Name 


OJ991209 05. 0118. 03 


.o4 . tm 


Method 


TBLASTX : Mai ze 






Start 


2271 




End 


2586 






GI 


none 




Score 


270 






Exons 


2271. .2546, 2272. .2586 










Seq. No. 


37599 




Seq. ID 


OJ991209_05.0118 


.03 




Gene No. 


77203 




Strand 








Start 


41800 




End 


42704 






Name 


OJ991209 05. 0118. C3 


. o2 . tm 


Method 


TBLASTX: Maize 






Start 


7981 




End 


8711 






GI 


none 




Score 


274 






Exons 


7981. .8172, 7988. .8 


185, 8606.. 8683, 8 


618. . 8683, 8619. .8 


711 




Seq. No. 


37599 




Seq. ID 


OJ991209_05.0118 


.03 




Gene No. 


77203 




Strand 








Start 


41800 




End 


42704 






Name 


OJ991209 05. 0118. C3 


. o4 . tw 


Method 


TBLASTX : Wheat 






Start 


7981 




End 


8705 






GI 


none 




Score 


150 






Exons ^ ■ 


„ ^ 7 981 ,.. ,8 18 7.,,., 7 9 ^4.,,.. .S. 


18J,.,_ 8,5 9, 4:,:^^8 6 77 , ... 8. 


619 8705 


' — 


1. ^ 


Seq. No. 


— — 

37599 




Seq. ID 


■ O^9912b^_05^.6ll8 


. 03 




Gene No . 


77203 




Strand 






% =^ 


Start 


41800 




End 


42704 






Name 


OJ991209 05. 0118. C3 


•ol.ts 


Method 


TBLASTX: Soybean 




fU 


Start 


13983 




End 


22252 






GI 


5666695 




Score 


106 






Exons 


13983. .14210, 13984 


. .14196, 


1552 9. .1584 9, 15539. .15625, 








15725. .15898, 21983 


. .22147, 


22145. .22252 




sJ 


GI Descrip. 


— 












Seq. No. 


37599 




Seq. ID 


OJ991209_05.0118 


.03 




Gene No. 


77203 




Strand 








Start 


41800 




End 


42704 






Name 


OJ991209 05. 0118. C3 


.o2.tc 


Method 


TBLASTX: Cress 






Start 


15583 




End 


15981 






GI 


none 




Score 


87 




f ^ 


Exons 


15583. .15684, 15667 


. .15858, 


15883. .15981 






Seq. No. 


37599 




Seq. ID 


OJ991209_05.0118 


.03 




" Gene No . " 


■ 77203-- — ■ ■ ■ • 




' -Strand ' 








Start 


41800 




• End 


42704" 






Name 


OJ991'209 05.0118.C'3 


.o3.ts 


Method 


' TBLASTX : Soybean ' 






Start 


25906 . ■ . 




End 


26807 . ■ ■ . ■ . 






GI . , . 


npoe 




Score 


61 . . ■ ■ 






Exons 


25906; .25956, --25920 


. .25988, 


26070. .26156, 26072. .26155, 








26232. .26306, 26233 


. .26307, 


26552. .26644, 26722. .26805, 








26724. .26807 












Seq. No. 


37599 




Seq. ID 


OJ991209_05.0118 


.03 




Gene No. 


77203 




Strand 








Start 


41800 




End 


42704 






Name 


OJ991209 05. 0118. C3 


. o5.tm . 


Method 


TBLASTX: Maize 






Start 


25906 




End 


26781 






GI 


none 




Score 


54 





37186 



Exons 



25906. .25974, 25923 .. 25985, 26066 26155, 26073 .. 26156, 

26077. ,26157, 26078 .. 2 6158 , 26224 .. 26304 , 2 6225 .. 26320, 

26232. .26306, 2 6551 .. 2664 6, 26552 .. 26647 , 26552 . .2664 4 , 

26719. .26781, 26722.. 26778 



Seq. No. .37599 Seq. ID 

Gene No. - 77203 .Strand 

Start 41800 End 

Name OJ991209_05 . 0118 . C3 . o5 . ts Method 

Start 27547 End 

GI none Score 

Exons 27547. .27615, 28317 .. 28 4 84 , 2832 6 .. 284 81 , 28327 
28363. .28485 



OJ991209_05.0118.C3 
42704 

TBLASTX: Soybean 
28485 
93 

28485, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI . 

Exons 



37599 
77203 
41800 
OJ991 
31571 
none . 
31571 
31708 

.ai'doi 

32940 
34118 
34492 
34652 
35729 
36065 
36924 
37474 
37482 
38153 
38310 
40018 



209 05.0118.C3.o3.tm 



.31645, 

.318^6., 

..3.2.027,., 

.33011, 

.34180, 

.34572, 

.34711, 

.35824, 

.36133, 

.36971, 

.37563, 

.37574, 

.38227, 

.38486, 

.40050 



31581, 
,31717^ 
.32.7 9A. 
32953, 
34127, 
34503. 
35598. 
35732. 
36909. 
37031. 
37475. 
38150. 
38197. 
39827. 



.31634, 
.31809, 
:.i:2fi6.2,„ 
.33009, 
.34180, 
.34562, 
.35687, 
.35812, 
.36971, 
.37102, 
.37567, 
.38224, 
.38226, 
.39934, 



Seq. ID OJ991209_05.0118.C3 
Strand 

End 42704 

Method TBLASTX : Mai ze 

End 40062 

Score 69 . 
31701. .31790, 31701. .31790, 

3 2 0 OJL^ .,320 72 J.2 0 0 9_., .^2 077 , 

32.798 ....32,8.63.,., 32.8.2,2 .... 32B 6.i, 

32954 . .33010, 34il7.. .34179, 
34128. .34184, 34 485 .. 34562 , 
34648. .34704, 34 652 .. 34708 , 
35599. .35652, 35727 .. 358 10 , 
35740. .35814, 36064 .. 36132 , 
36922. .36972, 36922 .. 36969, • 
37034. .37102, 37039 .. 37104 , 
37481. .37573, 37482 37580, 
38151. .38225, 38152 .. 38226, 
38302. .38442, 38308 .. 384 84 , 
39828. .39923, 40015 .. 4 0062 , 



Seq. No. 37599 
Gene No. 77203 
Start 41800 

Name OJ991209_05 . 0118 . C3 . o9 . gp 

Start 41480 
GI - 14513__1.R1084 

Exons ' - - 41'4a0. : 41-869v •■•42046-;-. 42105', -42208 .- . 42271, • '42537 
GI Descrip. '.4567095/gb | AAD23584 . 1 ! 8.0e-33 {AF129516) 

fertilizatlon-indepehdent endosperm protein [Afabidopsis 
thaliana] ' . . ' . .'*-.: 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



Seq. ID OJ991209_05.0118.C3 
Strand 

42704 • 
AAT/GAP 
42704 
1278 



End 

Method 

End 

Score 



4 27 0'4' 



37599 
77203 
41800 

OJ991209_05.0118.C3.ol0.gs 

41800 

none 



Seq. ID OJ991209_05.0118.C3 



Strand 
End 

Method 

End 

Score 



42704 
GENSCAN 
42633 
.91 



41800. .41869, 4 2208 .. 4 227 1, 42537. .42633 



37599 
77203 



Seq. ID OJ991209_05.0118.C3 
Strand 



37187 



start 41800 End 42704 

Name OJ991209_05 . 0118 . C3 . oil . np Method AAT/NAP 

Start 41812 End . 42704 

GI 4567095 Score 231 

Exons 41812. ,41869, 4204 6 42105, 42208 42271, 42537. .42704 

GI Descrip. (AF129516) fertilization-independent endosperm protein 
[Arabidopsis thaliana] 



Seq. No. 37600 Seq. ID 

Gene No. 77204 Strand 

Start 4307 End 

Name OJ991209_05 . 0118 . C4 . o2 . gs Method 

Start 4307 End 

GI none Score 

Exons 4307.. 4397, 4843.. 4968 



OJ991209_05.0118.C4 
+ 

5017 
GENSCAN 
4968 
.7 



Seq. No. 37600 
Gene No. 77204 
Start 4307 

Name OJ991209_05 . 0118 . C4 . o2 . np 

Start . 4733 

.GI_.._ 5852180 

^Expna. „,^.;.;....,..„.423;3 . . ^oiii 1. 

GI Descrip'. (ALil7265 )" ' zhbOOOlO . 1 [Oryza sativa] 



Seq. ID OJ991209_05.0118.C4 
Strand + 

5017 
AAT/NAP 
5017 
248 



End 

Method 
End 

, Score,. 



Seq. No. 37600 

Gene No. 77205 

Start 1 

Name OJ991209_05 . 0118 . 04 . ol . gp 

Start 1 

GI LIB34 32-037-P1-K1-C7 

Exons 1. .30, 78. .170 

GI Descrip. ' 5852170/emb | AL117265 . 1 | OST17804 l.Oe-44 Oryza sativa 

indica{GLA4) genomic DNA, chromosome 4, BAG clone : t 17804 ' 



Seq. ID. OJ991209_05.0118.C4 
Strand 

End 2742 

Method AAT/GAP 

End 170 

Score 129 



Seq. No. 

Gene 'No . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



37600 
77205 
1 

OJ991209_05.0118.C4 .ol.np 
1 

4567095 



Seq. ID OJ991209_05.0118.C4 
Strand 

End 2742 

Method AAT/NAP 

End 2730 

Score 740 



1..149, 247. .326, 410. .485, 701. .7.93, 873. .953, 1631. ..1753, 
1917. ; 1982,' 2554. .2730 ' ' ' • ^ ' " - ;-' • 

(AF12 9516) fertilization-independent endosperm protein 
[Arabidopsis thaliana]* " ' .■ — ■ ■ 



Seq. .No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



37600 . 

77205 

1 

OJ991209_05.0118.C4 .ol.gs 
78 

none 



Seq. ID OJ991.209_05.0L18. 04 
Strand 

End 2742 

Method GENSCAN 

End 2742 

Score .79 



78.. 149, 701.. 793, 1631.. 1753, 1917.. 1982, 2554.. 2742 



Seq. No. 
Gene No. 
Start 



37600 
77205 
1 



Seq. ID OJ991209_05.0118.C4 
Strand 

End 2742 



37188 




Name 


OJ991209 05.0118.C4.o2.gp 


Method 


AAT/GAP 


Start 


708 


End 


2601 


GI 


2310633 


Score 


714 


Exons 


708. .793, 873. .953, 1631. ,1753, 1917., 


1982, 2554.. 2601 


GI Descrip. 


4 567095/gb|AAD23584 .1 1 l,Oe- 


41 (AF129516) 




f ertilization-independent endosperm protein [Arabidopsis 




thaliana] 






Seq. No. 


37600 


Seq. ID 


OJ991209_05.0118.C4 


Gene No. 


77206 


Strand 




Start 


2696 


End 


4503 


Name 


OJ991209 05.0118.C4.ol.ts 


Method 


TBLASTX: Soybean 


Start 


70 


End 


956 


GI 


none 


Score 


71 


Exons 


70. .150, 78. .164, 238. .324, 


242. .334, 


244. ,327, 248. .334, 




406. .477, 410. .478, 411. .485 


, 411. .503, 412. .495, 699. .794 




701. .793, 871. .954, 873. .956, 876. .956 




Seq. No. 


37600 


Seq. ID 


OJ991209_05.0118.C4 


Gene No. 


77206 


Strand 




Start 


2696 


End 


4 503 


_Name_ 


-„^Q J99 12^0 9_^P5_. P 1.1 8 . CI, oX, tm 


._,Method 


. TBLASTX; Maize 


. Si.ar.f^i; ^ 




....End.;_ 


„,930 :: 1 


GI 


none 


Score 


76 ^ 


Exons 


79. .156, "96. .155, 244. .327, 


245. .334, 


400. .483, 411. .503,- 




412. .486, 699. .794, 700. .795, 701. .796 


, 701, .793, 702, .794 




871. .930, 871. .930 






Seq. No. 


37600 


Seq. ID 


OJ991209_05.0118.C4 


Gene No. 


77206 


Strand 




Start 


2696 


End 


4503 


Name 


OJ991209 05.0118.C4,o2.ts 


Method 


TBLASTX: Soybean 


Start 


1917 


End 


2725 


GI 


none 


Score 


74 


Exons 


1917, .1985, 2545. .2724, 2549 


..2641, 2684. .2725 


Seq. No. 


37600 


Seq. ID 


■OJ.991209_05,0118,C4 


Gene No. 


77206 


Strand 




Start 


2696 


End 


4503 


Name 


OJ991209 05.0118.C4.o3.gp 


Method 


AAT/GAP 


Start 


2696 


'End 


4503 


GI 


2431246 . 


Score 


592 


Exons • - 


" • 2696. :21Q0;- 4249. . 4503 






GI Descrip. 


5852170/emb|AL117265.1|OSTi7804 l.Oe-44. Oryza sativa 


■ • 


■ indica (GLA4 ) genomic DNA, chromosome' 4', BAG clone : €17804 ' 


Seq. .No.. 


.-. 37 601 


Seq. IP 


OJ991209_05. 0118 .05 


Gene No. 


77207 


Strand 


+ ■ 


Start 


1 


End 


4234 


Name 


OJ991209 05.0118.C5.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


3633 


GI 


5852180 


Score 


694 


Exons 


1..562, 3464.. '3633 






GI Descrip. 


(AL117265) zhbOOOlO.l [Oryza 


sativa] 




Seq. No. 


37601 


Seq. ID 


OJ991209_05.0118.C5 


Gene No. 


77207 


Strand 


+ 



37189 



start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



1 End 
OJ991209_05 . 0118 . C5 . ol . gs Method 
4 2 End 
none Score 
42. .411, 497. .598, 2332. .2537, 2730. 



37601 
77207 
1 

OJ991209_05.0118.C5.o2.np 
3518 
5262222 
3518. .4234 
{AL080254) 
thaliana] 



Seq. ID 
Strand 
End 

Method 
End 
Score 



4234 
GENSCAN 
2774 
.52 

.2774 

OJ991209_05.0118.C5 
+ 

4234 
AAT/NAP 
4234 
149 



reticuline oxidase-like protein [Arabidopsis 



Seq. No. 37601 Seq. ID 

Gene No. 77208 Strand 

Start 12110 End 

Name OJ991209_05 . 0118 . C5 . o3 . gp . Method . 

Start 12021 End 

GI .J _.„\_887^^1,R108J Score^ . _ 

.Expns.,.,,. .„.....,„ 12^21.,. J2ASD,,„a2i^^ ^^J..^2J^^^,.^^SZZ^.S 

GI Descrip; » 3643271 l.Oe-126 {AF090872) 33 kDa secretory ' protein [Oryza 

sativa] >gi_3851590 (AF093570) 33 kDa secretory protein [Oryza 
sativa] . >gi_4249681 (AF097724) 33 kDa secretory protein [Oryza 
sativa] * 



OJ991209_05.0118.C5 
+ 

13577 
AAT/GAP 
13577 
2304 . 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



Seq. No. 
Gene No. 
Start 
'Name ■ 
Start 
Gl ' ■ • 
Exons 



37601 Seq. ID 

77208 Strand 
12110 End 
OJ991209__05.0118 .C5.04 .np Method 
12110 End 
3643271 Score 
12110. .12480, 12853. .13303 

(AF090872) 33 kDa secretory protein [Oryza sativa] gi 13851590 
(AF093570) 33 kDa secretory protein [Oryza sativa] gi 14249681 
•'•(AF097724 ) 33 kDa secretory protein [Oryza sativa] 



OJ991209_05.0118.C5 
+ 

13577 
AAT/NAP 
13303 
1413 



37601 Seq. ID 

77208 Strand 

12110 . End 
OJ9912'09_f05-0118 -CS.oS.gs * Method " 

12110 ■ End 

none Score 

12110. .12480, 12853.. 13306 



OJ991209_05.0118.C5 
+ 

13577 

"GENSCAN " ■ /- • ' 
13306 ■ 
. 92 ' ' ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



37601 ' Seq. ID 

77209 Strand 

3465 End 

OJ991209_05.0118 .C5.o2.gs Method 

34 65 End 

none Score 

3465. .3905, 3920. .4134, 4213. .4255- 



37601 
77210 



Seq. ID 
Strand 



OJ991209_05.0118.C5 

4255 
GENSCAN 
4255 
.56 



OJ991209 05. 0118. C5 



37190 



start 
Name 
Start 
GI 

Exons 

Seq. No; 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 

Name [ 

.Star.t 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No . 
Start 
Name 
Start 



GI- - ' 
Exons 

GI Descrip . 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7343 

OJ991209_05.0118.C5.o3.gs 

7343 

none 

7343. .7476, 8565. .8730 



End 8730 

Method GENSCAN 

End 8730 

Score .65 



OJ991209 05. 0118. C5 



37601 Seq. ID _ 

77211 Strand 
9116 End 10406 

OJ991209_05. 0 118,05. ol.gp Method AAT/GAP 

9116 End 9515 

3761071 Score 696 

9116. .9515 

3643271 9.0e-30 {AF090872) 33 kDa secretory protein [Oryza 
sativa] >gi_3851590 (AF093570) 33 kDa secretory protein [Oryza 
sativa] >gi_4249681 {AF097724) 33 kDa secretory protein [Oryza 
sativa] 



37601 Seq. ID 

77211 Strand. 

9116 End 

..pJ9.91209^05„^PA;18„.. C5,.,o4 . gs Method^: 

..92-7,6_ _ ._End. . 

none , Score 
9276. .9732/'^ 9855. .10228 



OJ991209 05. 0118. C5 



10406 
, GENSCAN„ 
.10,228 

.85 



OJ991209 05. 0118. 05 



37601 Seq. ID 

77211 Strand 
9116 End 10406 

OJ991209_05 . 0118 . 05 . o3 . np Method AAT/NAP 

9279 End 10228 

3643271 Score 1190 

9279. .9732, 9855. .10228 

(AF090872) 33 kDa secretory protein [Oryza sativa] gi 13851590 
(AF093570) 33 kDa secretory protein [Oryza sativa] gi 14249681 
(AF097724) 33 kDa secretory protein [Oryza sativa] 

37601 Seq. ID OJ991209_05 . 01 18 . 05 

77211 Strand 

9116 End 10406 

OJ991209_05. 0118 .O5.o2.gp Method AAT/GAP 

9849 ■ End 10406 

■887_3.R108'4- ' ■ ■ score* ' 999' * ■ 

9849.. 10406 

'4567095/gb|AAD23584.1'| 1 . Oe-4 1 ' (AF12951 6 ) — . - 

fertilization-independent endosperm protein • [Arabidopsis " 
thaiiana] ' . .. 



37601 
77212 
14070 

OJ991209_05.0118 .C5.ol.tm 

3837 

none 

3837. .3929, 3837. .3911, 3932. 
3974. .4105, 4109. .4150, 4139, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
.3994, 3943. 
.4228, 4141. 



OJ991209_05.0118.C5 
14188 

TBLASTX: Maize 
4236 
88 



,3960, 3973. 
,4236, 4159. 



4101, 
4218 



37191 



Seq. No. 


37601 




Gene No. 


77212 




Start 


14070 




Name 


OJ991209 05. 0118. 05. o6 


. as 


Start 


14070 


GI 


none 




Exons 


14070. . 14188 




Seq. No. 


37602 




Gene No. . 


77213 




Start 


459 




Name 


OJ991209 05.0118.C6.ol 




Start 


459 




GI 


2310144 




Exons 


459. .717 




Seq. No. 


37602 




Gene No. 


77213 




Start 


459 




Name 


OJ991209 05.0118.C6.ol 


QS 


Start 


546 




GI . 


. ..none , 




Ex6ns„ 


5.4 6.'V 934 , .fl 3 2 6 r . i'7.79' * 




Seq. No. 


37602 




Gene No. 


77213 




Start 


459 




Name 


OJ991209 05.0118.C6.ol. 


np 


Start 


564 




GI 


3643271 




Exons 


564. .934, 1326. .1776 





Seq, ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991209_05.0118.C5 

14188 
GENSCAN 
14188 
.4 



OJ991209_05.0118.C6 
+ 

1779 
AAT/GAP 
717 
514 



OJ991209_05.0118.C6 
+ 

1779 

GENSCAN 

1779 

. 89 ^ .. 



OJ991209_05.0118.C6 
+ 

1779 
AAT/NAP 
1776 
973 



GI Descrip. {AF090872) 33 kDa secretory protein [Oryza sativa] gi 13851590 
{AF093570) 33 kDa secretory protein [Oryza sativa] gi 14249681 
(AF097724) 33 kDa secretory protein [Oryza sativa] 



Seq. No. 37602 Seq. ID 

Gene No. 77214 Strand 

Start 5959 End 

Name OJ99120 9_05 . 01 18 . C6 . o2 . gp Method 

Start 5862 End 

GI 887_4,R1084 Score 

Exons 5862.. 6331 

Gi Descrip. • -''3643271' -7". 0e-i6" {■AFa908"72) -33 kDa * secretory prot eih fofyza ' 

sativa] >gi_3851590 {AF093570) 33 kDa secretory protein [Oryza 
■ sativa] >gi_424 9681 ' (AF097724 ) ' 33 kDa secretory protein [Oryza' 

sativa] ■ ■ " ■ . ■ 



OJ991209_05. 0118. C6 
+ 

7270 

AAT/GAP , 

6331 

833 



Seq. No. 37602 Seq. ID 

Gene No. 77214 Strand 

Start 5959 End 

Name 0 J9 9 1 2 0 9_0 5.0118.C6.o2.np Me t hod 

Start 5959 End 

GI 3643271 Score 
Exons 5959.-6332, 6817. 
GI Descrip. (AF090872) 33 kDa 

{AF093570) 33 kDa 

{AF097724) 33 kDa 



7267 

secretory protein 
secretory protein 
secretory protein 



OJ991209_05, 
+ 

7270 
AAT/NAP 
7267 
1209 



0118. C6 



[Oryza sativa] 
[Oryza sativa] 
[Oryza sativa] 



gi|3851590 
gi|4249681 



37192 



Seq. No. 


37602 




Seq. ID 


OJ991209_ 


_05 


.0118. 


C6 


Gene No . 


77214 




Strand 


+ 








Start 


5959 




End 


7270 








Name 


OJ991209 05.0118.C6.o3. 


OS 


Method 


GENSCAN 








Start 


5959 




End 


7270 








GI 


none 




Score 


. 71 








Exons 


5959. . 6332, 6817 . . 7270 














Seq. No. 


37602 




Seq. ID 


OJ991209_ 


05 


0118. 


C6 


Gene No. 


77215 




Strand 










Start 


9245 




End 


9801 








Name 


OJ991209 05. 0118. 06. o3. 


np 


Method 


AAT/NAP 








Start 


9245 




End 


9801 








GI 


6907088 




Score 


501 








Exons 


9245. . 9382, 9558 . . 9801 














GI Descrip. 


{AP001129) hypothetical 


protein [Oryza 


sat i va ] 








Seq. No. 


37602 




Seq. ID 


OJ991209_ 


05 


0118. 


06 


Gene No. 


77216 




Strand 










Start 


2220 




End 


4719 








Name 


_ „ OJ991209 05:. 0118 - Q6 . o2 . 


gs : 


. .Method 


,GENSCAN..„ 








.at art..' J.'. 


. ..2220 . _ 




End . :i 


4 7ia. „ 








GI 


none 




Score 


.51 








Exons 


2220.. 2231, 2281.. 2444, 


2477. 


-.2637, 2941. .3103, 


3803. .4040, 



4645. .4719 

Seq. No. 37602 Seq. ID OJ991209_05 . 0118 . 06 

Gene No. 77217 Strand 

Start 6811 End 7467 

Name OJ991209_05 . 0118 . 06 . o3 . gp Method AAT/GAP 

Start 6811 End 7467 

GI 82543_1.R1084 Score 1249 

Exons 6811.. 7467 

GI Descrip. '3643271 l.Oe-30 (AF090872) 33 kDa secretory protein [Oryza 

sativa] >gi_3851590 (AF093570) 33 kDa secretory protein [Oryza 
sativa] >gi_4249681 (AF097724) 33 kDa secretory protein [Oryza 
sativa] ' 



Seq. No. 37602 Seq. ID 

Gene No. 77218 Strand 

Start 8692 End 

Name ■ • ' 0 j991209j*05 vOli 8 ;06 . o4 .*-gs ' 'Method' 

Start - 8692 End 

GI' " ' none . " " " Score 

Exons 8692. .8765,. 9172...'9181 



OJ991209_05.0118.C6 
9181 

•GENSCAiSf--'-" ■ ■ 
9181 • 
.93 ■ ' ' 



Seq; No. 37603' Seq. ID" 

Gene No. 77219 Strand 

Start 262 End 

Name OJ991209_05 . 0118 . 07 . ol . np Method 

Start 262 End 

GI 6907086 Score 

Exons 262.. 1031, 1092.;i440 

GI Desc rip. (AP001129) hypothetical protein [Oryza sativa] 



OJ991209_05.0118. 
+ 

1440 
AAT/NAP 
1440 
957 



07 



Seq. No, 



37603 



Seq. ID OJ991209 05.0118.07 



37193 




Gene No. 


77219 




Strand 


+ 




Start 


262 




End 


1440 




Name 


OJ991209 05. 0118 .C7 


. ol . gs 


Method 


GEN SCAN 




Start 


510 




End 


1014 




GI 


none 




Score 


.85 




Exons 


510. . 855, 863. . 1014 










Seq. No. 


37604 




Seq. ID 


OJ991209_ 


05 . 0118 


Gene No. 


77220 




Strand 


+ 




Start. 


10028 




End 


16317 




Name 


OJ991209 05. 0118. C8 


o3 . gs 


Method 


GENSCAN 




Start 


10028 




End 


16317 




GI 


none 




Score 


.45 




Exons 


10028. .10424, 10501 


.10581, 


11081. .13161, 16076. 


.16249, 




16267. .16317 











Seq. No. 
Gene No. 
Start 
Name 
Start 

..GL- 

Expns . ^ . 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



37604 Seq. ID OJ991209_05 . 01 18 . C8 

77221 Strand + 

16698 End 20186 

OJ991209_05. 0118.C8.o2.np Method AAT/NAP 

16698 End 19953 

ai7478Q.__ Spore... ,._1915,: „ „ 

16698. .i.672l, 17 55 L... . 1.7 2.6 5., „ .17364.. .isHo ,...ii.4 3Q\:.. i8.87i,_ _ 

18954 19048, 19781. .19953 

TRYPTOPHAN SYNTHASE BETA CHAIN 2 PRECURSOR (ORANGE PERICARP 2) 
gi I 320135 Ipir I I PQ0450 tryptophan synthase (EC 4.2.1.20) beta-2 
chain precursor - maize (fragment) gi| 168574 (M76685) tryptophan 
synthase beta-subunit [Zea mays] 



37604 Seq. ID 

77221 Strand 

16698 End 

OJ991209_05.0118.C8.o3.gp Method 

16942 End 

641 1.R1084 Score 



OJ991209_05.0118.C8 
+ 

20186 
AAT/GAP 
18516 
1277 



16942. .16966, 17030 17265, 17964 .. 18320 , 18430. .18516 

' 1174780/spl P43284 |TRP2_MAIZE 7.0e-97 TRYPTOPHAN SYNTHASE BETA 

CHAIN 2 PRECURSOR (ORANGE PERICARP 2) >gi_320135__pir PQ0450 

tryptophan synthase (EC 4.2.1.20) beta-2 chain precursor - maize 
(fragment) >gi_168574 (M76685) tryptophan synthase beta-subunit 
[Zea mays] * 



Seq;. No. - 37604. " • ~- ~ ' Seq. ' ID 

Gene No. 77221 Strand 

Start 16698 ' " End 

Name OJ991209_05 . 0 118 . C8 . o4-. gs • Method 

Start- 17062 End 

GI none Score 

Exons . 17062. . 17265, 17 964 18320 , 18430 .. 18872 , 18 954 1904 8 , 
19781. .19956 



OJ991209_05-.0118-; 
+ ' ■ . 

20186 

GENSCAN ' - 
1-9956 . . 
.89 



C8 



Seq. No. 37604 Seq. ID OJ991209_05 . 0118 . C8 

Gene No. 77221 Strand +. 

Start 16698 End 20186 

Name OJ991209_05 . 0118 . C8 . o4 . gp Method AAT/GAP 

Start 18816 End 20186 

GI 3079 1.R1084 Score 1032 



37194 




Exons 18816. .18872, 18954 19048 , 19781.. 20186 

GI Descrip. ' 1174 778/sp | P4 3283 I TRP1_MAIZE 2.0e-54 TRYPTOPHAN SYNTHASE BETA 

CHAIN 1 (ORANGE PERICARP 1) >gi_320136_pir PQ0449 tryptophan 

synthase (EC 4.2.1.20) beta-1 chain - maize (fragment) 
>gi_168572 (M76684) tryptophan synthase beta-subunit [Zea mays]* 



Seq. No. 


37604 


Seq. ID 


OJ991209_05.0118.C8 


Gene No. 


77222 


Strand 




Start 


1273 


End 


2583 


Name 


OJ991209 05.0118.C8.ol.np 


Method 


AAT/NAP 


Start 


1273 


End 


2514 


GI 


4115933 


Score 


199 


Exons 


1273. .1326, 1571. ,1672, 2308. 


.2514 




GI Descrip. 


(AF118223) contains similarity to human RNA polymerase II 




complex component SRB7 (GB:U52960) [Arabidopsis thaliana] 


Seq. No. 


37604 


Seq. ID 


OJ991209_05.0118.C8 


Gene No. 


77222 


Strand 




Start 


1273 


End 


2583 


Name 


OJ991209 05.0118.C8.ol.gp 


Method 


AAT/GAP 


Start 


2379 


End 


2583 


.GL 


23;12164_ : .i 


.,.Score.__.. 


368 ■ 


ExQns_. 


.2.3.7^a...258i_ 




Seq. No. 


37604 


Seq. ID 


OJ991209_05.0118.C8 


Gene No. 


77223 


Strand 




Start 


4938 


End 


5360 


Name 


OJ991209 05.0118.C8.o2.gp 


Method 


AAT/GAP 


Start 


4938 


End 


5360 


GI 


LIB3477-003-P1-K1-E9 


Score 


102 


Exons 


4938. .5013, 5316. .5360 






GI Descrip. 


'2498586/sp|Q40638 IMPOl ORYSA 


2.0e-24 


MAJOR POLLEN ALLERGEN ORY 




S 1 PRECURSOR (ORY S I) >gi_1173557 (031771) Ory s 1 [Oryza 



sativa] ' 



Seq. No. 37604 

Gene No. 77224 

Start 22180 

Name OJ991209__05 . 0118 . C8 . o6 . 

Start 7774 

GI none 

Exons 7774.-7845, 7792. .7833, 



- - • 7865. .•7972," 78-82. .7974, 

7984. .8034, 8144. .8197, 



Seq. ID OJ991209_05.0118.C8 
Strand 

End 26740 
tm Method TBLASTX: Maize 

End 8200 
Score 78 
7794. .784 7, 784 0. .7-872v ■ 784 2. .787 4, 
■ 7 8 8 9 .• . 7-9 6 9 , ■ ■ 7 973 . . 8 035", - 7 98 4\ .8067 ; 
8156.'. 8200 



Seq. No. ■ 


37604 - 




Seq. ID. 


■OJ991209_05.Oli8 


.C8 


Gene No... 


77224 ■ . 




Strand 






Start 


22180 




End 


26740 




Name 


OJ991209 05. 0118. C8. 


o4.tm 


Method 


TBLASTX: Maize 




Start 


11620 




End 


12064 




GI 


none 




Score 


373 




Exons 


11620. .12063, 11620. 


.12054, 


11622. .12062, 11855. .12064 




Seq. No. 


37604 




Seq. ID 


OJ991209_05.0118 


.C8 


Gene No. 


77224 




Strand 






Start 


22180 




End 


26740 




Name 


OJ991209 05. 0118. C8. 


o5.tm 


Method 


TBLASTX: Maize 





37195 



start 
GI 

Exons 



12972 End 13300 

none Score 206 

12972. .13016, 12973. .13161, 12976. . 13185, 12 978 .. 13163, 

13260. .13292, 13265. . 13300 



Seq. No. 37604 
Gene No. 77224 
Start 22180 

Name OJ991209_05 . 0118 . C8 . ol . tm 

Start 17116 
GI none 

Exons 17116. .17265, 17145 17264 , 

17963. .18334, 18394 18873, 
18429. .18881, 18429 18872 , 
18949. .19050, 18954 19052 , 
19780. .19953, 19781.. 19954 



Seq. ID OJ991209_05.0118.C8 
Strand 

End 26740 

Method TBLASTX : Mai ze 

End 19956 

Score 212 
17940, .18323, 17945. .18322, 
18416. . 1887 4, 18 425 . . 1887 1 , 
18943. .1904 7, 18947 .. 19048, 
19773. .1994 6, 19780. .19956, 



Seq. No. 37604 
Gene No. 77224 
Start 22180 

Name OJ991209_05 . 0118 . C8 . o2 . ts 

^st ar t„^ _ . 1214 2_ 

.GI. . : ., . .„.„nQne- . - , .. 

Exons^. 17142. .17192, 17143 17265,' 

17963. .18322, 17989 18327 , 
18414. .18872, 18428 18 910 , 
18955. .19050, 19776 .. 19874 , 



Seq. ID OJ991209_05.0118.C8 
Strand 

End 26740 

Method TBLASTX: Soybean 

_End, 129 64 . 

_ .Score :l 92 

17961. .18323, 17 962 . . 1'8336, ' 
18394. .18873, 18394 .. 188 67, 
18 943. .1904 7, 18 94 7. .19015, 
19780. . 19959, 19809. .19964 



Seq. No. 37604 

Gene No. 77224 

Start 22180 

Name OJ991209_05 . 0118 . C8 . o2 . tc 

Start 17143 

GI none 
Exons 



Seq. ID OJ991209_05.0118.C8 
Strand 

End 26740 

Method TBLASTX : Cress 

End 19959 

Score 191 



17143. .17265, 17145 .. 17264 , 1794^0 18323, 17 94 5 .. 18322 , 

17958. .18323, 18393 .. 18 695, 18394 .. 18873, 18394 .. 18 912, 

18429. .18881, 18 943 .. 19047 , 18954 .. 19010, 1 977 6 . . 1 987 1, 
19780. .19959 



OJ991209 05. 0118. C8 



Seq. No. 37604 ■ Seq. ID _ 

Gene No. 77224 Strand 

Start 22180. ' ' ' End 26740- 

Name\' • :~ OJ991209_a5 . 0118 . C8 . o5 . gs';-''"- ; Method^ ' --GENSCAN^^ " ' 

Start ■ .22180 ' - End 26740- 

GI ■ • - none' " * ■ Score ' .74' ' 

Exons 22180. .22521, 22628*. . 24 085, ' 24208 ... 24 633, 25 94 6.; . 2 6107 , 

26702. .26740 .... 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



37604 Seq. ID 

77224 Strand 

22180 End 

OJ991209_05.0118 .08 .o3.np Method 

22201 End 

2147484 Score 

22201. .22539, 22628 



OJ991209__05.0118.C8 

26740 
AAT/NAP 
24671 
2552 



.24085, 24208.. 24671 
homeotic protein - Phalaenopsis sp gi 11173622 (U34743) homeobox 
protein [Phalaenopsis sp. 'hybrid SM9108'] 



37196 




Seq. No. 


37604 








Seq. ID 


OJ991209_05.0118 


. 08 


Gene No . 


77224 








Strand 






Start 


22180 








End 


26740 




Name 


OJ991209 05. 0118. C8 


. ol . tc 


Method 


TBLASTX: Cress 




Start 


22210 








End 


24399 




GI 


none 








Score 


141 




Exons 


22210. 


.22344, 


22211 


. . 22336, 


22372. .22545, 22373 .. 2254 9, 






22629. 


.23006, 


22643 


. . 23005, 


23018. .23227, 23022 .. 2321 6, 






23273. 


.23623, 


23289 


. . 23615, 


23672. .23752, 23798 .. 240*88 , 






23838. 


.24020, 


24005 


. .24088, 


24208. .24378, 24209 .. 24 34 6, 






24367. 


.24399 












Seq. No. 


37604 








Seq. ID 


OJ991209_05.0118 


.08 


Gene No. 


77224 








Strand 






Start 


22180 








End 


26740 




Name 


OJ991209 05.0 


118. C8 


. o4 . t s 


Method 


TBLASTX: Soybean 




Start 


22210 








End 


22344 




GI 


none 








Score 


143 




Exons 


22210. 


.22344, 


22211 


. .22336 








.„Sp.c3,*„™Np 


,_3,7„6g4. 








Seq .._ip„_ 


^J9912i)9 05.0115 


. 08' 


„Geae-,..No 


..7.7.22.4.. 








.._:.LSt,rand_ 






Start 


22180 








End 


^267'4 0'"^" ""''' '^'^ 




Name 


OJ991209 05. 0118. C8 


. o2 . tm 


•Method 


TBLASTX: Maize 




Start 


22210 








End 


23488 




GI 


none 








Score 


85 




Exons 


22210. 


.22344, 


22223 


. .22336, 


22372. .22533, 22373 .. 22525, 






22623. 


.22883, 


22643 


. .22885, 


22877. .23011, 22881 .. 22991, 






22988. 


.23227, 


22989 


. .23216, 


23276. .234E 


J8, 23289.. 23486 




Seq. No. 


37604 








Seq. ID 


OJ991209_05.0118 


.08 


Gene No. 


77224 








Strand 






Start 


22180 








End 


26740 




Name 


OJ991209 05.0 


118. C8 


. ol . ts 


' Method 


TBLASTX: Soybean 




Start 


22372 








End 


23572 




Gi 


none 








Score 


174 




Exons 


22372. 


.22545, 


22638 


. . 23009, 


22643. .22990, 23031 .. 23216, 






'23039. 


.23227, 


23282 


. .23572, 


23289.. 23570 ' . 




Seq. No. 


37604 








Seq. ID 


OJ991209_05.0118 


.08 


Gene No. 


77224 








• Strand 






Start''- ■ ' ' • 


"2'2180'- 








V- .'^^^ 


26740 ' 




Name 


OJ991209 05.0 


118. C8 


, o3 . tm 


Method 


TBLASTX: Maize 




Start ' " ' . 










" "E rid " 


24285" " * ■ 




Gi. ■ 


none 








Score ■ 


123 ■ . • 




Exons 


23813. 


.24088, 


23853 


. 24020, 


23999. .24088, 24208 .. 24285, 






24209. 


.24256 












Seq. No. 


37604 








Seq. ID 


OJ991209_05.0118 


08 


Gene No. 


77224 








Strand 






Start 


22180 








End 


26740 




Name 


OJ9912 


09 05. 0118. C8 


o3 . ts 


Method 


TBLASTX: Soybean 




Start 


23813 








End 


24285 




GI 


none 








Score 


93 




Exons 


23813. 


.24088, 


23946 


.24020, 


23999. .2408 


8, 24208. .24285 





37197 




Seq. No. 


37605 


Seq. ID 


OJ991209_05.0118 


.C9 


Gene No. 


77225 


Strand 


+ 




Start 


631 


End 


4634 




IN OlllC 


OJ991209 05 0118 C9 ol as 


MpI" hod 






Start 


631 ~ 


End 


4 634 




GI 


none 


Score 


. 57 




von ^ 


631 659 1014 1154 1246 


1354 4551 


4 634 




Seq . No . 


37605 


Seq. ID 


OJ991 209 05 0118 


PQ 
• \^ ^ 


Gene No . 


77226 


Strand 






Start 


140 


End 


318 




Name 


OJ991209 05.0118.C9.ol.gp 


Method 


AAT/GAP 




Start 


140 


End 


318 




GI 


15870 2 R1084 


Score 


269 






14 0 . .3^18 








\J ^ Ly ^ \^ J- J- ^ 


' 2874 03/dbi 1 010838 1 RICSBEl 


8.0e-69 Rice gene for starch 






branchina enzviup' 








Sea No. 


37606 


Seq. ID 


OJ991209_05.0118 


. CI 


Gene No. 


77227 


Strand 






Start 


1 


■ End 


1087 




Name 


OJ991209 05 0118 ClO o-l nD 


™Method„.:_ 


AAT/NAP 






■ .1, ^ _ J ^ ■ . . . „ ■ _ 


End .1 


1 041 „. 




GI 


5817305 


' Score 


87. 




ill A W 1 1 o 


1 20 533 627 932 1041 










fAF087820^ Aiixin tr^^nqnort 


protein [Arabidopsis thaliana] 


Seq. No. 


37606 


Seq. ID 


OJ991209_05.0118 


.CI 


Gene No. 


77227 


Strand 






Start 


1 


End 


1087 




Name 


OJ991209 05.0118.C10.ol.gs 


Method 


GENSCAN 




Start 


140 


End 


1087 




GI 


none 


Score 


.81 




F, V o n ^ 


140. .565, 571. .771, 932. .1087 






Sea No 


• 37607 


Seq. ID 


OJ991109_02.0118 


.C2 


Gene . No . 


77228 


Strand 






Start 


1 


End 


684 




Name 


OJ991109 02.0118.C2.ol.np 


Method 


AAT/NAP ■; 




Start 


1 


' End • 


684 




GI 


4337192 


Score 


260 




E vnn<; 


,1..195, 316.. 438, 660.. 684 








GI Dp serin 


( AC 0 0 64 i3 3 j ' u n known -pro t e i ri 


(Arabidopsis thaliBhaf / " 




C • LN ■ 


■ ' 37607' - * ■ ■ ■ ^ 


" Seq.' ID 


■OJ991109_02;:0118 


.C2 


Gene No. 


772-28 


Strand 






Start 


1 


. End 


684 




Name 


OJ991109 02.0118.C2.ol.tm 


Method * 


TBLASTX: Maize 




Start 


32 


End 


427 




GI 


none 


Score 


44 






32. .76, 32. .55, 49. .201, 60 


..197, 61. .204, 62. .205, 315 


.4: 




316. .423, 316. .426, 317. .427, 318. .425 






Seq. No. 


37607 


Seq. ID 


OJ991109_02.0118 


C2 


Gene No. 


77228 


Strand 






Start 


1 


End 


684 




Name 


OJ991109 02.0118.C2.ol.tc 


Method 


TBLASTX: Cress 





37198 




start 


40 


End 


424 






GI 


none 


Score 


117 






Exons 


40. ,204, 62. .196, 316. .423, 


•316, .423, 


350. . 424 






Seq. No. 


37607 


Seq. ID 


OJ991109_02 


.0118 


,C2 


Gene No. 


77228 


Strand 








Start 


1 


End 


684 






Name 


OJ991109 02.0118.C2.ol.gs 


Method 


GENSCAN 






Start 


69 


End 


425 






GI 


none 


Score 


. 99 






Exons 


69. .195, 316. .425 










Seq. No. 


37608 


Seq. ID 


OJ991109 02 


. 0118 


.03 


Gene No. 


77229 


Strand 








Start 


1 


End 


1051 






Name 


OJ991109 02 0118 C3 ol no 


Method 


AAT/NAP 






Start 


1 


End 


1051 






GI 


4337192 


Score 


196 






Exons 


1..122, 541. .714, 941. .1051 










GI Descrip. 


{AC006403) unknown protein 


[Arabidopsis thaliana] 






Seq. No.. 


37608" • • 


.Seq^.ID. 


OJ991109 02 


.0118 


.03 


Gfi.ne,^No....„ 


■17.72.2,9....; _ 


:Strand.„ 








Start 


1 ' - ' 


End 


1051 






Name 


OJ991109 02.0118.C3.ol.gs 


Method 


GENSCAN 






Start 


541 


End 


816 






GI 


none 


Score 


. 97 






Exons 


541. .816 











Seq. No. 


37608 








Seq. ID 


OJ991109_02.0118.O3 


Gene No. 


77230 








Strand 




Start 


1959 








End 


3380 


Name 


OJ991109 02 


,0118 


.03. o3. 


tm 


Method 


TBLASTX: Maize 


Start 


1 








End 


654 


GI 


none 








Score 


155 


Exons 


1..129, 1.. 


123, 


3, ,125, 


6. .140, 529,. 


654, 530.. 583 


Seq, No. 


37608 








Seq. ID 


OJ991109_02,0118.O3 


Gene No. 


77230 








Strand 




Start 


• 1959 








End 


3380 


Name 


OJ991109 02 


.0118 


.O3,o2. 


gs 


Method 


GENSOAN 


Start 


• 195-9 








End 


3367 _ 


GI" " 


none " " 








■ Score " 


-■■.71-- - 


Exons 


1959. .1969, 


2205 


. .2259, 


3121. 


.3222, 3311.. 3367' ' 


Seq.- No.' 


37608 ^ 








Seq. ID 


OJ991109_02.0118.C3 


Gene No. 


77230 








Strand 




Start 


1959 








End 


3380 


Name 


OJ991109 02 


.0118 


.03.01, 


gp 


Method 


AAT/GAP 


Start 


2144 








End 


3369 


GI 


none 








Score 


780 


Exons 


2144. .2259, 


2354 


. ,2455, 


2929. 


.2994, 3121. .3222, 3311. .3369 


Seq, No. 


37608 








Seq. ID 


OJ991109_02.0118,C3 


Gene No. 


77230 








Strand 




Start 


1959 








End 


3380 


Name 


OJ991109 02 


.0118 


.03. ol. 


tm 


Method 


TBLASTX: Maize 



37199 







91 fil 

^ X D X 






none 






9161 99SQ 91 fiS 






J / o u o 










Start 


1959 




Name 


OJ991109 02.0118. 




O d i- L, 


9'^SS 




PT 


none 




Exons 


9'^'^^ 94 Rf^ 9"^^^ 
^OOO. . Z fl J D / ZjOO. 






9Q9fi "^nOfi 9Q97 






^191 ^99R ^^1 1 






O / D U O 




Gene No. 


77230 




Start 


1959 




Ma mo 


O.TQQI lOQ 09 Ollfl 






9Q1 9 ~ 

^l -7 X ^ 






none 






9Q19 9QQ^ 9Q97 




, - 


^1 91 ?99P '^'^1 1 




D c . LN U . 






Gene" No. 


77231 


=5 


Start 


908 


tft 


NarEie 


n.TQQIIDQ 09 01 1 

\JUr?-?XXU_7 U^l.UXXo. 


fj! 


o L. d i L 


^ u o 


p~i 




f^R 61 Qfl 9 




V o 


QOR Q'^6 99'^9 d 






V -TiXi XOOODj^ £JUl_d.t.X 




O c ^ . LN (J • 


^7 60 Q 


= 


Gene No. 


77232 




Start 


6571 






O.TQQl 10Q 09 011ft 




O U d X L 


6^71 ~ 

D J / X 


IS. 


\J X 




'%J 


P V c 


6R71 76Q6^ 7ftR^ 


H S 
■= a:* 


OJ. LycroL.xx£j. 








37 60 9 




Gene No ," * ' 


'■"7 72'33--- ■ " 




Start 


15504 




Name 


•OJ991109 02.0118. 




Start 


15504 




GI 


none 




Exons 


15504. .15590, 156 



End 2455 
Score 147 



Seq. ID OJ991109_02.0118.C3 
Strand 

End 3380 

Method TBLASTX : Wheat 

End 3380 

Score 144 



.3380 

Seq. ID OJ991109_02.0118.C3 
Strand 

End 3380 

Method TBLASTX: Maize 

End 3377 

Score 95 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991109_02.0118.C4 

4300 
AAT/NAP 
4300 
1344 



OJ991109_02.0118.C4 
+ 

10747 
AAT/NAP 
10747 
586 



Hcr2-5D [Lycopersicon esculentum] 



21579. 
23987. 



C4 . d4 . gs" 



.15767, 
21657, 21761. .21856, 
24125, 24231. .24261, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



37609 
77233 
15504 

OJ991109_02.0118.C4.o2.gp 

22604 

none 



Seq. ID OJ991109_02.0118.C4 
-' strand ■ - ■ ' --v^:., 

End 24483 

Method ' GENSCAN. ' ' 

- End ■ 24483 

Score .65 
18844. .18977, 19886. .20850, 
22405. .22 642, 23697. .238 94, 
24316. .24483 

Seq. ID OJ991109_02.0118.C4 

Strand + 

End- 24483 

Method AAT/GAP 

End 22921 

Score 570 



37200 



Exons 



22604. .22921 



Seq. No. 37609 Seq. ID 

Gene No. 77233 ; ' . ■ * Strand 

Start 15504 End 

Name OJ991109_02 . 01 18 . C4 . o3 . gp Method 

Start 23453 End 

GI none Score 

Exons 23453. .23602, 23697 .. 238 94 , 23987.. 24170 



OJ991109_02.0118.C4 
+ 

24483 
AAT/GAP 
24170 
1024 



Seq. No. 


37609 




Seq. ID 


OJ991109_02.0118 


Gene No. 


77234 




Strand 


+ 


Start 


26178 




End 


33375 


Name 


OJ991109 02. 0118. C4. 


o5 . gs 


Method 


GENSCAN 


Start 


26178 




End 


33375 


GI 


none 




Score 


.53 


Exons 


26178. .26221, 29487. 


.29596, 


31418. .314 


68, 31952. .32191, 




32854. .32904, 33275. 


.33375 







beq. NO. 


o / bu y 


Seq. ID 


OJ991109_ 


no Alio r> A 
(Jz . Ullo . C4 


Gene No . 


77235 


Strand 






^..^Start 


.35809_ : -^.^ _ 


__End . 


3.5^9 4 L:... 




...Name--.. ^ 


,.0 J9,9.ii0.9. 5.2 .,011 8..X:.4 ..pi.. gp... 


Methods . 


.„,aat7gae„. 


_ . .... 


btart ■ 


35809 


End 


35941 




GI 


LIB3474-009-P1-K1-F11 


Score 


221 




Exons 


35809. .35941 








GI Descrip. 


M45524 4/emb|CAB367 4 3. 1 | 6. 


Oe-11 {AL035523) MtN3 


-like protein 




[Arabidopsis thaliana] ' 








Seq. No. 


37609 


Seq. ID 


OJ991109_ 


02 . 0118 . C4 


Gene No. 


77236 


Strand 


+ 




Start 


36211 


End 


39973 




Name 


OJ991109 02.0118.C4.o5.gp 


Method 


AAT/GAP 




Start 


36211 


End 


36671 




GI 


none 


Score 


876 




Exons 


36211. .36671 








Seq. No. 


37609 


* Seq. ID 


OJ991109_ 


02. 0118. C4* 


Gene No. 


77236 


Strand 


+ 




Start 


36211 


End 


39973 




Name 


OJ991109 02.0118.C4.o4.np 


Method 


AAT/NAP 




Start 


36363 


End 


39677 




GI' 


4263791 - 


Score • " 


■ 7 74 " 




Exons 


36363. .36419, 36702 .. 36823, 


37329. .37506, 38287'. 


.38684, 




' 38741. ."396'77- 








GI Descrip.. 


(AC006068 )• putative receptor-like protein kinase 


[Arabidopsis- 




thaliana] 








Seq. No. 


37609 


Seq. ID 


OJ991109__ 


02,0118..C4 


Gene No. 


77236 


Strand 


+ 




Start 


36211 


End 


39973 




Name 


OJ991109 02.0118.C4.o6.gp 


Method 


AAT/GAP 




Start 


39518 


End 


39973 




GI • 


none 


Score 


861 




Exons 


39518.. 39973 









Seq. No. 37609 Seq. ID OJ991109_02 . 0118 . C4 

37201 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



77237 Strand + 

42525 End 46399 

OJ991109_02.0118.C4.o7.gs , Method GENSCAN 

42525 End 46399 

none Score , 6 

42525. .42653, 4 3283.-43399, 44066 .. 44190, 44457 .. 44522, 

458 98. .4 5994, 4 6313. .4 6399 



Seq. No. 37609 Seq. ID 

Gene No. 77238 Strand 

Start 11 End 

Name OJ991109_02 . 0118 . C4 . ol . gs Method 

Start 11 End 

GI none Score 

Exons 11 . .118 



OJ991109_02.0118.C4 
118 

GENSCAN 

118 

.98 



Seq. No. 
Gene No. 
Start 
Name 
Start 

Gl^ 

..Exons 



37609 Seq. ID 

77239 Strand 

11082 End 13785 

OJ991109_02 . 0118 . C4 . o3 . gs Method GENSCAN 

11082. End 13785 

none _ - S_Qore .51 

l.La82 ....JI.17,7., .ai3i8....ir.67d,._12,03.7. ..121.23', , u'oiS 
13630.. 13785 



OJ991109 02. 0118. C4 



.I32BZ,.,^ 



Seq. No. 


3/609 








Seq. ID 


OJ991109 


_02 . 0118 . C4 


Gene No. 


77240 








Strand 






Start 


17758 








End 


39653 




Name 


OJ991109 02 


.0118 


.C4.02. 


tw 


Method 


TBLASTX: 


Wheat 


Start 


2612 








End 


3796 




GI 


none 








Score 


69 




Exons 


2612. .2725, 


2640 


. .2720, 


2642. 


.2899, 2930. .3031, 


2947. .3081, 




2948. .3082, 


2963 


. .3082, 


3085. 


.3312, 3107.. 3346, 


3263. .3649, 




3553. .3648, 


3566 


. .3796, 


3599. 


.3736 






Seq. No. 


37609 ■ 








Seq. ID 


OJ991109 


_02.0118.C4 


Gene No,. 


77240 








Strand 






Start 


17758 








End 


39653 




Name 


OJ991109 02 


0118 


.C4.03. 


tm 


Method 


TBLASTX : 


Maize 


Start 


2627 








End 


4285 




GI 


none 








Score 


85 




Exons 


2627 . .2839, 


2630 


. .2737, 


2687. 


.2902, 2906. .3097, 


2924. .3091, 




• 2930. -."36917 


2947 


. ;3087, 


301-4V 


.307 3", 3110. .35237 


'3ir6;v3520-, 




3185. .3409, 


3386 


. .3754, 


3469. 


.3792, 3470. .3796, 


"3551. .3712, 




' "3638. .3796, 


3824 


. .3925, 


3956. 


.4285. 






Seq. No. 


37609 








Seq. ID 


OJ991109 


__02.0118.C4 


Gene No. 


77240 








Strand 






Start 


17758 








End 


39653 




Name 


OJ991109 02. 


0118 


.C4.04 . 


ts 


Method 


TBLASTX : 


Soybean 


Start 


2669 








End 


3925 


GI 


none 








Score 


99 




Exons 


2669. .2872, 


3593 


. .3925, 


3640. 


.3909 






Seq. No. 


37609 








Seq. ID 


OJ991109 


_02.0118.C4 


Gene No. 


77240 








Strand 






Start 


17758 








End 


39653 





37202 



Name 

Start 

GI 

Exons 



OJ991109_02.0118.C4.o2.tc Method 
3644 End 
none . " Score 
364 4. ,3850, 3827. .3931, 3929. .4225 



TBLASTX: Cress 

4225 

116 



Seq. No. 37609 Seq. ID 

Gene No. 77240 Strand 

Start 17758 End 

Name OJ991109_02 . 0118 . C4 . o5 . ts Method 

Start 3944 End 

GI none Score 

Exons 3944.. 4210,- 4057.. 4209 



OJ991109_02.0118.C4 
39653 

TBLASTX: Soybean 

4210 

237 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

"Exons ' 



37609 
77240 
17758 

OJ991109_02. 

6937 

none 

6937. . 

7102. . 

7^234. . 
..7597,... 

7834 . . 
•8083. . 

8170. . 

8334 . . 

37128. 

37263. 

37593. 

37833. 

37887. 

38193. 

38196. 

38211. 



Seq. ID OJ991109_ 
Strand 



02. 0118. C4 



0118.C4.o2.ts 



End 

Method 

End 

Score 



6999, 
7359, 
7 332,.. . 
77Q.4,_. 
8055, 
8424, 
8424, 
8483, 
.37385 
.37673 
.37712 
.38069 
.38042 
.38450 
.38450 
.38450 



39653 
TBLASTX: 
38507 
49 



Soybean 



7021. .7311, 7021. .7428, 7072. .7497, 
7117. .7704, 7126. .7695, 7198. .7491, 
7237.,„. 7 6i 7 1 330 ..^J.7 1 Q^„_7,38 1^^7 695 
7.13 5 . . 7 7 8 5.,' 7.8 0.4 ... . .8.01.6 J 8.6.7.. .. .8 04 3., 
7834.. 8016, 7861.. 8016, 7867.. 7986, 
8167. .8424, 8167. .8427, 8170. .8505,- 
8170. .8424, 8185. .8424, 8185. .8424, 
37041. .37091, 37047 .. 374 54 , 37119.. 
, 37143. .37730, 37224 .. 37598 , 37233 
, 37356. .37736, 37359 .. 37517 , 37407 
, 37623. .37730, 377 61 .. 378 11 , 37830 
, 37851. .38096, 378 60 .. 38081 , 37860 
, 37893. .38012, 37923 .. 38102, 38109 
, 38193. .38453, 381 96 .. 38507 , 38196 
, 38196. .38384, 38196 .. 38450, 38211 
, 38291. .38455, 38301 .. 38432, 38360 



7093. .7443, 
7198. .7572, 

JZ567.. ; 7,^.8 6, 

.7:8.25.. .loj-d, 
7897.' .8076, 
8170. .8358, 
8275. .8406, 

37289, 

. .37358, 

. .37721, 

. .38042, 

. .38042, 

. .38450, 

. .38450, 

. .38450, 

. .38497 



37609 
77240 
17758 

OJ991109_02. 

6949 

none 

694 9; ■.7 6'95, • 
7093. .7644, 
7287. .74'96, 
7807. .8043, 
7825. .8046, 
7861. .8055, 
8167. .8424, 
8170. .8424, 
8176. .8352, 
8227. .8424, 
36981. .37721 
37119. .37670 
37323. .37730 
37358. .37690 
37839. .38069 



0118 .C4 .ol. tc 



■6997. .7518-; 7015 
7102.. 7704, 7201 
7332. .7664, 7332 
7807. .8043, 7813 
7825.. 8055, 7834 
7978.. 8049, 8155 
8167.. 8421, 81-67 
8170. .8424, 8170 
8182. .8289, 8184 
8233.. 8424, 8256 
, 37044. .37463, 
, 37119. .37736, 
, 37335. .37721, 
, 37358. .37669, 
, 37851. .38048, 



Seq. ID OJ991109_02.0118.C4 
Strand 

End 39653 
Method TBLASTX : Cress 
End 39419 
Score 322 
■.■'v731-7, :70i8'. v7425-,' 7030 .■v74 97" 
. .7377, 7.246. . 7704, 72 69. .7505 
:''.7643, " 7387. .'7695, 7462 
804-3, 7825. .8022, -7825 
8055, 7846 
8424, 8164 
8427, 8170 
8423, 8176 
8423, 8196 



8043, .7834. 
..8436, 8164. 
..8421, 8167. 
..8427, 8172, 
..8426, 8184. 



.8360, 8356. .8490, 8377. 



7704, 
8016, 
7.962, 
8424, 
8424, 
8355, 
8345, 
8529, 



37044 . .37451, 37056 .. 37523, 

37128. .37730, 37227 .. 374 03, 

37343. .37522, 3734 6 .. 37531 , 

37833. .38069, 37833 .. 38069, 

37851. .38042, 37851 .. 38072 , 



37203 




37851. .38081, 
37887. .38081, 
38190. .38450, 
38193. .38453, 
38196. .38453, 
38208. .38315, 
38294. .38377, 
38742. .39068, 



37860. .38069, 
38004. .38075, 
38193. .38450, 
38196. .38450, 
38198. .38449, 
38210. .38452, 
38294. .38386, 
39093. .39419, 



37860 . 


. 38081. 

* ^ \j \j \j ^ f 


38181 . 


. 38462, 


38193. 


,38447' 


38196. 


.38450, 


38202. 


.38381, 


38253. 


.38450, 


38360. 


.38452, 


39110. 


.39418 




37872. .37988, 
38190. .38450, 
38193. .38447, 
38196. .38450, 
38202. .38378, 
38259. .38498, 
38382. .38507, 



Seq. No. 


37609 


Seq. ID 


OJ991109_02.0118.C4 


Gene No. 


77240 


Strand 




Start 


17758 


End 


39653 


Maine 


OJ991109 02.0118.C4.o2.tm 


Method 


TBLASTX: Maize 


Start 


7126 ~ 


End 


38456 


GI 


none 


Score 


286 


Exons 


7126. .7419, 7142. .7417, 7198 


..7497, 7209. .7454, 7221. .7445, 




7422. .7634, 7423. .7620, 7567 


..7695, 7804. .8055, 8164. .8421, 




8170. .8373, 8233. 8361, 8275 


..8430, 37152. .37445, 37 168 .. 37284 , 




37224 .. 37523, 37330. 37443, 


37334. .37471, 37334 .. 37480, 




37448 37660, 3744 9 .. 37 646, 


37593. .37721, 37830 38081 , 




38190. . 38447, 38196 38399, 


38259. .38387, 38301 384 56 


Sea . No ' 


3.7 6.0 9 J '..J ...LU-^.L..^. 


L.„Seq.._ID_ 


^,oa95iiA9^02.:aii.s..ci::.:: 


Gene No. 


^77240* — - - 


Strand 




Start 


17758 


End 


39653 


Name 


OJ991109 02.0118.C4.o3.tw 


"Method 


TBLASTX: Wheat 


Start 


7309 


End 


38504 


GI 


none 


Score 


125 


Exons 


7309. .7572, 7801.. 8016, 8125 


..8472, 8382.. 8462, 37335 .. 37598 , 




37827. .38042, 38151 .. 38504 , 


38408. .38476 


Seq. No. 


37609 


Seq. ID 


OJ991109_02.0118.C4 


Gene No. 


77240 


Strand 




Start 


17758 


End 


39653 


Name 


OJ991109 02.0118.C4.ol.gp 


Method 


AAT/GAP 


Start 


17758 


End 


17848 


GI 


LIB34 77-003-P1-K1-E9 


Score 


109 


Exons 


17758. .17848 






GI Descrip. 


'2498586/sp|Q40638 IMPOl ORYSA 2.0e-24 


MAJOR POLLEN ALLERGEN ORY 




S 1 PRECURSOR (ORY S I) >gi_ 


1173557 {U31771) Ory s 1 [Oryza 




sativa] ' 







Seq. No-. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



'37609'''-- '--^ : : 
77240' 

177 58^ ■ 
OJ-991109_02.0118.C4 .o'6.tm 
20015 
none 



Seqv ID OJ9911O9;;d2:0iT8VC4- 
Strand -, ' . 
End 

Method 
End 
Score 



'39653"' 
TBLASTX: Maize 
21187 
164 



20015. .20344, 20510 .. 20797, 20920 .. 2 1162 , 20945. .21187 



Seq. No. 37609 

Gene No. 77240 

Start 17758 

Name OJ991109_02 . 0118 . C4 . o3 . ts 

Start 20141 

GI none 
Exons 



Seq. ID OJ991109_02.0118.C4 
Strand 

End 39653 

Method TBLASTX : Soybean 

End 21178 

Score 94 

20141. .20332, 20618 .. 20827, 20665 .. 20850, 20923 .. 21162 , 



37204 



20930. .21163, 20930.. 21178 



Seq. No. 37609 

Gene No. 77240 

Start 17758 

Name OJ991109_02 . 0118 , C4 . o5 . tm 

Start 21517 

GI none 

Exons 21517. .21657, 21524 
21760. .21858, 21777 



Seq. ID 
Strand 
End 

Method 
End 
Score 

21658, 21526. .21660, 21758 
21866 



OJ991109 02. 0118. C4 



39653 

TBLASTX: Maize 
21866 
192 

21865, 



Seq. No, 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



37609 
77240 
17758 

OJ991109_02.0118.C4 .o7.tm 

22780 

none 

22780. .22824, 22788 .. 22850, 
23059. .23172, 23062 .. 23160, 
23170. .23274, 23264 .. 23383, 
23374. .23589, 23386 .. 23520, 
24 01 9 .,, 2 4,1 2 6 2 4 0 32.,„ , 24127,. . 

37609 ^ 

77240 

17758 

OJ991109_02.0118.C4 .o4 . tm 

38720 

none 

38720. .38983, 38721. .38990 



Seq. ID OJ991109_02.0118.C4 
Strand 

End 39653 

Method TBLASTX : Mai ze 

End 24127 

Score 67 
22882. .23064, 22890 .. 23063,. 
23156. .23275, 23158 .. 23280, ' 
23266. .23388, 23278 .. 23382 , 
23783. .23914, 24 018 .. 24 122 , 



Seq. ID OJ991109_02.0118.C4 
Strand 

End 39653 

Method TBLASTX : Mai ze 

End 38990 

Score 410 



Seq. No. 37609 

Gene No. 77240 

Start 17758 

Name OJ991109_02 . 0118 . C4 . ol . ts 

Start 38781 

GI none 

Exons 38781. .39068f 38835'. .39056, 

Seq. No. 37609 

Gene No. 77240 

Start . . 17758 

-Name'-'"- bJ9 

Start' - ' 39045 " • 

GI' " ■■ ' none* ' • ~" ~ ~ '"' 

Exons ' 39045. .39095', - 3904 5. . 3908 6, 
39441. .39485 - . . 



Seq. ID OJ991109_02.0118.C4 
Strand 

End 39653 

Method TBLASTX : Soybean 

End 39503 

Score 222 , 
39060. .39503, 39104 .. 394 36. 

Seq. ID OJ991109_02.011&.C4 
Strand, 

End 39653 
'Method TBLASTX : Wheat 

End • '39485 ' 
'"^ Score" * 56'"' " ^y-—- 

39087. .39422, 39167. ; 3.9415, . 



Seq. No. - 37609 Seq. ID 

Gene No. 77240 Strand 

Start 17758 End 

Name OJ991109_02 . 0118 . C4 . ol . tm Method 

Start 39112 End 

GI none Score 

Exons 39112. .39621, 39114 .. 39632, 39115 .. 39627, 39116 3964 9, 
39117. .39653 



OJ991109_02.0118.C4 
39653 

TBLASTX: Maize 
39653 
335 



37205 




Seq. No. 


37610 


Seq. ID 


OJ991109_02.0118.C5 


Gene No. 


77241 


Strand 


+ 


Start 


75 


End 


3631 


Name 


OJ991109 02.0118.C5.ol.gs 


Method 


GENSCAN 


Start 


75' 


End 


3631 


GI 


none 


Score 


.61 


Exons 


75. .131, 255. .415, 479. .600, 


699. .873, 


977. .1242, 3414. .3631 


Seq. No. 


37610 


Seq. ID 


OJ991109_02.0118.C5 


Gene No. 


77242 


Strand 


+ 


Start 


6033 


End 


11465 


Name 


OJ991109_02.0118.C5.ol.np 


Method 


AAT/NAP 


Start 


6033 


End 


11465 


GI 


4102600 


Score 


1742 


Exons 


6033.. 6078, 6495.. 6604, 6720. 


.6818, 6945. .7001, 7120. .7275, 




7378. .7462, 8245. .8335, 8421. 


.8585,. 8668.. 8790, 9107.. 9182, 




9395.. 9551, 10152.. 11465 






GI Descrip. 


(AF013467) ARF6 [Arabidopsis 


thaliana] 




Seq. No. 


37610 


Seq. ID 


OJ991109_02.0118.C5 


Gene No. 


77242 


Strand 


+ 


Start ■ 


: 6033 ; : ' \ 


jEnjd*^ 


_1 14 65,;_ : 


.Name. „ 


oa99i,iQ.9. .02.. oiia..cl..oi.. gp ... 


. .Method. ... 


AATYGAP.. . ^ 


Start 


6039' 


■End 


6290 


GI 


uC-osflm202112h06bl 


Score 


204 


Exons 


6039. .6112, 6223. .6290 






GI Descrip. 


• 1174745/spl P46225 ITPIC SECCE 


8.0e-16 


TRIOSEPHOSPHATE ISOMERi 



CHLOROPLAST PRECURSOR (TIM) >gi_1363523_pir S537 61 

triose-phosphate isomerase (EC 5.3.1.1) precursor, chloroplast - 
rye >gi_609262_emb_CAA83533_ (Z32521) triosephosphate isomerase 

[Secale cereale] >gi_1095494_prf 2109226B triosephosphate 

isomerase [Secale cereale] ' 



Seq. No. 37610 Seq. ID OJ991109_02 . 0118 . C5 

Gene No. 77242 Strand + 

Start 6033 End 11465 

Name OJ991109_02 . 0118 . C5 . o3 . gs Method GENSCAN 

Start 7153 End 11434 

GI none Score .87 

Exons 7153. .7275, 7378. .7462, 8245. .8335, 8502. .8585, 8653. .8790, 
9107. .9182, 9395. .9542, 10152 .. 1114 0, 11244. .11434 

-Seq; "No."' " -"37610-'- r:, ... ■ seqV ID - W991109;Ja2v011 ' - 

Gene No. 77242 ■ Strand'- - + 

■Start' 6033' ■ ; ' ' ^End " ^- -^--^ --^ ^ ■ 

Name" OJ991109_a2'. 0118 . C5 . o2 Vgp ■ Method '" AAT /GAP . " . • ■ 

Start 9122. End 10393 

GI • 3761532 Score 790 

Exons 9122.. 9182, 9395.. 9542, 10152.. 10393 

GI Descrip. 4 104 931/gb | AAD022 19 . 1 | 2.0e-37 (AF042196) auxin response factor 
8 [Arabidopsis thaliana] 

Seq. No. 37610 Seq. ID OJ991109_02 . 0118 . C5 

Gene No. 77242 Strand + 

Start 6033 End 11465 

Name OJ991109_02 . 01 18 . C5 . o3 . gp Method AAT/GAP 

Start 10389 End 10895 



37206 



GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



46523_1.R1084 Score 1010 

10389. .10895 

^ M104931/gb|AAD02219.1| 2.0e-37 (AF042196) auxin response factor 
8 [Arabidopsis thaliana] ' 



37610 
77242 
6033 

OJ991109_02.0118.C5.o4.gp 
10896 

36294_1,R1084 

10896. .11140, 11244. .11465 
M102600/gb|AAD01513.1| 4.0e-42 
thaliana] ' 



Seq. ID OJ991109_02.0118.C5 

Strand + 

End 11465 

Method AAT/GAP 

End 11465 

Score 821 

(AF0134 67) ARF6 [Arabidopsis 



Seq. No. 37610 Seq. ID 

Gene No. 77243 Strand 

Start 4344 End 

Name OJ991109_02 . 0118 . C5 . o2 . gs Method 

Start 4344 End 

GI none Score 

. Exons.--^,, A34A.;,, 4 4 95 6012_._^, 6188 658 



OJ991109_02.0118.C5 

11439 
GENSCAN " 
7025 
.5 



Seq. No. 37610 
Gene No. 77243 
Start 4 34 4 

Name OJ991109_02 . 0118 . C5 . o2 . tm 

Start 6493 
GI none 
Exons 64 93 

6793 

7167 

8244 



6606, 6494, .6619, 6717. 

6825, 6933.. 7001, 6941. 

7277, 7377. .7463, 7378. 
8309 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991109 02. 0118. C5 



11439 

TBLASTX: Maize 
8309 
191 

.6818, 6719.. 6817, 6752.. 6820, 
.7003, 7110. .7277, 7120. .7275, 
,7464, 7378. .7467, 8237. .8308, 



Seq. No. 
Gene No. 
Start 
Name 
■ Start 
GI 

Exons 

-Seq;- No; 
Gene" No. 
"Starr 
Name 
Start 
GI 

Exons 



37610 
77243 
4344 

OJ991109_02.0118.C5.o4.ts 

6493 

none 

6493. . 6606, 6494 . .6619 

-37 610 - ._v::.r„.L. 

77243 • ■ 

^-434^4 : 'y; - -y^^^'^-.^v,-:.: 

OJ99ri09_02; 0118 .05 . ol : tc 
6497 
none 
6497 ■ 
6772 
7378 
8364 
8668 
'9392 



Seq. ID 

Strand 

End 

Method 

End. 

Score 



OJ991109_02.0118.C5 
11439 

TBLASTX: Soybean 

6619 

199 



6607, 6499. .6615, 6717. 

6825, 6933. .7001, 6941. 

7464, 7383. .7463, 8237. 

8573, 8404. .8586, 8407. 

8793, 9104. .9184, 9105. 

9538, 9392.. 9502, 9394. 
10181. .10291, 10340. .10372, 11238 .. 11432, 11243 .. 11437 , 
11243. .11389 



-.Seq, ID 

Strand 
■ Erici ■ V ^' 
"Mi^thod 
.End 

Score 

.6818, 6719 
.7003, 7110 
.8332, 8244 
.8586, 8665 
.9185, 9361 
.9537, 9530 



OJ991109- 0Z-*.iDlM':C5' 



TBLASTX :'Creis- ' ' --" ' ' 
11437 
181 

6817, 6752. .6820, 

7277, 7120.. 7275, 

8333, 8244.. 8336, 

8793, 8666.. 8791, 

9516, 9384. .9488,, 

9589, 10151. .10195, 



37207 



Seq. No. 


37610 




Seq. ID 


OJ991109_02.0118.C5 


Gene No. 


77243 




Strand 




Start 


4344 




•End 


11439 


Name 


OJ991109 02. 


0118 .C5 . ol . ts 


Method 


TBLASTX: Soybean 


Start 


6735 




End 


7464 


GI 


4306688 




Score 


131 


Exons 


6735. .6818, 


6737.. 6817, 6939. 


.7001, 6941.. 7000, 7120.. 7275, 




7122. .7277, 


7137.. 7286, 7374. 


.7454, 7377. .7463, 7378. .7464 


GI Descrip. 










Seq. No. 


37610 




Seq. ID 


OJ991109_02.0118.C5 


Gene No. 


77243 




Strand 




Start 


4344 




End 


11439 


Name 


OJ991109 02. 


0118.C5.o4.tm 


Method 


TBLASTX: Maize 


Start 


8401 




End 


9185 


GI 


none 




Score 


232 


Exons 


8401. .8586, 


8421. .8585, 8666. 


.8791, 8668. .8784, 8683. .8793, 




8684. .8788, 


9105.. 9185, 9107. 


. 9184 




Seq. No. 


37610 




Seq. ID 


OJ991109_02.0118.C5 


Gene No. 


77243 




Strand 




S.tart 


_ 4.34^4 


^^.„ 


..End 


11439._: 


,Nam.e.;. ...^^ „ 




.0il8:C5..pXts,. 


Method 


„.TBLASTX:..So.ybean,. . 


Start 


84 66 




End 


9541 


GI 


none 




Score 


148 


Exons 


8466. .8582, 


8467. .8586, 8467. 


.8586, 8665. .8793, 8666. .8791, 




8667. .8792, 


8668. .8793, 9104. 


.9184, 9105. .9185, 9387. .9488, 




9392. .9541, 


9392.. 9520, 9394. 


.9537 




Seq. No. 


37610 




Seq. ID 


OJ991109_02.0118.C5 


Gene No. 


77243 




Strand 




Start 


4344 




End 


11439 


Name 


OJ991109 02. 


0118.C5.o3.tm 


Method 


TBLASTX: Maize 


Start 


9418 




End 


10789 


GI 


none 




Score 


216 


Exons 


9418. .9537, 


9419. .9541, 9422. 


.9541, 9423. .9545, 10147. .1041 




10152. .10754 


, 10567.. 10788, 10571. .10789 


Seq. No. 


37610 




Seq. ID 


OJ991109_02.0118.C5 


Gene No. 


77243 




Strand 




Start 


4344 




End 


11439 


Name 


OJ991109 02. 


0118.C5.ol:tm 


Method 


TBLASTX: Maize 


Start 


" 10820 ■ 




-•'End 


'11439 - * - 


GI 


none 




Score 


490 


'Ej&R^s"'" ■ • 


^■'"a:082^0"r^1rlW3 


7 ""1 0'8 2 2v: 11T4 1'y H'22^r\l 13 & 9; " Tl 23^;vn 4327'^'^'' 


■* ■ . - - . . 


.■■ll2'4i; .11435 


, ""1 1242: 1436, "ri 242: .1 1 a 33 , . 1'2'4 3 Xl 43 1 ': ' "'^f ' ' 


Seq, No. 


37610 




Seq. ID 


OJ991109_02.0118.C5 


Gene No. 


77243 




Strand 




Start 


4344 




End 


11439 


Name 


OJ991109 02. 


0118.C5.o2.ts 


Method 


TBLASTX: Soybean 


Start 


10958 




End 


11439 


GI 


none 




Score 


105 


Exons 


10958. .11131 


, 11123. .11143, 11238. .11432, 1 124 1 . . 114 32 , 




11242. .11436 


, 11242. .11439, 11243.. 11437 


Seq. No. 


37611 




Seq. ID 


OJ991109_02.0118.C6 



37208 



Gene No. 77244 Strand + 

Start 541 End 1765 

Name OJ991109_02 . 0118 , C6 . ol . gp Method AAT/GAP 

Start 541 End 1364 

GI 36294_1,R1084 Score 875 

Exons 541.. 663, 991.. 1364 

GI Descrip. ' 4 102600/gb | AAD01513 . 1 | 4.0e-42 (AF013467) ARF6 [Arabidopsi 
thaliana] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 

Name.._ 

.Start 

GI 

Exons 



37611 
77244 
541 

OJ991109_02.0118.C6.ol.np 
541 

4104931 
541. . 653 

(AF042196) auxin response factor 8 [Arabidopsis thaliana] 



Seq. ID OJ991109_02.0118.C6 

Strand + 

End 1765 

Method AAT/NAP 

End 653 

Score 69 



37611 
77244 
541 

^ p J? 9 1 1 Q 9^_g 2., Oil 8„. C 6 ,.oJ., g s 



Seq. ID OJ991109_02.0118.C6 

Strand , + 

End 17 65 

Method . GENSCAN . 



64.9.,,..,:. 

none Score 
649. .663, 991. .1153, 1686, .1765 



^„.End 1.7 65 

.74 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



37611 
77245 
3516 

OJ991109_02.0118.C6.o2.gs 

3516 

none 



Seq. ID OJ991109_02.0118.C6 

Strand + 

End 6702 

Method GENSCAN 

End 6702 

Score .56 



3516. .3662, 4670. .4780, 5005. .6702 



Seq. No. 37611 

Gene No. 77245 

Start 3516 

Name OJ991109_02 . 0118 . C6 . o2 . tm 

Start 3579 

GI none 
Exons 



Seq. ID OJ991109_02.0118.C6 

Strand + 

End 6702 

Method TBLASTX: Maize 

End 4780' 

Score 138 



3579. .3662, 3585. .3662, 4667. .4780, 4669. .4776 



Seq; 'No." -' 37-611 \- - — . - Seq". ' ID"'" OJ99ilO'9j;0'2 V 0118tC6 

Gene No.' 77245 " ' ; ' Strand + ■ ' 

Name „ 0 J991 1 0 9_0 2'r, 0 1 1 8 .-C 6"Vo IVt s " "r:...v . .Met hod -.v XBLAS^xV Soybean''". - 

Start 3582 -End 5103 

GI none"- -' ■ . Score 118 ■ - 

Exons • 3582.. 3662, 4667.. 4780, 4669. .4773, 5029.. 5103' " 



Seq. No. 37611 

Gene No. 77245 

Start 3516 

Name OJ991 109_02 . 0118 . C6 . ol . tc 

Start 3594 

GI none 
Exons 



Seq. ID OJ991109_02. 0118 .C6 

Strand + 

End 6702 

Method TBLASTX : Cress 

End' 5 67 9 

Score 109 



3594. .3662, 4667. .4780, 4669. .4773, 5023. .5160, 5574. .5636, 



37209 



5578. .5679 



Seq. No. 


37611 






Gene No. 


77245 






Start 


3516 






Name 


OJ991109 02 


.0118 


.C6.ol . 


Start 


5004 ~' 






GI 


none 






Exons 


5004 . . 5237, 


5007 


. . 5243, 




5468. .5641, 


5476 


. .5646 


Seq. No. 


37611 






Gene No . 


77246 






Start 


6631 






Name 


OJ991109 02 


.0118 


.06. o3. 


Start 


6631 






GI 


none 






Exons 


6631. . 6759, 


6635 


. .6763, 


Seq. No. 


37612 








77247 






Start 








Narne' 


_ aja9iio9^o.a. .011.8. 




Start 


1 






GI 


none 






Exons 


1. . 94 






Seq. No. 


37612 






Gene No . 


77248 






Start 


1263 






Name 


OJ991109 02 


.0118, 


.07 .ol . 


Start 


1263 






GI 


none 






Exon *=? 


1263. .1417 






Seq. No. 


37612 






Gene No. 


77249 






Start 


1951 






Name 


OJ991109 02 


.0118. 


.07.01.: 


Start 


1948 " 






GI 


6728990 






Exons 


1948... 2004, 


2097, 


. .2213, 


GI" "De scrip . 


-'(AC018363 j --unknown' prot^ 


■"'S'e^':^'^Ncr;' 








^Geri^e^-No . - 


772:4 9- ■ 1- - 






Start 


1951 






Name 


OJ991109 02 


.0118. 


.O7.o2.i 


Start 


1951 






GI 


none 






Exons 


1951. .2004, 


2097. 


. .2213, 




4871. .5060, 


5755. 


. .5819, 


Seq. No. 


37612 






Gene No. 


77250 






Start 


9353 






Name 


OJ991109 02 


.0118. 


X7.02.] 



Seq. ID OJ991109_02.0118.C6 

Strand + 

End 6702 

Method TBLASTX : Mai ze 

End 5697 

^Score . 120 

.5244, 5460. .5636, 5461. .5697, 



Seq. ID OJ991109_02.0118.C6 
Strand 

End 6828 

Method TBLASTX : Mai ze 

End 6828 

Score 132 

.6760, 6763.. 6828, 6775.. 6828 

Seq. ID OJ991109_02.0118.O7 

Strand + 

End_ 9A,, 

Methad _.AAT/GAE 

End 94 

■Score 145 



Seq. ID OJ991109_02.0118.O7 

Strand + 

End 1417 

Method GENSOAN 

End 1417 

Score .58 



Seq. ID OJ991109_02.0118.O7 
Strand 

End 6480 

Method AAT/NAP 

End 4636 

Score 1507 

.3513, 3633.. 3995, 4451.. 4636 



Seq': 'iD^^^imsYrcPS^^': Of isvcrr^-^ 

.Stranrf:"!^^-^-,/ .:.:-'l.^:i-.7\::-]l:/r::"L:.l 
End 6480 
Method GENSOAN 
End 6480 
Score . 9 



.6480 

Seq. ID 

Strand 

End 

Method 



OJ991109_02.0118.C7 
+ 

15036 
AAT/NAP 



37210 



start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9353 End 15036 

3777527 Score 2446 

9353. .10323, 10526 .. 10774 , 11171 .. 1 1310, 11446, 
11755. .11876, 11904. , 13195, 13280. .15036 
{AF053008) gag-pol polyprotein [Glycine max] 



, 11583, 



37612 
77251 
16565 
OJ9911 
1883 
none 
1883. . 
2094. . 
3070. . 
3090. . 
3614. . 
3633. . 
4445. . 



09 02.0118.C7.ol.tm 



2005, 1943. .2005, 1944. 

2213, 2094. .2213, 2095. 

3186, 3070. .3480, 3070. 

3440, 3165. .3515, 3184. 

3991, 3625.. 3996, 3632. 

4004, 3633. .3884, 3716. 

4642, 4450. .4647, 4450, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.2021, 1960 
.2235, 2096 
.3186, 3070 
.3513, 3357 
.3889, 3633 
.3997, 3882 
.4641, 4462 



OJ991109_02.0118.C7 
+ 

16727 

TBLASTX: Maize 
4647 
93 

2037, 2091.. 2213, 
2236, 2099.. 2188, 
3405, 3072.. 3200, 
3518, 3614.. 3667, 
3995, 3633.. 3917, 
3995, 4445. .4633, 
4644 



Seq. No. 37612 

Gene ^ No^ 7 7 25 1__, 

.S.tar.f.. . . . 16565. _ ...J 

Name OJ991109_02 . 0118 . C7 . o3 . tw 

Start 1937 
GI none 

Exons 1937.. 2005, 1937.. 2005, 1953. 

3062.. 3202, 3070.. 3204, 3071. 
3633. .3902 



Seq. ID OJ991109_02.0118.C7 

.St rand _ _ + _ „ 

End . . .16^727.. 

Method TBLASTX : Wheat 
End 3902 
Score 88 

.2024, 2094. .2213, 2096. .2188, 
.3199, 3072. .3203, 3632. .3901, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene " No: 
Start > 
NaiWg^"^'^ 
•S'tSrt^^-^ 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



37612 
77251 
16565 

OJ991109_02.0118.C7.ol.tc 

1954 

none 

1954. .2037, 2094. .2213, 2099. 
3160.. 3204, 3160.. 3210, 3304. 
3432.. 3515, 3631.. 3804, 3632. 
3858.. 3902, 3959.. 3991, 3960. 

37612 . - / - 

77-251 ' ' ' ' 

16565 

13:60" V-T. LL;;." ^::--,:..:- : 
none 

I960.. 2037, 2094.. '2213, 3070. 

3632.. 3979, 3633.. 3977, 3634': 

37612 
77251 
16565 

OJ991109__02.0118'.C7.o2. tc 

3261 

none 

3261.. 3287, 3262. .3297, 3337. 



Seq. ID OJ991109_02.0118.C7 

Strand + 

End 16727 

Method TBLASTX: Cress 

End 3995 

Score 84 
,2188, 3070. .3174, 3090. .3167, 
.3330, 3430. .3513, 3430. .3513, 
.3865, 3633. .3872, 3857.. 3901, 
.3995 

Seq. ID pJ991109_02 .0118 .C7 

' St'rand '--^-H- ' • •* r:.:.- 

End 16727, 

^"^jfe tffod'' ' ■'^TfBrasTx7'S'6yb&a^^^ 

^.Eindj> .:-:3.97.9:^. j:.-^ f.:;.!:^.. ^:.v;:.:':^I^■;. 
Score 83 
.3279, 3090. .3281; 3481. .3513, 
.3978 

Seq. ID OJ991109_02.0118.C7 

Strand + 

End 16727 

Method TBLASTX : Cress 

End 4639 

Score 37 

.3423, 3339. .3419, 4448. .4639, 



37211 




4450. .4632 





O C . IN \ J • 


37612 


Seq. ID 


OJ991109_02.0118 


.C7 






7 7 9 S 1 


Strand 


+ 






O L d i. I- 


X vJ .J \J ^ 


End 


16727 








O.TQQTIOQ 09 01 1 PI r7 oS t- q 


Method 


TBLASTX : Soybean 






O Ldl. L 


o ^ ^ 1 


End 


4639 








•pi on o 


Score 


118 






Exons 


3337. .3480, 3339. .3467, 4490 


I..4639, 4490. .4627, 4492. .4635 




c^arr No 


^7 fil 9 

J / U X ^ 


Seq. ID 


OJ991109_02.0118 


.C7 






779^1 


Strand 


+ 






O Udl. L 


X O J O J 


End 


16727 








n.TQQI 1 HQ 09 01 1ft CI 


Method 


TBLASTX: Wheat 






O U Cl i- 


7215 ~ 


End • 


7537 








none 


Score 


177 






Exons 


7215. .7529, 7406. .7537 










Qorr Mo 


?7 fil 9 

O / D X ^1 


Seq. ID 


OJ991109_02.0118 


.C7 




o n A Mo 


• 779 m 
f f ^ J ± 


Strand 










X D J DO 


End 


16727 








nTQQIIOQ 09 01 1ft n oR t-m 


_ Method _ 


TBLASTX: Maize 








797ft ~ 


. End . „ 


7663 , 








none 


Score 


172 ' * 






Exons 


7278. .7517, 7278. .7475, 7511 


. .7663 






in 


C f^rr Mo 


^7 (^1 9 


Seq. ID 


OJ991109_02.0118 


. ^ f 




^ o n o Mo 


77 9 SI 
/ / Z O X 


Strand 


+ 






q-j- a -rl- 
o L dl. L 


1 f^^fi^ 

±\jDDD 


End 


16727 








n.TQQI 1 OQ 09 01 1ft n o9 -l-w 


Method 


TBLASTX: Wheat 






o u d i. u 


19^04 ~ 

X J VJ *i 


End 


12867 




f il 




none 


Score 


152 




E 


T*' vor» G 

Hi 1 o 


19^04 19SdO 19SftO 19ft(^7 


12688. .12852, 12765. .12866 




'j 


Seq. No. 


37612 


Seq. ID 


OJ991109_02.0118 


P7 




£i ^ \T 


7 7 9 R 1 
/ / Z O X 


Strand 


+ 






O Ldl. L 


X D J D O 


End 


16727 








n.TQQI 10Q 09 01 1 ft r7 o"^ l-m 


Method 


TBLASTX: Maize 






Start 


1 9 S^S ~ 


End 


13170 






GI 


n on o 


Score 


86 




i. J 


von Q 


19^'^'^ 19fi1ft 1 9S(^*^ 19SQft 


12601. .13023, 12693. .13022, 








12935. . 130367 13018.. 13170 










<^(=kO Mo 


'^7 f^l 9 

J / U X ^ 


Seq. ID 


OJ991109 02.0118 


.C7 






f / ZD 1 


'^'^Sfr'and"^'^' 








>0-L d'i. u*^ - 


' — --^i O 3-D O"- _ 


.-^:Erid.^^- 


-167 27..:..-;..:::.-:- 






Msmo 

LN dlllC 


n.TQQI 1 OQ 09 01 1ft r7 o/l 1- Q 


Method 


TBLASTX: Soybean 






O U d i. L 


1 970Q ~" 


End 


13170 








none 


Score 


270 






Exons 


12709. .13020, 12720. .13013, 


13032. .13151, 13042. .13170 






Seq. No. 


37612 


Seq. ID 


OJ991109_02.0118. 


.C7 




Gene No. 


77251. 


Strand 


+ 






Start 


16565 


End 


16727 






Name 


OJ991109 02.0118.C7.o5.tc 


Method 


TBLASTX: Cress 






Start 


12727 


End 


13164 






GI 


none 


Score 


176 





37212 




R von c 


12727 1 "^m 7 1 


1 "^1 64 








Qfurr Mo 


37 612 




Oc?L^ ■ X\J 


n.TQQI 1 HQ 02 ni 1 P 




Gene No. 


77251 




Strand 






Start 


16565 




End 


16727 




NHiue 


OJ991109 02 0118 CI 


. ol . ts 










1^5443 ~ 
J. J *± 1 J 




FnH 


XH.\J X4. 




VJ J. 


5S092 60 




CloO T"0 

OV^UX c 


6 R 1 

D J -L 




Hi Aw 1 1 S 


13443 14 012 1^4fl^ 


14010 








VJ J-> w ^ ^ * 












Seq . No . 


37 612 




Seq. ID 


OJ991109_02.0118 




Gene No. 


77251 




Strand 


+ 




Start 


16565 




End 


16727 




Name 


OJ991109 02 0118 CI 


• 0 1 * t w 


Method 


TBLASTX: Wheat 




Start 


13528 ~ 




End 


13995 




GI 


none 




Score 


82 




F" von ^ 


1 3S2fi 13^17 1 ^S^4 


1 ^61 1 

• » X 0 \J X X f 


13651, .13995, 13668. .137 96, 






13826 13912 13827 


13994 








Seq. No. 


37612 




0 . X U 


nTQQIIflQ 09 0T1Q 
vJu -7 1 X U UZ.UIXO 


.C'7 


. Gene,Np^.; 


_ 7.7251 . . 




. 0 L JL cl 1 1 (J, 




— 


Start 


16565 




PnH 


167 9 7- 




Name 


n.TQQI 1 OQ 02 ni18-P7 


0 4 "ho 




i Dij/io 1 A . ^^x es S 






1 3fi27 ~ 

X o u ^ / 




FnH 








n on ^ 




Score 


9 4 4 




von 


13627 13893 13632 


13892 

. • X ~J \J Z/ 








Seq. No. 


37612 




Seq. ID 


OJ991109_02.0118 


.C7 


Gene No. 


77251 




Strand 


+ 




Start 


16565 




End 


16727 




Name 


OJ99110Q 02 01 1 R CI 
\ju ^ z? X X\j z/ \j ^ . \j X xo / 1 




Method 


TBLASTX: Maize 






1 3674 ~ 




End 


14121 




GI 


none 




Score 


526 




F. X n n s 


13674 14111 1367S 

X ^ \J 1 m » X^ X X X f X ^ \J f U 1 


14121 

1 . X *3 X ^ X 








Seq. No. 


37612 




Seq,, ID 


OJ991109_02.0118 


,07 


Gene No. 


77251 




Strand 


+ 




Start 


16565 . 




End 


16727 




Name 


OJ991 1 09 02 0118 CI 

\JKJ ^ Z/ X X\J ^ \J ^ r \J X X \J * \^ 1 1 


06 "h Q 


Method 


TBLASTX: Soybean 




Start 


14154 ~ 




End 


14382 




GI 


none 




Score 


192 . ■ : 




p. V o n q 


' 'T'4'1S'4 ' 1 -4-32 1 ■ " 1 4 1 Sft 


1 4 "^8 2' " 

1 • X T 0 0 ^ 








"'SBgr'^Ncj^V^'"^" 






""'^'S'eqrTlD"- 


'^ WWnjQ'^yT: o n: 8" 




~Ge ne'- ■ No --^ -■ - 






--^:-Str^nd-: 






Start 


16565 




End 


16727 . 




Name 


O.TQQIIOQ 02 01 1 f! CI 




Method 


TBLASTX: Wheat 




Start 


14182 ~ 




End 


14598 




GI 


none 




Score 


103 




P von Q 

i_J AV^i 1 o 


14182 14'^^4 14^62 


1 4 RQft 

. • X *3 sJ !7 0 f 


14373. . 14597 




Seq. No. 


37612 




Seq. ID 


OJ991109_02.0118. 


.07 


Gene No. 


77251 




Strand • 


+ 




Start 


16565 




End 


16727 




Name 


OJ991109 02.0118.07. 


o3 . tc 


Method 


TBLASTX: Cress 




Start 


14362 




End 


15021 





37213 



none 



Score 



119 



14362. .14535, 14 374 14 54 4 , 14656 14790, 14808 .. 14 927 , 
14809. .15021 



37612 
77251 
16565 

OJ991 109_02 . 0118 . C7 . o2 . tm 

14365 

none 

14 365. . 15021, 14 373. . 15020 

37612 
77251 
16565 

OJ991109_02.0118.C7.o3.ts 

14383 

none 

14 383. .14772, 14 388 1454 3 , 
14805. . 14966 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991109_02.0118.C7 
+ 

16727 

TBLASTX: Maize 

15021 

686 



OJ991109_02.0118.C7 
+ 

16727 

TBLASTX: Soybean 

15063 

249 



14 577. .14 687, 14 800. .15063, 



37J12 „ „ : 

,772.51. _ ... _ _ 

16565 

OJ991109_02.0118 .C7 .o4 .gs 

16565 

none 

16565. . 16727 



.Seq^,„ID^. OJ99110.9„_^02, Q,liaji7„ 

. • ,.Stxarid t , . ....... ...... 

End 16727 
Method GENSCAN 
End 16727 
Score .6 



OJ991109_02.0118.C8 
+ 

6000 
AAT/NAP 
1610 
■387 



37613 Seq. ID 

77252 Strand 
1 End 
OJ991109_02.0118.C8.ol.np Method 
1 End 
6069646 Score 
1..31, 274. .378, 661. .1610 

(AP000616) similar to putative reverse transcriptase (AC005315) 
[Oryza sativa] gi | 6907112 | dbj | BAA90639 . 1 | (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAG F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase, {AG006248) 
[Oryza sativa] 



37 613 
77252 

.::Oi9.01M^^O2. .^Oil 8:^.-CB:::oi-.: ^s : 
140 
none 



- Seq. "ID- OJ9911G.9_02-.0118.'G8 

Strand + 
^'End '■' ' - 

End 6000 

Score .45 



140. .168, 361. .564, . 779. . 873, 956. .1429, 3145. .3172, 3251. .3370, 
3964. .4111, 4148. .4164, 4275. .4500, 5063. .5182, 5778. .6000 



37613 Seq. ID 

77253 ■ Strand 

6961 End 

OJ991109_02. 0118.G8.ol.gp Method 

6696 End 

2516 1.R1084 Score 



OJ991109_02.0118.G8 
+ 

11138 
AAT/GAP 
10826 
3973 



37214 






Exons 


6696. .7200, 8366. .8481, 8615 


-.8703, 8 


787.. 8900, 8985.. 9072, 






9156.. 9241, 9333.. 9435, 9528 


..9625, 9736. .10165, 10264. .10826 




GI Descrip. 


M531444/gb|AAD22129.1|AC006224 11 1. 


Oe-loO (ACU06224) putativ^ 






protein kinase [Arabidopsis 


thaliana] 






becj. NO. 


37613 


Seq. ID 


OJ991109_02.0118.C8 




Gene No . 


T T o c; 


Strand 


+ 




Start 


c Q 1 
by bl 


End 


11138 




Name 


OJ991109 02 . 0118 , C8 . o2 . gs 


Method 


GENSCAN 




oram 


oy Di 


End 


11138 






none 


Score 


.87 




Exons 


C d £1"^ TO/ic TACT 1 ^ r\r\ oo/t^ 

bybl../04D, 7051.. 7200, 8366 


..8481, 8615. .8703, 8985. .9072, 








..9625, 9736.. 10165, 10222 10371 , 






11UU4 . . 11138 








OcrC^ ■ LN(J • 


37613 


Seq. ID 


OJ991109_02.0118.C8 




Gene No . 


77253 


Strand 


+ 




Start 


6961 


End 


11138 




Name 


OJ991109 02.0118.C8.o2.np 


Method 


AAT/NAP 




o uar Tz 


8323 


End 


10581 




bi 


6686400 


Score 


1378 




^ .Exons 


. .,8323,.^. 848J,. 8^615 .. 8703/ 8787 


. , 8 9.00, .8,585.., ..907J.,.^3J..5.6 ,.^9,241^,,.,_^^ 




• ' 


9333... a435., 9 52 8. ....9.62 5, .3736 


....10187,. 


1022.9. ..lOA.Sl ... . 




GI Descrip. 


(AC007234) F1E22.18 [Arabidopsis thaliana] 


^ '• ^ 


Seq. No. 


37613 


Seq. ID 


OJ991109_02.0118.C8 




osne iNO . 


77254 


Strand 






Start 


11863 


End 


12859 




Name 


OJ991109 02.0118.C8.o2.gp 


Method 


AAT/GAP 




o uar L 


11863 


End 


12859 


~ ^ 


bi 


29451 1.R1084 


Score 


1259 


ry 


Exons 


11863. .12320, 12671. .12859 








GI Descrip, 


•4531444/gb|AAD22129.1|AC006224 11 6. 


Oe-12 (AC006224) putative 


= 




protein kinase [Arabidopsis • 


bhaliana] 






Seq. No. 


37613 


Seq. ID 


OJ991109_02.0118.C8 




Gene No. 


77254 


Strand 


+ 




Start 


11863 


End 


12859 . 




Name 


OJ991109 02.0118.C8.o3.np 


Method 


AAT/NAP 


L -J 


o rar u 


12642 


End 


12859 


5. 3 


bl 


6686400 


Score 


192 




.Exons 


12642.. 12859 








GI ' Descr^ip , ' 


- (AC007234) ■ FiE22: 18 [Arabidopsis thaliana]' ' -r. / . 




'"'"'Seq'.^'NoV'^^^'^^^"'' 


■"■'mi'3"' ^---^ -- --^ ^^-^^ '-^-^-^ ' ' - ' ■ 


"Seq." TD' 


' '-'0 j9^iioVa2v'ori8 ;e8 """^ " ' 




i- -Ge he- - N o^ . ^ - ' 




^ Strand 






oLart 


11630 . ' ^ . . . ■ ; 


End." 


12858 




Name 


OJ991109 02.0118. 08. o3.tw 


Method 


TBLASTX: Wheat 




o rar L 


270 


• End 


674 ■ • 




PT 


none 


Score 


150 




Exons 


270. .536, 549. .674 








Seq. No. 


37613 


Seq. ID 


OJ991109_02. 0118.C8 




Gene No, 


77255 


Strand 






Start 


11630 


End 


12858 




Name 


OJ991109 02.0118.C8.o2.ts 


Method 


TBLASTX: Soybean 




Start 


321 


End 


761 



37215 



GI 


none 




Score 


142 




Exons 


321. .539, 624. .761 








Seq. No. 


37613 




Seq, ID 


OJ991109 


_02.0118.C8 


Gene No. 


77255 




Strand 






Start 


11630 




End 


12858 




N3ine 


OJ991109 02. 


0118.C8.o2.tm 






I la X ^ c 


Start 


357 




End 


74 9 




GI 


none 




Score 


305 




Exons 


357. .749, 359. .469, 536. ,670 








Seq. No. 


37613 




Seq, ID 


OJ991109 


_02,0118.C8 


Gene No. 


77255 




Strand 






Start 


11630 




End 


12858 




Name 


OJ991109 02. 


0118.C8.o3.tm 


Mpt" h ori 


TBLA*^TX • 


Ma i_ z e 


Start 


965 




End 


1510 




GI 


none 




Score 


288 




Exons 


965. .1498, 1177. .1329, 1400. 


. 1510 






Seq. No. 


37613 




Seq. ID 


OJ991109 


02 0118 rft 




77255 




Strand 






Starts 


..11 63.0 




__End, 


12858 




Nairie_ 


. .OJ99Jlbi.02. 


.0118.C8.oaa:m,.... ' 


. Method. , ". 


, TBLASTX: 




Start 


6964 




End 


12858 " 




GI 


none 




Score 


68 




Exons 


6964. .7008, 


8364. .8501, 8455 


..8502, 8612.. 8707, 


8614, ,8706, 




8636. .8707, 


8786. .8893, 8787 


.,8900, 8788. .8898, 


8966, . 9073, 




8976. . 9071, 


8989,. 9078, 9144 


. .9242, 9154. ,9243, 


9155. . 9241, 




9276. .9296, 


9331,, 9435, 9333 


..9437, 9384. .9437, 


9525. .9626, 




9525. .9626, 


9725, ,10165, 9733, ,10164, 


10267. . 10518, 




10269. .10517 


, 10275. .10583, 


10536. .10601, 11989 


. ,12012, 




12016. .12120 


, 12017, , 12100, 


12088. .12120, 12666 


. ,12857, 




12669.. 12857 


, 12670, ,12858, 


12670. .12858 




Sea. No 


37613 




Seq. ID 


OJ991109 


_02,0118.C8 


Gene No 


77255 




Strand 






Start 


11630 




-End 


12858 




Name 


OJ991109 02. 


0118.C8.ol.tw 


Method 


TBLASTX: 


Wheat 


Start 


7057 




End 


12858 




GI 


none 




Score 


85 




Exons 


7057. .7200, 


7163.. 7201, 7167 


,.7205, 8363. .8443, 


8363, .8482, 




■ 8364..8444, 


8364. .8483, 8365 


, ;.8502,. 861-2:-.8707, 


.8613. .8705, 


... . : ■■ , 


8 614 ; .■87 42-,-- 


8 614 .•:-8706, "a78-6 


88 99V 87 


8 6-. :8 902'/ 


'8 954 . . '907-3,- 




■ 8976.'. 9071, 


8989. . 9078, 9154 


. 918.9, 9154. . 918-9, 


•12669.'. 1285 


- :•: - 
. ' ^ . 


l*2670 ; ;l2858'r^l'268S /^rr2858'"^'' 








Seq. . No . 


37613 . 




Seq. ID 


■OJ991109 


_02.0118.C8 


Gene No . 


77255 




Strand 






Start 


11630 




End 


*12858 




Name 


OJ991109 02. 


0118,C8.ol.ts 


Method 


TBLASTX: 


Soybean 


Start 


8391 




End 


12858 




GI 


none 




Score 


70 




Exons 


8391, ,8483, 


8598.. 8705, 8612 


..8707, 8614. .8709, 


8614 . .8706, 




8627, .8725, 


8785.. 8895, 8786 


..8899, 87 


87. .8900, 


8976. .9071, 




8992. .9072, 


9144.. 9242, 9155 


..9238, 9330. ,9437, 


9331. . 9435, 




9524. .9625, 


9525.-9626, 9526 


,.9624, 9527. .9625, 


9725. ,10168 




9758. .10156, 


9760.. 10167, 10263.. 10505 


, 10264.. 


10527, 



372.16 



12697. .12858, 12760.. 12858 





O € q > IN vj . 


37613 






Seq. ID 


OJ991109 


n 9 n 1 1 Q nQ 
. u 1 1 0 . Uo 






77255 






Strand 








Start 


11630 






End 


12858 






Name 


OJ991109 02. 


0118.C8.ol.tc 


Method 


TBLASTX- 


Cress 




O L-Cil. L 


8394 






End 


12858 








none 






Score 


148 






Exons 


8394. 


8492, 




..8706, 8785. .8844, 


P7Q7 flP^/l 






8788. . 


8811, 


ftft^^^ ftQO^ ftft(^9 


..8891, 8864. .8893, 


QQQyi QHIQ 






8989. . 


9036, 


QCi'^A QCil^ QOCiCi 


..9232, 9331. .9435, 


yOOl . . yHoD f 






9525. . 


9626, 




. .9897, 9733. . 10077 


Q7'5/i inri7 
, y/o4..iuu/ 






' 12691. 


.1284C 


19 7 (^Ci 1 9 ft Rft 


12774. .12854 






Seq. No. 


37613 






Seq. ID 


OJ991109 


_02.0118.C8 






77255 






Strand 








o ua J- L 


11630 






End 


12858 






Name 


OJ991109 02. 


mift r'P o9 -i-T.r 

UXXO .V-O , .T_W 


Method 


TBLASTX: 


wnear 




o t a J- L 


9354 






End 


9814 








none 






Score 


157 






Exons 


9354. . 


9437, 


Q'^c.R Q/l^c. QROc; 


.'.9626, 9525. . 9626, 


y 0^ 0 . . y bou , 






. 9725. . 


9814, _ 


.9734 . . 9814 - 










O fcr q . IN U . 


" " 37 613' 




• ^- 


Seq. ID 


'^OJ991109 


no m'lQ no 
u z . u 11 0 . L/O 


'%J 


(aene wo . 


77255 






Strand 






tn 


D L aJ- L 


11630 






End 


12858 






Name 


OJ991109 02. 


n 1 1 P o9 -Ho 

UllO .v^o .oz .lC 


Method 


TBLASTX: 


Cress 






10263 






End 


10515 








none 






Score 


289 




iy 


Exons 


10263. 


.10514 


, 10264. .10515 










o c q . LN U . 


37613 






Seq. ID 


OJ991109 


U^: . U 1 1 0 . 




kjene lno . 


77255 






Strand 








a vi- 
ol- a. J-L 


11630 






End 


12858 




r ^ 




OJ991109 02. 


0118 .C8 .o3.gs 


Method 


GENSCAN 






O L a IT L 


11630 






End 


12722 








none 






Score 


.52 






Exons' 


11630. 


.11810, 11910. .12200, : 


L2643. . 12722 






OtrLj . . 


37614 






Seq. ID 


OJ991109 


ri9 miQ nQ 




oene ino . 


77256 






Strand 








o L dX L 


86 






End 


. 312 






Name 


. -OJ99il09" C)2v 


01i%-;C9:ol.gp 


'Method ' 


' -AAT/GAP ■'■ 


. - 






" 86 ' ■ 






■ ■ End ■ 


;312 ■ •' 






kjX 


" '"hone 














^. -Exons- - 


86- 14^,-^-263 


..;.3i2:-^ 










o c q . LN \ J . 


37614 






Seq. ID 


OJ991109_ 


\)z . UllO .uy 




O Tl Mo 


77257 






Strand ' 


+ 






Start 


610 






End 


643 






Name 


OJ991109 02. 


0118.C9.ol.gs 


Method 


GENSCAN 






Start 


610 




End 


643 






GI 


none 






Score 


.78 






Exons 


610. .643 












Seq. No. 


37615 






Seq. ID 


OJ991109_ 


_02. 0118. CIO 




Gene No. 


77258 






Strand 


+ 





37217 



start 
Name 
Start 
GI 

Exons 



60 End 302 

OJ991109_02 . 0118 . CIO . ol . gs Method GENSCAN 

60 End 302 

none Score .99 
60. .302 



Seq. No, 

Gene No, 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No.. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name - 
" start 
GI 

■ Exoris ""^ 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



37615 
77259 
2197 

OJ991109_02.0118.C10.o2.gs 

2197 

none 



Seq. ID OJ991109_02. 0118. CIO 
Strand 

End 5651 

Method GENSCAN 

End 5651 

Score .78 



2197. .2219, 2503. .2777,. 5593. .5651 



37616 
77260 
693 

OJ991109_02.0118.Cll.ol.gs 

693 

none 

693. .768 



Seq. ID OJ991109_02.0118.C11 

Strand + 

End 768 

Method GENSCAN 

End 768 

Score .84 



,-37.611,.:.. ■. ...... 

77261 ' ■ ' • 

33 

OJ991109_02.0118 .C12.ol.gs 
33 

none 

33. .124, 129. .249 

37618 
77262 
1734 

OJ991109_02.0118.C13.ol.gs 

1734 

none 



,.;.Seq. ID. .,QJ9S110„9_02..01.18..Ci2. 
Strand + 
End 24 9 

Method GENSCAN 
End 24 9 

Score .66 



Seq. ID OJ991109_02.0118.C13 
Strand 

End 3523 

Method GENSCAN 

End 3523 

Score .49 



1734. .1864, 2200. .2412, 3272. .3337, 3409. .3523 



37619 
77263 
901 

OJ991109_02.0118.Cl'4.ol.gs 
- '901 - - ■ - ■ ^ . 

none' ' ' ' • 



Seq. ID OJ991109_02.0118:.C14 

Strand + 

End 6792 

Method GENSCAN 

End - - ■ ■ 67 92 " - ' 

Score .78 ' " ' 



■9tJT; V^BSr^TO^S r:T2T3', " T53;Iv /m6V * 1 9*4 6 . V2:i2^T'2^T:258T7'^'' 
40O3-. ..4.065.,- 50J7:.-. 5110;. 15.334.;:; 5425,. 6224 v 6320,^--67:i0 ....6792v 



37619 .. 

77263 

901 

OJ991109_02.0118.C14.ol.gp 

1399 

700618 

1399. .1762 



Seq. ID OJ991109_02V0118.C14 

Strand + 

End 6792 

Method AAT/GAP 

End 17.62 . 

Score 724 



Seq. No. 
Gene No. 



37619 
77263 



Seq. ID OJ991109_02.0118.C14 
Strand + 



37218 



start 
Name 
Start 
GI 

Exons 

GI Descrip, 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



901 End 6792 

OJ991109_02 . 0118 . C14 . ol . np Method AAT/NAP 
2363 End - 4065" 

4874266 Score 81 

2363.. 2587, 3056.. 3159, 4014.. 4065 
(AC007354) T16B5.4 [Arabidopsis thaliana] 



37619 Seq. ID 

77263 Strand 
901 End 
OJ991109_02 . 0118 .C14 . o2 . gp Method 
4547 End 
LIB34 77-003-P1-K1-E9 Score 
4547. .4634 

'2498586/sp|Q40638 |MP01_0RYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 {U31771) Ory s 1 [Oryza 
sativa] ' 



OJ991109_02. 0118 .C14 
+ 

6792 
AAT/GAP 
4634 
95 



Seq. No. 
Gene No. 
Start 
Name . _ . 
Start . 
Gi ' 
Exons 

GI Descrip. 



37619 Seq. ID 

77263 Strand 
901 ■ End 

0J.9 91 109^02 , 0118 . CJL4 . Q2„.,np ^ Method . 

5353 .. ... , J. ..:.Jnd . 

4874266 Score 



OJ991109_02.0118.C14 

+ . 

6792 

.AAT/NAP,__, 

.6553 ^ 

75 



5353.. 5425, 5870.. 5925, 6224.. 6320, 6500.. 6553 
(AC007354) T16B5.4 [Arabidopsis thaliana] 



Seq. No. 


37619 








Seq. ID 


OJ991109_ 


_02.0118.C14 


Gene No. 


77264 








Strand 






Start 


8108 








End 


8778 




Name 


OJ991109 02 


.0118 


.C14 .ol 


. tm 


Method 


TBLASTX: Maize 


Start 


2507 








End 


5424 




GI 


none 








Score 


110 




Exons 


2507. .2587, 


2508 


. .2585, 


2509. 


.2595, 3033. .3155, 


3053. .3160, 




3055. .3162, 


3978 


. .4070, 


4005. 


.4064, 4006. .4071, 


4149. .4277, 




4150. .4278, 


4150 


. .4269, 


4151. 


.4294, 5332. .5424 




Seq. No. 


37619 








Seq. ID 


OJ991109_ 


_02.0118.C14 


Gene No. 


77264 . ■ 








Strand 






Start 


8108 








End 


8778 




Name 


OJ991109 02 


0118 


.C14.04 


■ gp 


Method 


AAT/GAP 




Start 


: • 8108 








End 


8778 




Gf 


/■"■'•none' • 








' S cbxe* ;~ 


'•1314''-"- 




Exons ■ 


8108. .8778 • 














Seq:... No.' 


. 37619 - 








'Seq-v "ID 


:.OJ9-9110a_ 


_-02..-0-l-18-;-G44-.. 


Gene No. 


77264 








Strand 






Start 


8108 








End • 


8778 ■ 




Name 


OJ991lb9 02 


oir8 


C14 .o2 


gs 


Method 


GENSCAN 




Start 


8488 








End 


8729 




GI 


none 








Score 


.8 




Exons 


8488. .8729 














Seq. No. 


37620 








Seq. ID 


OJ991109_ 


_02.0118.C15 


Gene No. 


77265 








Strand 






Start 


45 








End 


242 




Name 


OJ991109 02. 


0118 


C15.01, 


gs 


Method 


GENSCAN 





37219 



start 
GI 

Exons 



45 

none 
45. .242 



End 
Score 



242 
.48 



Seq. No. 37621 

Gene No. 77266 

Start 1 

Name OJ991019_07 . 0118 . CI . ol . np 

Start 1 

GI 2316016 

Exons 1..236, 427.. 533 ' 

GI Descrip. {U92650) MRP-like ABC transporter [Arabidopsis thaliana] 



Seq. ID OJ991019_07.0118.C1 
Strand + 

533 

AAT/NAP 
533 
390 



End 

Method 

End 

Score 



Seq. No. 37621 Seq. ID OJ991019_07 . 0118 . CI 

Gene No. 77266 Strand + 

Start 1 End 533 

Name OJ99101 9_07 . 01 18 . CI . ol . tc Method TBLASTX : Cress 

Start 2 End 516 

GI none Score 323 

Exons 2. .265, 3. .236, 421. .516, 426. .515 

^._S„e,q,_ Np„.,. „ _3X621,,,1_:„_ : ; . Seq, , ID „, PJ99101 9_P7 . 0 118 ,C1 . / 

..Gene. No..^ .772,66_./ _ . ^ S^rancT...^ t...-,..'.-™ 

Start 1 ■ End • 533 

Name 0 J9 9 1 0 1 9_0 7.0118.Cl.ol.ts Method TBLASTX : Soybean 

Start 3 End 516 

GI none Score 303 

Exons 3. .242, 3. .236, 421. .516, 426. .515 

Seq. No. 37621 Seq. ID OJ991019_07 . 01 18 . CI 

Gene No. 77266 Strand + 

Start 1 End 533 

Name OJ991019_07 . 0118 . CI . ol . tm Method TBLASTX : Maize 

Start 9 End 244 

GI none Score 285 

Exons 9. .236, 26. .82, 39. .236, 55. .243, 55. .237, 95. .244, 128. .238 

Seq. No. 37621 Seq. ID OJ991019_07 . 0118 . CI 

Gene No. 77266 Strand . + ' . ' . ' 

Start 1 End 533 

Name OJ99101 9_07 . 0118 . CI . ol . gs Method GENSCAN 

Start - . 114 End 513 

" GI ■ ' - none ~ " ^ "" ^ - ■ ■- • - Score " ' ' . 93 ~ ' ' ' ' ^' ' " 

Exons _ _ 114 ..236, 427. .513 

.■:' Seq'; -,No..--^.: -:.37.622 : . . . Seq.,-: ID-- GJ-9aM.19_^0-7..aiia..€2- - 

Gene No. 77267 " Strand + . ' 

Start 640 End • 782 

Name' OJ991019_07 . 01 18 . C2 . ol . gs Method GENSCAN. 

Start 640 End 782 

GI none Score .81 

Exons 640.. 782 

Seq. No. 37622 - Seq. ID OJ991019_07 . 0118 . C2 

Gene No. 77268 ' Strand + 

Start 5279 End 5822 

Name OJ991019_07 . 01 18 . C2 . o4 . gs Method GENSCAN 



37220 



start 5279 

GI none 

Exons 5279.. 5330, 5746.. 5822 

Seq. No. ■ 37622 

Gene No. 77269 

Start 1446 

Name OJ991019_07 . 0118 . C2 . o2 . gs 

Start 1446 

GI none 

Exons 1446.. 1814 



End 5822 
Score . 66 



Seq. -ID OJ991019_07.0118.C2 
Strand 

End 1912 

Method GENSCAN 

End 1814 

Score .97 



Seq. No. 37622 Seq. ID OJ991019_07 . 0118 . C2 

Gene No. 77269 Strand 

Start 1446 End 1912 

Name OJ99101 9_07 . 0118 , 02 . ol . np Method AAT/NAP 

Start 1514 End 1814 

GI 1592681 Score 168 

Exons 1514,. 1814 

GI Descrip. {X91917) LEA D113 homologue type2 [Arabidopsis thaliana] 

gi|3668076|gb|AAC61808.1| (AC004667) similar to late 

^^-l.™,«.:^~§iBferyjogenesis^^^^^ 



Seq. No. 


37622 








Seq. ID 


OJ991019_ 


07 


.0118 


.C2 


Gene No. 


77269 








Strand 










Start 


1446 








End 


1912 








Name 


OJ991019 07 


.0118 


.C2.01 


.gp 


Method 


AAT/GAP 








Start 


1589 








End 


1912 








GI 


1632139 








Score 


604 








Exons 


1589. . 1912 


















Seq. No. 


37622 








Seq. ID 


OJ991019_ 


07 


0118 


.C2 


Gene No. 


77270 








Strand 










Start 


3354 








End 


4625 








Name 


OJ991019 07 


.0118 


.C2.o3 


.gs 


^ Method 


GENSCAN 








Start 


3354 






End 


4619 








GI 


none 








Score 


.74 








Exons 


3354. .4619 


















Seq. No. 


37622 








Seq. ID 


OJ991019_ 


07. 


0118 


.C2 


Gene No. 


77270 








Strand 










Start ; 


-■3354 








End 


4625 








N ame " * " 


■ OJ99i0i9. 07 


.-0118' 


.C2;o2 


.""np ' 


Method 


AAT/NAP ■ 








Start 


* . 3363' 








End 


4625 








GI'^^^ 


"''-45r037'6 " 








""■"Score"' 


*4-17: ' ^-'"^ 








-Exons - 


-■";336a. . 4 35-5> 


4.4 04 


. .-4 625 















GI Descrip. {AC007017) unknown protein. [Arabidopsis thaliana] 



Seq. No. 37622 

Gene No. 77271 

Start 7060 

Name OJ991019_07 . 0118 . C2 . ol . tm 

Start 1524 

GI none 

Exons 1524.. 1823, 1570.. 1602, 1687. 



Seq. ID OJ991019_07.0118.C2 
Strand 

End 7755 

Method TBLASTX: Maize 

End ■ 1824 

Score 4 9 
.1824 



Seq. No. 



37622 



Seq. ID OJ991019 07. 0118. C2 



37221 




Gene No. 


77271 




Strand 






Start 


7060 




End 


7755 




Nsme 


OJ991019 07 


0118 C2 ol tc 


Method 


TBLASTX: Cress 




Start 


4398 ~ 




End 


4605 




GI 


none 




Score 


64 




Exons 


4398 . .4493, 


4503. . 4604, 4504 . 


.4605, 4506. .4604 




Seq. No. ' 


37622 




Seq. ID 


OJ991019_07.0118 


.C2 


Gene No. 


77271 




Strand 






Start 


7060 




End 


7755 




Name 


OJ991019 07 


0118 C2 ol ts 


Method 


TBLASTX: Soybean 




Start 


4 404 ~ 




End 


4613 




GI 


none 




Score 


120 




Exons 


4404 , .4448, 


444 9. . 4 613, 44 65 . 


.4605 






Seq. No. 


37622 




Seq. ID 


OJ991019_07.0118 


C2 


Gene No. 


77271 




Strand 






Start 


7060 




End 


7755 




Name 


OJ991019 07 


0118 02 o2 tm 


Method 


TBLASTX: Maize 




Start 


4404 ~ 




End 


4622 




GI 


none 




Score 


91 




Exons 


4404 . ; 4505, 


4503 ' 4622, 4504 


...MO 8,..,: 






Seq. No. 


"37*622 




Seq. ID 


OJ9910r9j07 . 0118 


C2 


Gene No. 


77271 




Strand 






Start 


7060 




End 


7755 




Name 


OJ991019 07 


0118 C2 ol tw 


Method 


TBLASTX: Wheat 




Start 


4404 ~ 




End 


4608 




GI 


none 




Score 


68 




Exons 


4404 . .4505, 


4503 . . 4595, 4503 . 


.4607, 4504. .4608 




Seq. No. 


37622 




Seq. ID 


OJ991019_07.0118, 


C2 


Gene No. 


77271 




Strand 






Start 


7060 




End 


7755 




Name 


OJ991019 07 


0118 C2 o5 as 


Method 


GENSCAN 




Start 


7060 ~ 




End 


7755 




GI 


none 




Score 


.92 




Exons 


7060. .7268, 


7734 . . 7755 








Seq. No. 


37623 




Seq. ID 


OJ991019_07.0118. 


C3 


Gene No. 


77272 




Strand 


+ 




Start 


11602 




End 


1514 9 




Name ' 


. •OJ991019 07-; 


0118 .C3.'o4 :gs - 


Method' ' 


- GENSCAN ■ - 




Start 


11602 




' End 


14889 ■ 






'"'none 




" Score" * 


":7B^ . r.,. 


v.-..- 


Ex o n ■' 


: . 1160'2 .-...12.I75,- -12381. .14556, ' 14835 .-. 148 


89: . 




Seq. No. 


37623 




"Seq. ID 


OJ991019_07 .0118: 


C3 


Gene No. 


77272 




Strand 


+ 




Start 


11602 




End 


15149 




Name 


OJ991019 07. 


0118.C3.o3.np 


Method 


AAT/NAP 




Start 


13287 




End 


15149 




GI 


6006359 




Score 


48 




Exons 


13287. . 13344 


, 15076. .15149 








GI Descrip. 


{AP000559) hypothetical protein [Oryza 


sativa] 




Seq. No. 


37623 




Seq. ID 


OJ991019_07.0118. 


C3 



37222 



Gene No. 77273 Strand 

Start 1 End 2666 

Name OJ991019_07 . 0118 . C3 . ol . gp ' Method AAT/GAP 

Start 1 End 185 ~ 

GI 5771053 Score 194 

Exons 1. . 64, 143. . 185 

GI Descrip. 3834314 2.0e-37 (AC005679) Similar to gene piOlO 

glycosyltransf erase gi_2257490 from S. pombe clone 1750 
gb_AB004534. ESTs gb_T46079 and gb_AA394466 come from this 
gene. [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



37623 
77273 
1 

OJ991019_07.0118.C3.ol.np 



3834314 
1..64, 143. 
1591. ,1707, 



309, 
2312. 



402. .544, 
.2372 



Seq. ID OJ991019_07.0118.C3 
Strand 

End ^ 2666 

Method AAT/NAP 

End 2372 

Score 1080 
690. .837, 938. .1043, 1124. .1317, 



(AC005679) Similar to gene piOlO glycosyltransf erase gi 12257490 
from S. pombe clone 1750 gb|AB004534. ESTs gb|T46079 and 
. ,gb I ,.AA,39^4 4^. 6_ c pme.„ f r pm„. t h i s^^geja e . /. .[ Ar ab i dop s^is^.:t ha liana 



Seq. No. 37623. 

Gene No. 77273 

Start 1 

Name OJ991019_07 . 0118 . 03 . ol . gs 

Start 524 

GI none 
Exons 



Seq. ID OJ991019 07. 0118. C3 



524. .579, 938. 
2586. .2666 



Strand 

End 2666 
Method GENSCAN 
End 2666 
Score .57 
.1043, 1124. .1317, 1591.. 1707, 2312. 



.2492, 



Seq. No.- 37623 

Gene No. 77273 

Start 1 

Name OJ991019_07 . 0118 . C3 . o2 . gp 

Start 1168 

GI 2310574 

Exons 1168 . . 131.7, 
GI Descrip. 



OJ991019 07. 0118. C3 



Seq. ID _ 
Strand 

End 2666 
Method AAT/GAP 
End 2483 
Score 754 
1707, 2312. .2483 
3834314 8.0e-36 (AC005679) Similar to gene piOlO 
glycosyltransf erase gi_2257490 from S. pombe clone 1750 
gb_AB004534. ESTs gb_T46079 and gb_AA394466 come from this 
gene [Arabidopsis thaliana] ~ " ' -^*." 



1591, 



Seq. "No/-' ' "37623 " " ~ ' ":" 

-Gene -No 11-21 A ^--y 

Start 4 071 ' ' 

Name OJ991019__07 . 0118 . C3 . ol . tm 

Start 170 

GI none 
Exons 



;"'Se'q:' lb ■OJ9910r9~;:07. "01-18. C3 

.-' Strands ■ ^ ^- 

End- 
Method 
End ■ 
Score 



15324 ■ 
TBLASTX: Maize 
808 
192 



170. .310, 171. .311, 171. .311, 400. .567, 407. .547, 668. .808, 
668.. 808 



Seq. No. 37623 Seq. ID 

Gene No. 77274 Strand 

Start 4071 End 

Name OJ991019 07 . 0118 . C3 . ol . ts Method 



OJ991019_07.0118.C3 
15324 

TBLASTX: Soybean 



37223 



start 
GI 

Exons 



278 End 1174 

none Score 75 

278. .310, 400. .546, 464. .550, 689..838, 702. .839, 922. .1041 
933.. 1046, 933.. 1046, 1109.. 1174 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

. GI_,Des^ip„, 



37623 
•77274 
4071 

OJ991019_07.0118.C3.ol .tc 

936 

none 



Seq. ID OJ991019_07.0118.C3 
Strand 

End 15324 

Method TBLASTX : Cress 

End 1729 

Score 81 



936. .1046, 937. .1041, 1105. .1317, 1109. .1321, 1122. .1307, 
1122. .1325, 1139. .1318, 1587. .1709, 1589. .1729, 1589. .1711 



37623 
77274 
4071 

OJ991019__07.0118.C3.o3.gp 
3948 

uC-osroM202023hl2bl 
3948. .4336, 7184. .7304 

37 8J 98 9, J;^.:0e:::^l 1 JACOj).^^^ 
..t ha liana „ 



Seq. ID OJ991019_07.0118.C3 
Strand 

End 15324 

Method AAT/GAP 

End 7304 

Score 972 



Seq. No, 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



37623 
77274 
4071 

OJ991019_07.0118.C3.o2.gs 

4071 

none 



Seq. ID OJ991019_07.0118.C3 
Strand 

End 15324 

Method GENSCAN 

End 7594 

Score .57 



4071. .4240, 5596. .5647, 6163. .6276, 7184. .7210, 7424. .7594 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



37623 
77274 
4071 

OJ991019_07.0118.C3.o2.tm 
4072 

none * " * 



Seq. ID OJ991019_07.0118.C3 
Strand 

End 15324 

Method TBLASTX : Mai ze 

End 4328 

Score 63 



4072. .4158, 4076. .4168, 4077. .4172, 4078. .4170, 4188. .4325, 
4189. .4317, 4205. .4324, 4227. .4328 



Seq. No.. 
Gene No'. *" 
Start* 
Name ' * 

: Start • - : 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



37623 

'•■77274 - • - - - ■ ^ - 
4071 

OJ991019_;07 '. 0118 . C3^'. o'2 '. np 

5366. • . , 

5917666 



Seq. ID . OJ991019_07. 011.8.. C3 
Strand ' •■' '-■ ' ^ 

End ' 15324 ' 
Method ; ' AAT/NAP ' ' " ' 
•End - 15-324--'-- - ^ 

Score 4 68 



5366. .5405, 5542. .5668, 7202. .7469, 7590. .7724, 8272. .10245 
14366. .14482, 15303. .15324 

{AF159297) extensin-like protein [Zea mays] 



37623 
77274 
4071 

OJ991019_07.0118.C3.o3.gs 

8313 

none 



Seq. ID OJ991019_07.0118.C3 
Strand 

End . .15324 
Method GENSCAN 
End 10445 
Score .54 



37224 



P von ^ 


8313 10445 








Seq. No. 


37624 




Seq. ID 


OJ991019_ 


Gene No. 


77275 




Strand 


+ 


Start 


656 




End 


24 4 8 


NaiTie 


OJ991019 07 


0118.C4.ol.gs 


Mot* h o/S 


O Cj IN O V-'rt.iN 


q-t- a y-f 
O L. Ct i- 


656 






^ *a 4 O 


O i. 


none 




Score 


7 Q 


F von s 


656.. 798, 1680.. 1985, 2032.. 


^ J. \j *i f £. ^ 


. ■ ^ rl *3 O 


Seq. No. 


37624 




Seq. ID 


OJ991019_ 


Gene No. 


77276 




Strand 


+ 


Start 


8296 




End 


^ ^ VJ 


Naitie 


OJ991019 07. 


0118 .04 .o2.gs 


Mo h o^ 


O I_j iN O V-^ LN 


Start 


8296 








GI 


none 




Score 


. 65 


R M o n s 


8296. . 9118, 


9258. .9328 






Seq. No. 


37624 




Seq. ID 


OJ991019J 


Gene No. 


77277 




Strand 




Start 


1 




End 


11098 


.NAI3§..^„: 


„OJ991019'07. 


Oil 8„. C4:, pj.. . np_:/. 


Method.:. . 


AAT/NAP^ „ 


ij:arjt.... , 


,1. - . , 




... End 


.lioii 


GI 


5917666 




Score 


149 



Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1..98, 2028. .2261, 2767. .3256, 3567. .3657, 11072. .11098 
(AF159297) extensin-like protein [Zea mays] 



37624 
77277 
1 

OJ991019_07.0118 .04 .ol.gp 
408 

2800006 
408. .760 



Seq. ID OJ991019_07.0118.C4 
Strand 

End 11098 

Method AAT/GAP 

End 7 60 

Score 586 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



~-Seq... No- ^. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 



37624 
77277 
1 

OJ991019_07.0118.O4.ol.tm 
653 
none 



Seq. ID OJ991019_07.0118.C4 
Strand 

11098 

TBLASTX: Maize 
2160 
119 



End 

Method 
End 
Score 

653. . 697, . 657. .743, 658. .744, 659. .745, 687. .755,- 828. .893, 
■832: .894; 839-.\ 898 , • -84 1". .'897; 984. ;i085," 985.-.10&6,' 985: .i08'6 
2009. .2146, 2010. .2135, 2011. .2160, 2019.. "2159 



-37 624.. - . ■ .■ 

11211 
1 

OJ991019__07. 0118.04 .o2.np 
10179 
6721547 
10179. . 10263 

(AP001073) Similar to Oryza sativa gene for Fib. (AB013448) 



--.:Seq..~.I.D--^OJ-9.910.I9-;^a7.; 0118..-C4.. 
Strand . - 
End 11098 
Method AAT/NAP 
End 10263 
Score 78 



37625 
77278 
255 



Seq. ID OJ991019_07. 0118.05 
Strand 

End 2181 



37225 



Name OJ991019_07 . 0118 . C5 . ol . np Method AAT/NAP 

Start 255 End 2181 

GI 2342691'-'* -Score 330 

Exons 255. .318, 852. .948, 1057. .1167, 1336. .1468, 1570. .1631, 

1716.. 1769, 1868.. 2181 
GI Descrip. (AC000106) F7G19.26 [Arabidopsis thaliana] 





37625 


Seq. ID 


D.TQQimQ 07 mi ft P^ 


Hf^np No 


77278 


Strand 






255 


End 


2181 


Name 


OJ991019 07, 


.0118.C5.ol.gs Method 


GENSCAN 


Start 


852 


End 


2068 


PT 


none 


Score 


.9 


r 1^ ^ 


852. .948, 1716. .1769, 1868. .2068 




OeCJ . LNO . 


37625 


Seq. ID 


OJ991019_07.0118.C5 




77278 


Strand 




O La.J- L 


255 


End 


2181 


Name 


OJ991019 07. 


.0118.C5.ol.tm Method 


TBLASTX: Maize 


start 


1564 


End 


2023 




none 


Score 


78 


£j X o n 5 ^V..^ „ . 


^- 1564 . . 1632, 


1568. .1633/ 1569. .1634, 1713. .1793, 1714 . .-1785, ^ 




__..17r6. .1787,., 


.1863.,. 2021,.. 1865:. .2023, .ia.66. ..2AQ0.„ 18.62.. .".aai^,. . 




1934 .'.2023 






o e q . LN o . 


37626 


Seq. ID 


OJ991019_07.0118.C6 


Gene No. 


77279 


Strand 


+ 


Start 


103 


End 


1554 


Name 


OJ991019 07, 


. 0118 . 06 . ol . gs Method 


GENSCAN 




103 


End 


1554 


PT 


none 


Score 


.42 




103. .209, 988. .1145, 1310. .1554 




o q . LN U . 


37627 


Seq. ID 


OJ991019_07.0118.C8 


oene lno . 


77280 


Strand 




O Lar L. 


467 


End 


563 


Name 


OJ991019 07.-. 


. 0118 . C8-. bl . gs Method 


GENSCAN 


Start 


467 


End 


563 


PT 


none 


Score 


.8 


Exons 


467. .563 






o e q . NO. 


37628 


Seq. •' ID 


OJ991019_07.0118.piO 


oene no . 


-77281 


' - ' . ■ - - . ■ Strand*' " 




C+- -i v+- 

bcar u 


"1 • 


End' 


•3084 


"Name 


■ OJ9'91019_0T, 


, 0118.C10.ol':np' ''"'Method" ' 


AAt'/uaP ' - 


Start . 




• - - - ------ . ..^....:End^.-:- 


,.3084 -^-^1-.-:- -.L\..:„ ...... 


GI 


2316016 


Score 


14 82 ' 


Exons 


1..320, 413. 


,.577, 761. .1055, 1150. .1364, 1857 .. 2162, ' 24 93 .. 2556, 




2663. .2902, 


2978. .3084 




GI Descrip. 


(■U92650) MRP-like ABC transporter [Arabidopsis thaliana] 


Seq. No. 


37628 


.Seq. ID 


OJ991019_07. 0118.010 


Gene No. 


77281 


Strand 


+ 


Start 


1 


End 


3084 


Name 


OJ991019 07, 


,0118 .CIO. ol.gs Method 


GENSCAN 


Start 


413 


End 


3081 


GI 


none 


Score 


.68 



37226 



Exons 



413. .577, 1197. .1364, 1857. .2162, 2493. .2556, 2663. .2902, 
2978. .3081 



Seq. No. 37628 

Gene No. 77282 

Start 3484 

Name OJ991019_07 . 0118 . CIO . o2 . tc 

Start 2 

GI none 
Exons 



Seq. ID OJ991019_07. 0118. CIO 
Strand 

End 6222 

Method TBLASTX : Cress 

End 3075 

Score 309 



2. .331, 3. .332, 237. .356, 401. .577, 415. .567, 422. .580, 
1242. .1352, 1851. .2174, 1856. .2161, 2490.. 2552, 2495. .2551, 
2647. .2940, 2655. .2930, 2977. .3075 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



37628 
77282 
3484 

OJ991019_07 .0118.C10.o2 .ts 
2 

none 



Seq. ID OJ991019_07 .0118. CIO 
Strand 

End 6222 

Method TBLASTX : Soybean 

End 847 

Score 296 



2. .331, 3. .332, 401. .577, 415. .567, 755. .847 



,3 ecj^ Ol.._ _ . . 31 6 2,§_,..„^ 

Gene., .No... ..Jj^SZ,. _J. 

Start 3484 

Name OJ991019__07 . 0118 . CIO . o2 . tm 

Start 3 

GI none 

Exons 3.. 332, 8.. 331 



.;. S,e.a.... ID P.J 9 9 IXll 9^.0 7^ 0 IIS^C^^^^^^ 

Straad.;._-..„.. ... 



End 

Method 

End 

Score 



6222 

TBLASTX: Maize 

332 

321 



Seq. No. 37628 

Gene No. 77282 

Start 3484 

Name OJ991019_07 . 0118 . CIO. ol . tm 

Start 410 

GI none 
Exons 



Seq.' ID OJ991019_07. 0118. CIO 
Strand 

End 6222 

Method TBLASTX : Mai ze 

End 3069 

Score 130 



410. .577, 415. .558, -755. .1057, 838. .1053, 1140. .1367, 
1208. .1396, 1844. .2161, 1846, .2163, 1851. .2174, 1854. .2162, 
2490. .2552, 2495. .2548, 2647. .2907, 2661, .2948, 2977. .3069 



Seq. No. 37628 

Gene No. 77282 

Start - 3484 . ■ ; - -End 
Name ' " ■-"-OJ99r0l'9_;07 . dli8;CiO:or. tc ' - v Method 

Start 7 58 End' 

GI ' "none ' ' "" '' . " '"'Score'.' 

• Exons ^ - :-7-5 8-.-. 1-0.57, -7-63 V .1053,. -U37... ..1241---. 



Seq. ID OJ991019_07. 0118. CIO 
Strand 

6222 • 

TBLAS TX : Cr e s s ' " / " " 
1241 ■■ • 

404 * ■ - " ~ ' 



Seq. No. 37628 

Gene No. 77282 

Start 3484 

Name OJ991019_07 . 0118 . CIO . ol . ts 

Start 848 

GI none 
Exons 



Seq. ID OJ991019_07. 0118. CIO 
Strand 

End 6222 

Method TBLASTX : Soybean 

End 3111 

Score 104 



848. .1057, 850. .1056, 851. .1057, 882. .1064, 1137. .1367, 
1151. .1360, 1206. .1370, 1841. .2107, 1841. .2161, 1842. .2174, 
1854. .2162, 2490. .2552, 2498. .2551, 2647. .2907, 2655. .2906, 
2977. .3111 



37227 



• # 

Seq. No. 37628 Seq. ID OJ991019_07 . 0118 . CIO 

Gene No. 77282 Strand 

Start 3484 End . 6222 

Name OJ991019_07 . 0118 . CIO . ol . tw Method TBLASTX : Wheat 

Start 2006 End 2840 

GI none Score 141 

Exons 2006.. 2161, 2010. .2174, 2658.. 2840, 2662.. 2838 

Seq. No. 37628 Seq. ID OJ99101 9_07 . 0118 . CIO 

Gene No. 77282 Strand 

Start 3484 End 6222 

Name OJ991019_07 . 0118 . CIO . o2 . gs Method GENSCAN 

Start 3484 End 6222 

GI none Score .42 

Exons 3484.. 3546, 3609.. 3773, 5061.. 5261, 6205.. 6222 

Seq. No. 37629 Seq. ID OJ991019_07 . 0118 . Cll 

Gene No. 77283 Strand + 

Start 795 End , 2370 

Name OJ991019_07 . 0118 . Cll . ol . gs Method GENSCAN 

Start _^,__,.„.2a5_ „:^„ „ • ,, End ; ; .,.2370; , , 

. _ , . _none......_,,, Score, ..^.95, 

Q Exons 295. .8'25V 2182. .2370 

li Seq. No, 37630 Seq. ID OJ991019_07 . 0118 . C12 

^■"i Gene No. 77284 Strand + 

fy Start . 235 End 5906 

C3 Name OJ991019_07 . 0118 , C12 . ol . gs Method GENSCAN 

|J Start 235 End 5906 

GI none Score . 67 

Exons 235.. 328, 2146.. 2226, 2307,. 3158, 3256.. 3322, 4350.. 4540, 

4819. .5906 

O Seq. No. 37630 Seq. ID OJ991019_07 . 0118 . C12 

%j Gene No. 77285 .Strand + 

;? Start 6132 End 6475 

Name OJ991019_07 . 0118 . C12 . ol . gp Method AAT/GAP 

Start 6132 End 6475 

C3 GI 86158_1.R1084 ' Score 388 

[3 Exons 6132,. 6287, 6344.. 6475 

GI Descrip. ' 5295936/dbj | AB026295 . 2 | AB026295 5.0e-42 Oryza sativa ^genomic 
'DNA",* chromosome" 6; "clone : P06.81F10, complete sequence ' * " 

seq. " 'No. ""37630 ' ■ ' ■ Seq ID ' dJ9910*l9_07 : 0118\C1^^ 

Gene -No-.' -~ - ^^^S]a2S6\ • . -Strand---:- j ; . : 

, Start . 6860 ' ' . End . 7314, 

Name OJ991019_07 . 0118 . C12 . o2 . gp Method AAT/GAP 

Start 6860 End 7314 

GI 36280_1.R1084 Score 850 

Exons 6860.. 7314 

GI Descrip, ' 5295971/dbj | BAA81872 . 1 | l.Oe-81 (AB026295) EST D24315 (R1718 ) 
corresponds to a region of the predicted gene.; Similar to ' 
Tobacco DNA for retroviral-like transposon Tnt 1-94 . (X13777 ) 
[Oryza sativa] * 

Seq. No. 37630 Seq. ID OJ991019_07 . 0118 . C12 



37228 



Gene No. 

Start 

Name 

Start 

GI ■ 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



.s^a,.^..,Jioj. , 

.Gene ..No 

start 

Name 

Start 

GI 

Exons 



• 



77287 Strand + 

9008 End 9442 

VOJ991019_07.0118.C12.o4.gp Method AAT/GAP 
9008 End 9442 

uC-osflM2020118f01al Score 780 

9008. .9442 

'5295971/dbj IBAA81872.il 4.0e-64 (AB026295) EST D24315 (R1718 ) 
corresponds to a region of the predicted gene.; Similar to 
Tobacco DNA for retroviral-like transposon Tnt 1-94 , (X13777 ) 
[Oryza sativa] ' 



37630 Seq. ID 

77288 Strand 

15632 End 

OJ991019_07. 0118 .012. o7.gp Method 

15632 End 

LIB3431-060-P1-K1-C11 Score 
15632. .16046 

'2980641/emb|CAA72I20| 2.0e-12 (Y11250) multi resistance protein 
[Arabidopsis thaliana] * 



OJ991019_07, 0118. 012 
+ 

16046 
AAT/GAP 
16046 
773 



37630 



«:^Sea._ID. OJ99.1019 07 . 0118, . 012 



. 7725.91 '-.^ ... L ..St.rand.., ' - 

6483 End. 11290 

OJ991019_07 . 0118 . 012 . o2 . gs Method GENSOAN 

6483 End 11290 

none Score .52 

64 83. .9151, 9163. .9852, 10114. .11290 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip^I 



Seq. No. 
Gene No. . 
Start , 
Name 

Start'.' ": 

-GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 



37630 Seq. ID OJ991019_07 . 0118 . 012 

77289 Strand 

6483 End 11290 

OJ991019_07 . 0118 . 012 . ol . np Method AAT/NAP 

6486 End 11290 

5295971 Score 8056 

6486. .11290 

•{AB026295) EST D24315 (R17 18 ) corresponds to a region of the 
predicted gene.; Similar to Tobacco DNA for retroviral-like 
transposon Tnt 1-9*4 . {X13777 ) [Oryza sativa] 

37630 Seq. ID OJ991019_07 . 0118 . 012 

77289 . , ■ . Strand - . 

6483--" ' ' "-'End- 11290" ' 

OJ991019_07. 0118. 012. o3;gp ' Method AAT/GAP 
8644 ' " -^^^ 8 5*99 ■ 

-uO-osf l.G-ypl.39G-12a.l. — ..SGore- — 585-^ -J-^.--.- 

8644. .8999' 

'5295971/dbj IBAA81872.il 3.0e-44 (AB026295) EST D24315 (R17 18 ) 
corresponds to a region of the predicted gene.; Similar to 
Tobacco DNA for retroviral-like transposon Tnt 1-94 . {X13777 ) 
[Oryza sativa] ' 



37630 Seq. ID 

77290 Strand 

14175 - End 

OJ991019_07. 0118 .012. o5.tc Method 

2504 End 



OJ991019_07. 0118. 012 
16674 

TBLASTX:Oress 
4224 



37229 



GI 


none 








Score 


74 


T*' von Q 


2504 2668 


2702 


. . 2818 , 


3931 . 


.4224, 3943. .4224 


Seq. No. 


37630 








Seq. ID 


OJ991019_07, 0118. 012 


Gene No. 


77290 








Strand 




Start 


14175 








End 


16674 




OJQQl 01 Q 07 
^ ^ J. \j d. J \j t 


.0118 


n 9 n4 


. t s 


Method 


TBLASTX : Soybean 


start 


6510 ~ 








End 


7160 




none 








Score 


51 




6510 6743 


6643 


6729, 
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9 fi97 


.2851, 26 


i43..2849 




-Se^q.v.. Ho 


37J35.,_. 








™Seq:._ JD,„ 


.....aJi.? 1 OXOl .0118, 




.GBne_,.No. 


77,3.00. 








';StTand_. 






O L CI X L. 


4 O 4 O 








End" 


6671 




Nsrrie 


nTQQIfllQ OT 

u J yyxuxy u/. 


O 1 1 Q 
U 1 1 0 . 


PI Q —1 
L/X 0 . Ol 




Method 


TBLASTX: Wheat 




o tax I, 


9 /l c; n 
Z 4 0 u 








End 


2792 




oX 


none 








Score 


134 




Exons 




9 4 R4 
Z 4 O 4 . 


9 fil R 
. Z D X 0 / 


9 97 


.2791, 2640. .2792 




Seq, No. 


37635 








Seq. ID 


OJ991019_07.0118 


.C18 


Gene No. 


77300 








Strand 






O UdX t 


4 ^ 4 ft 
4 J 4 0 








End 


6671 




Na.ine 


n TQQ1 m Q m 
vjj yyxuxy u/. 


0 1 1 Q 
U 1 1 O . 


PI ft 

L-l 0 . Ol . 




Method 


TBLASTX: Soybean 






9fi97 ~ 








End 


3070 




ox 


none 








Score 


323 






9fi97 ^070 


9 fi4 Q 


"^0 fift 
. O U 0 0 










Seq. No. 


37635 








Seq. ID 


OJ991019_07.0118 


.C18 


Gene No. 


77300 








Strand 






O l_ dX u 


^1 R 4 ft 
4 D 4 O 








End 


6671 




Name 


Pi TQ Q1 01 Q 0 7 


0 1 1 ft 

U 1 X 0 . 


PI Q /^T 


cC 


Method 


TBLASTX: Cress 




O L dX U 


op CO ~ 
' ^ O O C3 








End 


3070 




OX 


none 


- . 






Score " ' 


-137 - - ^' 






9ft Rft ■ '^07 0 


9 ft fi R 
Z O D 0 . 


"^0 C^Q 
. O U Do 










Seq.- No. 


. ~ ..■ 37 635 ■ 








Seq. ID- 


-OJ991019_07:0il8. 


.CIS- 


Gene No-. 


77300 








Strand 






o t_ dx L 


4 ft 
4 O 4 O 








End 


6671 




Name 


PiTQQIOIQ 07 
^uzJyLULy U/. 


0 1 1 ft 
U 1 1 CS . 


PI ft 

U 1 O . O O , 


t S 


Method 


TBLASTX: Soybean 




O L d i U 


^ 9 /I R 








End 


3469 




GI 


none 








Score 


82 




Exons 


3245. .3469, 


3266. 


.3451 










Seq, No. 


37635 








Seq. ID 


OJ991019_07.0118 


CIS 


Gene No. 


77300 








Strand 






Start 


4548 








End 


6671 




Name 


OJ991019 07. 


0118. 


C18.02. 


np 


Method 


AAT/NAP 





37236 



o uaru 


4519 




End 


6671 






CT 


3063473 




Score 


359 






Exons 


4519.. 4703, 5023. 


.5142, 5576. 


.5710, 6389.. 6526, 


6651. .6671 




'(AC003981) F22013.35 [Arabidopsis thaliana] 






Seq. No. 


37635 




Seq. ID 


OJ991019_ 


u / . U X X 0 


. X o 


Gene No. 


77300 




Strand 










4548 




End 


6671 






Nsme 


OJ991019 07.0118. 


C18 . o3 . gs 


Method 


GENSCAN 








4548 




End 


6156 












Score 


.87 






17" V 1^ o 


4548.. 4709, 5023. 


.5142, 5576. 


.5710, 6064.. 6156 






C "NT /-\ 
O S q . In (J . 


37636 




Seq. ID 


OJ991019_ 


_07.0118 


.C19 


Gene No. 


77301 




Strand 








Start 


1 




End 


779 






IN CtlUC 


OJ991019 07.0118. 


C19.ol.np 


Method 


AAT/NAP 






Q-l- a -r-h 
O L d.X L 


1 




End 


779 






\j 1 


jU Do 41 / o 




Score 


372 






Exons 


1. .193, 269. .338, 


522. .779 












(AC003981) F2201J 


.35 [Arabidopsis thaliana] 






..Se,q.;._No. . 


.17 6.3 6. 




^Seq.:„ m 






Gene No. 


77301 




Strand 










1 




End 


779 






Na.ine 


OJ991019_07.0118. 


C19.01. tm 


Method 


TBLASTX: Maize 






D 




End 


156 






oX 


none 




Score 


96 - 








6. .155, 11. .127, 


12. .131, 13. 


.156 








Seq. No. 


37636 




Seq. ID 


OJ991019_ 


_07.0118 


.C19 


Gene No. 


77301 




Strand 








q-f- o -rl- 

O LctX L 


1 




End 


779 






Nsme 


OJ991019 07.0118. 


C19.ol.gs 


Method 


GENSCAN 






Q-h 7"-!- 


42 




End 


689 






o X 


none 




Score 


.9 






T^' V /~\ o 


42. .193,, 269. .338 


, 522. . 689 










o tr . IN U . 


37637 




Seq. ID 


OJ991109_ 


05.0121 


.CI 


Gene No. 


77302 




Strand 


+ 






Start 


1 




End 


3373 






M a m Q 


OJ991109 05.0121. 


CI .ol .np - 


Method • 


AAT/NAP 






C4- a v~+-* ■ - --' 
O L ax L, 


--1"- - - ^ - 




" End * ~ 


3373"-"-' 






oX 


4 680179 




Score ' 


3829 






Exons 


1. .3373 ' ' ' 












oX' -L/eoCx xp. 


^ {AF1117^6'9) polyprotein " [Oryza 


sativa subsp-. indica]. 




Seq. No.-"^^'- 


37637 




Seq. ID 


OJ991109_ 


05.0121 


.CI 


Gene No. 


77302 




Strand 


+ 






O LdX L 


1 




End 


3373 






Name 


OJ991109 05.0121. 


CI .ol . gs 


Method 


GENSCAN 






Start 


292 




End 


3344 






GI 


none 




Score 


.56 






Exons 


292, .1852, 1921.. 


3344 










Seq. No. 


37637 




Seq. ID 


OJ991109_ 


05.0121 


.CI 


Gene No. 


77303 




Strand 









37237 






4588 


End 


TOOT 

/ u y o 


Name 


OJ991109 05.0121.Cl.o4.tw 


Method 


i niiAo i A : wneac 


o uairc. 


528 


End 


1 m 1 

1 U i 1 


C T 


none 


Score 






528. .983, 529. .1011, 556. .1002 




Seq. No. 


37637 


Seq. ID 


OJ991109_05.0121.C1 


Gene No. 


77303 


Strand 






4588 


End 




Name 


piTQQiino n nioi r*T ^-m 
ujyyiiuy uo . uizi . li . oo . cm 


Method 


i oijAb i A : iviaize 




540 


End 


Q O Q 

o Z o 




none 


Score 






540. .827, 541. .828, 550. .828 






Seq. No. 


37637 


Seq. ID 


OJ991109_05.0121.C1 


Gene No. 


77303 


Strand 






4588 


End 


7 n Q 
/ u y o 


Name 


riTQQTifiQ n R nioi m -t-m 
ujyyiiuy uo . ui^:i . Li . oj . um 


Method 


1 ri-bAo i A . Mai ze 


O -f- o 7-4- 


898 


End 


1 "5 Q Q 

1 o y o 


P T 


none 


Score 


1 /I 

1 J 41 . . 


Exons 


898.. 1077, 1063.. 1398, 1224.. 


1388 




.Seq.^No. 


r^" 37 ^37 ;zr"^^riri™'z^:.T^^rr'i^ 


,lSe.q,."::in.l 


..Q jagll Q 9^03,.,0 1 2 l.,,Cl 


Gene No. 


77303 


■ Strand' 






4588 


End 


7093 


Name 


ujyyiiuy uo.uizi.ci.oi. us 


Method 


TBLASTX: Soybean 


o t a jtl. 


952 


End 


1347 


r* T 


none 


Score 


56 


CjXons 


952. .984, 952. .984, 988. .1347 


, 988. .1296, 1104. .1319 


Seq. No. 


37637 


Seq. ID 


OJ991109_05.0121.C1 


Gene No. 


77303 


Strand 




o t air L 


4588 


End 


7093 


Name 


ujyyxiuy ud . ui^i . l.i . oo . tw 


Method 


TBLASTX: Wheat 


o uaj. L. 


1060 


End 


1356 


C T 


none 


Score 


363 


Exon s 


1060. .1356, 1104. .1319 






Seq. No. 


37637 


Seq. ID 


OJ991109_05.0121.C1 


Gene No. 


77303 


Strand 




O Lai L 


4588 


End 


7093 


Name 


ujyyiiuy UD.ui/x.Li-.oz.tw 


Method 


TBLASTX: Wheat 


oLairu 


-1362 ' " " 'V' ' " ' 


-End - - ■ 


17&8--- - 


* r T 


none . 


Score 


603 


Exons 


1362.. 1751, 1563.. 1788, 1420. 


:'1773, 1424 . . 1786 ' ' ' ' 


Seq. No." 


37637 . ' . 


Seq. ID 


OJ991109_05.0121.C1 


Gene No. 


77303 


Strand 




a IT L 


4588 


End 


7093 


Name 


OJ991109 05.0121.Cl.o3.ts 


Method 


TBLASTX: Soybean 


C-l- a vH 

oTzar c 


1369 


End 


1614 


GI 


none 


Score 


210 


Exons 


1369. .1614 






Seq. No. 


37637 


Seq. ID 


OJ991109_05.0121.C1 


Gene No. 


77303 


Strand 




Start 


4588 


End 


7093 



37238 




Nsme 


vJOi73XXU3 uo 


n 1 9 1 

. U XZ X 


PI r\0 
. L/X . OZ . 


Lm 


ixie Lnoa 


i dlao i A : Mai ze 




O La J- L 










Hjna 


1 7 Q Q 
1/00 




n 

\3 1. 


none 








Score - 


4 ^ Q 
4 D t7 




V* Ti Q 


Xl^iJ. .X/OO/ 


14^7 

X 4 J / 


1 7 ^fi 

. . X / 0 D / 


1^11 
X 0 X X . 


1 7 ft 
. X / 0 0 






Seq. No. 


37637 








Seq. ID 


OJ991109_05.0121 


.CI 


Gene No. 


77303 








Strand 








d Rft ft 

4 0 0 0 








onu 


7 H Q "3 

/ u y 0 




Nsme 


n TQQ1 1 no OR 


n 1 9 1 
. u 1 Z i. 


PI rs'\ 
. . 00 . 


L W 


Method. 






o Lai L 


1 o o / " 
X O O 








Hjnu 


ZO D J 




CZT 


none 








Score 


R 9 
O DZ 




Exons 


1ftft4 


1 QQ1 
X ^ X 


9 T c: q 
, . z 0 0 y 










Seq. No. 


37637 








Seq. ID 


OJ991109_05.0121 


.CI 


Gene No. 


77303 








Strand 






Start 


4588 








End 


7093 




Name 




ni 91 

. U X Z X 


PI 0I 
X .ox . 


L C 


Method 


TBLASTX: Cress 




O L alTL. 


^1 u / u 








End 


2387 






none 








Score 


101 




,rjXL/Ilo 


907(1 994'^ 


9 n Q 1 

Z U ^ X 


9 1 ft Q 

. Z X 0 Z7 / 


9 9 4 4 
Z Z 4 4 . 


.2387, 2246. .2371 




Seq-v..No.._, 










^ Seq^ JD_ 


^OJ991109 05.0121 


.CI 


.Gene, No .. . 


-.77:3,0 a j;.: 









Stxand.,. .. 






o L a X L 


4 R ft ft 

4 o o o 








End 


' 7093 "^"^ 




Naine 


Pi tq qi 1 n q or 


n 1 9 1 

. U X Z X . 


PI r\0 
UX . OZ . 


c S 


Method 


TBLASTX: Soybean 




o Lax L 


Z X o o 








End 


2411 




PT 


none 








Score 


302 




Exons 




91 (^^ 
Z X Do . 


9 4 11 
. Z 4 X X , 


9 9 ft "3 

z z 0 0 . 


.2411 






Seq. No. 


37637 








Seq. ID 


OJ991109_05.0121 


.CI 


Gene No. 


77303 








Strand 






o L a,x L 


4 Sft ft 
4 3 O O 








End 


7093 




Name 


n TQ Q 1 1 n Q n c: 


n 1 9 1 

U 1 Z 1 , 


PI f-^A 
. 04 . 


4- m 

Lm 


Method 


TBLASTX: Maize 




O LaXTT- 


991 1 
Z Z X X 








End 


2501 




oX 


none 








Score 


381 






9911 9 sni 


9999 


94 01 


9 4 

Z 4 O 0 . 


.2497 






Seq. No. 


• 37637 








Seq. ID 


OJ991109_05.0121 


.CI 


Gene No . 


77303 








Strand 






O L a X L 


4 R ft ft 
4 O O 0 








End 


7093 




Name 


p TQ Q 1 1 n Q n R 
uj yyxxuy UD. 


uiz 1 . 


PI 

L-1 . 01 . 


4- T T 

L W 


Method 


TBLASTX: Wheat 




91- a r■■f- 
0 L a X L 


Z J / u 








End 


2996 




oX 


none' 








"Score •- 


■67 5 . • - 




Exons 


9 "^7 n 9 QQ^ 


Z 4 DO . 


9 Q 7 9 
. Z 0 / Z 


.... 










' 7 f; '"3 7 

0 / D 0/ 








-Seq. ID 


OJ991109_05'.012X. 


.:ci- 


Gene No. 


77303 " 








Strand 






Start 


4588 








End 


7093 




Name 


n TQQ1 1 n Q n R 


n 1 9 1 

UlZ i . 


PI 

ui . 01 . 


tm 


Method 


TBLASTX: Maize 




o LaXT t 










End 


3146 




PT 
oX 


none 








Score 


221 




Exons 


2553. .2711, 


2558. 


.2704, 


2708. 


.2899, 2708. .2851,. 2709. .3146, 




2829. .3146 














Seq. No. 


37637 








Seq. ID 


OJ991109_05.0121 


Cl 


Gene No. 


77303 








Strand 






Start 


4588 








End 


7093 





37239 



LNCtXLlC 


VyU^^XX\JJ VJ,J 


0191 n 

. UX^X .ox .wJ • 


1- w 




2 997 ~" 

^ ^ ^ f 








none 






Hi A V^l 1 O 


2997 3329 


3039 3308 




Seq. No. 


31631 






Gene No. 


■ 77303 






O U Cti- L. 


*4 J O O 






Ns-ine 


O.T991 109 nS 


01 91 n nfi 

■ UX^X.OX.^JO. 






3156 ~ 








none 








^ X U \J • 9 ^ ^ J. *± f 


31 Pift 39fiR 




taJ C V..^ • L^\^ ■ 


37637 






Gene No. 


77303 






Start 


4588 






Name 


OJ991109 05 


0121 CI o2 


lip 


O L. d i. L. 


3S3f^ ~ 

J *J J u 








U _? U / \J o u 








3S3f^ 3fi*=iS 


37(^3 4046 


4269. 


r^T n <^ r" "r" "i 


f AP001 199^ 


T \7"nio+* h ol" "i o^ 1 

Lly yffu l^llC LXl^dX 


o vol" o 

pX O L. C 


Seq... \ No. ■. 








Gene No. . 


77303 






O U dX u 


4 Sft ft 

*i *J O O 








n.T991 1 OQ 0^ 


01 91 PI o9 


gs 


O L- dX L 


4 Sft P ~ 
*1 J o o 




ox 








R von 


458ft 5034 


Sftfi3 R967 


fift 6^ 


Seq. No. 


37638 






Gene No. 


77304 






O I- d X L. 


235 






LNdlLlC 


n.T9Q1 1 0 Q 0 ^ 


01 91 r9 o1 


gs 


O C dX L 


23S ~ 
^ ^ J 




GI 








ili AvJIlO 


93^ 3(=;p 






9prr "Wo 

O C ^ • LN • 


37 fi3Q 






Gene No. 


77305 






Start 


1 






Name 


OJ991109 05 


.0121.C3.ol . 




Start : ■ ■ 


I'"" - ■ 






GI ' ■ 


5042448 






Exbns 


1. .780 " ' . 






GI- Descrip. 


(AC00778-9y - putat-ive- ORFO prot< 



Method 

End 

Score 



TBLASTX: Wheat 

3329 

370 



Seq, ID OJ991109_Q5.0121.C1 
Strand 

End 7093 

Method TBLASTX : Maize 

End 3314 

Score 192 



Seq. ID OJ991109_05.0121.C1 
Strand 

End 7093 

Method AAT/NAP 

End 5326 

Score 118 9 



. Seq,.. .,ID,,. ;pJ99UA9^.Q5...0A21..XL 
Strand ' - 
End 7093 
Method GENSCAN 
End 7 093 

Score .88 



Seq. ID OJ991109_05.0121.C2 
Strand 

End 368 

Method GENSCAN 

End 368 

Score .9 



Seq. ID OJ991109_05.0121.C3 

Strand + 

End 5600 

.Method AAT/NAP 

End 7'8 0 V " -^ -^'^■*-" 

Score 10 63 " 



■ retrotransposoh' [Oryza sativa] 

Seq. No. 37639 

Gene No. 77305 

Start 1 

Name OJ991109_05 . 0121 . C3 . ol . gs 

Start 73 

GI none 

Exons 73. .457, 490. .649, 1049. .5600 



Seq. ID OJ991109_05.0121,C3 

Strand + 

End 5600 

Method GENSCAN 

End 5600 

Score .46 



Seq. No. 



37639 



Seq. ID OJ991109_05.0121.C3 



37240 




Gene No. 77305 Strand + 

Start 1 End 5600 

Name OJ991109_05 . 0121 . C3 . o2 . np Method AAT/NAP 

Start 1035 ' End 5597 

GI 4680179 Score 7893 

Exons 1035.. 5597 . 

GI Descrip. (AF111709) polyprotein [Oryza sativa subsp. indica] 

Seq. No. 37639 Seq. ID OJ991109_05 . 0121 . C3 

Gene No. 77306 Strand 

Start 6454 End 7080 

Name OJ991109_05 . 0121 . 03 . o2 . gs Method GENSCAN 

Start 6454 End 7080 

GI none Score 1 

Exons 6454.. 7080 

Seq. No. 37639 Seq. ID OJ991109_05 . 0121 . 03 

Gene No. 77307 Strand 

Start 12165 End 21039 

Name OJ991109_05 . 0,121 . 03 . oil . tw Method TBLAS.TX: Wheat 

Start 1302 End ' 1661 

, GI.__ ^ - npne^;, S,core_ „ _308 _ 

Exans._.„_. i.3oz.....i6.ei,....i32a... i;&6.6.„.i J ;., _I7r7 IT^I'IIl " 

Seq. No. 37639 Seq. ID OJ991109_05 . 0121 . 03 

Gene No. 77307 Strand 

Start 12165 End 21039 

Name OJ991109_05 . 0121 . 03 . oil . tm Method TBLASTX : Maize 

Start 1542 End 1838 

GI none Score 210 

Exons 1542.. 1838, 1542.. 1826, 1559.. 1729 

Seq. No. 37639 Seq. ID OJ991109_05 . 0121 . 03 

Gene No. 77307 Strand 

Start 12165 End 21039 

Name OJ991109_05 . 0121 . 03 . ol3 . tm Method TBLASTX : Maize 

Start 2178 End 2498 

GI none Score 184 

Exons 2178. .2498,. ■ 2231. .2323 

Seq. No. 37639 Seq. ID OJ991109_05 . 0121 . 03 

Gene No. ■ 77307 - • Strand - 

Start - ''"-'r ■ 12165--' ' " "• •'-"-End" ' •2103-9* 

Name OJ991109_05 . 0121 . 03 . ol2 . tw Method TBLASTX : Wheat 

Start 2181" ' ' " ' •"-"^'■^ ' "'End' 2603' * """^ ■ 

GI- . none'.' . - ' Score"' 152 . 

Exons • • 2181. .2390, \ 2;231. .2329, 2390.. 2530, 2412.. 2603, 2441.. 2596 

Seq. No. 37639 Seq. ID OJ991109_05 . 0121 . 03 

Gene No. 77307 Strand 

Start 12165 End 21039 

Name 0 J991 109_05 . 012 1 . 03 . o5 . tw Method TBLASTX : Wheat 

Start- 2760 End 3242 

GI none Score 550 

Exons 2760.. 3242, 2864.. 3199, 2889.. 3233 

Seq. No. 37639 Seq. ID OJ991109_05 . 0121 . 03 



37241 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start . 
GI 

^Exon_s-.^: 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
' Name "~ ' 
Start 
GI'""" 
Exons 



77307 
12165 

OJ991109_05. 

2772 

none 

2772. .3059, 

37639 
77307 
12165 

OJ991109_05. 

3129 

none 

3129. .3308, 

37639 
77307 
12165 

OJ991109_05. 
3183 
none 
.^3183 , ,,321 5,_ 

37 639 
77307 
12165 

OJ991109_05. 

3291 

none 

3291. .3593, 

37639 
77307 
12165 

OJ991109_05. 

3594 

none 

3594. .4103, 

37639 
77307 
12165 

bJ99110'9_05; 
3600 . 
hone *' ' . 
360-0 .-...384 5-' 



0121.C3.o9.tm 



2870. .3061 



0121.C3.o4.tm 



3294.. 3629, 3380. 



Strand 
End 

Method 

End 

Score 



21039 

TBLASTX: Maize 

3061 

322 



Seq. ID OJ991109__05. 0121 .C3 
Strand 

21039 

TBLASTX: Maize 
3629 
161 



End 

Method 
End 
Score 
.3514 



0121.C3.ol.ts 



Seq. ID OJ991109_05.0121.C3 
Strand 

End 21039 

Method TBLASTX : Soybean 

End . 3578 

Score 57 

.3 18 3_.. ..32 2 7.,^ ^32 19 .,.,.3 5 7 8 J 2 19 ,,,3 2 99. 33 14.. 357 7 

Seq. ID ' OJ991l'09205V012lTc3 
Strand 

End 21039 

0121.C3.o6.tw Method TBLASTX: Wheat 

End 3593 

Score 402 

3311. .3592 



Seq. ID OJ991109_05.0121.C3 
Strand 

End 21039 

Method TBLASTX : Wheat 

End 4103 

Score 628 
.4019 



0121.C3.o2.tw 



3626.. 3937, 3672. 



oi2r;cJ.o7". ts ■ 



Seq. ID OJ991109_05.0121.C3 
Strand 

End 21039 
-Method' - "TBLASTX: Soybean"-"' 
.End. J . 3845 . _ 
^Score ■' ■ 204' " ' "" ' / ' ' 



Seq. No. 

Gene. No. 

Start 

Name 

Start 

GI' 

Exons 

Seq. No. 
Gene No. 



37639 
77307 
12165 

OJ991109_05. 

3666 

none 

3666. .4019, 

37639 
77307 



0121.C3.o3.tm 



3668.. 3934, 3720, 



Seq. ID OJ991109_05.0121.C3 
Strand 

21039 

TBLASTX: Maize 
4031 
488 



End 

Method 
End 
Score 
.4031 



Seq. ID OJ991109_05.0121.C3 
Strand 



37242 




start 


12165 








End 


21039 




Name 


OJ991109 05 


. 0121 


.C3 .o4 . 


tw 


Method 


TBLASTX : Wheat 




Start - 


4107 








End 


4586 




GI 


none 








Score 


591 




Exons 


4107. .4586, 


4140 


. ,4553, 


4178 


. .4585 






Seq. No. 


37639 








Seq. ID 


OJ991109_05.0121 


.03 


Gene No. 


77307 








Strand 






Start 


12165 








End 


21039 




Name 


OJ991109 05 


.0121 


.C3 .o4 . 


tc 


Method 


TBLASTX : Cress 




Start 


4293 








End 


4610 




GI 


none 








Score 


89 




Exons 


4293 . .4466, 


4467 , 


. .4610, 


4469 


. .4609 






Seq. No. 


37639 








Seq. ID 


OJ991109_05. 0121 


.03 


Gene No. 


77307 








Strand 






Start 


12165 








End 


21039 




Name 


OJ991109 05 


. 0121 , 


. 03 . o4 . 


ts 


Method 


TBLASTX: Soybean 




Start 


4374 ~ 








End 


4634 




GI 


none 








Score 


.300 




Exons 


4374 . .4634, 


4377 , 


. . 4538, 


4379 


. .4633 






„S.eq.;..NO-. 




. 


_ , . . _ , 


. . 


_ .s'eq...„ID.„ 


:.p.aa9 1 1.0, 9.._o.5. . .012 X ..a3 


Gene No. 


77307 








Strand 






Start 


12165 








End 


21039 




Name 


OJ991109 05, 


.0121, 


. C3 . o5 . 


tm 


Method 


TBLASTX: Maize 




Start 


4434 








End 


4724 




GI 


none 








Score 


384 




Exons 


4434 . .4724, 


4448 . 


. . 4720 










Seq. No. 


37639 








Seq. ID 


OJ991109_05.0121 


,03 


Gene No. 


77307 








Strand 






Start 


12165 








End 


21039 




Name 


OJ991109 05. 


.0121, 


. 03 . ol . 


tw 


Method 


TBLASTX: Wheat 




Start 


4593 








End 


5219 




GI 


none 








Score 


728 




Exons 


4593. .5219, 


4595. 


. .5218 










Seq. No. 


37639 








Seq. ID 


OJ991109_05.0121 


.03 


Gene No. 


77307 








Strand 






Start 


12165 








End 


21039 




Name 


OJ991109 05-. 


, 0121 . 


03 . ol . 


tm 


Method 


TBLASTX: Maize - 




Start" — 


4773 :- ■ 








^"End'"". 


■^211-- " 




GI 


none 








Score 


226 , ■ ^ 




Exons 


•4 77 3-. '.'4 934; ' 


4781 . 


r4'92~7. 


"4 932'i 


:':5372', 4 934\ .5359 ' 




Seq. No. 


37639 








Seq. ID 


OJ991109_05.0121, 


.03 


Gene No. 


77307 








Strand 






Start 


12165 








End 


21039 




Name 


OJ991109 05. 


0121 . 


03 . o7 . 


t w 


Method 


TBLASTX: Wheat 




Start 


5220 ~ 








End 


5587 




GI 


none- 








Score 


374 




Exons 


5220:.5552, 


5247. 


.5327, 


5312. 


.5428, 5534. .5587 ' ' 




Seq. No. 


37639 








Seq. ID 


OJ991109_05.0121. 


.03 


Gene No. 


77307 








Strand 






Start 


12165 








End 


21039 





37243 



Name 

Start 

GI 

Exons 



OJ991109_05 . 0121 . C3 . ol2 . tm Method 

5376 End 

none Score 
5376, .5573 



TBLASTX :Maize 

5573 

197 



Seq. No. 37639 

Gene No. 77307 

Start 12165 

Name OJ991109_05 . 012 1 . C3 . o3 . gs 

Start 12165 

GI none 

Exons 12165. , 12287, 12556 .. 12 632 , 
15455, ,15847, 16400 .. 16627 , 



Seq. ID 
Strand 
End 

Method 

End 

Score 
13703. .13783, 
16667. .16896, 



OJ991109 05. 0121. C3 



21039 
GENSCAN 
20953 
.44 

14745, 
17434, 



14826, 
17583, 



17812. .19863, 20092 .. 20272 , 20717. .20953 



Seq. No. 37639 

Gene No. 77307 

Start 12165 

Name OJ991109_05 . 0121 . C3 . ol . tc 

Start 15362 

GI none 

„Ex.on.s_ :.,.,.,...X53g2 

, . .. 20i40 



Seq, ID 

Strand 
End 

Method 

End 

Score 



X5.142. J 5 5^93 5 664;,, J.5 6 ^.5.9-0 1„,^,,1 5681 
.20702, . iQ7lT:.--./l0J31./.-2bT6i...,. 2,0596.. 



OJ991109_05. 0121,03 
21039 

TBLASTX: Cress 

20896 . 

117 

15827;^ 



Seq. No. 37 639 

Gene No. 77307 

Start 12165 

Name OJ991109_05 . 0121 . 03 . olO . tm 

Start 15593 

GI none 

Exons 15593. . 15664, 15615 .. 15665, 
15680. . 15892 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991109_05.0121.O3 
21039 

TBLASTX: Maize 

15901 

45 



15668. .15901, 15669. .15827, 



Seq. No. 37639 Seq. ID 

Gene No. 77307 Strand 

Start ' 12165 End ' 

Name OJ991109_05 . 0121 . 03 . o6 . ts Method 

Start 15593 End 

GI ' none Score 

Exons 15593. . 15652, 15612 .. 15653, 15680 ,. 15901 , 15681 .. 15827 , 
20604. ,20687 



OJ991109_05.0121.O3 
21039 

TBLASTX : Soybean 
20687 
41 



Seq\ -No'. 

Gene ISIo. 

Start 

Name 

Start 

GI ■ ■ 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



-37639 - 

77307 

12165 ■ ^ ' " 

■ OJ9911.09_05 . 01-21 ..C3..:o9 . tW 
15662 ■ . 
none 



Seq.- -ID -O'J991109' G'5 :0r21vC3- 



Strand 
End 

Method" 

End 

Score 



21039 

TBLASTX-: Wheat- 

20730 

215 



15662. . 15898, 15663 .. 15842 , 15680 .. 15901 , 15702 .. 15914 , 
20640. .20708, 20650 .. 20718 , 20707. .20730 



37639 Seq. ID 

77307 Strand 
12165 End 

OJ991109_05.0121.C3.o3.np ' Method 
16292 End 
6623973 Score 



OJ991109_05.pl21.O3 

21039 
AAT/NAP 
20782 
2623 



37244 



Exons 16292. .20272, 20726.. 20782 

GI Descrip. (AC007505) Highly similar to Tal-3 polyprotein [Arabidopsis 
thaliana] 



Seq. No. 37639 

Gene No. 77307 

Start 12165 

Name OJ991109_05 . 0121 . C3 . o2 . tm 

Start 16301 

GI none 

Exons 16301. .16723, 16305.. 16706 



Seq. ID OJ991109_05.0121.C3 
Strand 

End 21039 

Method TBLASTX: Maize 

End 16723 

Score 275 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



37639 
77307 
12165 

OJ991109_05.0121.C3.o3. tc 

16301 

none 



Seq. ID OJ991109_05.0121.C3 
Strand 

End 21039 

Method TBLASTX: Cress 

End 16903 

Score 64 



16301. .16513, 16529. .16666, 16676 .. 16780, 16775. .16903 



Seq. No. 37639 

. Gene.^No. 77 3CL7._. 

^Start ...^ „ i 2 165._ , j 

Name OJ991109_'05 . 012 1 . C3'. o5 . ts 

Start 16304 

GI none 

Exons 



Seq. ID OJ991109_05. 0121.C3 

^ St r a ndL „ „ .J . 

End.„ . . ..2i63.9.. ...-.f.,. 
Method ' TBLASTX: Soybean 
End 16702 
Score 54 



16304. . 16417, 16311. . 16409, 16427 .. 16702, 16430 16693, 
16440. . 16700 



Seq. No. 37639 

Gene No. 77307 

Start 12165 

Name OJ991109_05 . 0121 . C3 . ol3 . tw 

Start 16328 

GI none 
Exons 



Seq. ID OJ991109_05.0121.C3 
Strand 

End 21039 

Method TBLASTX : Wheat 

End 16781 

Score 53 



16328. .16528, 1 6329 .. 16517 , 1654 4 .. 16696, 16547 .. 16747 , 
16560.. 16781 



Seq. No. 
Gene No. 
Start 
Name 

"Start' ■ • 
GI 

Exoils " ' 



37639 
77307 
12165 

OJ991109_05.0121.C3.o6.^tm 

16774 ' - — - - • ' 
none • ' 



Seq. ID OJ991109_05.0121.C3 
Strand 

End 21039 

Method _ TBLASTX: Maize 

■■End"- 17224- .-^ — -"f- 

Score 74 



16774 .,. 17025, 16779. .17090, 16787 . . 17 104 , 16797. .17090, 
16802. ..-171-04, 1.7066. . 17224 -17136 .- .172 16- • ■- - 



Seq. No. 37639 

Gene No. 77307 

Start 12165 

Name OJ991109_05 . 0121 . C3 . o3 . tw 

Start 16877 

GI none 
Exons 



Seq. ID OJ991109_05.0121.C3 
Strand 

End 21039 

Method TBLASTX : Wheat 

End 17656 

Score 134 



16877. .17332, 17327. .17656, 1734 3. .17654 



Seq. No, 
Gene No, 



37639 
77307 



Seq. ID OJ991109_05.0121.C3 
Strand 



37245 



start 
Name 
Start 
GI 

Exons 



12165 End 

OJ991109_05. 0121.C3.o7.tm Method 

17231. End 

none Score 
17231. .17659, 17364. .17660 



21039 

TBLASTX: Maize 

17660 

96 



Seq. No. 37639 

Gene No. 77307 

Start 12165 

Name OJ991109_05 . 0121 . C3 . o2 . ts 

Start 17245 

GI none 

Exons 17245. . 17511, 1724 6 17635, 

Seq. No. 37639 

Gene No. 77307 

Start 12165 

Name OJ991109_05 . 0121 . C3 . o5 . to 

Start 17453 

GI none, 

Exons 17453. . 17659, 17487.. 17654 



Seq. ID OJ991109_05.0121.C3 
Strand 

End 21039 

Method TBLASTX : Soybean 

End 17635 

Score 119 
17287. .17511, 1734 3. .17 633- 

Seq. ID OJ991109_05.0121.C3 
Strand 

End 21039 

Method TBLASTX : Cress 

End 17659 

Score 61 



.Saq.,-..N.o..-.._ 37j6,39... „ _ 

Gene No. ,77307 

Start 12165 

Name OJ991109_05 . 0121 . 03 . olO . tw 

Start 17657 

GI none 

Exons 17657. .17926, 17658.. 17927 



.S.eq. ID, ..OJ991I09.___05,.0X2I..-^C3. 

Strand - . ' 

End 21039 

Method TBLASTX : Wheat 

End 17927 

Score 220 



Seq. No. 37639 

Gene No. 77307 

Start 12165 

Name OJ9911'09_05 . 0121 . C3 . o2 . tc 

Start 18017 

GI none 

Exons 18017. . 18265, 18281.. 18559 

Seq. No. 37639 

Gene No. 77307 

Start 12165 

Name OJ991109_05 . 0121 . C3 . o3 . ts 

Start-" **; ■-18128 ;■ - ■ " ^ - "-'^ — 

GI none ' 

Exons ■ " ' ■ 18128. M82777 T8263.'.'r85"92; 

Seq. No. 37639 

Gene No. 77307 

Start 12165 

Name OJ991109_05 . 0121 . 03 . o8 . tw 

Start 18161 

GI none 

Exons 18161. .18265, 18282 .. 1834 1, 
18450. .18827 



Seq. ID OJ991109_05.0121.O3 
Strand 

End 21039 

Method TBLASTX : Oress 

End 18559 

Score 149 



Seq. ID OJ991109_05. 0121.03 
Strand 

End 21039 

• Method TBLASTX: Soybean 

'End • ' 18592 

Score 64 
18264 .".18434", * 18453. M8584 

Seq. ID OJ991109_05.0121.O3 
Strand 

End 21039 

Method TBLASTX : Wheat 

End 18827 

Score 39 
18283. .18342, 18374 .. 18826, 



Seq. No. 
Gene No. 



37639 
77307 



Seq. ID OJ991109_05.0121.O3 
Strand 



37246 



start 
Name 
Start 
GI 

Exons 



12165 End 

OJ991 109_05 . 0121 . C3 . 08 . tm Method 

18353 End 

none Score 
18353. .18835, 18399, .18701 



21039 

TBLASTX: Maize 

18835 

115 



Seq. No. 37639 

Gene No, 77307 

Start 12165 

Name OJ991109__05 . 0121 . C3 . ol4 , 

Start 19546 

GI none 
Exons 



tw 



Seq. ID OJ991109_05.0121.C3 
Strand 
End 

Method 
End 
Score 



21039 

TBLASTX: Wheat 

19916 

36 



19546. .19587, 1 9613 .. 19684 , 1 9673 .. 19783, 19685 .. 1 974 1 , 
19768. .19899, 19769. .19915, 19770. .19916 





0 c ■ LN , 


37639 


Seq. ID 


OJ991109_ 


uo , 


0191 








77307 


Strand 












Start 


12165 


End 


21039 










Name 


OJ991109 05.0121.C3.o5.np 


Method 


AAT/NAP 










Start 


, 20717 


End 


21039 










GI 


6730665 


Score 


38 ' 










..^ Exons 


. 207 17.. .208 92, . 20985 21039_ 














. . GI Descrip. 


(AC0.079.45)..F28CU. 15.-.[Arabidopsis thaliana]. 








£3 


Seq. No. 


37640 


Seq. ID 


OJ991109_ 


_05. 


.0121, 


X4 




Gene No. 


77308 


Strand 












Start 


50 


End 


784 








ri § 


Name 


OJ991109 05.0121.C4.ol.gs 


Method 


GENSCAN 








f ^ 


Start 


50 


End 


784 








LlJ 


GI 


none 


Score 


.42 










Exons 


50. .784 












ry 


Seq. No. 


37640 


Seq. ID 


OJ991109_ 


_05. 


,0121, 


X4 




Gene No. 


77309 


Strand 










£3 


Start 


2607 


End 


'4882 










Name 


OJ991109 05.0121.C4 .o2.gs 


Method 


GENSCAN 










Start 


2607 


End 


4882 








EE. 


GI- 


none 


Score 


.8 










Exons 


2607. .2710, 3983. .4114, 4825. 


.4882 











Seq. No. 


37641 




Seq. ID 


OJ991109_05.0121.C5 


Gene No . • 


- 77310. 




■ Strand. 


+ - ^ . ' - 


Start " ' 


4 88 " ■ 




*' • End " 


-526' - ; 


Name 


OJ99li09 05 


.0121.C"5.ol.gs 


Method 


GENSCAN 


Start 


488 / 




" End " " 




GI - - : . 


none---. - • 




• -- Score. - - 


.46 - - '.-^ ■ 


Exons 


. 488. .526 • 








Seq. No. 


37642 




Seq. ID 


OJ991109_05.0121.C6 


Gene No. 


77311 




Strand 


+ 


Start 


1 




End 


5326 


Name 


OJ991109 05 


.0121.C6.ol.np 


Method 


AAT/NAP 


Start 


1 




End 


5326 


GI 


2829910 




Score 


2629 


Exons 


1..81, 470. 


.510, 1619. .3561, 


3648. .3794 


, 4263. .4413, 4471. .4807, 




5187. .5326 








GI Descrip. 


(AC002291) 


Unknown protein. 


contains regulator of chromosome 



37247 




condensation motifs [Arabidopsis thaliana] 



Seq. No. 37642 Seq. ID OJ991109_05 . 0121 . C6 

Gene No. 77311 Strand " + 

Start 1 End 5326 

Name OJ991109_05 . 0121 . C6 . o5 . tm Method TBLASTX : Maize 

Start 1599 End 1791 

GI none Score 165 

Expns 1599.. 1787, 1627.. 1791, 1628.. 1786, 1635.. 1790 

Seq. No. 37642 Seq. ID OJ99110 9_05 . 012 1 . C6 

Gene No. 77311 Strand + 

Start 1 End 5326 

Name OJ991109_05 . 0121 . C6 . ol . to Method TBLASTX : Cress 

Start 1846 End 2901 

GI none Score 122 

Exons 1846. .2124, 1894. .1986, 1939. .2124, 2167. .2307, 2215. .2247, 

2236. .2403, 2358. .2414, 2359. .2415, 2398. .2688, 2449. .2496, 
2520. .2708, 2668. .2901, 2683. .2805, 2691. .2771, 2695. .2805, 
2758. .2901 

;Se.q._Np;, 37642J„^ . Seq,., ID ..,OJ99 110 9^05^,. 0 12.1 

Gene .No. ..^ 773.1 1 ..... . „ . Strand. 

Start 1 / ■ ■ ■ End 5326 

Name OJ991109_05 . 0121 . C6 . ol . tm Method TBLASTX : Maize 

Start 1846 End 2907 

GI none Score 704 

Exons 1846. .2415, 1984. .2115, 2038. .2187, 2043. .2414, 2202. .2408, 

2446. .2634, 2446. .2571, 2635. .2901, 2671. .2781, 2695. .2907 

Seq. No. 37642 Seq. ID OJ991109_05 . 012 1 . C6 

Gene No. 77311 Strand + 

Start 1 End 5326 

Name OJ991109_05 . 0121 . 06 . ol . ts Method TBLASTX : Soybean 

Start 1894 End 2901 

GI none Score 155 

Exons 1894. .2082, 2002 .. 2163, 2049. .2141, 2095. .2421, 2095. .2412, 

2097. .2441, 2446. .2571, ' 2695. .2901 

Seq. No. 37642 Seq. ID OJ991109_05 . 0121 . C6 

Gene No. 77311 Strand + 

■Start- - 1 - ■ • End • 5326 , > ■ 

•Name- - • ■ ' bJ99llO9_05 ."^0i2lVC6 . o2 .'ts ' • - Method • ■ f BLASTX r Soybean'' ■ 

Start 2902 ■ ' End 3363 ■ . * 

Gi' " " none ' " - - ■ - - . score" ' 345 '. ' " " " " ' " ' " - " 

Exons- - 2902 . . 3192-, - 2902. . 3117, -..2910..-. -3122,: 3148'. . 3363, -"3169..- . 3363 

Seq. No. 37642 Seq. ID OJ991109_b5 . 012 1 . C6 

Gene No. 77311 Strand + 

Start 1 End 5326 

Name OJ991109_05 . 0121 . C6 . o4 . tm Method TBLASTX : Maize 

Start 2908 End 3128 

GI none Score 383 

Exons 2908.. 3126, 2909.. 3112, 2910.. 3128 

Seq. No. 37642 Seq. ID OJ991109_05 . 0121 . C6 

Gene No. 77311 Strand + 



37248 



start 
Name 
Start 
GI 

Exons 



OJ991109_05.0121.C6.o2.tm 

3256 

none 

3256. .3381, 3258.-3377, 3378. 
3404. .3562, 3405. .3563, 3472, 
3647. ,3805, 3648. .3809, 4260, 



End 5326 
Method TBLASTX : Mai ze 
End 4 34 6 

Score 177 

.3413, 3379. .3411, 3403. .3561, 

.3564, 3474.. 3563, 3619.. 3792, 

.4346, 4261. .4344 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 

.Start,„.^,,. 
.GI . ... 
Exons 



37642 
77311 
1 

OJ991109_05.0121.C6.o3.ts 

3366 

none 

3366. .3563, 3412. .3561, 3475, 
4260. .4292, 4299. .4418 

37642 
77311* 
1 

OJ991109__05. 0121.C6.o3'. tm 

j^.4 39,.., _ . -...^ ..'^ 

. none ..* . , . ... 

4439. .4609, 4441..4'476, 4443. 
5181,. 5315, .5185.. 5265, 5186. 



Seq. ID OJ991109_05.0121.C6 

Strand + 

End 5326 

Method TBLASTX : Soybean 

End 4 418 

Score 68 

.3564, 3621. .3809, 3638. .3799, 



Seq. ID 
Strand 
End 

Method 

_End„ 
..Score, 
.4805, 4515 
.5317, 5202 



OJ991109_05.0121.C6 
+ 

5326 

TBLASTX: Maize 

.5318__^_„^_,_ 

1.09 , 

4805, 4634'. .4807, 
5318 



Seq. No. 


37643 


Seq. ID 


OJ991109_05 


.0121 


.C7 


Gene No. 


77312 


Strand 


+ 






Start 


1 


End 


568 






Name 


OJ991109 05.0121.C7.ol.gp 


Method 


AAT/GAP 






Start 


1 


End 


411 






GI 


17002 1.R1084 


Score 


777 






Exons 


1. .411 










GI Descrip. 


•3150404 6.0e-16 (AC004165) 


putative mitochondrial 


carrier 




protein [Arabidopsis thaliana] ' 








Seq. No. 


37643 


Seq. ID 


OJ991109_05 


.0121 


.C7 


Gene No. 


77312 


Strand 


+ 






Start 


1 


End 


568 






Name 


OJ991109 05.0121.C7.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


511 






GI 


1723552^ • • ^ 


Score 


•179 






Exons ' ' 


V 1: :511-- ' : - : - 










GI Descrip. 


PUTATIVE MITOCHONDRIAL CARRIER C12B10 


.09' 








■ gi T 12 62422 |emb |CAA9'4 699. i r ' 


(■Z707 21'r agpetS" protein 








[Schizosacchafomyces pombej 










Seq. No. 


37643 


Seq. ID 


OJ991109_05 


.0121 


C7 


Gene No. 


77312 


Strand 


+ 






Start 


1 


End 


568 






Name 


OJ991109 05.0121.C7.ol.gs 


Method 


GENSCAN 






Start 


14 


End 


568 






GI 


none 


Score 


1 






Exons 


14 . ,568 










Seq. No. 


37643 


Seq. ID 


OJ991109_05 


.0121 


C7 


Gene No. 


77313 


Strand 


+ 







37249 




start 


2310 








End 


2748 


IN dXLLcr 




^ ■ VJ X ^ X 




. gp 


Mot" h 




o Oct I. u 


_ ^ O X V 








Fnrl 






' none 








O V-rWX c 


789 




2310 . . 27^ 


18 










Sea No. 


37643 








Seq. ID 


OJ991109 OS 


Gene No. 


77314 








Strand 




Start 


1 








End 


10834 


Name 


OJ991109 


_05.0121 


C7. 


ol , ts 


Method 


TBLASTX:Soyb 


Start 


1 








End 


502 


GI 


none 








Score 


83 


Exons 


1..57, 2. 


.58, 58 


.84 


, 59.. 


250, 166. .201 


, 260.. 502 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

_GI „ Descrip^. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



37643 
77314 
1 

OJ991109_05. 0121.C7.o3.np 
1 

2088657 

1..27, 2945. .3171, 3267. .3419 

- ( AFO 0.2 l^Ci 9 L :UD.!y^ o.vm „p r.o^t e i n.^ . X Ar alp i dop s i„s^^ t h a 1 i a n a^ L 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991109_05.0121.C7 

10834 
AAT/NAP 
3419 
251 



37643' 

77314 

1 

OJ991109_05.0121.C7.o2.np 

1613 

6014934 



Seq. ID OJ991109_05-. 0121.C7 
Strand 

End 10834 

Method AAT/NAP 

End 34 95 

Score 136 



1613. .1786, 1870. .1973, 2145. .2290, 3457. .3495 

DCL PROTEIN, CHLOROPLAST PRECURSOR (DEFECTIVE CHLOROPLASTS AND 
LEAVES PROTEIN) gi| 1305531 (U55219) defective chloroplasts and 
leaves; required for chloroplast development and palisade cell 
differentiation in leaves [Lycopersicon esculentum] gi 11323698 
(U55278) DCL [Solanum lycopersicum] 



Seq. No. 
Gene No. 
Start^ 
Name 
Start 
GI: • • . 
Exons " ■"' 



37 64 3 
77314 
1 

OJ991109_05.0121.C7.o2.gs 
1618 



OJ991109 05. 0121. C7 



none 
1618:-, 
3483. . 
7174. . 

10623.. 



Seq. ID 
Strand - 
End 10834 
Method GENSCAN 
End 10834 
■ - • ' • .- ■ Score .93 ■ • 
i833V:1870." .^1-978, • ^IbG', ;294-3V- 3d28-;- : 317Y,'-- 3267 :v34-4a^ • ' 
3796, 3894.. 4063, 4900.^5069, 5210.". 6814, 6906.. 7058, 
73327 74'93.'.7S38'; '7936. .800"5, ' 8304 .78456," 8549 . : 8663,' " 
.10834 . ^- - .Ji.--^.. : .„ 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



37643 
77314 
1 

OJ991109_05 . 0121 . C7 . o4 . np 
4840 
208865 
4840 
7856 

GI Descrip. (AF002 
[Arabi 



i6 

,5069, 
.8031, 



5210. .6811, 6882. 
8549. .8629 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991109_05.0121.C7 

10834 
AAT/NAP 
8629 
1225 



.7058, 7174. .7332, 7493. .7627, 



109) putative DNA-directed RNA polymerase II subunit 
dopsis thaliana] 



37250 



Seq. No. 37643 Seq. ID OJ991109__05 . 0121 . C7 

Gene No. 77314 Strand 

Start 1 End 10834 

Name OJ991109_05 . 0121 . C7 . ol . tm Method TBLASTX : Maize 

Start 5600 End 5965 

GI none Score 100 

Exons 5600.. 5797, 5807., 5965, 5820.. 5963 

Seq. No. 37644 Seq. ID OJ991109_05 . 0121 . C8 

Gene No. 77315 Strand + 

Start 1718 End 5865 

Name OJ991109_05 . 012 1 . C8 . ol . gp Method AAT/GAP 

Start 1718 End 3478 

GI 7034_1.R1084 Score 826 

Exons 1718.. 1993, 3201.. 3345, 3434.. 3478 

GI Descrip. M 9594 60/gb | AF126053 . 1 | AF126053 6.0e-10 Zea mays RACE small GTP 
binding protein mRNA, complete cds ' 

Seq. No. 37644 Seq. ID OJ991109_05 . 0121 . C8 . 

Gene No. 77315 Strand + 

-^-.„„^St art .17 18 .....End -:..:5l8 65„..^ - 

:. . .Name. ' _ ;...OJ9H.i69._ok. ojii X8 .,o2^^^^ : . Method. GENSCAN..„, 

□ Start 3156 ' End . 5625 

;2 GI none Score .88 

Exons ' 3156.. 3160, 3201.. 3345, 3679.. 3809, 4379.. 4605, 5219.. 5395, 
5477.'. 5625 

£3 Seq. No. 37644 Seq. ID OJ991109_05 . 0121 . 08 

[J Gene No. 77315 Strand + 

Start 1718 End 5865 

Name OJ991109_05 . 0121 . C8 . ol . np Method AAT/NAP 

Start 3201 End 5571 

^_ GI 2497492 Score 585 

C3 Exons 3201. .3345, 3434. .3487, 3718. .3809, 4379. .4605, 5219. .5395, 

5477. .5571 

U GI^Descrip. URIDYLATE KINASE (UK) (URIDINE MONOPHOSPHATE KINASE) (UMP 

KINASE) gi I 1653646|dbj IBAA18558 I (D90915) uridine monophosphate 
]f kinase [Synechocystis sp.] . , . 

C3 Seq. No. 37644 Seq. ID OJ991109_05 . 0121 . C8 

Gene. No. 77315'- r '. ■ ■ . - Strand. + 

*;Start ' ' " ' 17 IS*' - - " ■ : ■ " E^id " - 58 65* -'■ " 

Name OJ991109_05 . 0121 . C8 . o2 . gp _ M^ethod AAT/GAP 

■ Start"'" ' ' 3741 " ~" "End '""'5865'^" — 

^.^ GX - ■ 38 32^1 .R10.8"4 Score 1559; - : ' ^ . ' - 

Exons 3741.. 3809, 4379.. 4605, 5219.. 5395, 5477.. 5865 

GI Descrip.. ' 24 974 92/sp | P74 4 57 | PYRH_SYNY3 l.Oe-50 URIDYLATE KINASE (UK) 
(URIDINE MONOPHOSPHATE KINASE) (UMP KINASE) ■ 

>gi_165364 6_dbj_BAA18558_ (D90915) uridine monophosphate kinase 
[Synechocystis sp. ] ' 

Seq. No. 37644 Seq. ID OJ991109_05 . 0121 . C8 

Gene No. 77316 - Strand 

Start 902 End 2158 

Name OJ991109_05 . 0121 . C8 . ol . gs Method GENSCAN 

Start 902 End 2158 



37251 



GI 

Exons 



none 

902. .1123, 1703. ,2158 



Score 



,79 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



, Seq... No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 



37644 
77317 
3232 

OJ991109_05. 0121.C8 .o2. ts 

3232 

none 

3232.. 3360, 3270.. 3341, 3431, 

37644 
77317 
3232 

OJ991109_05.0121.C8.ol.tm 
3442 

none . • 

3442. .3489, 3442. .3489, 3446. 
3717. .3815, 4375. .4566, 4379, 
5217. .5393, 5218. .5394, 5218. 
5467. .5571, 5476. .5571 

37 64T"T7" 
77317 ' 
3232 

OJ991109_05.0121.C8.ol.ts 

4449 

none 

4449. .4556, 4454. .4567, 4460. 
5204. .5392, 5218. .5394, 5218. 
5467. .5559 



OJ991109_05.0121.C8 
5571 

TBLASTX : Soybean 

3765 

137 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.3490, 3730.. 3765 

Seq. ID OJ991109_05.0121.G8 
Strand 

End 5571 

Method TBLASTX : Mai ze 

End 5571 

Score 90 

.3493, 3712. .3882, 3716. .3808, 
.4567, 4380. ,4604, 5204. .5392, 
.5391, 5244, .5393, 5466. .5570, 



Seq. ID 
Strand 
End • 
Method 
End 
Score 



. 0 J9 911 0,9 ..05. 0.12 1,....C8,., . 



5571 

TBLASTX : Soybean 
5559 
134 

4561, 4556. .4609, 4557. .4604, 
5391, 5244. .5402, 5439. .5558, 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene ■ No . 
Start 
Name 
'Start'^ 
GI - - - 
Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



37645 Seq. ID 

77318 Strand 

839 End 
OJ991109_05.0121.Cll.ol.gp Method 

839 . . End 

none Score 

839. .878, 973. .1041, 1131. .1393 

37645 Seq. ID 

77318 --^ 1 ■ ' • Strand 

B39- '- r: . r : .^^^ - : v . . 

OJ991109_05. 0121. Gil. ol.gs ' Method 

8:39 ' ■ ' ■ • " ' " "* * -'End ' 

-none- • - . . . . . -Score:--.-. 

839. .878, ,973. .1041, 1131. .1370 .' 



OJ991109_05.0121.C11 
+ 

1393 
AAT/GAP 
1393 
667 



OJ991109_05.0121.C11 

-+ ... . • ' 

'1393V-'-"""'' 
GENSCAN 

137 0 ' - - ' ■ 

■-.-91- . - - ■- - : . - 



37645 
77319 
3020 

OJ991109_05.0121.Cll.ol.tc 

852 

none 



Seq. ID 
Strand 
End 

Method 
End 
Score 

852. .881, 970. .1065, 975. .1040, 1128. . 1367, 1128. .1208, 
1130. .1366, 1314. .1367 



OJ991109_05.0121.C11 
+ 

3571 

TBLASTX: Cress 
1367 
47 



37252 




Seq. No. 


37645 








Seq. ID 


■OJ991109_ 


_05.0121 


.Cll 


Gene No. 


77319 








Strand 


+ 
















tno. 


7 1 
jO / X 






Name 


n.TQQI 1 HQ n s 


m 9 1 

. UIZ 1 . 


PI T r\0 
U 1 1 . OZ 


. gs 


wecnoa 


P C M c p a M 
















bna 


T c: 7 T 
OD / X 






C T 


none 








Score 


X 






Exons 


















oecj . iNo . 


37646 








Seq. ID 


OJ991109_ 


UO . UXz X 


. CXz 


Gene No. 


77320 








Strand 








Start 


81 








End 


3341 






Name 


OJ991109 05 


.0121. 


PI 9 r\^ 


• gs 


Method 


GENSCAN 






Q-(- a t\- 

o L.air L 


81 








End 


3274 








none 








Score 


.82 








81. .500, 629. .728 


, X o o o 


• . X O / 4 


, 2023.. 2096, 2265. 


9 9 QQ 
. Z Z J? , 






2711. .3274 
















o e q . LN O . 


37646 








Seq. ID 


OJ991109_ 


UO . U X z X 


. L Xz 




77320 








Strand 








Start 


81 








End 


3341 






Name. . 


OJ991109 05 


.0121. 


012. ol 


. np 


Method 


AAT/NAP 






-C;-|- ra -r-t- 


■284- 








_End 


■ 3341 








..,„3,9.35138„ . 








Score. 


.. 556. . 






Exons 


■ 284. .500, 629. .72 


8, 1040. .1126, 1358. 


.1749, 222C 


I 0 O Q Q 

' , . zz y y , 






^ / Uo . . zo bo , 


z y y u . 


.3341 














\ U U 3 i U b J 


i ZDlNzU 


.2 [Arabidopsis thaliana] 








37647 








Seq. ID 


OJ991109_ 


05.0121 


.013 


Gene No . *• - 


• 77321 








Strand 


+ 






Start 


1161 








End 


4099 








OJ991109 05 


.0121. 


C13.01 


.gs 


Method 


GENSCAN 






q+- a 

o car L 


1161 








End 


3823 








none 








Score 


.74 






Exons 


1161. .1345, 


1396. 


.1433, 


1825. 


.2103, 2192.. 2359, 


3306. .3482, 




3636. .3823 
















Seq. No. 


37 647 








Seq. ID 


OJ991109_ 


05.0121 


.013 


Gene No. 


77321 








Strand 


+ 






O L. cL J. L 


1161 








End 


4099 






Name 


OJ991109 05 


.0121. 


C13.01 


.gp 


Method 


AAT/GAP 






O d I- L 


1235 








End 


2018 








none 








Score 


915 • - 








-■''•f235V.T4 33,- 


';'l618v/ 


vi714;- 


^'1825\ 


V2018- ■ 








. iNO . 


"37647 . ■ 








"Seq. ' ID^ 


Oj9"9110 9_^ 


0'5V0121 


:ci3 


-Gene No 


^ -77321.. -■■ 








.- Strand-.' 








Start 


1161 








End 


4099 






Name 


OJ99110'9 05 


.0121-. 


C13.01 


. tw 


Method 


TBLASTX: Wheat 




o L ari. 


2187 








End 


3705 








none 








Score 


244 






Exons 


2187. .2363, 


2191. 


.2358, 


2191. 


.2364, 3372. .3470, 


3389. .3478, 




3392. .3469,. 


3402, 


.3482, 


3634 . 


.3705, 3635.. 3703 






Seq. No. 


37647 








Seq. ID 


OJ991109_ 


05.0121, 


.013 


Gene No. 


77321 








Strand 








Start 


1161 








End 


4099 







Name OJ991109_05 . 0121.013. ol . tc Method TBLASTX : Oress 

- ■ 37253 



O 4- -t -v4- 










hna 


T Q 0 "3 

Jo ^ J 




none 








Score 


Xo 4 


Exons 


o ^ ^ /I "5 0 9 9 


J boo 


Q 9 "5 








Seq. No. 


37647 








Seq. ID 


'OJ991109 


Gene No. 


77321 








Strand 


+ 


OLa-XTL. 


J. X U X 








iijna 


/I n Q Q 
fi u y y 


Name 


P» TQ Q lino n c: 


n T 9 1 


r'T /^9 
. CX 0 , OzC 


• gp 


Method 


7\ 7\ T" //^ 7\ O 

RPiL /CjAF 


o car u 










bna 


/I n Q Q 




none 








Score 


Q 1 1 

0 X X 


Exons 


00/ /. .^uyy 












Seq. No. 


37648 








Seq. ID 


OJ991109 


Gene No. 


77322 








Strand 






1 "^9 
X J 








bna 


97 9 
Z / Z 


Name 


OJ991109 05 


0121 


C14 . ol 


. gs 


Method 


GENSCAN 


Q-l- a T+- 

oi-air L. 


1 '^9 








£jnQ 


9 7 9 
Z / Z 




none 








Score 


7 Q 

. / y 


Exons 


1 "^9 979 












Seq. No. 


37649 








Seq. ID 


OJ991109 


Gene No. ■ 


::„.-i7 323,-,-; 




■ . - 


_ ^ ^ 


■ Strand 


■ +. ■ .- 




fi 9 








...h^na , 


Q C 


Name 


uj yyxiuy uo 


n 1 9 1 
U X Z X 


LXO . OX 


.gs 


Metnoa 


GENSCAN 


ri 4- -1 -v--t- 

o tar L 


Q 9 
oZ 








End 


y OD 




none 








Score 


. DO 


Exons 


09 Q 






















oeq . X u 


P1TQQ1 1 no 
uj y y X X u y 


Gene No. 


77324 








Strand 


+ 


Start 


1 








End 


542 


Name 


OJ991109 05. 


0121. 


C16.02 


.np 


Method 


AAT/NAP 


Start 


1 








End 


542 


GI 


5777617 








Score 


70 


Exons 


1..61, 435.. 


542 











GI Descrip. (AJ245900) CAA30375.1 protein [Oryza sativa] 



Seq. No. 37650 Seq. ID 

Gene No. 77325 Strand 

Start 1 End 1252 

Name OJ991109_05 . 0121 . C16 . ol . np Method AAT/NAP 

Start. . 1 . End - . 131- - 

-GI - ■ ■•'■'-■-'606965-7'*"- - - ■ ^ score"- 'l^^ 

Exons ^ ■ 1 . . 131 

GI DescripT " 1AP000616)" hypbthetlcar protexh' "[Oryza s'ativa] ' 



OJ991109 05.0121.C16 



Seq.. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 



37650 ' * Seq. ID 

77325 " Strand 

1 ^ End 1252 

OJ991109_05.0121.C16.o3.np Method AAT/NAP 

1 End 1252 

5669672 Score 62 
1..74, 851. .1007, 1213. .1252 

(AF100770) re^ceptor-like kinase [Hordeum vulgare] 



OJ991109 05.0121.C16 



37651 
77326 



Seq. ID OJ991109_05,0121.C18 
Strand + 



37254 



start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start ■ 
GI 

Exons 



End 

Method 
End 
Score 



60 

AAT/GAP 
60 
100 



OJ991109_05.0121.C18.ol.gp 
1 

77434_1.R1084 
1. .60 

'2827528/emb|CAA16536.1| 2.0e-10 (AL021633) predicted protein 
[Arabidopsis thaliana] ' 



37652 Seq. ID 

77327 Strand 

24 69 End 

OJ99102 9_09.0120.Cl.ol.gs Method 

24 69 End 

none Score 
2469. .2894 



OJ991029_09.0120.C1 
+ 

2894 
GENSCAN 
2894 
. 99 



Seq. No. 
Gene No. 
Start 
Name 
Start 
GI ,, 



Exons 

GI Descrip . 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



37652 Seq. ID 

77328 Strand 
4626 End 
OJ991029_09.0120.Cl.ol.gp Method 
4626 End 

^67^^1.._R108A Score _ 

.4.62 6 . . 5 5.8 b - . . . ' ■ ..J; ... _ ; . . . , , 

*3929323 8.0e-35 (AF100332) 
grex Madame Thong-IN] * 

37652 

77329 Strand + 
11875 , End 13187 
OJ99102 9_09 . 0120 . CI . o4 . gs Method GENSCAN 
11875 End 12866 
none Score .62 
11875. . 12044, 12144. .12729, 12786. .12866 



OJ991029_09.0120.C1 
+ 

5580 
AAT/GAP 
5580 
1849 



putative 21D7 protein [Dendrobium 



Seq. ID OJ991029_09.0120.C1 



37652 Seq. ID 

77329 Strand 

11875 End 

OJ99102 9_09. 0120.Cl.o4 .gp Method 

12259 ■ End 

none Score 

12259. .12289, 12780. .13187 



OJ991029_09.0120.C1 
+ 

13187 
AAT/GAP 
13187 
569 



Seq.- -No. 
Gene No. 
Start ' ■ 
Name - 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start^ 

Name 

Start 

GI 

Exons 



" 6 J9 9 io2"9_o 9 :o r2 a.-c 1 

+ 

1737-8 

GENSCAN - ■ . - 
17378 
.59 



•3765-2 ■; ' ^eq: TD'' 

77330 * . „ _ Strand 
16104 " ' ~ ' ' " ' End^ 

-OJ99-1029-^0"9-.0120.Cl.o6;-gs - .-"Method 

16104 End . ' 

none Score 

16104 .. 16205, 17331. .17378 

37652 

77331 Strand 
25050 End 
OJ99102 9_09.0120.Cl.o8 .gs Method 
25050 End 
none Score 
25050. .25069, 25723 .. 25876, 26009 .. 26060 , 2 6968 .. 29751 , 



Seq. ID OJ991029_09.0120.C1 
+ 

31225 
GENSCAN 
31225 
.78 



37255 



30223. .30999, 31194.. 31225 



Seq. No. 37652 Seq. ID 

Gene No. 77331 Strand 

Start 25050 End 

Name OJ991029_09 . 0120 . CI . o5 . np Method 

Start 25724 End ' 

GI 6056407 Score 

Exons 25724. .25956, 26968.-27426 

GI Descrip. (AC009525) Similar to glutathione S-transf erases . 
thaliana] 



OJ991029_09.0120.C1 
+ 

31225 
AAT/NAP 
27426 
209 



[Arabidopsi 



Seq. No. 37652 Seq. ID 

Gene No. 77332 Strand 

Start 33776 End 

Name OJ991029_09 . 0120 . CI . o9 . gs Method 

Start 33776 End 

GI none Score 

Exons 33776. .33988 



OJ991029_09.0120.C1 
+ 

33988 
GENSCAN 
33988 
.73 



Seq. .No. 37652 

..Gene^Np^: .-77,333_ 

Start.,,. 15.23.9, .. 

Name " OJ991029_09 . 0120 .'Cl . olO . gs 

Start 35239 
GI none 
Exons 35239. 



.35421, 35501. .36514, 



Seq. ID OJ991029_09.0120.C1 
™™„S t,ra nd ■ „ 

End:_..,.:,:7.3i9S,j::_: 

Method GENSCAN * 
End 37963 
Score 1 
36607. .37589, 37690.. 37963 



Seq. No. 37652 

Gene No. 77334 

Start 45970 

Name OJ991029_09 . 0120 . CI . ol4 . gs 

Start 45970 

GI none 

Exons 45970. .46282, 47 103 .. 47287 , 
49273. .49457 



Seq. ID OJ991029_09. 0120.C1 

Strand + 

End 49457 

Method GENSCAN 

End 49457 

Score .45 
48786. .48858, 4 9025 .. 4 9147 , 



Seq. No. 37652 . Seq. ID 

Gene No. 77334 Strand 

Start 45970 End 

Name OJ99102 9_09.0120.Cl.o7.np Me t hod 

Start • 48140 * ■ : End 

•GI- - - - "5852093-- -"^ -^cbre • 

Exons 48140.. 48246 

'GT Descrip. " (ALri7264)" zwhl6. 1 '^[Oryza sativaf"" " 



OJ991029_09.0120.C1 
+ 

49457 
AAT/NAP 
48246- - ■ 



Seq.' No. 37652- 

Gene No. 77335 

Start 5078 

Name OJ991029_09 . 0120 . CI . o2 . gs 

Start 5078. 

GI none 

Exons 5078.. 5590, 5666.. 5905, 6139'. 

6704. .6841, 7818. .7943, 7991. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.6249, 6344. .6398, 
.8181, 8269. .8344 ' 



OJ991029_09.0120.C1 

8394 
GENSCAN 
8344 
. . 95 

6492. . 6628, 



Seq. No. 
Gene No. 



37652 
77335 



Seq. ID 
Strand 



OJ991029 09. 0120. CI 



37256 



start 
Name 
Start 
GI 

Exons 

GI Descrip, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



5078 

OJ991029_09.0120.Cl.ol.np 

5081 

3914467 



End 8394 
Method AAT/NAP 
End 8347 
Score 1766 

,6394, 6488. .6628, 



5081.. 5590, 5666.. 5905, 6139.. 6249, 6344. 
6704. .6841, 7991. .8181, 8269. .8347 

26S PROTEASOME REGULATORY SUBUNIT S3 (NUCLEAR ANTIGEN 21D7) 
gil 1864003|dbj IBAA19252I (AB001422) 21D7 [Nicotiana tabacum] 



37652 
77335 
5078 

OJ991029_09.0120.Cl.o2.gp 
5706 

9001_1.R1084 

5706.. 5905, 6139.. 6249, 6344 



OJ991029 09. 0120. 01 



Seq. ID 
Strand 

End 8394 
Method AAT/GAP 
End 6818 
Score 1120 

6398, 6492. .6628, 6704. .6818 
*3914467/sp| P93768 I PSD3_T0BA0 5.0e-83 26S PROTEASOME REGULATORY 
SUBUNIT S3 (NUCLEAR ANTIGEN 21D7) >gi_18 64003_dbj_BAA19252_ 
(AB001422) 21D7 [Nicotiana tabacum] ' 



beq. No. 


37652 






Seq. ID 


OJ991029 


09 


. OlzU 


. CI 


,Cen^§__JJOj.^_^ ^ ^ 


™773-35, - 






S.trand._ 










.Start,-.,.. 


. 5,qzb: L ... 










— - 


— , _ — . 




Name 


OJ991029 09. 


0120.cf.' 


o3 . gp 


Method 


AAT/GAP 








b tart 


8023 






• End 


8394 








GI 


426277 






Score 


513 








Exons 


8023. .8181, 


8269. .8394 












beq. NO. 


37652 






Seq. ID 


OJ991029_ 


uy 


. U iz U 


. CI 


Gene No . 


77336 






Strand 










Start 


9506 






End 


15003 








Name 


OJ991029 09. 


0120. CI. 


o3 . gs 


Method 


GENSCAN 








Start 


9506 






End 


11157 








GI 


none 






Score 


.91 








Exons 


9506. .10079, 


10535. . 


11157 












Seq. No. 


37652 






Seq. ID 


OJ991029_ 


_09 


.0120 


.01 


Gene No. 


77336 






Strand 










Start 


9506 






End 


15003 








Name 


OJ991029 09. 


0120.01. 


o2.np 


Method 


AAT/NAP 








Start 


9527 




End 


14904 








GI 


5668808 • - 






Score- ' 


13 0-4 . . 








Exon's"* * " ■ ' 


■-'9527-:-;i(3'(3'7 9; 


■■10535V. 


11163,- 


■H638v-vl490'4 - - • " 








GI Descrip. 


"(AC007519) F16N3.20 


[Arabidopsis thaliana] 








■ Seq.- -No. - - 


.37652 - . 






-* "' Seq. - JD - 


-6J99102-9_ 


J)9 


.0120 


CI 


Gene No. 


77336 






Strand 










Start ' 


9506 






End 


15003 








Name 


OJ991029 09. 


0120. CI. 


o5.gp 


Method 


AAT/GAP 








Start 


12253 




End 


13185 








GI 


none 






Score 


567 








Exons 


12253. .12286 


, 12777. 


.13185 












Seq. No. 


37652 






Seq. ID 


OJ991029_ 


^09 


0120 


01 


Gene No. 


77336 






Strand 










Start 


9506 






End 


15003 








Name 


OJ991029 09. 


0120.01. 


o5 . gs 


Method 


GENSCAN 









37257 




start 


14599 




End 


15003 








GI 


none 




Score 


. 53 








R von 


14599. 15003 














Sea. No. 


37652 




Seq. ID 


OJ991029_ 


_09- 


.0120. 


, CI 


Gene No. 


77337 




Strand 










Start 


17837 




End 


23524 








Name 


OJ991029. 09. 0120. CI 


- o3 . np 


Method 


AAT/NAP 








Start 


17837 ~ 


End 


20155 








GI 


6598805 




Score 


369 








Exons 


17837 . . 17932, 19039 


. .19415, 


19698. .19876, 19983 


. .20155 




GI Descrip. 


(AF024504) unknown 


protein 


[Arabidopsis thaliana] 






Seq. No. 


37652 




Seq. ID 


OJ991029_ 


_09, 


.0120. 


, CI 


Gene No. 


77337 




Strand 










Start 


17837 




End 


23524 








Name 


OJ991029 09. 0120. CI 


. o7 . gs 


Method 


GENSCAN 








Start 


18981 ~ 




End 


23524 








GI 


none 




Score 


.89 








Exons 


18981 . . 19415, 19698 


. . 19876, 


19983. .20169, 22607. 


. ,22654, 




, - 


23453 , . 23524 














.ae^q. Jno.. 






. ieq:._...m. 








Gene No. 


77337 




Strand 










Start 


17837 




* * End 


£^ O ^ 








Name 


OJ991029 09 0120 CI 




Method 










Start 


19084 ~ 




End 


± _? *i O U 








GI 


none *> r-^ 




Score 


586 








Exons 


19084 19430 














Sea. No. 


37652 




Seq. ID 


wo ^ _/ X U _7 


HQ 


0120. 


CI 


Gene No. 


77337 




Strand 










Start 


17837 




End 


23524 








Name 


OJ991029 09 0120 CI 


. o4 .np 


Method 


AAT/NAP 








Start 


19233 ~ 




End 


22471 








GI 


5852093 




Score 


77 








Exons 


19233. .19370, 20930 


. .21087, 


22415. .224 


:71.. 








GI Descrip. 


fAL117'2641 zwhl6 1 


[Oryza sativa] 










Seq. No. 


37652 




Seq. ID 


OJ991029_ 


_09. 


0120. 


CI 


Gene No. 


77337 




Strand 










Start ■ ■:- 


17837 




• End • 


23524 • 








Name ' " " " 


OJ99i029' 09 '■0120 ' Ci 


.07 ;gp 


Method 


AAT/GAP 








Start 


19816 .~ 




-End 


20209 








GI ** ^ "" 


none * * 




Score'"'" 


488 ■ 








Exons 


19816 L9876 '- -19983 


. .2020:9- 












Seq. No. 


37652 




Seq. ID 


OJ991029_ 


_09. 


0120. 


CI 


Gene No. 


77338 




Strand 










Start 


38963 




End 


39394 








Name 


OJ991029 09 0120 CI 


. oil . gs 


Method 


GENSCAN 








Start 


38963 




End 


39394 








GI 


none 




Score 


.91 








Exons 


38963. .39394 














Seq. No. 


37652 




Seq. ID 


OJ991029_ 


09. 


0120. 


CI 


Gene No. 


77339 




Strand 











37258 



start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



41824 End 46835 

OJ991029_09. 0120.C1 .o6.np Method AAT/NAP 

41824 End 46835 

6069654 Score 594 

41824. .43510, 4 4 927 45001 , 46780. .46835 
(AP000616) hypothetical protein [Oryza sativa] 



37652 
77339 
41824 

OJ991029_09.0120.Cl.ol3.gs 

43884 

none 



Seq, ID OJ991029_09.0120.C1 
Strand 

End " 46835 
Method GENSCAN 
End 45623 
Score .42 



43884 . .43941, 44 14 8 .. 4 4 353, 4 5278 .. 4 54 7 6, 45619. .45623 



Seq. No. 37652 Seq. ID 

Gene No. 77339. Strand 

Start 41824 End 

Name OJ991029_09 . 0120 . CI . o8 . gp Method 

Start 45907 End 

GI 3761586 Score 
Exons.. . 4.5907 ,. 4.6294.^ 



OJ991029_09.0120.C1 

46835 
AAT/GAP 
46294 
696 



Seq. No. 37652 ' V Seq. ID 

Gene No. 77340 ■ Strand 

Start 46816 End 

Name OJ991029_09 . 0120 . CI . o9 . gp Method 

Start 46816 End 

GI 3761585 Score 

Exons 46816.. 47180 



OJ991029_09.0120.C1 

47180 
AAT/GAP 
47180 
678 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



37652 
77341 
51090 

OJ991029_09. 

5036 

none 

5036, ,5110, 
5178. .5591, 
6124. .6252, 
6335. . 6400, 
6704-. . 6.841, 



0120.Cl.ol.tm 



Seq. ID 
Strand 
End 

Method 
End 
Score 

5044, ,5493, "5137, ,5589, 
5183.. 5593, 5613,, 5909, 
6140, ,6268, 
6489. .6629, 
7.98 9V. 8039, 



6139. 
6476. 
6709. 



6198, 
6628, 
6843, 



OJ991029_09.0120.C1 
51448 

TBLASTX: Maize 
8182 
463 

5160. .5588, 5174. .5590, 
5664. .5906, 5666. .5908, 
6326.. 6397, 6333. .6398, 
6490. .6630, 6704. .6844, 
7991. .8179',. 8123. .8182 



Seq, No. 37652 

Gene' No. " ^'77341 ' ' ' " ' ' ' 

-Start 5ioao • - - : . : - 

Name OJ991029_09 . 0120 . CI . ol'.' ts 

Start 5078 
GI ■ none 

Exons 5078.. 5110, 5157., 5546, 5158, 

5213, .5593, 5623. .5793, 5642. 
5667. .5909, 5845. .5910, 6139. 
6348. .6395, 6476. .6628, 6492. 
7991. .8179 



Seq. • ID 
"St rand' 
-End 

Method 

End 

Score 

.5589, 5174 
.5908, 5665 



OJ991029 09, 0120, CI 



■51-4 4 8- - . 
TBLASTX: Soybean 
8179 
250 

5590, 5181 
5907, 5666 



6198, 6140. 
6629, 6704. 



,6253, 6326. 
,6844, .6704. 



5591, 
5908, 
6397, 
6841, 



Seq. No. 
Gene No, 



37652 
77341 



Seq. ID 
Strand 



OJ991029 09. 0120. CI 



37259 




start 


51090 






End 


51448 


Name 


OJ991029 09 


.0120 


.Cl.ol.tc 


Method 


TBLASTX: Cress 


A rf- 

O (-Cti. u 


"ST 

,J X u ^ 






End 


5875 










Score 


102 


lit AvJI io 


SIS? S?4 


SI fit 

>J X O X 


S ^4 6 S 1 66 


.5381, 5174. .5392, 5181. .5390 




S4S4 SSd"^ 


S4 77 


SS4S SSd"^ 


.5590, 5562. .5591, 5598. .5870 






S67 9 


SR7 S 






Seq. No. 


37652 






Seq. ID 


OJ991029_09.0120.C1 


Gene No. 


77341 






Strand 




Ol.Cli.l- 


SI nQD 






End 


51448 




O.TQQI n9Q HQ 

^ -7 X U 4. U -? 


• U X ^ u 


pi n1 tw 


Method 


TBLASTX: Wheat 


Q-t- -r-l- 


J D D D 






End 


6186 


o ± 


none 






Score 


241 


P von Q 


5666 S896 


S667 

J u o / 


S891 5668 


.5892, 6136. .6186, 6140. .6184 


O C . LN , 


J f U J ^ 






Seq. ID 


OJ991029_09.0120.C1 


Lie life; INU . 








Strand 




Start 


51090 






End 


51448 


Name 


OJ991029 09 


.0120 


.Cl.o3. tc 


Method 


TBLASTX: Cress 


O LCli- U 


SR 7 






End' 


6754 




non^,^^^^_^^^__^^ 






Score_._ 


- 78 


TT" V n o 


Sft 7 SQDP 


9 S' 


(Toil • (^I'^q 


-6 2 5, 2 , ,6.13 9„.„ 6.1.9 8:,..^6 3 2.6.., ..6 3.94 . 




f^4 <^7 (^ ir;9 ft 

040 / . > ODZO/. 


Q9* 


f^69 Q 64 Q7 

. .DOZ^, 0*1-7/. 


.6631, 6499.. 6633, 6704.. 6754 














Seq. No. 


37652 






Seq. ID 


OJ991029_09.0120.C1 


Gene No. 


77341 






Strand 




O U O i. L. 


SI OQn 

-J X VJ ^ VJ 






End 


51448 


Name 




. U X Z U 


o9 -l-m 
. L^x . OZ . Um 


Method 


TBLASTX: Maize 


O Ldi L 


J z ^1 






End 


10025 




none 






Score 


552 


P von Q 


QS9? Q669 


QS9fi 


1 009S QS^^ 


. .9925 




Qoo M/^ 
O c . IN O . 








Seq. ID 


OJ991029_09.0120.C1 


Gene No. 


77341 






Strand 




Start 


51090 






End 


51448 


Name 


OJ991029 09 


.0120, 


.Cl.o2.tc 


Method 


TBLASTX: Cress 


O I- d I. L 


9539 






End 


14859 




none 






Score 


132 


Exon s 


9539. .9913, 


9702, 


..9830, 9954. 


.10079, : 


L0004. .10075, 10064 . . : 




10535..-.1'1161/- 105.37. . 11160, 14635-. . 14i 


359/ 14636. . 14779 . 


Qoo Mo 


37652 






Seq. ID 


OJ991029 09. 0120. 01 


'Gene ' No'.' 


' 77341"' " " " 






.Strand 




Start. 


.51090 . . 






End - . 


514 4.iB . - 


M^3mca 


OJ991029 09. 


.0120. 


Xl.o2.ts 


Method 


TBLASTX: Soybean 


O Udi. L 


9545 






End 


14826 


O JL 


none 






Score 


162-^' • 


Exons 


9545. . 9922, 


9588. 


..9881, 9951., 


.10067, 10004. .10075, 10531..: 




10898. .11161, 14620. .14826 






Seq. No. 


37652 






Seq. ID 


OJ991029_09.0120.C1 


Gene No. 


77341 






Strand 




Start 


51090 






End 


51448 


Name 


OJ991029 09. 


.0120. 


.Cl.o3.tm 


Method 


TBLASTX: Maize 


Start 


10552 






End 


14805 



37260 



GI 

Exons 



none 



Score 



37 



10552. .10635, 10573 10632 , 1064 8 10713, 107 17 10863, 
10723. .10920, 10912. .11160, 10913 11161, 14 635 14 805, 
14638. .14805 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



...jS.eq..^:No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 



37652 

77341 Strand 

51090 ' End 

OJ991029_09.0120.Cl.o2. tw Method 

10717 ' End 

none Score 

10717. .10773, 10720. .10986, 10898. .10948 



Seq. ID OJ991029_09,0120.C1 



51448 

TBLASTX: Wheat 
10986 
54 



37652 Seq. ID 

77341 Strand 
51090 End 
OJ991029_09.0120.Cl.o6.tm Method 
19029 End 
none Score 

19029. .19112, 19098. .19160, 

19278. .19415, 19318 .. 194 1 6' 



OJ991029_09.0120.C1 
51448 

TBLASTX: Maize 
19416 
53 

19099. .19161, 19278. .19415, 



S.eq...„ID OJ991.02 9^.0-9. ..ai2a..Gl., 



77341 
51090 

OJ991029_09.0120.Cl.o4 .tm 

25700 

none 



Strand 
End 

Method 
End 
Score 

25700. .25729, 25739 .. 2587 6, 25748 25840, 25758.-25880,^ 
25979. .26077, 2 6880 .. 27209, 2 6951 27 136, 26967. .27167 



51448 

TBLASTX: Maize 

27209 

40 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start " 
Name 
Start • 

Exons 



37652 Seq. ID 

77341 Strand 

51090 End 

OJ991029_09.0120.Cl.o4 .tc Method 

26967 End 

none Score 

26967. .27116, 27180. .27389 



OJ991029_09.0120.C1 
51448 

TBLASTX: Cress 

27389 

80 - . 



OJ991029 09. 0120. CI 



37652 Seq. ID 

77341 Strand 
'51090- • ■ ^ ■ End - 

-OJ99l02 9^0'9. 0120 .CI .■•o3.' ts" ""' Method " 

•27027 ■' ■ End 

'riohe"' " ■ - " ■ • ^- - Score " " 

2-7 027 ... 271 3.4 ^-2 7 02 9 ... 2 7 1'-O Q-, - -27 L5 0 2-7 3 0.2v -2 721 a.--. 2729 6.,:. 

27312. .27392 



51448 ■ 

TBLASTX - Soybean"" 
27392 ■ ■ 
'7 9- ' 



Seq. No. 37652 
Gene No. 77341 
Start 51090 

Name OJ991029_09 . 0120 . CI . o5 . tm 

Start 39020 
GI none • 

Exons 39020. .39139, 39026 .. 3914 5, 

39102. .39224, 39143 .. 39283, 
39333. .39401 



Seq. ID OJ991029_09.0120.C1 
Strand 

End 51448 

Method TBLASTX: Maize 

End 39401 

Score 116 
39073. .39162, 39102 .. 39272 , 
39320. .39394, 39327 .. 39398 , 



37261 



Seq. No. 37652 Seq. ID. OJ991029_09 , 0120 . CI 

Gene No, 77341 Strand 

Start 51090 End 51448 

Name OJ991029_09 . 0120 . CI . o5 . to Method TBLASTX : Cress 

Start 39032 End 39398 

GI none Score 118 

Exons 39032. .39289, 3904 8 .. 392 63, 39299 .. 39397 , 39324.. 39398 

Seq. No. 37652 Seq. ID OJ991029_09 . 0120 . CI 

Gene No. 77341 Strand 

Start 51090 End 51448 

Name OJ991029_09 . 0120 . CI . ol5 . gs Method GENSCAN 

Start 51090 End 51448 

GI none Score .42 • 

Exons 51090. .51372, 51378.. 51448 

Seq. No. 37653 Seq. ID OJ991029_09 . 0120 . C2 

Gene No. 77342 Strand + 

Start , 1 End . 6144 

Name OJ991029_69 . 0120 . C2 . ol . np Method AAT/NAP 

_Start L , ™ . JEnd 3485- 

.„GI-... .... . :.30,8il26,:_ ^ Sco.re, _7-89. 

Exons ' 1. .281, 401. .912, 1029. .1174, 1796. .2019, 2736. .3485 

GI Descrip. {AL022604) putative protein [Arabidopsis thaliana] 

Seq. No. 37653 Seq. ID OJ991029_0 9 . 0120 . C2 

Gene No. 77342 Strand + 

Start 1 End 6144 

Name OJ991029_09 . 0120 . C2 . ol . gs Method GENSCAN 

Start 60 End 6144 

GI none Score . 55 

Exons 60. .419, 515. .927, 1029. .1174, 1796. .2019, 2264. .2330, 
2776. .3505, 3645. .3672, 4924. .5108, *5348.,.6144 . 

Seq. No. 37653 Seq. ID OJ991029_09 . 0120 . C2 

Gene No. 77343 Strand + ' 

Start 8045 End 9024 

Name OJ991029_09 . 0120 . C2 . o2 . gs Method GENSCAN 

Start 8045 End 9024 

GI none Score .89 

Exons ^ • -8045. .-8638, '8746. .8823, 8992-. .9024 



Seq. No:. " 37653^ " / ^ . Seq. ID OJ991029_09 . 0120 . C2 

Gene No": ' ' 77344 ' * • " ' ' * ' Stfraiid ■ + ' • '- ' 

Start- ■ 98 8-4 - . : : End-^.^ ^ - . 1 9253^- ^' - v. \. 

Name OJ991029_09 . 0120 . C2 . o2 . np Method AAT/NAP 

Start ' ' 9878 • End 15133 

GI- 2558663 Score 284 
Exons . 9878.. 10495, 14972.. 15133 

GI Descrip. (AC002354) hypothetical protein [Arabidopsis thaliana] 

Seq. No. 37653 Seq. ID OJ991029_09 . 0120. C2 

Gene No. 77344 Strand + 

Start 9884 End 19253 

Name OJ991029_09 . 0120 . C2 . o3 . gs Method GENSCAN 

Start 9884 End 10597 



37262 






none 




Score 


7 R 






Exons 


Qft ft 4 1 n R Q7 












C KI 

oeCj. NO, 


0 / 000 




oeq . 1 u 


n TQ Q 1 0 9 Q 


u y . uxzu 


no 
. uz 


Gene No. 


77344 




Strand 


+ 






Start 


9884 




End 


19253 






Nsme 




• o4 • qs 




oil* In O^w^riiN 






oZciTZ. 


X X D X f± 




Htna 


X O X 0 D 








none 




Score 


. Dy 






XP Y~\ 


1 ^ fil A 199fift 1'^09Q 
XXDX4..XZZD0/ XjUZj? 


1 '^Oft s 


1 "^1 7^ 1 "^1 

XjXoO. . ux 


oy, xfixzD 


1/11 c:7 
. . X fi 1 0 / , 






X40X0. .XOXOD 












Seq. No. 


37653 




Seq. ID 


OJ991029 


_09.0120 


.C2 


Gene No. 


77344 




Strand 


+ 






Of- a -rl- 


QR ft d 

-7 0 0 4 






X y z 0 J 






N3ine 


nTQQ109Q HQ 0190 rO 

vjui?yxu^2? uy.ux^u.uz 


. oZ . qp 


LYie unoQ 










1 ^QOI ~ 
± 0 y \j ± 






1 4 9 R ^ 
X *± Z 0 3 








s3 / D X D 0 D 




Score 








Exons 


1'^QOI 149RR 
Xji?UX. .XfiZOO 












0 e q . IN 0 . 


-3 7 fT c -3 




oeq. xu 


r\ TQ Q T n 0 Q 
UJ y y 1 y 


u y . uxzu 


no 
. UZ 


Gene^^No. ■, 


77344- 




„.™„Strand_ 


_^ ± _ J 








....9ua4.. 




End 








Name 


OJ991029 09. 0120. C2 


. o3.np 


Method 


AAT/NAP 






0 tare 


14399 




End 


18875 








2558663 




Score 


281 






^-T T** c» 


14399. . 15049, 18561 


. .18593, 


18765. . 188 


75 






taX uescnp. 


(AC002354) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


37653 




Seq. ID 


OJ991029_ 


_09.0120 


02 


Gene No. 


77344 




Strand 


+ 






0 L di. L 


9884 




End 


19253 






Name 


OJ991029 09. 0120. C2 


. o5 . gs 


Method 


GENSCAN 






0 L.ar c 


15868 




End 


17053 








none 




Score 


.48 








15868. .15873, 16169 


. .17053 










Seq. No. 


37653 . 




Seq. ID 


OJ991029_ 


_09.0120 


02 


Gene No. 


77344 




Strand 


+ 






0 L di. L 


9884 




End 


19253 






Name 


OJ991029 09. 0120. C2 


.06. gs 


Method 


GENSCAN 






OLdrL 


1-8174 - ■ ■ 




End: 


19253 - 








" none ' ' " ■ ' * ' " . 




'Score " 


.5 ■■ 






Exons 


18174 . .18776, 19248 


. .19253 










- -Seq. No. > 


^-37 653 ' ■ ' - 




-----Seq. -ID.-. 


--OJ991.029_ 


_.09 . 0120:. 


.02 


Gene No. 


77344 




Strand 


+ ■ . " 






0 UdX L 


9884 




End 


19253 






Name 


OJ991029 09. 0120. C2 


. o4 . gp 


Method 


AAT/GAP 






C 4- -1 r-4- 
0 L dir L 


18213 




End 


18571 






GI 


none 




Score 


697 






Exons 


18213. .18571 












Seq. No. 


37653 




Seq.' ID 


OJ991029_ 


_09.0120. 


02 


Gene No. 


77345 




Strand 








Start 


8484 




End 


13103 






Name 


OJ991029 09. 0120. C2 


. 0 1 . gp 


Method 


AAT/GAP 







37263 



start 
GI 

Exons 



8484 End 13103 

none Score 816 

8484. .8789, 12982. .13103 



Seq. No. 37653 

Gene No. 77346 

Start' 14818 

Name OJ991029_09 . 0120 . C2 .ol . ts 

Start 807 

GI none . 

Exons 807.. 911, 1076.. 1174, 1087, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991029_09,0120.C2 
18827 

TBLASTX: Soybean 

3099 

82 



,1173, 1793. .2020, 2737. .3099 



Seq. No. 37653 

Gene No. 77346 

Start 14818 

Name OJ991029_09 . 0120 . C2 . o5 . tm 

Start 891 

GI none 

Exons 891.. 926, 891.. 926, 1026.. 
1793. .1840 



Seq. ID OJ991029_09.0120.C2 



Strand 
End 

Method 
End 
Score 
1172, 1027. 



18827 

TBLASTX: Maize 

1840 

56 

,1173, 1028. .1174, 



,Seq.._ Np^ 
,Ge.ne, .No . 
Start 
Name 
Start 
GI 

Exons 



-J? 7 6 53.. 

.7734.6 . 

14818 

OJ99102 9_09 . 0120 . C2 . o3 . tm 

1841 

none 



.Seq^.^.^. ID , 0 J9 9 1029 „.,Ql9..J),1 2 0l,,„C2-, 



Strand 
End 

Method 

End 

Score 



188.27' 

TBLASTX: Maize 

3081 

243 



1841. .2020, 1841. .2020, 1864. .2022, 2722. .3030, 2723.-2857, 
2733. .3062, 2735. .3034, 2736. .3065, 2737. .3081 



Seq. No. 


37653 




Seq. ID 


OJ991029_09.0120.C2 


Gene No. 


77346 




Strand 




Start 


14818 




End 


18827 


Name 


OJ991029 09. 


0120.C2.ol. tc 


Method 


TBLASTX: Cress 


Start 


2944 




End 


3192 


GI 


none 




Score 


240 


Exons 


2944 . .3192, 


3009. .3161 






Seq. No. 


37653 




Seq. ID 


OJ991029_09..0120.C2 


Gene No. 


77346 




Strand 




Start 


14818 




End 


18827 


Name 


OJ991029- 09. 


0120.C2.ol.tm 


' Method ■ 


TBLASTX: Maize - 


Start ' ■ 


3082'" ■ ' ; 




' End • ■ 


- '34 8 9' - 


GI 


none 


3'0'82."";334 8, "3119 


Score 


341 


Exons 


'3082. ".'3'34'8, 


.'.3349, ^3327.. 34797 3328 . 34 8'9, 




.-334.6 ...>34 8.9- : 








Seq. No. 


37653 




Seq. ID 


OJ991029_09.0120.C2 


Gene No. 


77346 




■ Strand • 




Start 


14818 




End 


18827 


Name 


OJ991029 09. 


0120.C2.o4.tm 


Method 


TBLASTX: Maize 


Start 


8045 




End 


18356 


GI 


none 




Score 


156 


Exons 


8045. .8245, 


9883. ..10077, 9884. .10075, 


11614. .11730, 




11614. .11724 


, 11647. .11793, 


11732. .11794, 14399. .14599, 




14401. .14541 


, 14405. .14596, 


16321. .16434, 16322 .. 16516, 



16451. .16513, 18173. .18223, 18198 .. 18356, 18221. .18277 



37264 



Seq. No. 37653 
Gene No. 77346 
Start 14818 

Name OJ991029_09 . 0120 . C2 , o2 . tm 

Start 8258 
GI none 
Exons 8258.. 8476, 

8623. .8700, 

10261. .10464 



11865, 
14852, 
16552, 
16721, 
18390, 
18609, 



.12266 
.14959 
.16755 
.16876 
,18554 
,18827 



8294. .84 
10112. .1 
, 10457. 
, 14635. 
, 14967. 
, 16553. 
, 16913. 
, 18392. 



76, 847 
0255, 1 
. 10546, 
. 14880, 
.15083, 
.16765, 
.17002, 
.18595, 



Seq. ID OJ991029_09.0120.C2 
Strand 

18827 

TBLASTX: Maize 
18827 
167 

7. .8566, 8488. .8565, 8612. .8701, 
0153.. 10239, 10229. .10474, 
11824. .12267, 11824 .. 11988, - 
14797, 14794. .14958, 
15085, 15050. .15085, 
16756, 16594. .16767, 
18339, 18387. ,18542, 
18607, 18587. .18826, 



End 

Method 

End 

Score 



14636. 
14996. 
16568. 
18292. 
18428. 



Seq. No, 
Gene No. 
Start 
Name 

„Start.. 

.GI , 

Exons 



37653 
77346 
14818 . 

OJ991029_09.0120.C2.o3.gp 

.14.818 _ _ 

.i7j6.168.4 „ . . 

14818. .15279 



Seq, ID OJ991029_09.0120.C2 
Strand 

End 18827 

Method ' '/VAT/GAP 

„End 15279 



- Score . ...8.7.6.„ . ^ 



Seq. No. '37654 
Gene No. 77347 
Start 1 

Name OJ991019_04 . 0121 . CI . ol . gp 

Start 1 
GI 4715214 
Exons 1. .266, 704. .880 

GI Descrip. 3287832/sp I P93665 | DCS1_G0SHI l.Oe-33 ( + ) -DELTA-CADINENE SYNTHASE 
(D-CADINENE SYNTHASE) >gi_1843647 (U88318) { +) -delta-cadinene 
synthase [Gossypium hirsutum] 



Seq. ID OJ991019_04.0121.C1 

Strand + 

End 1026 

Method AAT/GAP 

End 880 

Score 840 



Seq. No. 37654 

Gene No. 77347 

Start 1 

Name OJ991019_04 . 0121 . CI . ol . np 

Start 1 

GI ■ ^ 5360653- • -■ 

Exons ' 1H266;--' 704-; ; 1026- ' "' '^^ ' ' * 

GI Descrip. {AB022598) vetispiradiene synthase [Solanum tuberosum] 



Seq. ID OJ991019_04.0121.C1 

Strand + 

End 1026 

Method AAT/NAP 

End 1026 

Score 268 • 



Seq. .No ..-.37 654 

Gene No. ' 77347 
Start '1 

Name OJ991019_04 : 0121 . CI . ol . tm 

Start 3 
GI none 

Exons 3. .50, 7. .45, 70. .165, 84. 

706. .954 



- ' Seq. ID. . OJ991019_.04 .-012I.C1. 
Strand +. ^ . 
End 1026 
^ • Method TBLASTX: Maize 
End 954 
Score 52 
.164, 187. .270, 196. .267, 702. .932, 



Seq. No. 
Gene No. 
Start 



37654 
77347 
1 



Seq. ID OJ991019_04 .0121.C1 
Strand + 
End 1026 



37265 



Name 

Start 

GI 

Exons 



OJ991019_04 . 0121 . CI .ol . gs Method GENSCAN 

704 End 922 

none Score ,7 
704. .922 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

„Expn,s 

GX. Descrip,, 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No, 

Gene No, 

Start 

Name 

Start 

GI"-"- "• 

Exons 



37655 
77348 
1 

OJ991019_04, 
1 

3287832 
1..163, 408, 



0121.C2.ol.np 



656, 1070. .1357 



Seq. ID OJ991019_04 .0121.C2 

Strand + 

End 13039 

Method AAT/NAP 

End 1357 

Score 222 



(+) -DELTA-CADINENE SYNTHASE (D-CADINENE SYNTHASE) gi 11843647 
(U88318) (+) -delta-cadinene synthase [Gossypium hirsutum] 



37655 Seq. ID 

77348 Strand 
1 End 
OJ991019_04.0121.C2.o2,np Method 
1 End 
5295971 Score 

. .1 .,,.2 4 ,...18 69^..^ 37 9 7 ,_.4 926 ^.,.5.0 3 3 . . _ , ^. _ ; ^ 

{AE02.629iL -ES.f. rDi43.15JR1.7.I8 )-....corresponds „to .a. ;r.agion, .of' .the. 
predicted gene.; Similar to Tobacco DNA for retroviral-like 
transposon Tnt 1-94 . (X13777 ) [Oryza sativa] 



OJ991019_04 .0121.C2 
+ 

13039 
AAT/NAP 
5033 
1291 



37655 
77348 
1 

OJ991019_04 .0121.C2.ol.gs 
62 

none 



Seq. ID OJ991019_04 .0121.C2 

Strand + 

End 13039 

Method GENSCAN 

End 13039 

Score .48 



62. .163, 408. .656, 1070. .1339, 1772. .1838, 1963. .2011, 
2294. ,2398, 2410. .2459, 2775. .3043, 3157. .3588, 6344. .6410, 
7222, .7426, 8519. .8637, 8792. ,8919, 9014. ,9902, 9991. ,10348, 
10381, ,1087 6, 11174. .11950, 12245. ,12518, 12888 ... 13039 



37655 Seq. ID 

77348 ■ . Strand 

1 End 

OJ991019_04 ,0121.C2.ol.gp Method 

1170 -J . • End . 

-4 715215 - • - ' --"Score-- " 
1170. .1744 ^ ■ 



OJ991019_04 .0121,C2 
+ 

13039 
AAT/GAP 
174 4 - 

1088'™' ' 



Seq". No.. ■ 37655 - - : . .....Seq. ID .. . OJ9910L9_04 .01-21 . C2. 

Gene No.- 7734 9 . . . Strand + ' . 

Start 19973 End 22087 

Name OJ991019_04 . 0121 . C2 . o3 . gs Method GENSCAN 

Start 19973 End 22087 

GI none Score .4 

Exons 19973. .20026, 201 16 . . 2134 0 , 2174 1 .. 2188 9, 21909 .. 21941, . 
21992.. 22087 



Seq. No. 
Gene No. 
Start 



37655 
77350 
23887 



Seq. ID OJ991019_04 ,0121.C2 
Strand + 
End 24291 



37266 




Name 


OJ991019 04. 0121. C2 


. o4 . np 


Method 


■A 7\ m / M TV r> 

AAT / NAP 






Start 


23887 




End 


242 91 






GI 


2462640 




Score 


504 






Exons 


• 23887.. 24291 












GI Descrip. 


(Y13370) reverse transcriptase [Oryza 


sativa] 






Seq. No. 


37655 




Seq. ID 


OJ991019_ 


04 . 0121 


.C2 


Gene. No. 


77351 




Strand 








Start 


13294 




End 


19871 






Name 


OJ991019 04. 0121. C2 


. o2 . gs 


Method 


GENSCAN 






Start 


13294 




End ' 


19281 






GI 


none 




Score 


.54 






Exons 


13294 13459, 13476 


. . 14146, 


14381. .15076, 15206. 


. 17254 , 






17363. .17533, 18019 


. .18213, 


18465. . 18786, 18806. 


.19281 




O c . IN U . 


37655 




Seq. ID 


OJ991019_ 


UH . U ± Z 1 


no 


Gene No. 


77351 




Strand 








Start 


13294 




End 


19871 






Name 


OJ991019 04,0121.02 


. o3 . np 


Method 


AAT /NAP 






Start 


13297 




End 


19871 . 






GI 


^4378066 




Score 


3031 






Exons [ 


. ; 13297 . I832p,„„.18 993 


,.^.^19160,,.. 


a 97 13,,, 19871, ^ 







...GI .ae.scrip...._(.AFa98,80.6,):„polypr.o„tein ,[5oxghum .bicol.orj.. 

.gi 14680208 rgb|AAD27571. liAF114171_12 '(AFll'4171) polyproteln 
[Sorghum bicolor] 

OJ991019_04 .0121.C2 
23669 

TBLASTX: Maize 
656 
112 

542. .655 

OJ991019_04 .0121.C2 
23669 

TBLASTX: Wheat 
1369 
75 

1224, 1096.. 1227, 



OJ991019_04.0121..C2 

-:23669 - . - ■ 

TBLASTX: Maize 

1363 
■ 230 



OJ991019_04 .0121.C2 
23669 

TBLASTX : Soybean 

2956 

175 



Seq. No. 37655 Seq. ID 

Gene No. 77352 Strand 

Start 22681 End 

Name OJ991019_04 . 0121 . C2 . o9 . tm Method 

Start 44 End 

GI none Score 

Exons 44. .151, 403. .582, 408. .656, 435. .644, 

Seq. No. 37655 Seq. ID 

Gene No. 77352 Strand 

Start 22681 End 

Name OJ991019_04 . 0121 . 02 . o5 . tw Method 

Start ■ 596 End 

GI none Score 

Exons 596.. 649, 597.. 650, 1076.. 1216, 1081.. 
■ . 1219-. .1359, 1220. .1'369 . ; - 

Seq. No. 37655 ' * ' Seq. ID 

Gene "No. " ' ' * 7^352 " 'Strand ' 

Start ^ - , 22681 . . ' ■ .End 

Name OJ991019_04 .-0121 . 02 . o7 . tm -Method 

Start 1105 End 

GI none Score 

Exons 1105.. 1362, 1106.. 1363 



Seq. No. 37655 Seq. ID 

Gene No. 77352 Strand 

Start 22681 End 

Name OJ991019_04 . 0121 . 02 . ol . ts Method 

Start 2433 End 

GI 5509260 Score 



37267 






Exons 




ociC\Ci oiACi onaci 
ZDUd. .Z/4U/ Z/oU. 


.2956, 2785. .2946 






LjI uesciTip . 














Seq. No. 


37655 




Seq. ID 


OJ991019_04.0121 


.C2 




Gene No. 


77352 




o urana 










Z ^ DO X 




tno 


Z oDoy 






Name 


uj y yiu 1 y Ufi 


ni 91 ^"9 /^Q +-rn 

.uizi.bz.oo. rm 


Method . 


i dLiAo i a : Maize 






o car u 


9 /I QQ 

z fi y o 




hna 


O D 1 Q 

zo lo 








none 




Score 


O /I C 

Z 4 D 






Exons 




9/lQQ 97Qn 9'7Qn 

Z4iyy. .z/oU/ z/ou. 


9 Q 1 Q 

. zo Xo 








Seq. No. 


37655 




Seq. ID 


OJ991019_04.0121 


.C2 




Gene No. 


77352 




Strand 










9 9 1 

ZZ DO 1 




End 


23669 






Name 


ujyyiuiy U4 


A 1 O 1 ^"9 -l-T I 

.UiZl.bZ.OD.CW 


Method 


TBLASTX: Wheat 








z D J y 




End 


3178 






P T 

\3l. 


none 




Score 


77 






Exons 


ZDjy. ,z / / u. 


ZD4iU,.Z/ZU/ Z/oU. 


.2983, 2794. .2979, 2969. .3178 




Seq. No. 


37655 




Seq. ID 


OJ991019_04.0121 


.C2 




Gene No. 


77352 




Strand 








. 


^Z Z^q 






23669 ■ 






..Name ^ . ^ . 


. . sj)j y.y.xu.i y .U4 


. u Iz l...<Lz_.,o3 -.tm 


...Method,. 


.T3LAS.TX..:,Mai.ze 




=:.^= 


. buart: 


oUoo 




End 


3459 






bi 


none 




Score 


142 






Exons 


oU oo . . J lo / , 


'3rk'3Q "JIOT Q1QQ 


.3455, 3190. .3459, 3217. .3459 


^ y 


Seq. No. 


37655 




Seq. ID 


OJ991019_04 .0121 


.C2 


H 


Gene No. 


77352 




Strand 








o uaiT L 


o 9 /r Q T 
ZZ DO 1 




End 


23669 






Name 


UJ yyiuiy U4t 


nioi /^o 4-rT 
.U1z1.Uz.Oo.lW 


Method 


TBLASTX: Wheat 






o uar u 


Q 1 Q 1 
J J-O 1 




End 


3582 




fu 


bl 


none 




Score 


66 




„ 


Exons 














Seq. No. 


37655 




Seq. ID 


OJ991019_04.0121 


.C2 




Gene No. 


77352 




Strand 








o uart 


9 9 ^;Q 1 

ZZ Do 1 




End 


23669 






Name 


r\ TQ Q1 m Q n /I 
UJ yyiuxy Ufi 


nioi no 4-c> 
. UlZl . Uz . Oo . lS 


Method 


TBLASTX : Soybean 




f i 


o uar u 


T Q 0 1 
OOZ 1 




End 


3644 




- ~ 


bl 


none 




Score 


229 






Exons ■ 


o jz 1 . . jfi y 1 f 


"iQoo '3c;.OQ- QTOO- 


:. 3585, 3591... 364-4. ^ . . 






Seq. No. 


37655 




Seq. ID 


OJ991019_D4.012i 


.C2 




Geh~e No. . 


77352 "^' 




Strand " 








■ • orarti . - - 


2268.1 -- . i 




End... ^ 


23669- . ' 






. Name 


• OJMlOig 04 


.0121. C2. oil. tw . 


Method- 


TBLASTX: Wheat 






o rar L. 


13306 




End • 


13894 








none 




Score 


107 






Exons 


13306. .13431, 13616. .13747, 13775.. 13894 






Seq. No. 


37655 




Seq. ID 


OJ991019_04.0121 


.02 




Gene No. 


77352 




Strand 








Start 


22681 




End 


23669 






Name 


OJ991019 04 


. 0121.C2.ol0. tm 


Method 


TBLASTX: Maize 






Start 


13607 




End 


13849 






GI 


none 




Score 


46 





37268 




Exons 


i'3£:n'7 iTO^Q I'jcno 


. . loD / y , 


13800. ,13844 




Seq. No. 


37655 




Seq. ID 


OJ991019_04 .0121 


.C2 


Gene No. 


77352 




Strand 






Start 


O O C Q 1 
DO 1 




End 


23669 




Name 


ojyyiuiy 04.oi2i.C2 


, o4 . ts 


Method 


TBLASTX: Soybean 




Start 






End 


14239 




GI 


none 




Score 


47 




Exons 


I'OO^C 1/IAOn TOOTO 

loo DO . . 14 Uo y , lio /2 


. . 1409U, 


14094. .14210, 14096. .14239 




Seq. No. 


37655 




Seq. ID 


OJ991019_04.0121 


.C2 


Gene No. 


77352 




Strand 






Start 


O O C Q 1 




End 


23669 




Name 


OJ991019 04. 0121, C2 


. o4 . tm 


Method 


TBLASTX: Maize 




Start 


1 "3 o o ri 




End 


14242 




GI 


none 




Score 


99 




Exons 


13880. .14242, 13889 


. .14056, 


13938. .14150 




Seq. No. 


37655 




Seq. ID 


OJ991019_04 .0121 


.C2 


Gene No. 


77352 




Strand 






Start 


22681 




End 


23669 




NajTie 


OJ9.9101J„ 0,4 .5.121.. C2.^.oT. tw;,^ ^ 


_ , _Method_„: 


TBLASTX: Wheat 


. 


„Star.t_ _ 


,„-.1.4:0.12^ . ....;„ 






,.I4.392„_.;_ , _ 




GI 


none ' 




Score 


52 




Exons 


14012 14392, 14021 


. . 14212, 


14190. .14357 




Seq. No. 


37655 




Seq. ID 


OJ991019_04.0121 




Gene No. 


77352 




Strand 






Start 


0 0 ^: Q 1 
DO 1 




End 


23669 




Name 


OJ991019 04. 0121. 02 


. 08. tm 


Method 


TBLASTX: Maize 




Start 


14243 




End 


14509 




GI 


none 




Score 


77 




Exons 


14243. .14509, 14244 


. .14399 








Seq. No. 


37655 




Seq. ID 


OJ991019_04.0121 


.C2 


Gene No. 


77352 




Strand 






Start 


22681 




End 


23669 




Name 


OJ991019 04. 0121. C2 


. o4 . tw 


Method 


TBLASTX: Wheat . 




Start 


14711 




End 


15143 




GI 


none 




Score 


192 




Exons 


14711. .15142, 14712 


. . 15143 








Seq. 'No./-^ 


317655-' 




' Seq: "ID' 


'aJ9*9:ldl3;2^"4v012l 


.-C2- 


Gene .No. ' 


77352" 




Stxand " 






Start" 


22681'^ ' " ' 




'"" End 


236'69"* " ^ ' 




Name - - 


.■OJ991019 0'4.0I21.G2- 


.o9. tw 


Method 


TBLASTX:Wheat . ■ 




Start 


15209 ■ 




End • 


15586. 




GI 


none 




- Score 


63 




Exons 


15209. .15334, ' 15216 


. .15329, 


■15410. .15586 




oeq . fsjo . 


37655 




Seq. ID 


OJ991019_04.0121 


n 0 


Gene No. 


77352 




Strand 






Start 


22681 




End 


23669 . 




Name 


OJ991019 04. 0121. C2 


.o2. ts 


Method 


TBLASTX : Soybean 




Start 


15419 ' 




End 


15793 




GI 


none 




Score 


40 




Exons 


15419. .15793, 15420 


. .15485, 


15521. .15700, 15 600. .1574 3 





37269 



Seq. No. 


37655 






Seq. ID 


OJ991019_04.0121, 


.C2 


Gene No. 


77352 






Strand 






Start 


22681 






End 


23669 




Name 


OJ991019 04 .0121. C2. 


o2 . tm 


Method 


TBLASTX: Maize 




Start 


15512 






End 


15895 




bl 


none 






Score 


195 




Exons 


15512. . 


,15895, 15525. 


1 C T O O 


15623. .15874 




Seq. No. 


37655 






Seq. ID 


OJ991019_04.0121". 


.C2 


Gene No . 


77352 






Strand 






Start 


22681 






End 


23669 




Name 


OJ991019 04. 0121. C2. 


Oi . LW 


Method 


TBLASTX: Wheat 




Start 


15635 






End 


16054 






none 






Score 


100 




Exons 


15635. . 


,16054, 15636. 


1 C Q C 1 

. 1 0 o D 1 / 


15638. .1604 2, 15885. . 16052 




Seq. No. 


37655 






Seq. ID 


OJ991019_04.0121. 


X2 


Gene No. 


77352 






Strand 






otart 


22681 






End 


23669 




Name 


OJ991019 04 .0121. C2. 


ol . tm 


Method 


TBLASTX: Maize 




_Start„ 


^.15a23.„^ 






,__JEnd_;^_ 


16280 




.hi . . 


J none.. 






,.l._ScQre.„:. 


2,29.™ .;^ 




Exons 


15923.. 


162797 15^924. 










Seq. No. 


37655 






Seq. ID 


OJ991019_04.0121. 


,C2 


Gene No. 


77352 






Strand 






otar L 


22681' 






End 


23669 




Name 


OJ991019 04. 0121. 02. 


o J . tw 


Method 


TBLASTX: Wheat 




btart 


16055 






End 


16408 ■ 






none 






Score 


81 




Exons 


16055. . 


16192, 16055. 


. 1 d4 Do , 


16056. .16382 




Seq. No. 


37655 






Seq. ID 


■ OJ991019_04.0121. 


C2 


Gene No . 


77352 






Strand 






ot ar L 


22681 






End 


23669 




Name 


O.J.99I019 04. 0121. C2. 


olO . tw 


Method 


TBLASTX: Wheat 




o rar L 


16613 






End 


16966 




bl 


none 






Score 


85 




Exons 


16613. . 


16834, 16614. 




16841. .16966 




Seq. No. ^ 


- 37 655- 






Seq. ID 


OJ991019_04.0121. 


C2 


Gene No'. 


"■ 77352 






■ * Strand 






Start 


22681 






End ■ 


23669 




Name 


■ Oj991019 04 .'012i :C2\ 


olz . tw 


Method 


■ TBLASTX: Wheat' " 


. . 


O J . "j- 

buart . • 


-17818. • 






End - 


181-92 • . ■ . ^' 






none 






Score 


55. . . 




Exons 


17818.. 


18192, 17837. 


. 17 998 








Seq. No. 


37655 






Seq. ID 


OJ991019_04.0121. 


C2 


Gene No. 


77352 






Strand 






Start 


22681 






End 


23669 




Name 


OJ991019 04. 0121. C2. 


oll.tm 


Method 


TBLASTX: Maize 




Start 


17905 






End 


18174 




GI 


none 






Score 


199 




Exons 


17905. . 


18174 











37270 




Seq. No. 


37655 






Seq. ID 


OJ991019_04 ,0121 


.C2 


Gene No. 


77352 






Strand 






Start 


22681 






End 


23669 




Name 


OJ991019 04. 0121. C2 


. o4 . gs 


Method 


GENSCAN 




Start 


22681 






End 


23669 




GI 


none 






Score 


.53 




Exons 


22681. 


,22798, 23255 


. . 23370, 


23646.. 23669 




Seq. No. 


37655 






Seq. ID 


OJ991019_04,0121 


.C2 


Gene No. 


77352 






Strand 






Start 


22681 






End 


23669 




Name 


OJ991019 04. 0121. C2 


. o2 . tw 


Method 


TBLASTX: Wheat 




Start 


22834 






End 


23133 




GI 


none 






Score 


359 




Exons 


22834 . 


.23133, 22881 


. .23117 








Seq. No. 


37655 






Seq. ID 


OJ991019_04,0121 


.C2 


Gene No. 


77353 






Strand 






Start 


23923 






End 


24336 




Name 


OJ991019 04. 0121. C2 


. 06 . tm 


Method 


TBLASTX: Maize 




Start 


23923 






End . 


2 4 336 






__.non^ 




— ™-* — - — 


,.:^Sc.Qre: 


2 65 




Exons, „ 






...,,2A19.,1.,.,. 


2i26L.,. 24'317 . .. . 


Seq. No. 


■ 37656 






Seq. ID 


OJ991019_04.0121 


.03 


Gene No. 


77354 






Strand 


+ 




Start 


4187 






End 


10221 




Name 


OJ991019 04. 0121. 03 


. 0 1 . np 


Method 


AAT/NAP 




Start 


3666 






End 


7721 




GI 


6063554 




Score 


329 




Exons 


3666. . 


3793, 5984.. 6277, 6395 


..6622, 7547. .7721 





GI Descrip. (AP000615) ESTs AU075609 {06334 4 ), 07 1850 (E04 64 ), 098611 (E04 64 ) 



correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 





Seq. No. 


37656 








Seq. ID 


OJ991019_ 


_04 


. 0121 


.03 


Is, 


Gene No, 


77354 








Strand 


+ 










Start 


4187 








End 


10221 








r ^ 


Name 


OJ991019 04 


0121. 


03. o2. 


gs 


Method 


GENSOAN 










Start 


4187 








End 


5635 








= =~ 


GI 


none 








Score 


.8 










Exons 


-.4187. .4293,- 


4332. 


.4452, 


5011. 


.5154, 52 


40. .5635 










Seq. No. ' 


37-656 • ■ 








Seq. ID 


OJ991019_ 


_04 


.0121 


.03 




Gene "No. 


■77354 ' 








"Strand"'" 


^ . . .. ..^ . 










. Start-' ' ' 


4187 .' - . 








■'End - - 


-.10221 .:' 










Name 


OJ991019 04 


0121. 


03. o4 . 


gs 


Method 


.GENSOAN- 










Start 


7579 








' End 


9771 










GI 


none * • 








Score 


.84 










Exons 


7579. .7581, 


9138. 


.9434, 


9451. 


. 9771 












Seq. No. 


37656 








Seq. ID 


OJ991019_ 


_04 


0121 


03 




Gene No. 


77354 








Strand 


+ 










Start 


4187 








End 


10221 










Name 


OJ991019 04 


0121. 


03. o2. 


np 


Method 


AAT/NAP 










Start 


9138 








End 


10221 










GI 


4512229 








Score 


652 









37271 




Exons 


9138.. 9712, 10185.. 10221 






GI Descrip. 


(AB014740) OREO protein [Oryza sativa] 




Seq. No. 


37656 


Seq. ID 


OJ991019 04. 0121. C3 


Gene No. 


77354 


Strand 


+ 


Start 


4187 


End 


10221 


Name 


OJ991019 04.0121.C3.o3.np 


Method 


AAT/NAP 


Start 


10085 


End 


10221 


GI 


6721517 


Score 


82 


Exons 


. 10085. . 10221 






GI Descrip. 


(AP001072) Similar to polyprotein. {AF061282) [Oryza sativa] 


Seq. No. 


37656 


Seq. ID 


OJ991019_04.0121.C3 


Gene No. 


77355 


Strand 




Start 


20 


End 


1756 


Name 


OJ991019 04.0121.C3.ol.gs 


Method 


GENSCAN 


Start 


20 


End 


1756 


GI 


none 


Score 


. 66 


Exons 


20. .303, 1693. . 1756 






Seq. No. 


. 37656 


Seq. ID 


OJ991019_04.0121.C3 


..Gjen^_No_.,;__: 


..„773i6 ■ . 


_SJ:rand,_, 




. St art .1.; 


::.-598^o, 


.End _ 


.Z0.29. . 


Name 


OJ991019- 04 .0121.03. o3.gs 


Method 


GENSCAN 


Start 


5980 


End 


7029 


GI 


none 


Score 


. 67 


Exons 


5980. .6109, 6286. .6656, 6898. 


.7029 




Seq. No. 


37656 


Seq. ID 


OJ991019_04.0121.C3 


Gene No. 


77357 


Strand 




Start 


8211 


End 


8373 


Name 


OJ991019 04.0121.03.ol.gp. 


Method 


AAT/GAP 


Start 


8211 


End 


8373 


GI 


3106931 


Score 


224 


Exons 


8211. .8373 








4 680335/gb|AF1284 57.1 IAF128457 2.0e-28 


Oryza sativa subsp. 




indica BAG clone 16F19 php20725 region. 


complete sequence 


Seq. No. 


37657 


Seq. ID 


OJ991019 04. 0121. 04- 


Gene No. 


77358 


Strand 


+ 


Start 


1 


End 


1020 


.Name : - - 


OJ-991019 04 .0121.C4,ol.np 


Method 


AAT/NAP. 


Start ■ " 


- r ' • : ■ - ■ 


"End ' 


•1020' - ■ 


*GI- ■ ' 


4680179 


Score' 


1421 ■ 


Exons ' ' "~ 


" IT": 10^20" : *"7'" " 






GI- 'Descr-ip. 


-(AF111709)--:polyprotein [Oryza 


sativa.- subsp . -indica] .. 


Seq. No.. 


37657 


Seq. ID 


OJ991019 04.0121.04 " 


Gene No. 


.77358 


Strand 


+ • 


Start 


1 


End 


1020 


Name 


OJ991019 04.0121.C4.o3.tw 


Method 


TBLASTX: Wheat 


Start 


2 


End 


198 


GI 


none 


Score 


137 


Exons 


2. .196, 28. .198, 36. .197 






Seq. No. 


37657 


Seq. ID 


OJ991019_04.0121.C4 


Gene No. 


77358 


Strand 


+ 



37272 






Start 


1 


End 


1 A O A 

1020 






Name 


OJ991019 04 . 0121 . C4 . o2 . tm 


Method 


TBLASTX : Maize 






Start 




End 


536 






GI 


none 


Score 


116 






Exons 


o/.,loU, 4o..l/(J, ZJd**^11, 


O £r O /AT 

3d3 . .40/, 


y| A C C O ^ 

4 05. .536 






Seq. No. 


37657 


Seq. ID 


OJ991019 04.0121 


.04 




Gene No. 


77358 


Strand 


+ 






Start 


1 


End 


1020 






Name 


OJ991019 04 . 0121 . C4 . ol . ts 


Method 


TBLASTX: Soybean 






Start 


91 


End 


482 






GI 


none 


Score 


54 






Exons 


yi.-lzJ, 91. .123, 127. .180, 


127 . .411, 


235. .411, 405. .482 




Seq. No. 


37657 


Seq. ID 


OJ991019_04 .0121 


.04 




Gene No. 


77358 


Strand 


+ 






Start 


-1 
1 


End 


1020 






Name 


OJ991019 04 . 0121 . 04 . o2 . tw 


Method 


TBLASTX: Wheat 






Start 


199 


End 


500 






GI 


none 


Score 


220 






Exons 


199. .402, 238. .411, 246. .410 


, 404. .499, 405. .500 






Se:q..,.,No.._ 


,37.6.57 ; 


o --v T r\ 

._,be.q.. .xy.. 




.Gi 


~A 


Gene No. 


77358 


o rrana^ 






f F3 


Start 


1 


bna 


1 A O A 






Name 


OJ991019_04 .0121.C4.ol.tw 


Method 


TBLASTX: Wheat 




r ! z 


Start 


501 


End 


926 






GI 


none 


Score 


564 






Exons 


501. .926, 503. .919, 576. .926 










Seq. No. 


37657 


Seq. ID 


OJ991019_04.0121 


04 


! ^ 


Gene No. 


77358 


Strand 


+ 






Start 


1 


End 


1020 






Name 


tAAIATA Ayl AIOI A /-I 1 

OJ991019 04 . 0121 . 04 . o2 . ts 


Method 


TBLASTX : Soybean 






Start 


507 


End 


755 






GI 


none 


Score 


193 






Exons 


CAT TCC CyiO TO/T 

O0/../OD, 542.. 736 








f 1 . 


Seq. No. 


37657 


Seq. ID 


OJ991019_04.0121, 


04 




Gene No. 


77358 


Strand 


+ 






Start 


1 


End 


1020 






Name . 


OJ991019 04-. 0121 . 04 . ol . tm 


Method 


TBLASTX: Maize 






* Start * "* 


573 ' ' ~ ' " ' ~ ' 


• End-"^ ■ 








GI' 


none 


Score 


"446 






■ Exons ' 


573 . . 92 6, . 578 . . 84 1, 5 7 9.. 9 11 










" ■ ." ■ 

Seq. No . 


37658 


Seq. ID 


OJ991019_04 . 0121 . 


05 




Gene No . 


77359 


Strand 


+ 






Start 


1 


End 


1136 






Name 


OJ991019 04.0121.05.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


1136 






GI 


4680179 


Score 


1688 






Exons 


1..1136 










GI bescrip. 


(AF111709) polyprotein [Oryza sativa subsp. indica] 






Seq. No. 


37658 


Seq. ID 


OJ991019_04 .0121. 


05 




Gene No. 


77359 


Strand 


+ 





37273 





start 


1 




End 


1136 




Name 


OJ991019 04. 0121. 05 


. ol . gs 


Method 


GENSCAN 




Start 


o c o 

358 




End 


1133 




GI 


none 




Score 


.73 




Exons 


358 . . 1133 










Seq. No. 


37658 




Seq. ID 


OJ991019 04. 0121. 05 




Gene No. 


77360 




Strand 


- 




Start 


1448 




End 


1983 




Name 


OJ991019 04. 0121. C5 


.o2 .gs 


Method 


GENSCAN 




Start 


1448 




End 


1983 




GI 


none 




Score 


. 9 




Exons 


1448. .1585, 1882. .1983 








Seq. No. 


37658 




Seq. ID 


OJ991019 04. 0121. 05 




Gene No. 


77361 




Strand 


- 




Start 


2217 




End 


6112 




Name 


OJ991019 04 . 0121 . 05 


.ol . ts 


Method 


TBLASTX : Soybean 




Start 


1 




End 


174 




GI 


none 




Score 


202 




Exons 


1..174, 3. .173 











. SAq-, - No.„„. 






..S.eq., ID^ . 


0J3 9 1 .0 1 9^.0.4.. ,.0 12.1 C5. . 


•3 ==• • 


Gene No. 


77361 




Strand 






Start 


2217 




End 


6112 


" 


Name 


OJ991019 04 . 0121 . 05 


. o4 . tw 


Method 


TBLASTX: Wheat 




Start 


1 




End 


126 


[3 


GI 


none 




Score 


179 




Exons 


1..126, 2. .112, 3.. 


125 








Seq. No. 


37658 




Seq. ID 


OJ991019 04.0121,05 


ry 


Gene No. 


77361 




Strand 


- 


s 


Start 


2217 




End 


6112 


i J 


Name 


OJ991019_04. 0121.05 


. o2 . tm 


Method 


TBLASTX: Maize 


-.J 


Start 


1 




End 


264 




GI 


none 




Score 


336 




Exons 


1..264, 1..231, 12. 


.260 








Seq. No. 


■37658 




Seq. ID 


OJ991019_04.0121.O5' 




Gene No. 


77361 




Strand 






Start 


2217 




End 


6112 




Name 


OJ991019 04.-0121.C5 


. ol . tw 


Method 


TBLASTX: Wheat . 




' "Start "~ — * 


''1:33 -^ -' ' - - 




' End ■ ' ' ' 






GI 


* none 




Score 


310 




Exon's 


" * * 1 53^; '■ : 4"o5 ; I's 9 a 0 4 7' 


"4 05\ r7 5'8; 


"4TT.77 52", 


*" 674 V,'7"'57"~* ' 


- 


" - • — 
Seq. No. 


37658 




■• 

Seq. ID 


■■ ■ • • - 

OJ99101S 04.0121.05 




Gene No. 


77361 




Strand 






Start 


2217 




End 


6112 




Name 


OJ991019 04.0121.05 


. ol . tm 


Method 


TBLASTX :Maize 




Start 


313 




End 


896 




GI 


none 




Score 


134 




Exons 


313.. 405, 321.. 413, 


321. .404, 


378. .473, 


407. .466, 470.\631, 






471. :896, 585.. 887, 


683. .895 








Seq. No. 


37658 




Seq. ID 


OJ991019_04 .0121,05 




Gene No. 


77361 




Strand 





37274 




start 


2217 






End 


6112 


Name 


OJ991019_04 


. 0121 


.C5 .o2 . tw 


Method 


TBLASTX: Wheat 


Start 


759 






End 


1091 


GI 


none 






Score 


356 


Exons 


759 . .1091, 


762 . . 


875, 851 . . 898 






Seq. No. 


37658 






Seq. ID 


OJ991019_04 .0121.05 


Gene No. 


77361 






Strand 




Start 


2217 






End 


6112 


Name 


OJ991019_04 


.0121 


.05 .o3. tw 


Method 


TBLASTX: Wheat 


Start 


2188 






End 


2937 


GI 


none 






Score 


87 


Exons 


2188 . .2355, 


2208 


. . 2363, 2218 . 


.2364, 2353. .2496, 2364. .2501, 




2883. .2930, 


2884 


. .2937 






Seq. No. 


37658 






Seq. ID 


OJ991019_04.0121.O5 


Gene No. 


77361 






Strand 


_ 


Start 


2217 






End 


6112 


Name 


OJ991019_04 


. 0121 


. C5 . o3 . tm 


Method 


TBLASTX: Maize 


Start 


2214 






End 


2472 


GI 


none 






Score 


137 


_Exons_ . 


_ ^22 1 4„, 24 7 1 


.^221.5 


v.t.2iJ2_._ 






Seq. No. 


37658 ^ 




— — - 


Seq. ID 


OJ9910l9_04. 0121.05 ■ 


Gene No. 


77361 






Strand 




Start 


2217 






End 


6112 


Name 


OJ991019 04 


. 0121 


. 05 . o3 . gs 


Method 


GENSOAN 


Start 


2217 






End . 


5934 


GI 


none 






Score 


.54 


Exons 


2217 . . 2507, 


2877 


..3125, 3302. 


.3442, 4^ 


)16..5118, 5631. .5934 


Seq. No. 


37658 






Seq. ID 


OJ991019_04. 0121.05 


Gene No. 


77361 






Strand 




Start 


2217 






End 


6112 


Name 


OJ991019 04 


.0121 


.O5.o2.np 


Method 


AAT/NAP 


Start 


2220 






End 


6112 


GI 


763421 






Score 


524 


Exons 


2220. .2502, 


2872 


..3125, 3302. 


.3437, 4030. .4248, "4740. .5118, 




■5631. .5892, 


60.00 


..6112 






GI Descrip. 


(U20187) vetispiradiene synthase [synthetic construct] 


Seq. No. 


37658 ' - 






Seq. ID 


OJ991019_04 .0121, 05.. 


Gene No." 


■■'■7736I- " 






Strand 




Start 


2217 






End 


6112 


Name^' -'^'—-'^ 


*"*^'OJ9'9rai9™'01' 




."^0^5*r6T.Tiri '' "* 


Metfidci' "* 


" f BLASTX VMal z e ■ "-'•'"^'"* ^ . - ' 


Start - - 


: 284.4 - ... - 






End 


. 5017 • ^ ...1. 


GI. / . . 


none 






Score 


108 


Exons ■ 


" 2844. .3113, 


.'2893* 


. .3i05, 3305. 


3433, 4029.. 4253, 4032.. 4247, 




4742. .5017 










Seq. No. 


37659 






Seq. ID 


OJ991019_04.0121,C6 


Gene No. 


77362 






Strand 


+ 


Start 


1121 






End 


1299 


Name 


OJ991019 04 


.0121 


.C6.ol.gp 


Method 


AAT/GAP 


Start 


1121 






End 


1299 


GI 


15870 2.R1084 




Score 


247 


Exons 


1121. . 1299 











37275 



GI Descrip. ' 287403/dbj | D10838 | RICSBEl 8.0e-69 Rice gene for starch 
branching enzyme* 



Seq, No. 37659 

Gene No. 77363 

Start 413 

Name OJ991019_04 . 0121 . C6 . ol . gs 

Start 413 

GI none 
Exons 



Seq. ID OJ991019_04.0121.C6 
Strand 

End 11796 

Method GENSCAN 

End 9485 

Score .47 



413. .487, 1865. .1994, 2242. .2313, 3913. .4022, 4068. .4145, 
4599. .5414, 6409. .6492, 6538. .6658, 7981. .8177, 8627. .9485 



Seq. No. 37659 

Gene No. 77363 

Start 413 

Name OJ991019_04 . 0121 . C6 . o2 . ts 

Start 2997 

GI none 
Exons 



Seq. ID OJ991019_04.0121.C6 
Strand 

End 11796 

Method TBLASTX : Soybean 

End 3332 

Score 53 



2997.. 3332, 3004.. 3168, 3220.. 3264 



Seq. No. 37659 

... J?,ene._No..„^,,_„„173 6X^,„__ 

Start,. .Xl.3„ 

Name ■OJ991019_04 . 0121 . C6 . ol . tm 

. Start 3102 

GI none 
Exons 



Seq. ID OJ991019_04 . 0121 .C6 
St rand._ . , , 



End,.. 1.17 9f 

Method TBLASTX : Mai ze 
End 3794 
Score 47 

3102.. 3197, 3225.. 3296, 3363.. 3707, 3759.. 3794 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
Start 

Exons 

G I"' DeWcr ip'. 



37659 
77363 
413 

OJ991019_04 .0121.C6.o4 .np 
5033 
6705984 

5033. .5108, 8900. .9395, 11720. .11796 
(AB033235) gag-pol polyprotein [Oryza sativa] 



Seq. ID OJ991019_04.0121.C6 
Strand 

End 11796 

Method AAT/NAP 

End 11796 

Score 424 



37659 
77363 
413 

OJ991019_04 .0121.C6.o3.np 

■ 7041 

6498'436" ' ' • 



Seq. ID OJ991019_04.0121.C6 
Strand 

End 11796 

Method AAT/NAP 

End 8831 - , _ 

Scdre"'"^" 387' " 



7041. .7238, -7458. .7645, 7890^. .8001, 8101. .8578,^8627. :8831 
"(AP'OOOSlST 'KypotHFfibal' protein'-'"[OFyza'"'^ -r-r---.::- 



Seq. No. 


37659 




Seq. ID 


• OJ991019_04.0121 


.C6 


Gene No. - 


77363 




Strand 






Start 


413 




End 


11796 




Name 


OJ991019 04 


.0121.C6.o2.tm 


Method 


TBLASTX: Maize 




Start 


■ 8925 




End 


9159 




GI 


none 




Score 


76 




Exons 


8925. .9158, 


9025. .9159 ' 








Seq. No. 


37659 




Seq. ID 


OJ991019_04.0121 


.C6 


Gene No. 


77363 




Strand 






Start 


413 




End 


11796 





37276 




Name 




. U 1^1 X 


. . ox . t S 


Method 


TBLASTX : Soybean 


OA 1 v-l- 

o tar u 


o y ^1 O 






End 


9347 




none 






Score 


50 


TT* ^ 

CjXOilo 




ft Qf^ ^ 
o y DO 


Qn d 00*7 ft 


.9290, 9078.. 9347 


Seq. No. 


37659 






Seq. ID 


OJ991019_04.0121.C6 


Gene No. 


77363 






Strand 






4 X J 






End 


11796 


Name 


Pi TQ Q 1 m Q f\A 


. UXZ X 


. CD . OX . tW 


Method 


TBLASTX: Wheat 


b tar L 


cs y fi u 






End 


9395 




none 






Score 


85 


Exons 


o y ^ u . , y X xu , 


0 y 3 y 


an QQ Qm i 
. .yuyy, yux/. 


.9124, 9117.. 9395, 9129.. 9275 


Seq. No. 


37660 






Seq. ID 


OJ991019_04.0121.C7 


Gene No. 


77364 






Strand 


+ 




26 






End 


1830 


Name 


OJ991019 04 


.0121 


.07 .ol .gs 


Method 


GENSCAN 


o rar r 


26 






End 


1830 


r* T 


none 






Score 


.45 


Exons 


26. .177, 749.. 837, 15.62.. 1830 






..Seq^._No..,.„, , 


37660. 






, Seql... J^D, 


, p J 9 9J 0a5^M,vQ..l 21.,_C^^^^ 


Gene.-^No..,_.. 


. ...17364 






,.Str;a.nd 


^ - ,J. 




26 






End 


.1830 ' " ■ 


Name 


OJ991019_04 


.0121 


C7.ol.gp 


Method 


AAT/GAP 


o L.aru 


14 y 






End 


672 




none 






Score 


1000 




149. . 672 










Seq. No. 


37660 






Seq. ID 


OJ991019_04 .0121.C7 


Gene No. 


77365 






Strand 




O Laj- U 


4945 






End 


6023 


Name 


OJ991019 04 


.0121 


C7.ol.tw 


Method 


TBLASTX: Wheat 


oca jTi, 


4939 






End 


5229 




none 






Score 


70 




4939. .5088, 


4949, 


.5023, 5042. 


.5224, 5092. .5226, 5092.. 5229 


Seq, No. 


37660 






Seq. ID 


OJ991019_04.0121.C7 


Gene No. 


77365 






Strand 




oT,ar U 


4945 






End 


6023 


Name 


OJ991019 04 


.0121. 


C7 .o3 .gs 


Method 


GENSCAN 


Q-t- o vh 

oLarr 


4945 






■End 


6023 




' • 'none * " 






Sco'xe 




Exons 


* 4945. ".•5235, 


5516. 


.5731, 6018. 


..6023 * . 




Seq-.- -No. - 


37660 






Seq. ID- 


0J9 9-10 1 9-_04 .0121-.. C7. 


Gene No. 


77365 






Strand 






• 4945 






End 


6023 


Name 


OJ991019 04 


.0121. 


C7.ol.tm 


Method 


TBLASTX: Maize ' 


o car u 


4955 






End 


5205 




none 






Score 


109 


Exons 


4955... 5200, 


4957. 


.5199, 4960. 


.5205 




Seq. No. 


37660 






Seq. ID 


OJ991019_04 .0121.07 


Gene No. 


77365 






Strand 




Start 


4945 






End 


6023 


Name 


OJ991019 04 


.0121. 


C7.o2.tm 


Method 


TBLASTX: Maize 



37277 



start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



Seq..., No 

Gene No. . 

Star-t 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene. No . 
Start 
Name 
' Start"' 
GI 

^Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI - 

Exons 

Seq. No. 



5516 End 5776 

none Score 34 

5516. .5584, 5528. .5575, 5556. .5762, 5573. .5776, 5588. .5773 



37661 
77366 
5466 

OJ991019_04 .0121.C8.o3.gs 

5466 

none 



Seq. ID OJ991019_04.0121.C8 

Strand + 

End 8833 

Method GENSCAN 

End 8833 

Score .77 



5466.-5793, 5901. .6080, 7757. .7881, 8702. .8833 



37661 
77367 
1 

OJ991019_04 . 0121.C8.ol.np 
1 

3287832 



Seq. ID OJ991019_04.0121.C8 
Strand 

End 1573 

Method AAT/NAP 

End 1573 

Score 323 



1..556, 900. .1138, 1428. .1573 

(+) -DELTA-CADINENE SYNTHASE (D-CADINENE SYNTHASE) gi 11843647 
(U88318) (+) -delta-cadinene synthase [Gossypium hirsutum] 



...3X66.1. : 

- 77368 
2968 

OJ991019_04.0121.C8.o2.gs 

2968 

none 

2968. .3138, 4729. .4923 



._,,Seq.; .ID..- .aJ95.LQia^Q4:. 0l2X.s:R 
\\ Strand 

End 4923 

Method GENSCAN 

End 4923 

Score .71 



37661 
77369 
7934 

OJ991019_04 .0121.C8.ol.gp 
7934 

LIB34 33-030-P1-K1-C12 
7934. .8273 

M176420/dbj IBAA37167 I 2.0e-ll (AB008097) cytochrome P4 50 
[Arabidopsis thaliana] ' 



Seq. ID OJ991019_04.0121.C8 * 
Strand 

End 8273 

Method AAT/GAP 

End 8273 

Score 666 



37661 

77370 - ■ ' . ,- 

' -9619 ^ 

. .OJ9910.19_04.012_l.C:8.oi.tm 
none - 

.139. .462,; 180.... 455 

37661 
77370 
9619 

OJ991019_04 . 0121.C8 .o4 .gs 

9619 

none 



Seq. ID OJ991019__04 . 0121 .08 
Strand ^ ."^ - _ . ^. . ^ • 

'fcnd^- •liQ9"3- - -:'-r^;:-:: 

Method. / TBLASTX: Maize : " ^ 

Score 104 * - 



Seq. ID OJ991019_04.0121.C8 
Strand 

End 11093 

Method GENSCAN 

End 11093 

Score . 61 



9619. .9799, 9828. .9987, 10905. .11093 

37662 Seq. ID OJ991019_04 . 0121 . C9 



37278 




Gene No . 


77371 


Strand 


+ 


Start 


27 


End 


2280 


Name 


OJ991019 04.0121.C9.ol.gp 


Method 


AAT/GAP 


Start 


27 


End 


1046 


GI 


LIB3431-062-P1-K1-B3 


Score 


867 


Exons 


27. .345, 834. .1046 






GI Descrip, 


M733937/gb|AAC31570.2| 8.0e-23 (AF080245) sesquiterpene 




jf -11 1 i a o c [^cjJ-oc^xo \J J- a. j- a. o. j 






Seq. No. 


37662 


Seq. ID 


OJ991019 04 0121 09 


Gene No. 


77371 


9+* nH 

o t_ X a. J. i.\Jk 




Start 


27 


End 


2280 


Name 


OJ991019 04 0121 C9 ol as 




GENSCAN 


Start 


129 


End 


1900 


GI 


none 


Score , 


.67 


Exons 


129 345 834 1212 1449 


1667 1765 


. 1900 


Seq. No. 


37662 


o ■ X x^ 




Gene No . 


77371 


O L. X dilU 




Start 


27 


FnH 


z z o u 


Name 


01 Q 04 01 ?1 PQ ol no 


Mo i~ 1^ O^ 


AAT /MAP 


^Start 


™1J7 _ _ ~„ „ 


™..End, 


2280 • 


Gl;„... :„ 


.:..3Z8782.6.... . ..1, 


^^.^'.,Scjp.re...r, . 


.440. . ^, 


Exons 

1^ ^^^^ ir i. inJ 


18 7 34 5 8'34 1212 14 4 9 


1667 17 6 5 


190 3 '22 4 5 2 2'8 0 


GI Descrio . 




TCfN7YMF P9 
xov^^xi'jiij v^z. 


/D— PAnTMFMF qYMTHAC;F^ 






f Y1 fi4 '^9 ^ / -i_ 1 


1 — Hoi oaH"i nono o\/n"t"V^ 

' ucXLci cduxiiciic synLn( 




L VJ*^ O O X Utill d X X^ W X C LLllL J 




Seq. No. 


37662 


O • X Lj' 


O.T9Q101Q 04 01 91 PQ 

KJLf Z/ Z/ ±\J ± Z/ \J H .VjXZX.V^^ 


Gene No. 


77371 


o u X dxiu 




Start 




Hjna 


9 9 p n 
z z o u 


Name 


ujyyiuiy U4.ui^i.cy.oi.tc 


Method 


TBLASTX : Cress 


Start 


839 


End 


1201 

X Z X 


GI 




Score 


90fi 

Z U D 


Exons 


839 1201 






Seq. No. 


37662 


9^irr TD 

. J. u 


n.TQQIOIQ 04 01 91 PQ 




7737 T 


O L X diivj. 


^ - 


q 4- a r- -t- 

o tar u 


27 


End 


2280 


Name 


OJ991019 04.0121.C9.ol.tm 


Method 


TBLASTX:Maize 


Start 


928 

^ ^ o 


FnH 

CjLIKJL 


1 R Q7 
X o ^ / 


GI. \ 


n on o 

1 lui it; • . . ... 


Score 


914 


Exons ■ 


9?fi- 12lS^ ■<f^<- - '1 9 YO ' 1 d~SO" - 


1 f^f^ft so'- 


- 1 S 1 - ~ T-f^ 1 4' 1 - ^^~(^^^ *- " " ' 
. ±D ±D f XDX'l . . ± O Of f ■ 




. ■1769. ; 1897., .1771.. 1887 ;■ 
















. -.37663. . -y - 1- 


. Seq,-/ID.'''' 


oj39ioi-9_o4 . oraTcio^ 


Gene No. 


77372 


Strand 


+ 


Start 


241 


End ' 


531 


Name 


OJ99'1019 04 .0121.C10,.ol.gs 


Method 


GENSCAN ■ - 


Start 


241 


End 


531 


GI 


none 


Score 


.73 


Exons 


241. .531 






Seq. No. 


37663 


Seq. ID 


OJ991019_04 .0121. CIO 


Gene No. 


77373 


Strand 


+ 


Start 


2886 


End 


2974 


Name 


OJ991019 04.0121.C10.o3.gp 


Method 


AAT/GAP 



37279 



start 
GI 

Exons 



2886 
none 

2886. .2974 



End 
Score 



2974 
130 



Seq. No. 37663 Seq. ID 

Gene No. 77374 Strand 

Start 5619 End 

Name OJ991019_04 . 0121 . CIO . o4 . gp Method 

Start 5619 End 

GI 83529_1.R1084 Score 

Exons 5619.. 6391 

GI Descrip. M 521194 /dbj | AB013613 . 1 | AB013613 6.0e-79 Oryza sativa DNA, 
centromere sequence RCBll' 



OJ991019_04. 0121. CIO 
+ 

6391 
AAT/GAP 
6391 
1318 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



37663 Seq. ID 

77375 Strand 

12145 End 

OJ991019_04. 0121. CIO. o3.gs Method 

12145 End 

none Score 



OJ991019_04 .0121. CIO 
+ 

15648 
GENSCAN 
15648 
.89 



1214 5. .12226, 12335. . 12720, 12780. 
.1.^.63^^^.a3553.,., 15.594,^^, 1564 8_.._ 



,12960, 12990. .13175, 



Seq. No. ' 37663 " Seq. ID 

Gene No. 77376 Strand 

Start 17837 End 

Name OJ991019_04 . 0121 . CIO . o4 . gs Method 

Start 17837 End 

GI none Score 

Exons 17837. . 18046 



OJ991019_04 .0121. CIO 
+ 

18046 
GENSCAN 
18046 
.72 



OJ991019 04. 0121. CIO 



Seq. No. 37663 Seq. ID 

Gene No. 77377 Strand 

Start 186 End 681 

Name OJ991019_04 . 0121 . CIO . ol . gp Method AAT/GAP 

Start 186 End 681 

GI' LIB3431-062-P1-N1-B3 Score 879 

Exons 186.. 681 

GI Descrip. '3108343 l.Oe-10 (AF061285) sesquiterpene cyclase [Capsicum 
annuum] ' 



Seq. No. 


37663 - . - . ; ■ - . ; 


Gene No . ' * 


■--7737i8V'' V-"'" : 


Start ; "' 




'Name "'""^ 


rr.^-, . Q-j:<^^l^ IS'' VO 121 VXI iff f 


Start- ' 


,.:226. ■ ■ - ■ ■ . ■ 


GI ■ 


. none 


Exons 


226. .513, 250-. .471 


Seq. No. 


37663 


Gene No. 


77378 


Start 


2740 


Name 


OJ991019 04. 0121. CIO. ol. 


Start 


247 


GI 


none 


Exons 


247. .384, 250. .384, 251. 



Seq. ID OJ991019_04 . 012 1 . CIJ) 
' ">'^Strand • ' -^-y ■ 

. End . 11683 _ - . / 

tifv^"^- ^Method ■^'--^^TBlJ^fxTMar^e'':'^-^^ 
'.: ■ End * . 513 ^ • :i :.r 

Score ' 230 . ■ ' . . ' 



Seq. ID OJ991019_04 .0121. CIO 
Strand 

End 11683 

tw Method TBLASTX : Wheat 

- End . 542 

Score 159 
.388, 388. .531, 453. .527, 462. .542 



37280 





Seq. No. 


37663 






Seq. ID OJ991019 


04 .0121. CIO 




Gene No. 


77378 






Strand 








o tar L 


2740 






End 11683 






Name 


OJ991019 04. 


u i ^ 1 


.C10.o2.gp Method AAT/GAP 






btarc 


1263 






End 2344 








none 






Score 966 






Exons 


1263. . 


1727, 


1 T c; Q 


..1807, 2270. .2344 








beq . iNo . 


37663 






Seq. ID OJ991019 


U4 . UiZi . LiU 




Gene No. 


77378 






Strand 








Start 


2740 






End 11683 






Name 


OJ991019 04. 


u ± Z 1 , 


.C10.o2.gs Method GENSCAN 






o car u 


2740 






End 9180 








none 






Score .66 






Exons 


2740. . 


2841, 




..2972, 3851.. 3930, 4403. 


.4541, 


4616. .4714, 






7790. . 


7941, 


O \J O f t 


..8203, 8346. .8523, 9178. 


.9180 






beq , NO . 


37663 






Seq. ID OJ991019 


04 .0121. CIO 




Gene No . 


77378 






Strand 








btar u 


2740 






End 11683 






Name . 


OJ991019 04. 


U 1 ^ 1 , 


'ClO.ol.tm Method TBLASTX : Maize 


— 


bta^L_^ . 


.4 98.2, _ 






_ ___End., _ „11683____ 






„ , ^ ...... 


. ' .none,.... 






: ;.:„ S-Co.re 74 








Exons 


4982. . 


5104, 


0 iUU . 


.5372, 5100.. 5255, 5204. 


.5224, 


5259. .5411, ■ 






5267. . 


5377, 


c; 0 T 1 


.5420, 5277.. 5396, 5288.. 


.5419, 


5291. .5422, 


LI s 




5294. . 


5374, 


c: T R R 


.5423, 5358. .5450, 5358. 


.5450, 


5359. .5451, 






5412. . 


5504, 


5413. 


.5502, 5413.. 5511, 5433. 


.5594, 


5439. .5591, 


rU 




5439. . 


5516, 


5442. 


.5600, 5446. .5604, 5453. 


.5569, 


5456. .5563, 






5466. . 


5585, 


5471. 


.5602, 5488. .5595, 5495. 


.5617, 


5533. .5571, 






5634. . 


5723, 


5643. 


.5765, 5648. .5722, 5649. 


.5750, 


5655. .5717, 






9514. . 


9627, 


9516. 


.9641, 9522.. 9632, 9524., 


.9643, 


9525. .9629, 






9533. . 


9640, 


9541. 


.9639, 9542.. 9640, 9551., 


.9643, 


11016. .11135, 






11027. 


.11146, 11028. .11186, 11031. .11180, 


11038. 


.11193, 


E 




11043. 


.11195 


, 11043. .11192, 11051. .11146, 


11066. 


.11149, 






11123. 


.11221 


, 11130. .11222, 11130. .11207, 


11183. 


.11275, 






11184. 


.11276, 11211, .11363, 1 1211 11363, 


11219. 


. 11377, 


L J. 




11220. 


.11366, 11223. . 11378, 1 1228 .. 11368 , 


11250. 


.11396, 






11255. 


.11389, 11256. . 11396, 11411 .. 11479, 


11419. 


.11457, 






11426. 


.114 85, 11534. .11668, 11537. .11656, 


11567. 


. 11659, 






11567. 


.11599, 11585. .11683 







Seq. No. / -37664 ; * ' • • Seq.-^ID OJ991pl 9_04 . 0JL2 1 . Cll. 

Gene 'Nov V" ''-"113W - ' v- " Strand " + " • ^ ^'^ . " ' 

_Start * . ■ , 301 - : ; ■■ ' . End ' . 3528/'/ " . ' 

-Start -- - " 30X-"'. " ' ^ ' *T v.:, End'- ' 3'507/: ' ' ' 

GI . ■ 3201969 " " . Score 538 

Exons 301.. 439, 630.. 724, 2535 .. 264 9,- '2770 .. 28 94 , 3292. .3362, 

3450. .3507 " " 

GI Descrip. (AF068332) submergence induced protein 2A [Oryza sativa] 



Seq. No. 37664 

Gene No. 77379 

Start 301 

Name OJ991019_04 . 0121 . Cll . ol . gs 

Start 319 

GI none 



Seq. ID OJ991019_04 .0121. Cll 

Strand + 

End 3528 

Method GENSCAN 

End 3528 

Score .78 



37281 



Exons 



319. .439, 630. .724, 2535. .2649, 2770. .2894, 3292. .3362, 
3450. .3528 . 



Seq. No; 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



37664 
77380 
3949 

OJ991019_04 .0121.Cll.ol.tw 

316 

none 



Seq. ID OJ991019_04.0121.C11 
Strand 

End 4125 
Method TBLASTX : Wheat 
End 3363 
Score 63 

316. .366, 327. .353, 364. .435, 379. .435, 620. .724, 628. .711, 
2534. .2659, 2535. .2651, 2732. .2899, 2769. .2903, 3283. .3363 



Seq. No. 


37664 




Seq. ID 


OJ991019_04 .0121.C11 


^ Q Tl O M 






Strand 




OT-ar t- 


Qzl Q 




End 


4125 


LNaiue 


riTQQiniQ 04 ni9i n i 


. UC 


Method 


TBLASTX: Cress 




oz o 




End 


3363 




none 




Score 


63 


TT* o 


"^90 ■ "^(^(^ l,f,A 4*^^ Rfi4 


10 A 
. . 1 Z.^ f 


620. .724, 


2534 . .2650, 2535. .2 




97^9 9fiQQ 97f^Q 900'^ 


"^9 fi 


.3363 




Seq'._No... 


,.-__37 664 .. 


— 


.^Seq/ .ID\„. 


0 J99 1 01 9^0 4 , 0 121^ 11. 








Strand. 










End 


4125 


Name 




. cm 


Method 


TBLASTX: Maize 


o car L 


"5 0 0 
o 




End 


3398 




none 




Score 


63 


Exons 


'^9P '^^^4 4'^R 7 
OZO..ODD, oDfl..f±oO, 


7^9 


620. .724, 


2527. .2646, 2534 . .2^ 




2535.. 2651, 2732.. 2899, 


2765. 


.2899, 2769. .2903, 3283. .3363, 




3294. .3398 








o e q . LN o . 


sJ / D 




Seq. ID 


OJ991019_04.0121.C11 


oene lno . 


/ / JO U 




Strand 






J r f± ^ 




End 


4125 


Name 


n.TQQI m Q 04 01 91 PI 1 0I 




Method 


TBLASTX: Soybean 


o rar L 


■^9 fi ~ 




End 


3363 


GI 


none 




Score 


62 . 


Exons 


328. .366, 364. .435, 620 


. .724, 


620. .724, 


2527. .2649, 2534. .2i 




2535. .2651, 2732. .2890, 


2769. 


.2903, 3283. .3363 


Seq. No. 


37664 




Seq. ID 


OJ991019_04 .0121.C11 


Gene No. 


;. 77380 - ^ ■ . . 




Strand 




Start / - 


■3949 • - - - ' - " 




End"- ■ 


•41-25 ■' ^ 


Name 


OJ991019 04.0121-.Cir.o2 




Method 


GENSCAN' ■ 












GI . *- 


norie ^ . ' - ■ 




Score- 


,31 ' ' " " ^ 


Exons ■ ^. 


3949. .3980, 4104 . .4125 








Seq. No. 


37665 ■ 




Seq. ID 


OJ99i019_04.0i2i.C12 


Gene No. 


77381 




Strand 


+ 


Start 


539 




End 


759 


Name 


OJ991019 04.0121.C12.ol 


.gs 


Method 


GENSCAN 


Start 


539 


End 


759 


GI 


none 




Score 


.54 


Exons 


539. .759 








Seq. No. 


37666 




Seq. ID 


OJ991019_04.0121.C13 



37282 




Gene No. 


77382 




Strand 


+ 




Start 


1788 




End 


10605 




Name 


OJ991019 04 


.0121.C13;-^l'.np 


Method 


AAT/NAP 




Start 


1788 




End 


-10605 




GI 


6630459 




Score 


91 




Exons 


1788. . 1901, 


5034. .5184, 6827. 


.6961, 10582. .10605. 




GI DescriD. 


(AC007190) 


F23N19.12 [Arabidopsis thaliana] 




Seq. No. 


37666 




Seq. ID 


OJ991019__04.0121 


. C13 


Gene No. 


77382 




Strand 


+ 




Start . 


1788 




End 


10605 




Name 


OJ991019 04 


.0121.C13.o2.np 


Method 


AAT/NAP 




Start 


9008 ~ 




End 


10605 




GI 


4733937 




Score 


130 




Exons 


9008 . . 9089, 


10015. .10079, 10188. .10458 


, 10574.. 10605 




GI Descrip. 


(AF080245) 


sesquiterpene synthase [Elaeis oleifera] 




Seq. No. 


37666 




Seq. ID 


OJ991019_04.0121 


.C13 


Gene No. 


77383 




Strand 






Start 


4251 




End 


9609 




Name 


OJ991019 04 


.0121.C13.o2.gs 


Method 


GENSCAN 




.Starts 


:.,J251„,. ^7.-. 




_End 


9609 : 




GI" ' ' 


...none ... , 




Scpr.e^,..^ 


.....5 _ 




Exons 


4251 . . 4342/ 


'4918.75389,'' 6286 .' 


.6430, 6898. .7032, 752.6. .7672, 




9607 . .'9609 








Seq. No. 


37667 




Seq. ID 




CO 


Gene No. 


77384 




Strand 






Start 


1531 




End 


2188 




Name 


OJ991029 01 


.0128.C2.ol.gs 


Method 


GENSCAN 




Start 


1531 ~ 




End 


2188 




GI 


none 




Score 


.67 




Exons 


1531 , . 1544, 


2140. .2188 








Seq. No. 


37668 




Seq. ID 


OJ991029_01.0128 


.C3 


Gene No. 


77385 




Strand 


+ 




Start 


1 




End 


1124 




Name 


OJ991029 01 


.0128.C3.oL.np 


Method 


AAT/NAP 




o L,ar L, 


1 ~ 
J. 


End 


1124 




GI 


6006359 




Score 


60 




Exons 


1 . .67, 277 . 


.399, 1105. .1124 








-GI Descrip, 


• (AP000559) : 


hypothetical protein [Oryza 


sativa] : . 




'Seq. No.' 


•37 668 . 




Seq. id: ; 


OJ991029_'01.0i2&: 


.C3 




'^''7T5g'5''^'^''"^^'"-^ 




/"St^aiKf"" 






Start 


.1 ' ; .: 




End - ' V /:. 


M12-4* : - ' 




Name' 


OJ991029 01- 


.0128.C3.ol.gs 


Method 


GENSCAN 




Start 


225. . ~ - 




: End ' 


455 




GI ■ 


none 




Score 


.69- 




Exons 


225 . . 455 










Seq. No. 


37669 




Seq. ID 


OJ991029_01.0128. 


.C4 


Gene No. 


77386 




Strand 


+ 




Start 


1 




End 


2558 




Name 


OJ991029 01 


.0128.C4 .ol.np 


Method 


AAT/NAP 




Start 


1 




End 


2558 




GI 


6466937 




Score 


1133 





37283 




Exons 1..1842, 2526.. 2558 

GI Descrip. (AC011621) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 





O fc: . ls\J * 


J / U U -7 
















77386 






o I, X di ivj. 








Start 


1 








9SSP 

^ J J o 










■ \J ±Z.O .uo 


cni 




i Dijr\o i A . LYiax ze 






Start 


1 






End 


399 






GI 


none 






Score 


183 






Hi AUii O 


1 2S? ?S7 




?R7 












37669 






TD 

O • X 




. 




C2c^r\a Mo 


77 38 6 






qi" T^i nH 
o u X di lu 


-l- 






O L d i. L. 


1 






FnH 












■ yj ±^o •v-'fi .ox • 




Mot" H 


1 ojj/Ao 1 A . wnean 






Start 


280 






End 


678 






GI 


none 






Score 


292 






F" von 


















O / D U 17 






Seq. ID 


OJ991029_01.0128 


C A 




CZ(^r\(Zi Mo 


77 ^ft 






„„,™-StrcLnd^_ 


■ •+ ■ 


— , — .- 




Q-f- a r1- 

O. L..C14- 1—.. . , 


1 






Eni 


_253a,. 7 







Name 


WU ^ ^ J- VJ <6 -7 ux 


.0128X4.01. 


tm 


MethQ..d' . 


TBLASTX: Maize 




^3 


Start 


511 






End 


1146 




l\\ 


GI 


none 






Score 


624 




- — ; 


P von Q 


511. .1146, 


511. .807, 648.. 


1100, 859.. 1146 




V4 


O C ^ • IN C • 


37669 






Seq. ID 


OJ991029_01.Q128 






o n o Mo 


77386 






Strand 


+ 








1 






End 


2558 




f\ \ 




OJ991029 01 


.0128.C4.ol. 


ts 


Method 


TBLASTX: Soybean 




B 


Start 


532 






End 


918 




11 


GI 


none 






Score 


352 






P von Q 


532. .918, 564. .824 












Mo 


37669 






Seq. ID 


OJ991029_01.0128 


.C4 




cs n o Mo 


77386 






Strand 


+ 






q-|- = -rt- 


1 






End 


2558 




^=== 


IN dlllC 


OJ991029 01 


.0128. 04. o3. 


tw 


Method 


TBLASTX: Wheat 






Start 


766 






End 


1146 






• GI. 


none , : ■ 






Score 


263 






~ V on d ' " ■ 


■'"7 66r.7ll4 6;" ( 


3 59V. 1029 ,-''8 


61" 


:'ir4'5' -'^ 








O t: ^ . IN U . 








'Seq7 'ITS'" 


^jmo^r^trirOT2^^¥^""" 




n o M ■ • 


. ^773-8 6 






' ' Strand' ' 








Ot-.di.L_ 


I . - ■ 






End- 


2558 • . - ■ 






Name 


OJ991029 01 


0128.C4.o2. 


tm 


Method 


TBLASTX: Maize 






Start 


1255 






End 


1745 






GI 


none 






Score 


259 






Exons 


1255. .1587, 


1263. .1361, 


1404.. 1508, 1588.. 1722, 1626.. 1745 




Seq. No. 


37669 






Seq. ID 


OJ991029_01.0128 


.C4 




Gene No. 


77386 






Strand 


+ 






Start 


1 






End 


2558 






Name 


OJ991029 01 


0128.C4.o2. 


tw 


Method 


TBLASTX: Wheat 






Start 


1255 






End 


1623 





37284 



GI 

Exons 



none 

1255. .1623 



Score 



263 



OJ991029_01.0128.C5 
+ 

7115 
AAT/NAP 
2885 
803 



Seq. No, 37670 Seq. ID 

Gene No. 77387 Strand 

Start 1 End 

Name OJ991029_01 . 0128 . 05 . ol . np Method 

Start 1 End 

GI 6069646 Score 

Exons. 1..45, 832.. 1628, 1921.. 2885 

GI Descrip. (AP000616) similar to putative reverse transcriptase (AC005315) 
[Oryza sativa] gi | 6907112 | dbj | BAA90639 . 1 | (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAG F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



Seq. No. 


37670 






Seq. ID 


OJ991029_01.0128 


.05 


Gene No. 


77387 






Strand 


+ 






T 
X 






End 


7115 




Name 


ujyyiu^y ui.uxzo.UD. 


, Ol . 


gs 


Method 


GENSOAN 




on ar t 


/I 7 






End 


1754 




^ ^ „ ,^ 


none 






Score 


.44 ■ ■ - ■ 




TT" v /~i o 


Al 71R 11Z17 17R4 


— ' 










Sea No 


37670 






Seq. ID 


OJ991029_01.0128 




Gene No. 


77387 






Strand 


+ 




Start 


1 






End 


7115 




Name 


OJ991029 01.0128.05. 


o5. 


tm 


Method 


TBLASTX: Maize 




Start 


220 






End 


611 




GI 


none 






Score 


270 




Exons 


220. .609, 360. .611 












Seq. No. 


37670 






Seq. ID 


OJ991029_01.0128 


.05 


Gene No. 


77387 






Strand 


+ 




Start 


1 






End 


7115 




Name 


OJ991029 01. 0128. 05. 


o2. 


tm 


Method 


TBLASTX: Maize 




Start 


678 






End 


1154 




GI 


none 






Score ■ 


91 




Exons 


678. .752, 679. .795, 


808 


. . 1086, 


831. . 995, 1068. .1154 




Seq. No. 


37670 






Seq. ID 


OJ991029_01.0128 


.05 


Gene No. 


77387 






Strand.. 


+ • ...... 




-'Startf 








End " ' 


'•7115 "*" ■■ 




Name 


OJ991029^01..dl28.O5; 


ol. 


tm 


Method' 


TBLASTX": Maize 




-^Start'-''"'""""^ 








'Eria*"''-^^'^'' 






■::Gr . 


' - none- **^ ' - " - ■ ■ "■- V 






Score 


'4 03 ■; - 




Exons 


1155. . 1316, 1164 L730, 


1598. . 


1726, 1739. . 1801, 1804 . .1! 


354- 



Seq". No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



37670 
77387 
1 

OJ991029__01.0128.O5.o3.np 

1308 

4680203 



Seq. ID OJ991029_01.0128.O5 



Strand 
End 

Method 

End 

Score 



+ 

7115 
AAT/NAP 
7115 
1972 



1308. .1358, 3856. .5512, 5672. .5901, 6178. .7115 
(AF114171) TNP2-like protein [Sorghum bicolor] 



37285 




Seq. No. 


37670 








Seq. ID 


OJ991029_01.0128.C5 


Gene No. 


77387 








Strand 


+ 




X 








FnH 


7 1 1 R 

/ X X J 


Nanie 




01 9ft 




1- w 

L. W 




i DXiriD 1 A . wneau 




X f± ^ *± 








Htna 


1 7 "^0 
X / OU 




none 








Score 


1 Q 
X O D 


Exons 


Xfii?*±..X/OU/ 


X *i o 


1 (^7fi 








Seq. No. 


37670 








Seq. ID 


OJ991029_01.0128.C5 


Gene No. 


77387 








Strand 


+ 




1 

X 








End 


7115 


Naine 


WU-?^XU^^ ux 


01 9ft 

• U X ^ o 


PS n9 


gs 


Method 


GENSCAN 


o ua.rL 










End 


7089 




none 








Score 


.92 


IT V /-\ o 


^7dp ^7^^n 


'^ft S7 

J O J / 


S^^9 


O O D O . 


.6837, 6877. .7089 


o e q . IN o . 


^7 fi7 n 








Seq. ID 


OJ991029_01.0128.C5 


Gene No. 


77387 








Strand 


+ 


Start 


1 








End 


7115 


Name 


n TQQ1 09 Q m 


01 9R 

. U X ^ 0 


■ ^^w) • oo • 


U W 


Method 


TBLASTX: Wheat 


O -t- -!i >- -h 


4 9 1 
fl Z X 0 








End 


4806 


T 










,_Sc,or.e: : 


223 - 


, .Ex.ons.4_,_ . 






4 "^0 ^ 


_ .D.O.D... 


_..4 J 4.5 ,-.A6aa:.- .4Z6L,,_4^.4 8,, ...414.6.,,. 




4 / DO. .flOUD 












Seq. No. 


37670 








Seq. ID 


OJ991029_01.0128.C5 


Gene No. 


77387 








Strand 


+ 


Q -1- a -r^- 

o uari. 


X 








End 


7115 


jNaine 


TQQ1 09 Q 01 

(J J yyxuzy ux 


01 9R 
. U XZ 0 


. . ox . 


lS 


Method 


TBLASTX : Soybean 


o can. 


zl 9 R ft 

'i Z 0 O 








End 


4638 




none 








Score 


47 


Exons 




fi z y o 


4 4 


4 "^4 1 
4 Jfl X . 


.4559, 4341. .4604, 4342. .4638 


Seq. No. 


37670 








Seq. ID 


OJ991029_01.0128.C5 


Gene No. 


77387 








Strand 


+ 




X 








End 


7115 


Name 


nTQQ109Q 01 

WU -7 -/ X U,^ " U X 


01 9R 
. U XZ 0 


pt^ r^1 
. UO . OX . 


L.C 


Method 


TBLASTX: Cress 


Start 


/I C "3 Q 

4 boy 








End 


4986 




none 








Score 


313 




4639. .4986, 


4644 


. .4706, 


4737. 


.4793, 4833. .4985 


Seq. No. 


37670^ 








Seq. ID 


OJ991.029^01.0128..C5; 


Gene No. • "" 


■7 7387 - 








Strand " 




o t a.r U 


1.- r 








End . 


. '-7115 . ■ - 


iNaine 






''TBl^^lS-rSayBS^rr^^^ 


6 -h :=i v-h ' ■ 

oLaru- - - 


•'4 642 ■ ' - 








*:End-' - 


.;.49'05-' • -■■ 




none 








Score 


209 . ■ " • ■ ■ 


17* V C? 


4642. .4905, 


4650, 


. .4892, 


4663, 


.4896 




oeq . NO . 


37670 








Seq. ID 


OJ991029_01.0128.C5 




77387 








Strand 


+ 


Start 


1 








End 


7115 


Name 


OJ991029 01 


.0128. 


.C5.o2. 


tw 


Method 


TBLASTX: Wheat 


Start- 


4818 








End 


5235 


GI 


none 








Score 


106 


Exons 


4818. .4925, 


4828, 


. .4932, 


4933. 


.5034, 4938. .5036, 4941. .5036, 




4986. .5234, 


5080, 


. .5235 









37286 




Seq. No. 


37670 








Seq. ID 


OJ991029_01.0128.C5 


mono KFr^ 


//JO/ 








Strand 


+ 


Qi- a 1-+- 

o Lair t 


1 

X 








End 


7115 " 




WU_?^XVJ^^ ux 


01 9ft 
. U X z 0 


PS 
. . 0 J . 


■hm 


Method 


TBLASTX: Maize 




4830 ~ 








End 


5274 




none 








Score 


222 




4R'^n SORT 


4 ft 1 

4 0 J X 


S07 

. . J U / J / 


SO SS 
J U J J . 


.5258, 5080.. 5274, 5080.. 5271 


Seq. No. 


37670 








oeq . X u 


PTQQIOQQ m n 1 0 Q pc; 

ujyyiuzy ui.uizo.Cj 




f /JO/ 








Strand 


+ ~ 


Q-l- ^1 -r-h 
0 LdX L 


1 

X 








End 


7115 


Nsin© 


O.TQQI 09 Q n 1 
\ju y y ±\j ^ y ux 


01 9ft 

. U X Z 0 


PS nx'X 


L b 


Method 


TBLASTX: Soybean 


0 L 0 i. L 


SI n Q ~ 








End 


5340 


PT 


none 








Score 


216 


Ej A\J110 


SI HQ S97n 


SI 1 0 

J X X u 


S^4 0 

• . J J 4 u 








Seq. No. 


37670 








Seq. ID 


OJ991029_01.0128.C5 


f^on 0 KTf^ 


77 ^ft7 

/ /JO/ 








Strand 


+ 


Q-t- a -ri- 


1 

X 








. End 


7115 


NsiTie 


n.TQQI 09 Q 01 


01 9ft 
. U X 0 


PS r^ 




Method . 


TBLASTX: Maize . 


C+- a -r +- 


54 34 ~ 








...End;^^ 


.564 9. 


SjX.. , . 










^.S.CD.r,e,„.„ 


,2,2i^,.^_ . ■ 


TP V 1^ c? 


OH , , OOj4/ 


S ^ S Q 
0 4i D 0 


S 4 Q 




.5648 




Seq. No. 


37670 








Seq. ID 


OJ991029_01.0128.C5 


Gene No. 


77387 








Strand 


+ 


0 L Ct X L. 


1 

X 








End 


7115 


Nsitie 


n.TQQI 09 Q 01 
wu^-?xu^" ux 


01 9ft 
• U X z 0 


PS S 
. V_/J . 0 J . 




Method 


TBLASTX: Wheat 


Q-h a r--|- 
0 LdX U 


S4 S4 ~ 

J *i J 4 








End 


5768 












Score 


53 


XjAvJi 1 0 


S4 S S01 


S4 S 4 

J 4 J ft 


S S7 0 
. . J J / u , 


S 4 S S 
J 4 J J . 


.5574, 5455. .5571, 5575. .5658, 




JJOD. * D 0 ^ / f 


S^^R S 
J 0 0 0 


S7 tf^R 
. . J / Do 








Seq. No. 


37670 








Seq. ID 


OJ991029_01.0128.C5 


0 n 0 Kl 0 


77 ^P7 

//JO/ 








Strand ' 


-f 


0 tar u 


1 








End 


7115 


Nsine 


n.TQQI 09 Q 01 


01 9ft 

. U X Z 0 


PS oS 
J . 0 J . 


L S 


Method 


TBLASTX: Soybean 


0 U d X L. 


S74fi ~ 
J / 1 u 








End 


6129 


V3 X 


n on 0 
i iv_/i It; 








Score 


79 




J/'iD. .JO / 's^ 


Sft ft 4 

J 0 0 4 


(^1 9 Q 
. D X Z ^ , 


D U U J . 


.6128 




Q 0 rr mX' 


J / 0 / u 








Seq.- -ID'- 


6J991p2 9_0i: 0128 :CT 


Gene No. 


77387 








Strand 


+ ■ • 












yfncr*"-^"^^ 




KTa mo 


■ ' O.TQ'QI 0 9 Q O'l 


0 T 9ft 
.- U X Z.o- 


P S "' 1 . 
J . OX. 


L W - - 


Method... ' 


TBLASTX : Wheat^ - * - 


0 Lax C 


c 7 0 c ~ 

. J / 0, J 








End \ ' 


7047^ 


0 X 


none 








Score • 


507 • 


Exon s 


J/OJ. » \J -J ^ f f 


Sft 9 Q 
J 0 z ^ 


f^'^Oft 
. D J U 0 , 


S Q'^9 
J -/ J z . 


.6318, 6334. .6534, 6387. .6524, 




DjjZ. .DD/Z, 


0 J 4i D 


> K>K) f 1. f 


D Do 0 . 


.6738, 6695. .6739, 6739. .6792, 




6810. .6914, 


6811 


.6915, 


6916. 


.7047 




Seq. No. 


37670 








Seq. ID 


OJ991029_01.0128.C5 


Gene No, 


77387 








Strand 


+ 


Start 


1 








End 


7115 


Name 


OJ991029 01 


0128. 


C5.o4 . 


tm 


Method 


TBLASTX: Maize 


Start 


5827 








End 


6141 



37287 





none 


Score 


oOl 






Exons 


OoZ/..DlfH, Dofil..DlZZ, Oyi^ 


. . biz J 








Seq. No. 


37670 


Seq. ID 


OJ991029 


_01.0128 


.C5 


Gene No. 


77387 


Strand 


+ 






o rare 


1 


End 


7115 






Name 


vjjyyiu^iy ui . uizo . bo . oz . tc 


Method . 


TBLASTX: 


Cress 




O +- ^4- 

otaru 


du / z 


End 


6498 








none 


Score 


222 






r V 


DU/Z..DjUO/ DU/b.,DJlZ, t)jJ4 


. .6498, 6387. .6494 






Seq. No. 


37670 


Seq. ID 


OJ991029 


_01.0128 


C5 


Gene No. 


77387 


Strand 


+ 








1 


End 


7115 






Name 


ujyyiuzy ui . uizo . bo . oz . ts 


Method 


TBLASTX: 


Soybean 




btart 


"7 o /I 


End 


6972 






none 


Score 


216 






Exons 


(^70/1 f^QTO i^'7'5Q i^QnO 










beq . rjo . 


J / b / 1 


Seq. ID 


OJ991029 


_01.0128. 


C6 


Gene No. 


77388 


Strand 


+ 






Start„:._^.„_ 


837, 


_„.End_ 


.^7J^03 • 






„Name„,^ 


xjyj. p.^ 1 Ux y ^ m... Xi . b b. i.p 1,. gs_, , 


1 Met h od^ .1 


,,GENSCAN„ 






btart 




End 


7303 






bl 


none 


Score 


. 67 






Exons 


OJ/..1414, lo/b..zzJy, Zblo. 


.2731, 21i 


.3064, 


3152. .3757, 




"JQIQ /line A '\ O A A "^iZi A A A "^IH 

oyio..41U0, 41o4.,4Jb4, 44o/ 


..4725, 7124. .7303 






Seq. No. 


37671 


Seq. ID 


OJ991029 


_01.0128, 


C6 


Gene No. 


77389 


Strand 








b uar L 


1 IZ U o 


End 


13716 






Name 


ujyyiuzy ui.uizo.bb.oz.gs 


Method 


GENSCAN 






b uar L 


1 T o n Q 
1 1 Z U o 


End 


13716 






P T 
bl 


none 


Score 


.58 






Exons 


llOnO II/ITT lOITO 

llZUo . . 114 / / , lZy44 . . i^X / J, 


13262. . 13460, 13564 


. . 13716 




beq. LN o . 


J / b / 1 


Seq. ID 


OJ991029 


_01.0128. 


C6 


Gene No . 


77389 


Strand 








Start 


11208 


End 


13716* 






Name 


OJ991029 01.0128.C6.ol.np 


Method 


AAT/NAP 






brar u 


11998 


End 


13716 






bl 


5042444 


Score 


3 99 -. • 






' Exons 


■ 11998 . ".T202 9, 13200 .T34 60 , 


13564-. . 13T16"' -" " ' ■ 






GI Descrip. 


{AC007789) putative low molecular .early light-inducible 


protein 










Seq. No. 


. 37671 


Seq.. ID 


OJ991029 


_01.0128. 


C6 


Gene No. 


77390 


Strand 








buar L 


15045 


End 


' 17159 






Name 


OJ991029 01.0128.C6.o3.gs 


Method 


GENSCAN 






bt ar L 


15045 


End 


17159 






GI 


none 


Score 


.49 






Exons 


15045. .15080, 16941. .17159 










Seq. No. 


37671 


Seq. ID 


OJ991029_ 


_01.0128. 


C6 


Gene No. 


77391 


Strand 








Start 


17696 


End 


18371 







37288 



NsiTie 


OJ991029 01. 0128. C6 


o2 . np 


Method 


AAT/NAP 


Start 


17696 ~ 




End 


18371 


GI 


1173624 




Score 


701 


Exons 


17696.. , 18371 








GI Descrip 


fU34744 ) pvtophrmrip 


P-450 [ 


Phalaenopsis sp. 'hybrid SM9108'] 


Seq. No. 


37671 




Seq. ID 


OJ991029_01.0128.C6 


Gene No. 


77391 




Strand 


- 


Start 


17696 




End 


18371 


Name 


OJ991029 01 0128 C6 


o4 . qs 


Method 


GENSCAN 


Start 


17696 ~ 




End 


18292 


GI 


none 




Score 


.94 


Exons 


17696. . 18292 








Seq. No. 


37671 




Seq. ID 


OJ991029_01.0128.C6 


Gene No. 


77391 




Strand 




Start 


17696 




End 


18371 


Name 


OJ991029 01 . 0128 . C6 . 


ol . tm 


Method 


TBLASTX: Maize 


Start 


17702 ~ 




End 


18343 


GI 


none 




Score 


65 


Exons 


17702 17932 17727 


.1784 9, 


17933. .18178, 17933. .18178, 


— ,™.-, 


1817 6 18 343 18177 


. 18323' 






Sea No 


37 671 " ' ' 




Seq. ID 


0 J9 9i5l 9_0 iT 012 sT C 6 


Gene No. 


77391 




Strand 




Start 


17696 




End 


18371 


Name 


OJ991029 01 0128 C6 


ol . ts 


Method 


TBLASTX : Soybean 


Start 


17702 ~ 




End 


18329 


GI 


none 




Score 


101 


Exons 


17702 17782 17777 


. 1804 0,' 


17921. .18040, 18027. .18329, 




18035 18310 








Sea No 


37671 • 




Seq. ID 


OJ991029_01.0128.C6 


Gene No . 


77391 




Strand 




Start 


17696 




End 


18371 


Name 


OJ991029 01. 0128. C6. 


ol . gp 


Method 


AAT/GAP 


Start 


17748 




End 


18176 


GI 


18425 1.R1084 




Score 


817 


Exons 


17748. ,18176 








GI De spr 1 n 


'1173624 3.0e-49 (U34744) cytochrome P 


-450 [Phalaenopsis sp. 




' 'hybrid SM9108 ' ' ] ' 






Seq-.'* No'.' ' * 


- 37671 " ' ' ' * : 




Seq. 'ID' 


Oj9'W029_0l-:()128 . C6 '" 


Gene No. 


•77391 ^ " 




' Strand- 




S t ax t 


'' ""11 6"9 & - ' 








Name ■ . . .. ^ , ... 


.. ' ■OJ991029 01 :'ai28.. 06 . 


o2 .tw- 


'■ Method 


:TBLASTXiWheat' : 


Start ' 


. 17786.^ . ' 




End 


17923 


GI 


none 




' Score • 


185 


Exons 


17786. . 17923 








Seq. No. 


37671 




Seq. ID 


OJ991029_01.0128.C6 


Gene No. 


77391 




Strand 




Start 


17696 




End 


18371 


Name 


OJ991029 01. 0128. C6. 


ol . tc 


Method 


TBLASTX: Cress 


Start 


17792 




End 


18305 


GI 


none 




Score 


89 


Exons 


17792. .18067, 18077. 


. 18295, 


18078. .18305 



37289 



OJ991029 01. 0128. C6 



Seq. No. 37671 Seq. ID 

Gene No. 77391 Strand 

Start 17696 End 

Name OJ991029_01 . 0128 .C6 . ol , tw Method 

Start 17993 End 

GI none • Score 

Exons 17993. .18052, 17 994 18053, 1807 4 18163, 18077 .. 18328 , 
18084. .18326 



18371 

TBLASTX: Wheat 

18328 

48 



Seq. No. 37672 Seq. ID 

Gene No. 77392 Strand 

Start 1 End 

Name OJ991029_01 . 0128 . C7 . ol . np Method 

Start 1 End 

GI 3831440 Score 

Exons 1 . . 410 

GI Descrip. {AC005819) putative cytochrome P450 [Arabidopsis thaliana] 



OJ991029_01.0128.C7 
410 

AAT/NAP 

410 

115 



Seq. No. 


37672 


Seq. ID 


OJ991029_01.0128 


.C7 


Gene No. 


77392 


Strand 






Start 


JL„^ „ 


_;.:,.End 


410 




,_Nam,e..„ 


.... .Dj 9 ai-D 2 afd 1 . b 12 a . ci. qI... tm: 


Method 


XBLASTX:Maxz.e_„. 




Start ' 


3 . " " . 


■ * End - 


279 




GI 


none 


Score 


137 




Exons 


3. .164, 7. .162, 240. .272, 


241. .279 






Seq. No. 


37672 


Seq. ID 


OJ991029_01.0128 


.C7 


Gene No. 


77392 


Strand 






Start 


1 


End 


410 




Name 


OJ991029 01.0128.C7.ol.gs 


Method 


GENSCAN 




Start 


17 


End 


164 




GI 


none 


Score 


.99 




Exons 


17. .164 








Seq. No. 


37673 


Seq. ID 


OJ991029_01.0128 


.C8 


Gene No. 


' 77393 


Strand 






Start 


352 


End 


4594 




Name 


OJ991029 01.0128.C8.ol.gs 


Method 


GENSCAN ■ 




Start 


352 


End 


4475 




GI 


none 


Score 


.72 




Exons • 


. 352. .555,- 796. .887., -1525. . 


15-99,'. 1665. . 


1761, 1922. .2009, 






2665. .2939',' 4r5r'. .-4 3 3 Ov" 43 7 4.' .-4475- ^ 







•--..Gene ^-Nd.- - '77393 ■ " /. : ..t.-.^.-. Strand ■ ^. .l:...:/^::- J-^-: 

Start ' 352 End "" 4594 " ' 

Name OJ991029_01 .^0128 . 08 . ol . gp Method AAT/GAP 

Start 1632 " ' End 2961 

GI 15664_1.R1084 — Score 1272 

Exons 1632.. 2009, 2665.. 2961 

GI Descrip. ' 4680212/gb | AAD27575 . 1 1 AF114171_17 5.0e-10 (AF114171) 
hypothetical protein [Sorghum bicolor] ' 

Seq. No. 37673 • Seq. ID OJ99102 9_01 0128 . 08 

Gene No. 77393 Strand 

Start 352 End 4594 



37290 








OJ991029 01.0128.C8.ol.np 


Method 


AAT/NAP 




Q-t- a r-+- 


1923 


End 


4594 




ol 


4680212 


Score 


251 






1923.. 2009, 2665.. 2949, 4570 


..4594 








{AF114171) hypothetical protein [Sorghum bicolor] 




Seq. No. 


37673 


Seq. ID 


OJ991029_01.0128.C8 




Gene No. 


77393 


Strand 








352 


End 


4594 




N3iTie 


ujyz7iu^y u 1 . u iz o . uo . oi . L.m 


Method 


TBLASTX: Maize 






1951 


End 


2949 




\j 1 


none 


Score 


64 






1951. .2010, 1952. .2011, 2641 


.,2712, 2755.-2784, 2869. .2949 




Seq. No. 


37674 


Seq. ID 


OJ991029_01.0128.C9 




Gene No. 


77394' 


Strand 


+ 




O u di. 1- 


67 


End 


1004 




N3ITIB 


OJ991029_01.0128.C9.ol.gs 


Method 


GENSCAN 




O Lai U 


D / 


End 


1004 




P T 


. none 


Score 


.73 




V ^ O 


67. .135,' 535. .650, 944. .1004 








C M 


3J6iir~'Li™r7 


.,_Seg.....j;.IX. 


r.OJ^3L02^3^ 




Gene . No . 


77395"' 


Strand 


+ ..." 




Start 


1886 


End 


2877 




Nsitie 


OJ991029_01.0128.C9.ol.np 


Method 


AAT/NAP 


hi 




loot) 


End 


2877 




J. 


5852084 


Score 


86 


- ~ 


Exons 


1886. .2078, 2628.-2877 










(AL117264) zwh0007.1 [Oryza 


sativa] 






Seq. No. 


37675 


Seq. ID 


OJ991029_01. 0128. CIO 




Gene No. 


77396 


Strand 


+ 




O L air L. 


1435 


End 


3145 




N3rne 


OJ991029_01. 0128. CIO. ol.gs 


Method 


GENSCAN 


- 3 


O L di. L 


1 /I c: 


End 


3145 




Vj ± 


none 


Score 


.41 




Exons 


1435.. 1559, 2271.. 2393, 2715 


..2925, 3129. .3145 






37675 


Seq. ID 


OJ991029_01. 0128. CIO 


n 


Gene No. 


77397 


Strand 






Start ■ 


4069 . - - . 


End 


11964 




Name . ' , ■ ' 


' OJ99r02'9 ■ 01 ."0128 ClO^. o2 ; gs"; * 


" Method ^ 


■'GENSCAN " - T - ' ' •' 




o u ar L. 


4069^ ; ' • ■ - 


End- 


11964 '/ ■ ' 






'none' -'--^^ ■ 


'""Scor"^""""" 






; -EXOn-S ■ — •'■ - 


• 4 0 6.9-. - ...437 6 > 4 82-9 4 85 3-,- : - 5 6 9 8^ 


. ,.578J.,....-60Ga.:..632.8.,-'-:34 2 6 :->;-96a4:,:~' 






10335. .10421, 10978. . 11142, ;.; 


11384. .11525, 11705. .11964. ■ • 






37675 


Seq- ID 


OJ991029_01-0128.C10 • 




Gene No. 


77397 


Strand 






Start 


4069 


End 


11964 




Name 


OJ991029 01.0128.C10.ol.np 


Method 


AAT/NAP 




Start 


6966 


End 


11925 




GI 


6815097 


Score 


414 




Exons 


6966. .7006, 11104 . . 11925 







GI Descrip- (AP001081) Similar to putative copia polyprotein {AC006248) 
[Oryza sativa] 



37291 



Seq. No. 37675 Seq. ID 

Gene No. 77398 Strand 

Start 12452 End 

Name OJ991029_01 . 0128 . CIO . o3 . gs Method 

Start - 12452 End 

GI none Score 

Exons 12452. .12961 



OJ991029_01. 0128. CIO 

12961 
GENSCAN 
12961 
.95 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start . 

_ N.ame 

atart : ; 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



37676 Seq. ID 

77399 Strand 

1 End 
OJ991029_01.0128.Cll.ol.np Method 

1 End 

6721516 Score 
1. .111 

(AP001072) hypothetical protein [Oryza sativa] 



OJ991029_01.0128.C11 
+ 

4809 
AAT/NAP 
111 
71 



37676 

77399 . . 

1 

. 0 J99J, 029 Ji. PJ28 ^ eii. . gs. 
none . " 



Seq. ID OJ991029_01.0128.C11 
Strand + 
End 4 809 

Method _ , GENSCAN ■ 

._„End. . . .™_ .4Ma._. ...... 

Score .-4 



9. .101, 389. .519, 1061. .1296, 4101. .4326, 4401. . 4554, 4760. .4809 



OJ991029 01.0128.C11 



37676 
77400 
4676 

OJ991029_01.0128.Cll.o2.gp 
4676 

uC-osflM202097dl0bl 
4676. .4759 

M062935/dbj IAB003495. 1 IAB003495 3.0e-14 Oryza sativa DNA for 
dihydrof lavonol 4-reductase, complete cds ' 



Seq. ID 

Strand 

End 

Method 

End 

Score 



4759 
AAT/GAP 
4759 
110 



Seq.. -No. 

Gene No. 

Start 

Name 

Start 

G I- - 

Exons 

""s^*: '■'No r' ■ '''' 
■•Gerie-^No . ~' 

Start . , 

Name 

Start 

GI 

Exons 

GI Descrip. 



37677 Seq. ID 

77401 Strand 

1768 End 

OJ991029_01. 0128.C12.ol.gs Method 

1768 End 

none " - . Score 



OJ991029_01.0128.C12 

+ 

4549 
GENSCAN 
4266 
.96 



1-768; .*1952,~"20'6i7 .''2196,' 3334. .37 63*, 4 205 . 42*66' ' ^' 



•1768 .. v. • 

OJ991029_01.0128.C12 .ol.np 



' Seq . \lD ' 
.Strand- i 
End 

_ _ Method 

1801 ' End 

6553917 Score 
1801. .1952, 2061. .2196, 3334. .3800, 4516. .4549 
(AC012329) putative 6-phosphogluconolactonase [Arabidopsis 
thaiiana] gi | 6723406 | emb | CAB664 15 . 1 | (AL132956) 
6-phosphogluconolactonase-like protein [Arabidopsis thaiiana] 



' 0 jg 9T0 2^ - 0 1 v;Gl2¥v Cli"^ 

4549 . • 

AAT/NAP 
4549 
411 



Seq. No. 
Gene No. 



37677 
77402 



Seq. ID 
Strand 



OJ991029 01.0128.C12 



37292 



start 
Name 
Start 
GI 

Exons 



3717 End 4106 

OJ991029_01 . 0128 . C12 . ol . gp Method AAT/GAP 

3717 End 4106 

none Score 768 
3717. .4106 



- 3 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No, 
Gene No, 
Start 
Name 
Start 
. GI.. . , 
,Ex.on£L. , 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



37677 
77403 
5233 

OJ991029_01. 0128.C12.ol.tm 

1765 

none 

1765. .1866, 1767. .1961, 1768, 
2062.. 2199, 3331.. 3726, 3333, 
3716. .3787, 3729. .3827, 3729. 

37677 
77403 
5233 

OJ991029_01.0128.C12.o2.ts 
1801 

none\. , " , „ 

.L8.oiLai5.D.,_ia48.., .iasK,. ".2,0.36. 

2055. .'2201,' 2055. .2201 

37677 
77403 
5233 

OJ991029_01. 0128.C12.o2.tc 

1819 

none 

1819. .1950, 
2099. .2200 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991029 01.0128.C12 



7322 

TBLASTX: Maize 
3828 
258 

1950, 2052.. 2198, 2061. 
3728, 3333.. 3728, 3334, 
3815, 3730.. 3828 



,2198, 
,3732, 



Seq. ID 

Strand 

End 

Method 
End 

Scpre^ 



OJ991029_01.0128.C12 
7322 

TBLASTX: Soybean 
2201 . : 

164 



..2197... 2045 ... 2.1,97 203.3 .. ...2 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991029_01.0128.C12 
7322 

TBLASTX: Cress 

2200 

106 



1845. .1955, 2059. .2196, 2061. .2198, 2062. .2199, 



Seq. No. 37677 

Gene No. 77403 

Start 5233 

Name OJ991029_01 . 0128 . C12 . ol . tw 

Start 1843 

GI none 

Exons 1843.. 1953, 1845.. 1940, 2058, 
.- , 3334 ...3618, 3423. .3617 



Seq. ' ID OJ99102 9_01 .0128.C12 
Strand 

End 7322 

Method TBLASTX : Wheat 

End 3618 

Score 65 

.2198, 2059. .2199, 3331. .3615, 



Seq. No. 37677 ■ 

■ G^ne'^MV " '~'^'''"77403*"'' "^^'^ ' - - --^-^--^ 

Sta-rt.> ^^.5233^■^: ^I:^ ^^^^^^ 

Name. ' / OJ991029_0.1 . 0128 . C12 . ol . tc 

Start 3334 

GI none 

Exons 3334.. 3387, 3385.. 3687, 3468. 



Seq. ID OJ99_1029_01.0128.C12 

^Strand ■ .. rrr-: : .r-: ..c -..--r^v—. 

-End . :..:'.7.322 ' : -I 'V:-. - 

-Method TBLASTX: Cress 

End * ' 3687 • • ' 

Score 271 
.3647 



Seq. No. 37677 

Gene No. 77403 

Start 5233 

Name OJ991029_01 . 0128 . C12 . ol . ts 

Start 3478 

GI none 



Seq. ID OJ991029_01.0128.C12 
Strand 

End ■ 7322 

Method TBLASTX : Soybean 

End 3825 

Score 284 



37293 




Exons 


3478 370S 


34 78 


3693 3dftn 


..3704, 3711. .3824, 3715. .3825 


D c . IM w . 


37 677 










Gene No. 


77403 






Strand 




Start 


5233 






End 


7322 


Name 


OJ991029 01 


.0128 


.C12.o2.np 


Method 


AAT/NAP 


O L. Ct J. L. 


5233 ~ 






End 


7322 


o ± 


4 914 4 04 






Score 


121 




S233 S472 


7277 


. .7322 






f^T Dp <=5 pr 1 r> 


f AL050352 ) 


putative protein 


[Arabidops 


is thaliana] 


O fc: . LN u . 


37fi77 






Seq. ID 


OJ991029_01.0128.C12 


Gene No. 


77403 






Strand 




Start 


5233 






End 


7322 




OJ991 n? 9 m 


.0128 


.C12.o2.tm 


Method 


TBLASTX: Maize 


q-i- p 

O Ldi. L, 


S707 ~ 






End 


6093 


O J. 


none 






Score 


45 




5707 5769 


5877 


..5993, 5907 


..5963, 5915.. 5998, 6023.. 6091, 




6037 6093 










o • IN w • 


37677 






Seq. ID 


OJ991029_01.0128.C12 




77403 






_ .Strand 




Start 


52,33 , _ J ^ 






. End„_ 




Name 


OJ9910"29' 01 


.0128 


.C12.o3.np 


Method 


AAT/NAP 


Start 


5861 






End 


6319 




2342685 






Score 


236 


T*' von Q 


5861. . 6112, 


6206 


. .6319 








(AC000106) 


Contains similarity to Rhodococcus amidase 




(gbl D16207) 


. ESTs gb|T20504,gb|H36650,gb|N97423,gb|H36595 ( 




from this gene. 


[Arabidopsis 


thaliana] 




No 


37677 






Seq. ID 


OJ991029_01.0128.C12 


Gene No. 


77403 






Strand 




Start 


5233 






End 


7322 


Name 


OJ991029 01 


.0128 


.C12.03. tc 


Method 


TBLASTX: Cress 




5877 






End 


6238 




none 






Score 


97 


f von c 


5877. .5993, 


5918 


..5998, 6026 


..6115, 6037. .6105, 6188. .6238, 




6205. .6231 










Seq. No. 


37677 






Seq. ID 


OJ991029_01.0128.C12 


Gene No. 


77403 






Strand 




Q 'f 3 y-f- - - • • 


-52:33 ■- 






- End • ' ■ 


7322 , ■ ■ 




6J991029 01 


.0128 


.C12.o2.gp- 


Method 


AAT/GAP 




• 5 9t3a'"-/^'""'*"'^ 






"End"^"""'"' 






4 87B716.-V,/-: . 






- - Score 


, 4•95--:.^~:^:-: 


F" V o n d 


■5908. .618L 










Seq. No. 


37678 






Seq. ■ ID 


OJ991029_01.0128.C13 


Gene No. 


77404 






Strand 


+ 


Start 


1902 






End 


3821 


Name 


OJ991029 01 


.0128. 


.C13.ol.np 


Method 


AAT/NAP 


Start 


1902 






End 


3821 


GI 


5295955 - 






Score 


244 


Exons 


1902. .2041, 


2775 


. .3821 







GI Descrip. (AB026295) Similar to Epstein-Barr virus (EBV) genome . (V01555 ) 
[Oryza sativa] 



37294 




Seq. No. 


37678 


Seq. ID 


OJ991029_01.0128 


.C13 


Gene No . 


77405 . . - ^ 


Strand 






Start 


27*53 


End 


3886 




Name 


OJ991029 01.0128.C13.o2.gs 


Method 


GENSCAN 




Start 


2753 . 


End 


3886 




GI 


none 


Score 


.66 




Exons 


2753. .2881, 3168. .3311, 3391. .3666, 3711. .3886 




Seq. No. 


37679 


Seq. ID 


OJ991029_01.0128 


.C14 


Gene No. 


77406 


Strand 


+ 




Start 


4342 


End 


4450 




Name 


OJ991029 01.0128.C14 .ol.gp 


Method 


AAT/GAP 




Start 


4342 


End 


4450 




GI 


uC-osflcyp088bl2bl 


Score 


158 




Exons 


4342. .4450 








GI Descrip. 


'5257255/dbj | AP0003 64 . 1 | AP000364 3.0e- 


36 Oryza sativa genomi 




DNA, chromosome 8, clone : P0026F07 • 






Seq. No. 


37679 


Seq. ID 


OJ991029_01.0128 




Gene No, 


77407 


Strand 


+ . 




,Start_., 


„_12,735 , 


„.„j;n,d _ 


^16027 ■ 




Name 


. 659 9 1 02 9 . 0 1..01 28„. CI 4. . o2.. g s. 


. ,,Method^ . 


GENSCAN , . _ 




"Start 


12735" 


End 


16007 




GI 


none 


Score 


.68 




Exons 


12735. .12816, 14081 14 160, 


14 608. .15067, 15138. .15291, 






15615. .15652, 15735 .. 15860, 


15958, .16007 




Seq. No. 


37679 


Seq. ID 


OJ991029_01.0128 


C14 


Gene No. 


77407 


Strand 


+ 




Start 


12735 


End 


16027 




Name 


OJ991029 01.0128.C14.ol.np 


Method 


AAT/NAP 




Start 


14002 


End 


16027 




GI 


6041808 


Score 


1553 




Exons 


14002. .14160, 14608. .15067, 


15138. .15291, 15375. .15652, 






15735. .16027 








VJJ J. O O i- J. a 


(AC009755) ' unknown protein- 


[Arabidopsis thaliana] 




Seq. No. 


37679 


Seq. ID 


OJ991029_01'. 0128 


C14 


Gene No. 


77408 


Strand 


+ 




Start 


16381 


End 


16957 




Name 


OJ991029 01.0128.C14.o2.gp 


Method 


AAT/GAP 




Start' " ' ' 


- 16381 • " • • ' - 


• • End 


■16957 




GI 


39157 i.R1084 ' ' ' ■ 


Score 


974' ■ ' 




Ex'6"rvs~^ ~ ~~' 


1638 169^^'"' :.-^--r..r..^:-.--ur-r- ^ 








■GX "Descrip-.- 


~r--V6a4 1.8.0.8^/.g.b.rAAFO:2.L28": ACDa9755 2 1 -2 ..0e--27- .(AGO-O 97^55 >;:~uhknoWi 




. protein . [Arabidopsis thaliana] * 






Seq. No. . 


37679 


' Seq. ID 


OJ991029_01.0128. 


C14 


Gene No. 


77409 


Strand 


+ 




Start 


19634 


End 


20092 




Name 


OJ991029 01.0128.C14.o4.gs 


Method 


GENSCAN 




Start 


19634 


End 


20092 




GI 


.none 


Score 


.44 




Exons 


19634 . .20092 








Seq. No. 


37679 


Seq, ID 


OJ991029_01.0128. 


C14 



37295 



Gene No. 


77410 


Strand 


+ 


Start 


20981 


End 


21343 


Name 


OJ991029 01 0128 C14 o5 as 


. Mpi~hod 


Vj 1-j I>( 1,3 ^f^iN 


Start 


20981 ~ 


FnH 




GI 


none 


Score 


. 62 


Exons 


20981. .21029, 21141. .21343 






Seq. No. 


37679 


Seq. ID 




f^pnp No 


77411 


^^^^ Strand 




O L. CI i. L. 


702 


"End 


7783 


Name 


OJ99i029 01.0128.C14.ol.gs 


Method 


GENSCAN 


Start 


702 


End 


7783 


GI 


none 


Score 


.44 


Exons 


702. .943, 1364. .1529, 1576, 


..1718, 2385, 


..2540, 2718. .2817, 




3026. .3109, 3365. .3483, 4060. .4123, 4244. .4335, 6704. .6791, 




7700. .7783 







Seq. No. 

Gene No. 

Start 

Name 

Jtart 

g1:. 

"Exons 



37679 Seq. ID 

77412 Strand 

16646 End 

OJ991029_01. 0128.C14.o3.gs Method 

J 6 64 6 - _■ End-. 



OJ991029_01.0128.C14 

18842. 

GENSCAN 

18842 



.none,._ . ... .Scor.e„ ..8,8„,. „ _ . , 

16646. .16932, 17039 .. 18097 , 18 192 .. 1827 9, 184 92 :. 18 626, 
18693. .18842 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI' Descrip! 



•Seq. No. 

Gene No.- 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No, 



37679 

77412 

16646 

OJ991029 

16647 

6041808 



01.0128.C14.o2.np 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991029_01.0128.C14 

18842 
AAT/NAP 
18195 
1478 



16647. . 16932, 17039 17324 , 17412.. 18195 
(AC009755) unknown protein [Arabidopsis thaliana] 



OJ991029 01.0128.C14 



37679 
77412 
16646 

OJ99102 9_01.0128.C14 .o3.gp 
17182 

uC-osflcyp033g03bl 
17182. .17643 ... " . ... ..... 

■»'3559805/emb1CAA0725rr 9 ; 0e-"20' " (AJ0067 87 ) • putative phytocheiatin 
synthetase [Arabidopsis thaliana] ..... 



Seq. ID 

Strand 

End 

Method 

End 

Score 



18842 
AAT/GAP 
17643 
896 



■ 3Z679 'L...l :...s .s.: Seq.- ID 

■-77412 , . , Strand. 

16646 End 
OJ991029_0r. 0128 .C14 .o4 .gp Method 

17842 End 

uC-osflcypl72h09bl Score 
17842. . 18097, 18192 



-X) J9 91-02-9_Oi-.~0 12 a- : CI 4- 

18842 
AAT/GAP . 
18338 
755 



18338 

' 6041808/gb| AAF02128 . 1 1 AC009755_21 6. Oe-27 (AC0.09755) 
protein [Arabidopsis thaliana] ' 



unknown 



37679 
77413 



Seq. ID 
Strand 



OJ991029 01.0128.C14 



37296 



start 
Name 
Start 
GI 

Exons 



22522 

OJ991029_01. 0128.C14 .ol. ts 
14073 
none 
14073, 
14607. 
15139. 
17040. 



End 36351 
Method TBLASTX: Soybean 
End 18099 
Score 14 9 

.14159, 14074 14160, 14074 14 160, 14 607 14 963, 
.15053, 14608. . 15018, 15007 15063, 15137 15283, 
15270, 15379. .15657, 15384 .. 154 64 , 154 33 .. 15657 , 
17324, 17047. .17259, 174 4 0 18099, 17445. .18095 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



37679 
77413 
22522 

OJ991029_01.0128.C14, 

14074 

none 

14074. .14160, 14079. , 
15132. .15287, 15137.. 
15381. .15467, 15398., 
15732. .15911, 15734., 
16703. .16933, 16770., 
17440. .17571, 17445.. 



ol . tm 



,14159, 
,15289, 
,15511, 
,15949, 
,16931, 
, 18095, 



Seq. ID 

Strand 
End 

Method 

End 

Score 



OJ991029_01.0128.C14 
36351 

TBLASTX: Maize 

18105 

146 



14607. .15053, 14 608 15054 , 

15139. .15288, 15379. .15645, 

15442. .15627, 15522. .15644, 

15734. .15934, 15736. .15939, 

17032. .17265, 17046. .17330, 
17620. .18105 



Sec^..„Na..-._ 31313.. ... 

Gene No. 77413 
Start 22522 

Name OJ991029_01 . 0128 . C14 , 

Start 14644 
GI none 
Exons 14644. 

15137. 

15436. 

16770. 

17445. 



.15018, 14644. 

.15283, 15139. 

.15645, 15734. 

.16931, 17040. 

.17978, 17614, 



ol . tc 



14877, 
15270, 
15940, 
17258, 
17982 



..aeq,.. .I.D. . .OJ931,0,29.^01 . 012a..-C.U_ 
Strand 

End 36351 

Method TBLASTX : Cress 

End . 17982 

Score 538 
14655. .15053, 15019. .15063, 
15379. . 15420, 15427 .. 15690, 
15736. .15939, 16724. .16966, 
17050. .17271, 17437. .17568, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



*-Set['. No' 
- Gend-' No-. 

Start -. 

Name 

Start 

GI 

Exons 



37679 
77413 
22522 

OJ991029_01.0128.C14 .ol.tw 

15206 

none 



Seq. ID OJ991029_01. 0128 .C14 
Strand 

End- 36351 

Method TBLASTX : Wheat 

End 17489 

Score 112 



15206. .15268, 15208 15270 , 1524 8 .. 1528 9, 15378 .. 154 67 , 
1537 9. .15567, 15380. . 15511, 154 33 15567, 17125. .17166, 
■r7i27v'. 171-71, ■■1712'7 :-. 1732:4,"- 17134..-. l-72'65, * -17 4-4 5-. VT7 4~8 9' ' 



■.11 ^:13L,.: / . . ■ ■ 

22522 

OJ991029_01.0128.C14.o2. ts 

15731 ' 

none 



^'^eqf^Itv~'"^OJ99t02^2*^ 0128(7014^ 
Stxa*nd- --t"-- - * - - --/.^^i: 

End 36351- . " . 

Method TBLASTX: Soybean 
End 16939 
Score 339 



15731. .15940, 15732. .15938, 15733 .. 15939, 16721 .. 16939, 
16758.. 16934 



Seq. No. 37679 

Gene No. 77413 ' 

Start 22522 

Name OJ991029 01 . 0128 . C14 . o2 . tm 



Seq. ID OJ991029_01.0128.C14 
Strand 

End 36351 

Method TBLASTX : Maize 



37297 



start 


19716 






End 


25256 




GI 


none 






Score 


117 




R von s 


19716 . 


.19775, 19733. 


. 19777, 


19741. ,19836, 19742 






19808. 


.19948, 19819. 


. 19926, 


19916. .19963, 19919 


20011 , 




19921. 


.20010, 25191. 


.25256 








Seq. No. 


37679 






Seq. ID 


OJ991029_ 


m ni?R n4 


Gene No. 


77413 






Strand 






Start 


22522 






End 


36351 




Name 


OJ991029 01.0128.C14 


. o 3 . np 


Method 


AAT/NAP 




Start 


22383 






End 


30650 




GI 


4056494 




Score 


191 




Exons 


22383. 


.22491, 30040. 


. 30650 








GI Descrip. 


{AC005896) putative 


protein 


translocase [Arabidopsis thaliana] 


Seq. No. 


37679 






Seq. ID 


OJ991029_ 


_01.0128.C14 


Gene No. 


77413 






Strand 






Start 


22522 






End 


36351 




Name 


OJ991029 01.0128.C14 


. o 6 . qs 


Method 


GENSCAN 




Start 


22522 






End 


23338 . 




GI 


none 






Score 


.91 




Exon;? \ ■ 


.,^.2.522^., 


.22544,,_._232M^ 


.23338 








Seq. No. 


37679' 






Seq. ID 


OJ99102 9"; 


_01. 012 8^14" ' 


Gene No. 


77413 






Strand 






Start 


22522 






End 


36351 




Name 


OJ991029 01.0128.C14 


o7 . qs 


Method 


GENSCAN 




Start 


24652 




End 


27659 




GI 


none 






Score 


.77 




Exons 


24652. 


.25245, 27582. 


.27659 








Sea No 


37679 






Seq. ID 


OJ991029_ 


_01.0128.C14 


Gene No. 


77413 






Strand 






Start 


22522 






End 


36351 




Name 


OJ991029 01.0128.C14 


. o8 . qs 


Method 


GENSCAN 




Start 


29186 






End 


36351 




GI 


none 






Score 


.44 




Exons 


29186. , 


.29834, 30078. 


.30551, 


30586. .30773, 35783, 


. .35897, 




35972. , 


.'36225,' 36346. 


.36351 








Seq. No. 


37679 






Seq. ID 


OJ991029_ 


_01.0128.C14 


Gene No. 


77413 






Strand 






Start- ■-*•■ 


22522 '■■ 






'End; ■ 


■■36a5i"'-' ' 





Name 

^Start^"'"""- 
Exons 

GI Descrip, 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Method 



* "AAT/NAP 

"^'"30lo5Cr^ 



OJ991029_01 . 0128 . C14 .04 .hp 

■ 40564-94/'. '.yi^ 

30253, .30650 , ' 

{AC005896) putative protein translocase [Arabidopsis thaliana] 



End ' 

-'■i:"Scdre..''?I.:-Vi8.r 



37680 
77414 
4358 

OJ991029_01.0128.C15.ol.-gs 
4358 

none *- 
4358. .4936 



Seq. ID OJ991029_01.0128.C15 

Strand + 

End 4936 

Method GENSCAN 

End 4936 

Score . 4 



37298 




C KJ *^ 

o e . LN o . 


J f O O V 








OcC^ • X U 




■ X ^ 


Gene No. 


77415 








Strand 






Start 


3112 








End 


4934 




Nsitie 




.0128 


.015. ol 


np 


Method 


AAT/NAP 




o L. a.i U 


"^1 1 ? ~ 

O X X ^ 








End 


4843 






fi U J U*i 








Score 


469 




Exons 




4423 


.4843 












^ r\\^ U Lf J O -7 D / 


putative protein 


translocase [Arabidopsis thaliana] 


Seq. No. 


37680 








Seq. ID 


OJ991029_01.0128 


. o 


Gene No. 


77415 








Strand 






D L air L 


'^119 

O X X ^ 








End 


4934 




Name 


n tqqi n9Q m 


.0128 


015. ol 


gp 


Method 


AAT/GAP 






4 S "^9 ~ 

*i U U ^ 








End 


4934 






none 








Score 


687 




XT' V /*\ o 
















Seq. No. 


37680 








Seq. ID 


OJ991029_01.0128 




Gene No. 


77416 








Strand 








■J O 0\J 








End 


5924 




Name 


n TQQ1 n9 Q n i 

VJ J i?X U/l ux 


.0128 


015. ol 


tm 


Method 


TBLASTX:Maize. 




_p^rar L 






_ - 




_„End,„::,_. 


4825 














Scoxe.. . 


...6a 






4 9 04 4 9R 1 


4214 


.4 279, 


4425 


. .4817, "4517. .4825 




Seq. No. 


37680 








Seq. ID 


OJ991029_01.0128 




Gene No. 


77416 








Strand ■ 






O Ua J- L 


O O J D 








End 


5924 




Name 


n TQQ1 09 Q m 
uuz?yxuzi? ux 


.0128 


015. ol. 


ts 


Method 


TBLASTX: Soybean 




O La J- L 


4 4 4 0 ~ 








End 


4825 




PT 


none 








Score 


353 




Exons 


4440 474"^ 


4517, 


.4825, 


4788 


. .4817 






Seq. No. 


37680 








Seq. ID 


OJ991029_01.0128 




Gene No. 


77416 








Strand 






O Lai. L 


J O J D 








End 


5924 




Name 


n TQQ1 09 Q 01 
Uu-/^xuz-/ ux 


.0128. 


015. ol. 


to 


Method 


TBLASTX: Ores s 




C-*- V--*- 

o Lar L 


/I R 9 T 








End 


4825 






none 








Score 


213 




Exons 


4527. .4745, 


4535. 


.4825 










Seq. No. • 


37680 








Seq.^ -ID 


OJ991029_01.0128 


, 015 


Gene No . ■ 


^ 7 7-4-r6- 








Strand 






+- a r- -1- 
O L dl L 


' 5836' ' : 








• End ■'■ 


5924 ' ■ 




Name 


^"^ " b J 9 91 0 cm'0 1^ 8^; Ci 5T6r. 


tw " Method' " 


■"•TBMSTX : Wheat 




O L a-IT L ' 


5'6S-:- . 








^:...End..^.: 


-::4'825-^^:r_-^-.^^..'--^^. 






none " 








Score 


288 • , 






' . 4568.'. 4825, 


4569. 


.4817 










Seq. No. 


37680 








Seq. ID 


OJ991029_01.0128 


.015 


Gene No. 


77416 








Strand 






Start 


5836 








End 


5924 




Name 


OJ991029 01 


.0128. 


015. o2. 


np 


Method 


AAT/NAP 




Start 


5836 








End 


5924 




GI 


6721547 








Score 


81 





Exons 5836,. 5924 

GI Descrip. {AP001073) Similar to Oryza sativa gene for Pib. (AB013448) 



37299 




Seq. No. 37681 Seq. ID OJ991029_03 . 0127 . CI 

Gene No. ' 77417 Strand 

Start 314 End 6925 

Name OJ991029_03 . 0127 . CI . ol . gs Method GENSCAN 

Start 314 End 5638 

GI none Score . 4 

Exons 314. ,.951, 978.. 1047, 3101.. 3220, 3291.. 3715, 3931.. 3973, 
4418. .4569, 4759. .4909, 5075. .5638 

Seq. No. 37681 Seq. ID OJ991029_03 . 0127 . CI 

Gene No. 77417 ■ Strand 

Start 314 End 6925 

Name OJ991029_03 . 0127 . CI . ol . gp Method AAT/GAP 

Start 4235 End 5012 

GI 5002953 Score 478 

Exons 4235.. 4417, 4897.. 5012 

GI Descrip. 4 680203/gb | AAD27566 . 1 | AF114171_7 l.Oe-39 {AF114171) TNP2-like 
protein [Sorghum bicolor] 

Seq. No. ' 37681 Seq. ID OJ.99102 9_03 . 0127 . CI 

jGlene .,.No._ J 74 11_ „ „ . _ ,„.; ^tr and _ , 

Start _ 314 . \ . . End.....:. . ..;;6.925 „ .. 

Name OJ991029_03 . 0127 . CI . o2 . np Method" AAT/NAP 

Start • 4349 End 6925 

GI 4680203 ' Score 1535 

Exons 4349.. 5290, 5567.. 5797, 5951.. 6042, 6086.. 6925 

GI Descrip. (AF114171) TNP2-like protein [Sorghum bicolor] 

Seq. No. 37681 Seq. ID OJ991029_03 . 0127 . CI 

Gene No. 77417 Strand 

Start 314 End 6925 

Name OJ991029_03 . 0127 . CI . ol . tw Method TBLASTX : Wheat 

Start 4460 End 5680 

GI none Score 66 

Exons 4460. .4552, 4553. .4657, 4581. .4658, 4682. .4720, 4685. .4723, 
4727. .4774, 4763. .4954, 4779. .4919, 4958. .5119, 4962. .5102, 
5138. .5680, 5190. .5636 

Seq. No. 37681 Seq. ID 0 J99102 9_03 . 0127 . CI 

Gene No. 77417 Strand 

Start - 314 ^ ■. End - 6925 - . . „. . 

Name • ^ ' OJ991029^03\ 0127 . Ci . o2'. tc " *' - Method '* TBLASTX : Cress - 

start_--^ - ■ * 4967 ■ ' ^ ' ' ' \ i ^^5^ „ ■5393 '- 

-Exons,--- - -1 4 9«-. ;5119:,-^.:4 980...'5L02.,:--:5i3.8:.-.53:a9-,.. .5L9.0.:....53.93.::.: - - .... S^^^^:. 

Seq. No. '37 681 Seq. ID ■OJ99102'9_03 . 0127 . CI ■ ' 

Gene No. 77417 Strand 

Start 314 End 6925 

Name OJ991029_03 . 0127 . CI . ol . tm Method TBLASTX : Maize 

Start 5291 End 5776 

GI none Score 8 9 

Exons 5291. .5776, 5298. .5447, 5583. .5759 

Seq. No. 37681 Seq. ID OJ99102 9_03 . 0127 . CI 

Gene No. 77417 Strand 



37300 




o t. a. J. U 










End 


6925 




Naine 




01 97 
U X z / 


. \jX. . DO . 


t w 


Method 


TBLASTX: Wheat 




O Lai L 


O D O 4 








End 


6040 














Score 


66 




Exons 




O DO Q 


• . O / D 0 / 


^ft 04 

O O U 4 , 


.6040, 5805.. 6005 




Seq. No. 


37681 








Seq. ID 


OJ991029__03.0127 


.01 


Gene No, 


77417 








Strand 


- 






O X *1 








End 


6925 




Nsiue 


n.TQQI 09 Q n ^ 


OT 97 


PI n9 
. ^X . oz • 


L o 


Method 


TBLASTX : Soybean 






D X / 4 








End 


6406 






none 








Score 


82 




Exons 


DX / *i . . \J J O ^ f 


D J J J 


. . D 4 VJ D 










Seq. No. 


37681 








Seq. ID 


OJ991029_03.0127 


.CI 


Gene No. 


77417 








Strand 






qt- 3 
o i_ d. X (- 


J X M 








End 


6925 




Nsrtie 


otqqi n9Q 


01 97 
U X Z / 


PI r»9 

. ^ X . OZ • 


Lill 


Method 


TBLASTX: Maize 




Q4- a -r-t- 


(^9 4 ~~ 








End 


6685 






none 








Score 


70 




Exons 


DZ.4J. .Oj4X/ 


D OO D 


f^4 "^f^ 
. . D 4 O D / 


fi4 4 0 
O 4 4 U . 


.6685, 6444. .6635 




Seq.. No.„.- 










„Seq... JD 


. ,OJ.a91D29..03...01.27-..CI 


Gene No. 


77417 








Strand 






D U a J- u 


^1 4 
sJ X 4 








End 


6925 




NsiTie 


OTQQI n9Q 0*^ 


01 97 
U XZ / 


PI *^9 

. X . oz . 


gs 


Method 


GENSCAN 




o La J_ T_ 


D D 








End 


6820 




PT 


none 








Score 


.52 




Exons 


D D . . DO Z U 














Seq. No. 


37681 








Seq. ID 


OJ991029_03.0127 


.CI 


Gene No. 


77417 








Strand 






oLa j_ L 


^1 4 
O X 4 








End 


6925 




Nsine 


n.TQQI n9Q 


0197 


PI n9 
. X . OZ . 


L W 


Method 


TBLASTX: Wheat 




O L air L 


f^4 4 ~ 
D4 4 J 








End 


6757 






none 








Score 


192 








fi4 4 4 

O *± *i *i 












Seq. No. 


37681 








Seq. ID 


OJ991029_03.0127 


.CI 


Gene No. 


77417 








Strand 






O L a I. L 


^1 4 

O X 4 








End 


6925 




Nsme 


OTQQI n9Q 


01 97 


PV -/-il 
. ^..^ X . ox . 


LC 


Method 


TBLASTX: Cress 




o LaXL 










••End''-' 


"' 6860 ' - 




oX 


none 








Score 


■ 61 




t-iXOllo 




DO J X 


. . D DU O / 


^; o~ 


V1615^8 6 7" 67 2"3\ ^ eB^CT "^^^ 




Seq. No. 


37681 








Seq'. ID 


OJ991029_03.'0127 


CI 


Gene No. 


77417 








Strand' 






O L a I. L 


^1 4 

O X 4 








End 


6925 




NfilUe 


O TQQ1 n9Q n"^ 


01 97 
U X z / 


PI Oil 

. X , O X * 




Method 


TBLASTX: Soybean 




O LaJ-L 


D D U O 








End 


6853 




GI 


none 








Score 


213 




Exons 


6608. .6853 














Seq. No. 


37682 








Seq. ID 


OJ991029_03.0127 


C2 


Gene No. 


77418 








Strand 






Start 


568 








End 


799 





37301 



N3iue 


O.TQQin9Q 

WUZ7-?XU^^ \JO 


m 97 

. U X ^ / 


. C2 . ol 


. ys 


Mo 'H 1^ 








C-i- a ■»^+- 

o uar L. 


o o o 








Hjiia 


7 QQ 








none 








Score 


9.A 
.04 






Exons 


















Seq. No. 


37682 








Seq. ID 


OJ991029 


_03.0127 


.C2 


Gene No. 


77419 








Strand 










X ^ X 










X .7 1/ D 






Ns-iue 




ni 97 


r9 ni 


. gp 


Lxie unoa. 


naT /pap 








X 17 ^ X 










X Z? J o 






r T 


none 








Score 


14 4 
X 4 4 






IJ' v ^ n Q 


X^^X. .XI/^U 
















Seq. No. 


37683 








Seq. ID 


OJ991029_ 


_03.0127 


.03 


Gene No. 


77420 








Strand 


+ 






c-|- a -rl- 


1 

X 
















N3ine 




m 97 




. yp 


Mo "h Vi 


Z\AT /PAP 






O Lax L 


X 








ijna. 








oX 


none 








Score 


1 ft 
X O D 








X . . 


















3 7-6 8 3^ 










, PJ.99102„9^ 


^03^,01,27„ 




Gene. ..No ; 


.774 2,1 









Strand 


- t . 




— 


O L dX u 










End ' 


8563 ■ ~ 






Nsrne 


n TQQ1 09 Q (T^ 


ni 97 

. U X ^ / 


• P ^ n 9 


■ qs 


Method 


GENSCAN 






O t dx L 


4 J O *i 








End 


8563 








none 








Score 


.46 






Exons 




/ o o u 


ft 09 

• OUZO 


ft 1 Qft 

/ 0 X 


..8245, 8285. .8563 






Seq. No. 


37683 








Seq. ID 


OJ991029_ 


_03.0127 


.03 


Gene No. 


77421 








Strand 


+ 






O LdX 


4 J O 4 








End 


8563 






Nsnie 


nTQQin9Q (T^ 


n 1 97 

, U X ^ / 


. O J 


. gp 


Method 


AAT/GAP 






O uax U 


fi O y D 








End 


4892 






oX 


none 








Score 


865 






Exons 


/I -3 Q f: /I p QO 
40:?D. .40 
















Seq, No. 


37683 








Seq. ID 


OJ991029_ 


_03.0127 


.03 


Gene No. 


77422 








Strand 


+ 






Start 


10614 








End 


13130 






Name 


OJ991029 03 


0127 


C3.o2 


.np 


Method 


AAT/NAP 






Start 


10614 - - 








End 


13130 • 








' "6505'722 ■ " ' 








Score 


211' ^ 







Exons_ ■ r06J4-.^ld7ir, 11 681 . ^124 69/ ■"1256'9 . . 12674 , 1277 6 . . 13130 ' ^ 
' GT'Descrip'. ' " "(AB032r2"5)~' r ib'o'sVmal ~RM' apuri^^^ [Tfi'ticum 
- - - - V' aestilv-um].-^gi 1.-65 1384 9-1 dbj | BAA8787.6 . L| -.-(AB032124 ). .-^ibosomal-.-RNA - 
apurinic site specific lyase [Triticum aestivumj ... 



Seq. No. 37683 Seq. ID 

Gene No. 77423 Strand 

Start 1 End 2336 

Name OJ99102 9_03 . 0127 . 03 . ol . np Method AAT/NAP 

Start 1 ~ ' End 2101 

GI 6634727 Score 75 

Exons 1..143, 1872,. 2101 

GI Descrip. (AC012463) T2E6.12 [Arabidopsis thaliana] 



OJ991029 03. 0127. 03 



37302 



Seq. No. 37683 

Gene No. 77423 

Start 1 

Name OJ991029_03 . 0127 . C3 . o2 , 

Start 1773 

GI none 

Exons 1773.. 2106, 2196.. 2336 



gp 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991029_03.0127.C3 

2336 
AAT/GAP 
2336 
902 



Seq. No. 37683 

Gene No. 77424 

Start 17027 

Name OJ991029_03 . 0127 . C3 . ol , 

Start 1894 

GI none 
Exons 



tm 



Seq. ID OJ991029_03.0127.C3 



Strand 
End 

Method 

End 

Score 



18151 

TBLASTX: Maize 

11791 

65 



1894. .1986, 1954. .2034, 4367. .4576, 4381. .4578, 11682 .. 11789, 
11696. .11791 



Seq. No. 37683 Seq. ID 

Gene No. 77424 Strand 

Start 17027 End 

Name OJ991029_03 . 0127 '. C3 . o4 . gs Method 

, St ari;. : 17 027. : ; 3nd_ 

..GI__ ... ... . none ^ Score. 

Exons " 17027.. 18151 



OJ991029 03. 0127. 03 



18151 
GENSCAN 
J8,151^_ 
...7, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI ■ 

Exons 

GI Descrip. 



37684 
77425 
1 

OJ991029_03. 0127 .C4 .ol.np 
1 

2586082 

1..210, 6971. .7483, 9041. .9135 

(U72725) retrofit [Oryza longistaminata] 



Seq. ID OJ991029_03.0127.C4 
Strand + 
End ■ 9135 

Method AAT/NAP 
End 9135 
Score 226 



37685 Seq. ID 

77426 Strand 

8204 End 

OJ991029_03.0127.C5.o6.np Method 

8204 ■ .. End 

5852180 Score 

8204. .8227, 1164 6 .. 1168 9, 12 668 13170 , 
. (AL117265). zhbOOOlO. 1 [Oryza, s.ativa] 



OJ991029_03.0127.C5 
+ 

18042 

AAT/NAP v-v; ■ 

18042 

373 

17945. .18042 



Seq-._ No'. • ' ^ 37685 _ J' ' Seq. ID 
'G^ne "NoV""" '-774;2^g-^" ,...,;™,,.^^™^^^_- 
. Start---.' - S204-u^' End - ' - 

Name. OJ991029_03 .0127 . C5 . o2 . gp -.'.Method: 

Start 14856 'End 

GI 1632433 Score 

Exons 14856. .15198 



O J9 9 10£9_;^O3 . 0 1 2 7 . C5_ 

1804.2- : ' 

AAT/GAP • 
15198 " - 
623 



Seq. No. 37685 Seq. ID 

Gene No. 77426 Strand 

Start 8204 End 

Name OJ991029_03 . 0127 . C5 . o5 . gs Method 

Start 14919 End 

GI none Score 



OJ991029_03.0127.C5 
+ 

18042 
GENSCAN 
15284 
.99 



37303 



Exons 



14919. .15284 



Seq. No. 37685 

Gene No. 77427 

Start 28644 

Name OJ991029_03 . 0127 . C5 . o4 . gp 

Start 28644 

GI uC-osflcyp088bl2bl 

Exons 28644 . .28753 

GI Descrip. ' 5257255/dbjl AP000364 . 1 1 AP000364 3 
DNA, chromosome 8, clone : P0026F07 * 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991029_ 
+ 

28753 
AAT/GAP 
28753 . 
145 



03. 0127. C5 



, Oe-36 Oryza sativa genomic 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



37685 Seq. ID OJ991029_03 . 0127 . C5 

77428 Strand + 

29239 End 33871 

OJ991029_03 . 0127 . C5 . o8 . np Method AAT/NAP 

29239 End 33871 

5922636 Score 461 

29239. .29305, 29804 .. 30048 , 30307 .. 30440, 33850. .33871 

(AP000492) ESTs C99517 (E20319) , AU078130.(E20319) correspond to a 

region of the predicted gene.; hypothetical protein [Oryza 

.„,satiyal_gij^0,1.68 6,aj^b 

...C9.95I7.{E2A319.) , AUOTSU'oiEZO.SIs L^^correspond.. to. ,a region.-,o.f,.!the... . 
' predicted gene . ; hypothetical protein [Oryza "sativa] 



Seq. No. 37685 Seq. ID 

Gene No. 77428 Strand 

Start 29239 End 

Name OJ991029_03 . 0127 . 05 . o9 . np Method 

Start 33380 End 

GI 5091610 Score 

Exons 33380. .33792 

GI Descrip. (AC007858) 10A19I.15 [Oryza sativa] 



OJ991029_03.0127.C5 
+ 

33871 
AAT/NAP 
33792 
464 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq '"No. 

Gene 'No ."^ 
■"Start"^^ 
-Name. - 

Start • 

GI ■" 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



37685 
77429 
37980 

OJ991029_03.0127.C5.o9.gs " 

37980 

none 



Seq. ID OJ991029_03.0127.C5 

Strand + 

End 41042 

Method GENSCAN 

End 41042 

Score .54 



37980. .38354, 38517. .38 698, 40970. .41042 



37685 - - Seq. ID* OJ991029_03 . 0127.. 'C5 

•77430- ; " ^ _* Strand j- J ' ' " ' ' ' ' *' ' 

10J9 91 02 9^-0.3-. £) 1-27... C5-. ol . gs.'.-.^ -Method--^ ^GENSOAN ' I....;. 

45; . : End - 2723 ... 

none ■ ' ' • Score .75 

45. .248, . 1260: . 1499, 1552. .2145, 2212. .2364, 2427. .2723 



37685 
77430 
45 

OJ991029_03. 0127.C5.ol.np 
309 

629669 



Seq. ID OJ991029_03.0127.C5 
Strand 

End 10517 

Method AAT/NAP 

End 2708 

Score 565 



309.. 388, 1252.. 2130, 2213.. 2708 



37304 





hypothetical protein - tomato 




O C • IH\J » 




oeq. lu ujyyiuzy 




Gene No. 


77430 


Strand 




Start 


45 


End 10517 




Nsme 


OJ991029 03 


.0127.C5.o3.np Method AAT/NAP 




Cf a rt 


2390 


End 9144 






6692688 


Score 18 3 




R von Q 


2390. .2454, 


4357. .4628, 6599. .6630, 9083. .9144 




f^T Dps p Tin 


(AC007592) 


F12K11.17 [Arabidopsis thaliana] 




O C (.^ * LN • 


(TO C 
J / DO O 




n'i m97 


Gene No. 


77430 


Strand 




Start 


45 


End • 10517 




Name 


OJ991029 03 


. 0127.C5.o2.gs Method GENSCAN 




O L. d J- u 


3848 


End 8085 




GI 


none 


Score . 6 




III jTV W i 1 


3848. .3922, 


3945. .4062, 4120. .4310, 5287. .5459, 






6512. .6550, 


6823. .6875, 8023. .8085 






37685 


Seq. ID OJ991029 






,77.430., 


. _: / \ , Stra.nd ... _ - 




9 f a r t 


/4.*5;.: 


. ■ End.. - ^roTl7 • . 




Name 


OJ991029 03 


. 0127 .C5.01 .gp . Method ' AAT/GAP 




Start 


5299 


End 8303 




GI 


17720 I.RIO 


84 Score 981 




Exons 


5299. .5572, 


6122. .6191, 6512. .6550, 6823. .6875, 


8023. .8097, 




8228. .8303 






GI Descrip. 


'5107180/gb|AAD40002.1|AF150096 1 2.0e-28 (AF150096) small zinc 




finger-like 


protein [Lycopersicon esculentum] ' 





Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. • 

Gene No. - 
'StiTrt 
■ Name . - 

Start . . 

GI 

Exons' 

GI Descrip. 



6122.. 6191, 6512. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.6550, 



OJ991029 03. 0127. 05 



37685 
77430 
45 

OJ99102 9_03.0127.C5.o4 .np 
5528 
3980383 
5528. .5572, 

{AC004561) unknown protein [Arabidopsis thaliana] 
gi|5107174 |gb|AAD39999.1|AF150093__l (AF150093) small zinc 
finger-like protein [Arabidopsis thaliana] 



10517 
AAT/NAP 
8078 
162 
6823. . 6875, 



8044. .8078 



"37'685 ' • " 

_77430 • \ ' " 

OJ931-02.9^03-. 0127 .-G5 ..o5 .np 
84-53... . . 
653955 
8453 
(APOOO 
gil 653 
[Oryza 



Seq.' 'id' 
Strand 
'^'"ESd""'-^^* 
Method--^ 
.. End - : . ■ 
6 Score 
8492, 10061. .10517 
836) hypothetical protein [Oryza 
9593 I dbj IBAA88209. 1 1 (AP000837 
sativa] 



b j9 9 1 0 2 9_0 3 : 0 12 7* ; C 5 

AAT/NAP.^ • ". - 

10517 ■ 
258 



sativa] 
hypothetical 



protein 



Seq. No. 37685 Seq. ID 

Gene No. 77430 Strand 

Start 45 End 

Name OJ99102 9_03 . 0127 . 05 . o3 . gs Method 



OJ991029_03.0127.O5 

10517 
GENSOAN 



37305 



O Lci-L U 


1 m n^ 

X J. u o 








J. U J D D 






none 






Score 






P von ^ 


10103. .10366 












Seq. No. 


37685 






Seq. ID 


OJ991029_ 


_03.0127 


Gene No. 


77431 






Strand 






O L. CI i. 


12358 






End 


13290 




N3me 


OJ991029 03. 0127. C5. 




Method 


GENSCAN 






12358 






End 


13290 






none 






Score 


.76 




F* von Q 


12358. .12443, 


12645. 


. 1284 6, 


12916. .13290 






37685 






Seq. ID 


OJ991029_ 


r)r> n 1 9'7 




77432 






Strand 






Of- a y-f- 


16959 






End 


27130 




Name 


OJ991029 03. 0127. C5. 


o 6 . gs 


Method 


GENSCAN 




Start 


16959 






End 


27130 




GI 


none 






Score 


.48 




R von ^ 


16959. . 17060, 


17564. 


176P4 


17698. .17E 


J04, 18433 


. X 0 T I? / , 




18615. . 18648, 


19027. 


1 QOQQ 


19443. .19555, 20539, 


. Z U D J X , 




20747. .20920, 


21111. 


9 1 9 R d 


21380. .21554, 22685. 


9 9 0 c 9 
. Z Z 0 0 Z , 




___2325,8. ^23672^. 


™23„68.1.^ 




.„2 4 0.6 3,, ^2 4; 






„ 






^ ^.-..^ 








O C « IN • 


37685 






Seq. ID 


OJ991029_ 


o'i n 1 9 7 
u 0 . u xz / 


r^ono Mo 


77432 






Strand 






O L. a i. U 


16959 






End 


27130 




Name 


OJ991029 03. 0127. C5. 


o7 , np 


Method 


AAT/NAP 




Start 


16962 






End 


21633 




GI 


2642640 






Score 


1316 




Exons 


16962. . 17060, 


17564. 


.17624, 


17698. .17804, 18433. 


.18537, 




18615. . 18701, 


18786. 


.18866, 


19027. .19099, 19443. 


.19555, 




19850. .19943, 


20215. 


.20270, 


20367. .20450, 20539. 


.20631, 




20747. .20920, 


21111. 


.21204, 


21512. .21633 





GI Descrip. (AF032473) ADP-glucose pyrophosphorylase large subunit 2 
[Citrullus lanatus] 



Seq. No. 
Gene No. 
Start 
Name 

■ Start ^ ■ 
•GI ^ - ■ 

Exons ■ 

■ G I" * be s c'r f p\^ 



Seq. No. 
Gene No. 
Start 
Name 
Start 



37685 Seq. ID 

77432 Strand 

16959 End 

OJ991029_03.0127 .C5.o3.gp Method 

20773 ^- : - End 
: uC-osfiM202097c09br ' - Score 



OJ991029_03.0127.C5 

27130 
AAT/GAP 
21577 
. 392 ■ 



^20773. .20920, 21111 .. 21254-, 21380.. 21577 _ --^ _^ 

•'•''1707 92"27ipr?5'523 2VDe-^'2'^5 GLUCOSE-l-PHOSPHOT 

. ADEN YLYLTRANSFERASE. ' LARGE SUBUNIT- PRECURSOR -{ADP-GLUCOSE - • : ' -1'.-. 

SYNTHASE).. (ADP-GLUCOSE PYROPHOSPHORYLASE) {AGPASE S.) : • . " 

(ALPHA-D-GLUCOSE-.l-PHOSPHATE ADENYL TRANSFERASE) 

>gi_107 6255_pir S51944 glucose-l-phosphate adenylyltransf erase 

(EC 2.7.7.27) large chain SI precursor - beet 

>gi_55 6624_emb__CAA55516_ {X78900) glucose-l-phosphate' 



37685 Seq. ID 

77433 Strand 

31346 End 

OJ991029_03 . 0127 . C5 . olO . np Method 

31346 End 



OJ991029_03.0127.C5 

37548 

AAT/NAP 

37548 



37306 





2586082 






Score 


2295 




R y O n S 


31346. .31422, 34274 .. 36312 , 


37470. .37548 




C^T Dp <^pr in 

ox L/C O O -L J. Jw/ • 


(U72725) retrofit [Oryza longistaminata] 




Seq. No. 


37685 






Seq. ID 


OJ991029_03.0127 


.C5 


Gene No. 


77433 






Strand 


- 




Start 


31346 






End 


37548 






OJ991029 03 


.0127. 


C5.o8 .gs 


Method 


GENSCAN 




Start 


35298 






End 


36079 






none 






Score 


.89 




Exons 


35298. .35326, 35500.. 36079 








Seq. No. 


37685 






Seq. ID 


OJ991029_03.0127 


.C5 


Gene No. 


77434 






Strand 






Start 


41637 






End 


42236 




Name 


OJ991029 03, 


.0127. 


C5.o2.tm 


Method 


TBLASTX: Maize 




Start 


1245 






End 


1849 




GI 


none 






Score 


128 






J. ^ rt ^ » t J. ^ y ^ f 


1 4 fiS 

J. *1 vj ^ . 




..1848, 1676. .1849 




Seq. No. 


37685 






Seq. ID 


OJ991029_03.0127 


.05 


_Gen.e.. No^- 


^J14.31___„. 




. 


__St rand:^ . 






Start 


4 16.33. 


. ... „. 


, , 


: . ..End_;„ ... .... 


,.42236j;„ 


— -:- 


Name 


OJ991029' 03. 


.0127". 


C5'.ol'Vts 


Method 


TBLASTX: Soybean 




■ Start 


1266 






End 


1866 






none 






Score 


126 




Hi A W 1 1 o 


1266. .1592, 


1273. 


.1584, 1696 


..1866, 1697. .1852 




Sprr Kin 


37685 






Seq. ID 


OJ991029_03.0127 


.05 


Gene No, 


77434 






Strand 






Start 


41637 






End 


42236 




Name 


OJ991029 03, 


.0127. 


C5.o2,tc 


Method 


TBLASTX -.Cress 




Start 


1290 






End 


2699 




GI 


none 






Score 


121 




1—1 j?v W i iO 


1290. .1592, 


1366. 


.1584, 1652 


..1822, 1696.. 1866, 2436.. 2561, 




2583. .2699 












O t; ^ . LN O . 


37685 






Seq. ID 


-OJ991029_03.0127 


.05 


Gene No. 


77434 






Strand 






Start 


41637 






End 


42236 




Name 


OJ991029 03. 


,0127. 


C5.02. tw 


Method 


TBLASTX: Wheat 




Start 


1443 






■ End 


38449 - 






" none ' - ' " 






Score 


172' * ■ 




R V o n c; 


1443. .1592, 


1450: 


.1593,-^462 


. .1593, 1610. .1690, 1675.-. 1! 


348, 




~ 1^7037 :r84 07" 


■'3*8'3"17 


. ;''384V2, 383T3'."T-3¥4X9" 






O ^ • IN W • 


37685 " . 






Seq. ID 


OJ991029_03.0127 


.05 , 


Gene No. 


. 77434 






Strand 






Start 


41637 






End 


42236 




Name 


OJ991029 03. 


0127. 


C5.o6,tm 


Method 


TBLASTX: Maize 




Start 


1909 






End 


2395 




GI 


none 






Score 


131 




Exons 


1909. .2160, 


1909. 


.2148, 2227 


..2274, 2228. .2275, 2359. .2394, 




2360. .2395 












Seq. No. 


37685 






Seq. ID 


OJ991029_03.0127 


.05 


Gene No. 


77434 






Strand 







37307 



start 


41637 




End 


42236 








OJ991029 03. 0127. C5 


. o7 . tm 


Method 


TBLASTX: 


Maize 




^1- ;^ rt 


2445 




End 


2700 








none 




Score 


60 








2445. .2498, 2449. .2499, 2509. .2589, 2523. .2696, 


2644. .2700 


Seq. No. 


37685 




Seq. ID 


OJ991029 


_03.0127 


.C5 


Gene No. 


77434 




Strand 


- 






Start 


41637 




End 


42236 








OJ991029 03. 0127. C5, 


, o4 . tc 


Method 




Cres s 




Q+- a rt 


4358 




End 


4671 








none 




Score 


90 






P von Q 


4358. .4411, 4431. .4622, 4432. .4671 








Seq. No. 


37685 




Seq. ID 


OJ991029 


_03.0127 


.C5 


Gene No. 


77434 




Strand 


- . 






Start 


41637 




End 


42236 






LN diiitr 


OJ991029 03. 0127. C5. 


.08. tm 


Method 


TBLASTX: 


L^id-L ze 




Oi- a rt 


4358 




End 


4664 






GI 


none 




Score 


166 






LLi 2^ \J il 


4358. .4426, 4431. .4664 










S.eq.._No„. 


_3z6a5.. 




__...Seq,.,_.ID- - 


.0 J 9,91 0.2.9 


.^a3.,0.127. 




Gene No. 


77434 




Strand 








Start 


41637 




• End 


42236 






Name 


OJ991029 03. 0127. C5, 


, o4 . ts 


Method 


TBLASTX: 


Soybean 




Qf- o rt 
o u dx L. 


4358 




End 


4623 






GI 


none 




Score 


39 








4358. .4426, 4362. .4421, 4431. .4622, 4447. .4623 






O . IN W . 


37685 




Seq. ID 


OJ991029 


_03.0127 


.05 


riono Mo 


77434 




Strand 








Start 


41637 




End 


42236 






Name 


OJ991029 03. 0127. C5. 


.o2.ts 


Method 


TBLASTX: 


Soybean 




^t ;^ rt 


16948 




End 


20596 




GI 


none 




Score 


88 






Exons 


16948. .17058, 16959. 


. 17057, 


17567. .17626, 17571 


. . 17627, 






17694 . . 17804, 17698. 


. 17805, 


18433. . 18540, 18437 


. . 18526, 






18612. .18698, 18616. 


. 18699, 


18786. . 18869, 18790 


. . 18861, 






18797. .18868, 19021. 


.19086, 


19463. . 19567, 19850 


. .19945, 






19851. .19946, 20215. 


.20274, 


20217. .20276, 20219 


. .20278, 






20,367. .20429, 20367- . 


.20456, 


20371. .20451, -20537-- 


-.20596, 






20539. .20595 . 












S e 3~ * W rT " 

^ ^ . IN . 


■;'^-^^'"^37 6"85" -''''^ 




"^■'"Sei^^'TD'^ 


'OJ9'9l(J"?9; 


"W:'0r2T;C5""^^^ 


ripnp> Mo 


77 4 34. : 




'Strand'-- 








.^t rl- 


.41637 




End 


42236 • 






Name 


OJ991029 03. 0127. C5. 


ol . tm 


Method 


TBLASTX:! 


Maize 




Start 


16950 




• End 


21209 






GI 


none 




Score 


92 






Exons 


16950. .17063, 16951. 


.17058, 


17564. .17623, 17587 


. .17634, 






17698. .17802, 17700. 


.17804, 


18433. .18540, 18607 


. .18699, 






18609. .18698, 18618. 


.18704, 


18786. .18848, 18786 


. .18869, 






18790. .18870, 19021. 


.19101, 


19850. .19945, 20215 


. .20283, 






20217. .20279, .20358. 


.20456, 


20367. .20438, 20537 


. .20587, 






20539. .20589, 20599. 


.20631, 


20745. .20783, 20781 


. .20912, 






20789. .20920, 20789. 


.20920, 


21108. .21209, 21109 


. .21186 





37308 



Seq. No. 37685 
Gene No. 77434 
Start 41637 - 

Name OJ991029_03 . 0127 . C5 . ol . tc 

Start 16959 
GI none 
Exons 16959, 

17568, 

17701, 

18771. 

19832. 



,17063, 
,17618, 
17805, 
18866, 
19942, 
20367. .20453, 
20745. .20771, 



17556, 
17675, 
18433. 
18790, 
19851. 
20367. 
20786. 



.17621, 
.17806, 
.18540, 
.18867, 
.19946, 
.20456, 
.20920, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991029 03. 0127. C5 



42236 

TBLASTX: Cress 
21194 
46 

17557. .17610, 17564. .17626, 
17697. .17804, 17701. .17808, 
18604. .18 687, 18612. .18692, 
19021. .19101, 19440. .19553, 
20214. .20276, 20215 20274 , 
20537. .20632, 20539 20631 , 
21108. .21194, 21109. .21189 



Seq. No. 37685 

Gene No. 77434 

Start 41637 

Name OJ991029_03 . 0127 . C5 . o5 . ts 

Start 20781 

GI none 

Exons . . ,. 2p78X... 20912,^ 2078 6^^.,2A9 20,, „ 
., .... . . _2iia9....2il^9 , 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991029_03.0127.C5 
42236 

TBLASTX : Soybean 

21194 

71 



20787 . 2092^., _21 lM.„.211.9A/-„ 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



37685 
77434 
41637 

OJ991029_03.0127.C5.o3.tm 
32814 
none 
32814 , 
32899. 
33066. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991029_03.0127.C5 
42236 

TBLASTX: Maize 

33308 

103 



,32909, 32815. 
,32994, 32936. 
.33140, 33095. 



.32907, 32898. .32996, 328 99 .. 32997 , 
,32995, 32997. .33047, 33065 .. 33103, 
,33139, 33099. .33149, 33139 .. 332 61 , 



33139. .33255, 33282.. 33308 

37685 Seq. ID 

77434 Strand 

41637 End 

0 J99102 9_03 . 0127 . C5 . o5 . tc Method 

34389 End 

none Score 

34389. .34589, 34 624 ... 34743 ■ . 



OJ991029_03.0127.C5 
42236 

TBLASTX: Cress. 

34743 

82 



Seq: No. ^ 37685_ _ ^ 

Start ' .41637-'' ' 

Name OJ991029_03 .0127 . C5 . o9 . tm 

Start 35282 

GI none 

Exons 35282. .35584 



\ 



_^Seq._ID 
""strand""^'- 
End- 

Method ■ 

End 

Score 



■OJ991029 ■03.0127:.C5 



42236 - 

TBLASTX: Maize 

35584 

212 



Seq. No. 37685 Seq. ID 

Gene No. 77434 Strand 

Start 41637 End 

Name OJ991029_03 . 0127 . C5 . ol . tw Method 

Start 35289 End 

GI none Score 



OJ991029_03.0127.C5 
42236 

TBLASTX: Wheat 

35659 

107 



37309 



Exons 


35289. .35522, 35291 


. .35659, 


35586. .35621 




Seq. No. 


37685 




Seq. ID 


OJ991029_03.0127 


.C5 


Gene No'. 


77434 




Strand . 






Start 


41637 




End 


42236 




Name 


OJ991029 03. 0127. 05 


. o5 . tm 


Method 


TBLASTX: Maize 




Start 


36038 




End 


36311 




GI 


none 




Score 


69 




Exons 


36038. .36307, 36074 


.36304, 


36087. .36311 




Seq. No. 


37685 




Seq. ID 


OJ991029_03.0127 


.C5 


Gene No. 


77434 




Strand 






Start 


41637 




End 


42236 




Name 


OJ991029 03. 0127. C5 


olO . gs 


Method 


GENSCAN 




Start 


41637 




End 


42167 




GI 


none 




Score 


1 




Exons 


41637. .42167 










Seq. No. 


37685 




Seq. ID 


OJ991029_03.0127 


.C5 


Gene No. 


77434 




Strand 






Start 


41637 




End 


42236 




Name , 


..,.._Q J 9 9 1.0 2'9_. 0 3.., 0 1,2 7 C 5 . 


o3.. tc_.^^ 


/ , Method:, . 


J BLAS TXj Cress 




Start. : 


^ '174163711 '^..I'H 11..1. 1 ■ 




1 Endl/11'. . 


il969 




GI ■ 


none 




Score 


74 




Exons 


41637 . .41702, 41727 . 


.41894, 


41886. .41969 




Seq. No. 


37685 




Seq. ID 


OJ991029_03.0127 


.C5 


Gene No. 


77434 




Strand 






Start 


41637 




End 


42236 




Name 


OJ991029 03. 0127. C5. 


o3 . ts 


Method 


TBLASTX: Soybean 




Start 


41637 




End 


42050 




GI 


none 




Score 


50 




Exons 


41637 . .41693, 41637 . 


.41711, 


41689. .418f 


36, 41706. . 41888, 






41860. .41949, 41898. 


.41969, 


41899. .41937, 41937 .. 4 1999, 






42009. . 42050, 42010 . 


.42048 








Seq'. No. 


37685 




Seq. -ID 


OJ991029_03.0127 


.C5 


Gene No. 


77434 




Strand 






Start 


41637 




End 


42236 




Name 


OJ991029 03. 0127. C5. 


oil . np 


Method 


AAT/NAP 




Start 


41640 




End 


42149 




GI- 


130940 




Score. - 


3-27 • , 




Exons 


" .■4 1640". : 4214 9 ' ' ■ 











GI Descrip. 



PATHOGENESIS-RELATED PROTEIN PRMS ; PRECURSOR ^ _ 
"giTiO 0W6i pif TISI 4"M9 

.gi.r224.54|e'mb-|CAA38223'| - :-(-X5.4,325 ) pathogenesis-re^^^ 
[Zea- mays]-* .'•*.". ' • J- 



marz'e ' 
■protein 



Seq. No. 37685 ^ 

Gene No. 77434 

Start 41637 ■ 

Name OJ991029_03 . 0127 . C5 . o4 . tm 

Start 41640 

GI none 

Exons 41640. .41690, 4 1689 4 188 6, 
42009. .42050 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991029_03.0127*.C5 
42236 

TBLASTX: Maize 

42050 

120 



41706. .41888, 4 1883 4 1963, 



37310 



Seq. No. 37685 

Gene No. 77434 

Start 41637 

Name " OJ991029_03 . 0127 . C5 , o3 . tw 

Start 41640 

GI none 

Exons 41640.. 41708, 4 164 4 4 1691 , 
418 98. .41969, 42009. .42050 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991029_03.0127.C5 
42236 

TBLASTX: Wheat 

42050 

53 



4168 9. .418 65, 41727. .41864, 



OJ991029 03. 0127. C5 



Seq. No. 37685 Seq. ID _ 

Gene No. 77434 Strand 

Start 41637 End 42236 

Name OJ991029_03 . 0127 . C5 . o5 . gp Method AAT/GAP 

Start 41807 End 42236 

GI uC-osroM202030d08bl Score 841 

Exons 41807.. 42236 

GI Descrip. '3290004 3.0e-10 (U82200) pathogenesis related protein-1 [Zea 
mays] ' 



Seq. No. 
Gene No. 

..Si.art 

. Name 

Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



37686 
77435 

,2.166 . . 

.0099^.02X03., 012 i..C^^ aL..gs , 

2166 ■ 

none 



Seq. ID OJ991029 03. 0127. C6 



Strand 

.End ,„ _ 
.Me.thQd.„ 
End 
Score 



+ 

4 542_ 
„Gi:NS.CAN„. 
4542 
.69 



2166. .2921, 2994.. 3033, 3158. .4143, 4237. .4542 



37686 Seq. ID 

77436 Strand 

12647 End 

OJ991029_03.0127.C6.ol.gp Method 

12580 End 

uC-osroM202030d08bl Score 
12580. .12735, 14403. .14674 

'3290004 3.0e-10 (U82200) pathogenesis related protein-1 [Zea 
mays] ' 



OJ991029_03.0127.C6 
+ 

14844 
AAT/GAP 
14674 
759 



Seq. No. 
Gene No. 
Start 
Name 
Start 

Exons 



Seq. No.. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



37686 Seq. ID 

77436 Strand 
12647 End 
OJ991029_03.0127 .C6.o3.gs Method 

1264 7 - '. -■■ - • - End 

none ■ ' . ' Score- 

.12647. . 12709, 12790. .12843,' 12873 
" 138.4 3 : Tt392lr''141Ql\ /I4 26167" 'i"^?0 1 



OJ991029_03.0127.C6 
+ 

14844 
GENSCAN 
• 14844 
'.5 9 ' - 
12965, 13161. .13511, ' 
14-84 4"' ' ^-^^^ 



37686 

77436' • • * 

12647 

OJ991029_03.0127.C6.o3.np 
13435 
548589 

13435. . 13511, 14418. .14841 

PATHOGENESIS-RELATED PROTEIN PRBl-3 PRECURSOR (PR-IB) (HV-8)' 
gi I 1076726 ipir I I S52626 pathogenesis-related protein prbl-3 
precursor - barley gi | 401833 | emb | CAA52894 | (X74940) PR-lb 
pathogenesis related protein (Hv-8) [Hordeum vulgare] 



Seq.. ID - OJ991029_03.0127.C6 

Strand + 

End 14 84 4 

Method AAT/NAP 

End 14841 

Score 307 



37311 





gil 402213|emb|CAA81230 1 {Z26321) pathogenesis-related protein 




[Hordeum vulgare] gi | 4 02623 | emb | CAA8 1234 | (Z26333) 






Da t hocrenps i s — TP 1 rii" pd nr 








Seq, No. 


37686 


Seq. ID 


OJ991029_03.0127 


.C6 


Gene No. 


77437 


Strand 






Start 


- 26759 


End 


31 ft4R 

^ ± O *i O 




Name 


OJ991029 03 0127 C6 o5 as 


Method 






Start 


26759 ~ 


End 


31610 




GI 


none 


Score 


7 9 




Exons 


26759 26917 27961 28034 


29996 301 








30932 31165 31302 31610 








Sea No. 


37686 


Seq. ID 


OJ991029 03.0127 




Qe]-^e No . 


77437 


Strand 


+ 




Start 


26759 


End 


31848 




Name 


OJ991029 03 0127 C6 o6 no 


Method 


AAT/NAP 




Start 


26762 ~ 


End 


31669 




GI 


6671963 


Score 


1050 




Exons 


26762 26917 27961 28034 


29996. .30145, 30252 30537 , 






30932 31 1 6S 31302 31669 








GI Descrip . 


fACOl 34S4\ nn kn own iDTn"h p "i n 


^ [ A r a b i do p^ i s, . t h a liana J^^ 


" — ' - 


Seq. No. 


^ 37686 ■ ------- 


Seq.' ID 


OJ9'9lb29 03.0127 


^C6*^ ' 




77437 


Strand 


+ 




Start 


26759 


End 


31848 




Name 


niT991 029 03 01 27 P6 n3 rrn 


Method 


AAT/GAP 




Start 


30046 ~ 


End 


30982 




GI 


3548925 


Score 


792 




Exons 


30046 30145 30252 30537 


30932. .309* 


32 




GI Descrip. 


3047085 5 Oe-54 fAF058914) 


No definition line found [Arabidops 












Seq. No. 


37686 


Seq. ID 


OJ991029_03.0127 


.C6 


Gene No. 


77437 


Strand 


+ 




Start 


26759 


End 


31848 




Name 


OJ991029 03.0127.C6.o4.gp 


Method 


AAT/GAP 




Start 


31562 


End 


31848 




GI 


LIB3434-062-P1-K1-A12 


Score 


273 




Exons 


31562. .31848 








GI Descrip. 


M680203/gb|AAD27566. 1IAF114171 7 l.Oe- 


-39 (AF114171) TNP2-like 




protein - [Sorghum bicolor] ' ■ 








Sea No 


-37'686 


' Seq'. ID 


OJ991029_03.0127' 


.C6 


Ge"ne*~Nb'.'"^~" 


^'77436" ' ^' — r--:- " ' - 


Tg.^Yand" 






-Start 


..57 6:8:-- j... :„ 


J.-End 1:.:. 






Name 


OJ991029- 03:0127.C6.ol.np 


- Method 


AAT/NAP ; 




Start 


57 68 


End 


9698 




GI 


4206306 • 


' Score 


3062 




Exons 


5768. .9698 








GI Descrio 


(AF049110) prpol [Zea mays] 








Seq. No. 


37686 


Seq. ID 


OJ991029_03.0127 


C6 


Gene No. 


77439 


Strand 






Start 


20365 


End 


20608 




Name 


OJ991029 03.0127.C6.o4.np 


Method 


AAT/NAP 




Start 


20365 


End 


20608 





37312 



GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



5257259 Score 88 

20365. .20608 

(AP000364) hypothetical protein [Oryza sativa] 



37686 
77440 
21598 

OJ991029_03.0127.C6.o5.np 

21598 

1171577 



Seq. ID OJ991029_03.0127,C6 
Strand 

End 23622 

Method AAT/NAP 

End 23622 

Score 927 



21598. .21647, 22198 .. 23077 , 23176. .23622 

(X95343) hypersensitivity-related gene [Nicotiana tabacum] 



Seq. No. 


37686 








Seq. ID 


OJ991029_03.0127 


.C6 


Gene No . 


77441 








Strand 






Start 


31100 








End 


37220 




Name 


OJ991029 03 


.0127 


.C6.08. 


tw 


Method 


TBLASTX: Wheat 




Start 


5777 








End 


6372 




GI 


none 








Score 


94 




Exons 


5777. .5902, 


6094 


. . 6228, 


6253 


. .6372 






^5eq,.,.^.Np>._„. ^ 


: -..^ 3 7,68J. 




" 




Seq„.^,„ID.;„ 


9 9 1 0 2 9l,03.,,0 1 2 7, 


...£6 


Gene. No .. • , 


... ■77.44:1 . 








. .Strand..,. 






Start 


31100 








End 


37220 




Name 


OJ991029 03..0127 


.C6.05. 


ts 


Method 


TBLASTX : Soybean 




Start 


6343 








End 


6717 




GI 


none 








Score 


59 




Exons 


6343. .6567, 


6350 


. . 6568, 


6574 


. .6717, 6575. . 6688 




Seq. No. 


37686 








Seq. ID 


OJ991029_03.0127 


.C6 


Gene No. 


77441 








Strand 






Start 


31100 








End 


37220 




Name 


OJ991029 03 


.0127 


.C6.05. 


tm 


Method 


TBLASTX: Maize 




Start 


6358 








End 


6720 




GI 


none 








Score 


252 




Exons 


6358. . 6720, 


6359 


. . 6628 










Seq. No. 


37686 ' 








Seq. ID 


OJ991029_03.0127 


.06 


Gene No. 


77441 








Strand 






Start 


31100 








End 


37220 




Name 


OJ991029 03 


.0127 


.C6.04 . 


tw 


Method 


TBLASTX: Wheat 




Start . 


. -6490 ■ 








End 


.6879 




GI ' • 


" none" • ; "■ 








Score 


4 5 ■"' ' " ' 




Exons • ' ■" 


64 90. ; 687 9,' 


6572 


. ;6613, 


■6668 


. ."6835 






-Seq.; No.' --^ 


- 37 68:6. 








Seq.-*ID^ 


.0J9 9 102.9^0 3; 01-27 


.C6 


Gene No. 


" 77441- 








'Strand • 






Start' 


31100' 








End 


37220 ' ■ 




Name 


OJ991029' 03 


0127 


.C6.07. 


tm' 


Method 


TBLASTX: Maize 




Start 


6720 








End 


6987 




GI 


none 








Score 


77 




Exons 


6720. .6935, 


6721 


.6987, 


6722 


..6862 






Seq. No. 


37686 








Seq. ID 


OJ991029_03.0127 


.C6 


Gene No. 


77441 








Strand 






Start 


31100 








End 


37220 




Name 


OJ991029 03 


0127 


C6.03. 


tw 


Method 


TBLASTX: Wheat 





37313 



start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

..Gene ,,Np, 
..Start.. - . 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No.' 

Start 

Name 

Start 

GI . . 

Exons 

* S^eq[V" No 

• Gene.- Nb :. 
Start- 
Name 
Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 



7189 
none 

7189. .7620, 



7190.. 7363, 7385. 



37686 
77441 
31100 

OJ991029_03.0127.C6.o6.ts 

7264 

none 

7264. .7623, 7265. .7480 

37686 
77441 
31100 

OJ99102 9_03.0127.C6.o3.ts 

7886 

none 

7886. .8269, 8076.. 8219 



37686 
77441 

311,00... „ . 

dJ991029_03, 

7895 

none 

7895. .8314, 



37686 
77441 
31100 

OJ991029_03. 

7991 

none 

7991. .8371, 

37686 
77441 
31100 

OJ991029_03. 

8399 

none 

-.8399. :8755,* 
^ '376 8'5'"^ - 

:7r4 4i ^/i 

31100 . 

OJ991029_03. 

8429 

none 

8429. .8884, 

37686 
77441 
31100 

OJ991029_03. 
9088 



0127.C6.o2.tw 
8001. .8261 

0127 .C6.04 .tm 
8001. .8261, 8036. 

0127.C6.o3.tm 
■8400. .8747 ■ • ■ ■ : 

0127.C6.ol. tw 
8430. .8849 

0127.C6.o5. tw 



End 7621 

Score 105 
.7 621*^^ 

Seq. ID OJ991029_03.0127.C6 
Strand 

End 37220 

Method TBLASTX : Soybean 

End 7623 

Score 65 



Seq. ID OJ991029_03.0127.C6 
Strand 

End 37220 

Method TBLASTX : Soybean 

End 8269 

Score 98 



Seq. ID OJ991029__03.0127.C6 
„Strand^ ^- ^. . 
.End 372,20 . 

Method- TBLASTX: Wheat 

End 8314 

Score 184 



Seq. ID OJ991029_03.0127.C6 
Strand 

37220 

TBLASTX: Maize 
8371 
189 



End 

Method 
End 
Score 
.8350 



Seq. ID OJ991029_03.0127,C6 

Strand - . 

End 37220 

Method TBLASTX : Maize 

End 8755 

Score • 234. 



Seq~7 i D"' O 2 9^'D'3T0 1 2 7":^: 6 " 
- iSt-rand.:'" - ^ -7'- 7. ^.J-'../ 
E-nd. 
Method 
End 
Score 



37220 , 
TBLASTX: Wheat 
8884 
310 



Seq. ID OJ991029_03.0127.C6 
Strand 

End 37220 

Method TBLASTX : Wheat 

End 9447 



37314 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score 63 

9088.-9309, 9089. .9136, 9316. .9447 



37686 Seq. ID 

77441 Strand 

31100 End 

OJ991029_03.0127.C6.o9.tw Method 

10240 End 

none Score 
10240. . 10578 



OJ991029_03.0127.C6 
37220 

TBLASTX: Wheat 

10578 

180 



Seq. No. 37686 

Gene No. 77441 

Start 31100 

Name OJ991029_03 . 0127 . C6 . o4 . ts 

Start 14431 

GI none 

Exons 14431. . 14472, 14 4 33 .. 14471, 
14617. . 14775, 14770 14844 , 



Seq. No. 
Gene ,JNo,^. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start: 
•GI 

Exons 



Seq. ID 
Strand 
End 

Method 

End 

Score 
14512. .14574, 
14788. .14844 



OJ991029 03. 0127. C6 



37220 

TBLASTX: Soybean 
14844 
40 

14595. .14792, 



37686 

7?4 41 . _ 

3il'0Q . ,1 

OJ991029_03.0127 .C6.o6.tm 

14431 

none 

14431. . 14472, 14433 .. 14471, 



Seq. ID OJ991029_03.0127.C6 

S t r a nd - , . ^ _ 

17220 „- _ 'J.Z1^.^.... 

TBLASTX: Maize ' 
14841 
50 



End 

Method 
End 
Score 

14518. .14574, 14595 14792, 



14617. .14775, 14790 .. 14837 , 14791. .14841 



37686 Seq. ID 

77441 Strand 

31100 End 

OJ99102 9_03.0127.C6.o6.tw Method 

14431 End 

none Score 



OJ991029_03.0127.C6 
37220 

TBLASTX: Wheat 

23277 

46 



14431. .14472, 14 512 .. 14574 , 14 616 .. 14 7 92 , 14 617 .. 14754 , 
14773. .14841, 14788 .. 14835, 23194. .23277 



37686 
77441 
31100 

0J9 9102 9_03. 0127 .06. ol . ts 

2'258 9' • ■ 

none 

'2"25"8'9'. '.'22 7''6:5';''-'22 7 4''87V 2 2'8'2 8',' 
■ 2316a.-. 232.5'X,- 23L70 . '. 23265-,V 
23321. .2.34 43, 234 64 23598 



Seq. No. . 37686 

Gene No. 77441 

Start 31100 

Name OJ99102 9_03 . 0127 . C6 . o7 . tw 

Start .23374 

GI none 

Exons 23374. .23442, 23376 .. 23435, 
23450. .23530 



Seq. ID 
Strand 
End 

Method 

' . End ■ ' 
Score ■ 
'ZlSl 4*. : '2 3 b"8 07~ 2"2 91 6" 
23254 .\.234.42; "23272 



OJ991029_03.0127 .C6 
37220 

TBLASTX: Soybean 
23598- . ■ ■ 
91^ \ ' ' . 

234oa;'J:.^^ 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991029_03. 012.7. C6 
37220 

TBLASTX: Wheat 

23607 

69 



23377. .23442, 234 4 9 .. 23607 , 



37315 






. LNVj . 


o / o o o 




Seq. ID 


OJ991029_03.0127. 








774 4 1 




Strand 








O L d I. L. 


^1 1 no 
^ J. d. \j \j 




End 


37220 






Name 


OJ991029 03. 0127. C6. 


. ol . tm 


Method 


TBLASTX:Maize 






Start 


26846 




End 


31476 








none 




Score 


117 






von Q 


^ \J O H \J t » \j ^ ^ \J f ^/Z7>JVJ. 


. Z. 0 U *i / 


27952. .28035, 29973 3014 6, 








OQQQ^ '^ni4'=j 9QQQ7 
^ Z/ ^ y ^ m m ^ \j J. *i ^ f /i. y J / • 


"^n 1 4 Q 

m X'i y f 


29998. .30147, 30252 30527 , 








?n?s? '^O'^^fi ^n^s"^ 




30925. .31164, 30929 31165, 








^1?^S "^I^QQ 


. 31352, 


31342. .31476 






orr Mo 


J / o o u 




Seq. ID 


OJ991029_03.0127, 






Gene No. 


77441 




Strand 








Start 


31100 




End 


37220 






LN oXUC 




n9 1- c; 


Method 


TBLASTX: Soybean 






q-}- a y--j- 
O Ldi. L. 


o u u ^ 




End 


31084 








non o 




Score 


77 






IT von Q 

IZj A\J1 lO 


■^noQ? ?m4S ?nnQ? 


. 0 W X *i 0 / 


30252. .30536, 30253 .. 30537, 








^nQ9S ^1077 ^nQ?s 
o\j y d. zj * , o x\j f If oKi y c. -J m 


^1 Dfi ^ 
. 0 X vj 0 0 / 


30929. .31084 






C ci/-T Mo 






Seq. ID 


OJ991029_03.0127. 






Ge,ne_Np„._ 


»77A11,,„, . 




......„Jtrand_.. 








1 'st.ari -.l. „r.. 


.. 3 nod , - 




„. , End.,., 


[ ^3 7 220 73 TTV -'TI 








wu y y X\j ^ y \j o » \J x ^ i >\^\j. 


ol -ho 


' Method 


TBLASTX: Cress 








'^0907 ~ 
o\j ^ y / 




End 


31123 




tn 




none 




Score 


267 






F V on c 


o\j ^ y t . .owoovf ovjjiu. 


-30 R ?7 


30313. .30537, 30925 .. 3108 6, 




fit 




^nQ9S ^1074 ^nQ9Q 


^119^ 

■ ^ X X Z .J 








T ~. 


Cfarr No 


^7 fifi 
J / o o o 




Seq. ID 


OJ991029_03,0127. 






Gene No. 


77441 




Strand 






Til 


start 


31100 




End 


37220 






Name 


f)jQQin9Q m 0197 rfi 

wu y y x\j y uo.vjx^/.^o* 


0 7 no 
\j 1 * ■lit-' 


Method 


AAT/NAP 






O U dX L 


^1 1 nn ~ 

O ± X U U 




End 


37220 




= 3 

— 


o ± 


Sn4 9 1 f^Q 




Score 


223 






von Q 


^1 1 on ?1 1 Q7 ^9QS1 
^xxvjvj. , ^ X X y f f o ^ y -J X * 


• J J 0 Tt _? / 


37177. .37220 




f == 


r^T rioQOT~io 

O-L L/C O i. • 


\ r\Xi \J f O \j ^ \J f ^U.UdL.XVc^ 


]-'X L c X ii 


[Arabidopsis thaliana] 




s. 3 


Seq. No. 


37686 




Seq. ID 


OJ991029_03.0127. 


06 




Gene No. 


77441 




Strand 






- — 


Start 


"^1 1 no 

~J X X \J \J 




End 


37220 






Name 


n,TQQin9Q ni97 cf, 

vu y y xu y uo.ux^^ / , » 


0 D . qs 


Method 


GENSCAN 






i_> u dx. u 


'^9Q9n ' ~ 




End 


34227 






■ o T 
VJ -L 


none 




Score 


.99 " 






R V on c: ' 


'■"^ 9 Q'9"n~' ' '^4 9'9"7~ " ' • ' 
J z y,^ vj . , o *i z. <i / 












Seq. - Np. 


37686 




Seq. ID, 


OJ991029_03.0127. 


C6 




Gene No. 


77441 




Strand 








Start 


^1 1 no 

^ X X KJ \J 




End 


37220 






LNdllltr 


nTQQin9Q n*^ ni 97 

\Ju yy x\j ^y Uj.UXZ/.Vh^D. 


oo . Lm 


Method 


TBLASTX:Maize 






q-j- -a y.4- 
o LdxT L 


Oc.y ^ X 




End 


33144 






GI 


none 




Score 


152 






Exons 


32921. .33052, 32921. 


.33058, 


33058. .33144, 33060.. 33134 






Seq. No. 


37686 




Seq. ID 


OJ991029_03.0127. 


C6 




Gene No. 


77441 




Strand 








Start 


31100 




End 


37220 





37316 



Name 


OJ991029 03.0127.C6.o2.tm 


Method 


TBLASTX: 


Maize 




Start 


33361 ~ 


End 


33775 








GI 


none 


Score 


42 








Exons 


33361. .33432, 33362. .33388, 


33427. . 33759, 33439 


. .33762, 






33620. . 33775 












Seq. No. 


37686 


Seq. ID 


OJ991029 


03 . 


0127 


C6 


Gene No, 


77441 


Strand 










Start 


31100 


End 


37220 








Naine 


OJ991029 03.0127.C6.o8.np 


Method 


AAT/NAP 








Start 


34523 


End 


36845 








GI 


6721512 


Score 


87 








Exons 


34523. .34622, 36803. .36845 












GI Descrip. 


{AP001072) hypothetical protein [Oryza 


sativa] 








Seq. No. 


37686 


Seq. ID 


OJ991029_ 


_03. 


0127 


C6 


Gene No. 


77441 


Strand 










Start 


31100 


End 


37220 








Name 


OJ991029 03.0127.C6.o9.np 


Method 


AAT/NAP 








Start 


34581 


End 


35537 








GI 


6498436' 


Score 


110 








Exons. 


..,34 581 .^.X4A2 J5,0:lA.-.J5nO 


„3^5 2 3J,,_.^3.5 5 3 7 ' 








GI^ Descrip. 


....(AP00a8,15) ...h.ypothe,tic.al..,p.rot.eJLn.. [Oryza 


..s.at:.iva]._ 









Seq. No. 37687 
Gene No. 77442 
Start 1 

Name OJ991029_03 . 0127 . C7 . ol . np 

Start 1 
GI 5103193 
Exons 1. . 338 

GI Descrip. {AP0003 

gi|5738 

transpo 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991029_03.0127.C7 
338 

AAT/NAP 

338 

581 



42) transposase of TnlO [Plasmid RlOO] 
084 Igbl AAD50242.1 |AF162223_1 (AFl 62223) ISlO-left 
sase [Shigella flexneri] 



Seq. No. 37687 Seq. ID 

Gene No. 77442 Strand 

Start . 1 End 

Name OJ991029_03 . 0127 . C7 . ol . gs Method 

Start 15 End 

GI none Score 

Exons 15 . .338 



OJ991029_03.0127.C7 
338 

GENSCAN 

338 

.78 



Seq^ No; ' 37687 ' *■ '•- " -*"Seq.^*ID 

G^rie^'Nb? -'''■-■^JJ^-^'^—-'-'^ r--.7:..-r- ---^-..x^.:.^!.- 

Start-- ^.^-29-8 'End-" 

Name OJ99102 9_03 . 0127 . C7 . ol . to . . Method 

Start - 298 " End 

GI none *" Score 

Exons 298. .444, 298. .417, 300. .443 



■OJ99iq2-9_03.0127.C7- 

■.444- ...1:/:: .1'.:: 

TBLASTX: Cress 

444 

191 



Seq. No. 37688 Seq. ID 

Gene No. 77444 Strand 

Start 191 End 

Name OJ991029_02 . 0121 . CI . ol . gs Method 

Start 191 End 

GI none Score 



OJ991029_02.0121.C1 

8365 
GENSCAN 
8365 
.76 



37317 



Exons 



191. .4645, 4666. .4740, 7255. ,7406, 7574. .7664, 7792. .8252, 
8293. .8365 



Seq. No. 37688 

Gene No. 77444 

Start 191 

Mriie' OJ991029_02 . 0121 .CI . ol . np 

Start 194 

GI 4680179 

Exons 194.. 4740, 

GI Descrip. (AF111709) polyprotein .[Oryza sativa subsp. indica] 



Seq. ID OJ991029_02.0121.C1 
Strand 

End 8365 

Method AAT/NAP 

End 4740 

Score 6851 



Seq. No. 37688 

Gene No. 77444 

Start 191- 

Name OJ991029_02 . 0121 .CI . o7 , 

Start 218 

GI none 

Exons 218.. 415 



tm 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991029_02.0121.C1 
8365 

TBLASTX: Maize 

415 

197 



Seq. No. 37688 Seq. ID 

,G^ene_No,._;___7 74.41 , ^ ^Str an d_, 

.-Staxf. .I9.i: : _ .r Z!.\^'\SS^£nd., ~ 1 

Name OJ991029_02 . 012 1 . 01". o6 . tw Method 

Start 239 * End 

GI none Score 

Exons 239. .571, 260. .544 



OJ991029 .02. 0121. CI 



.:8365 : 

TBLASTX: Wheat 

571 

130 



Seq. No. 


37688 




Seq. ID 


OJ991029_02.0121 


.CI 


Gene No. 


77444 




Strand 






Start 


191 




End 


8365 




Name 


OJ991029 02. 0121. CI. ol. 


tm 


Method 


TBLASTX: Maize 




Start 


419 




End 


1018 




GI 


none 




Score 


261 




Exons 


419.. 859, 432.. 860, 855 


. . 1010 


, 857. .1018, 864. .1010 




Seq. No. 


37688 




Seq. ID 


OJ991029_02.0121 


.CI 


Gene No. 


77444 




Strand 






Start 


191 




End 


8365 




Name 


OJ991029 02. 0121. CI. ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


572 




End 


1198 




GI 


none ■ 




• Score - - 


4 03 . 




Exons 


' 572. .1198, 573.*. 1196 










"'S^qf-'N^y:'-"'"'"' 


'^■"37:6'8 8 ^^'^ ^ * 




" Seq ID" 


""O J99T02 930 2v 0 121- 


rci" 


Gene* No.. 


...77:4-44^.^-^- . 




:'Strand' 1- 






• Start: 


191 - . ■ . 




End 


83.65' 




Name 


OJ991029 02.0121.01,03. 


tm 


Method 


TBLASTX: Maize 




Start 


1067 




End 


1358 




GI 


none 




Score 


83 




Exons 


1067.. 1357, 1069.. 1356, 


1071. 


. 1358 






Seq. No. 


37688 




Seq. ID 


OJ991029_02.0121 


.CI 


Gene No. 


77444 




Strand 






Start 


191 




End 


8365 




Name 


OJ991029 02. 0121. CI. o2. 


ts 


Method 


TBLASTX: Soybean 




Start 


1157 




End 


1417 





37318 








none 






oCOX t= 


1 

X 0 0 






F von Q 

Awl 


1 T S7 1417 

XX^f • .XtX// 


1 1 Sft 

X X J 0 


1419 

. . X X ^ 










Seq. No. 


37688 






Seq. ID 


OJ991029_02.0121 


CI 




Gene No. 


77444 






Strand 








O U d I- L. 


191 

X ^ X 






PnH 


ft 

0 0 D 3 






Nsrne 




0191 

. U X ^ X 


PI 0I ho 
. ^X . U 1 . t c 


4- Vi o/H 


1 nLi/io i A : L^ress 






o Lai c 


1 1 R 1 ~ 

X X O X 






iijnci 


1 A QR 

X fi y 0 








n on o 






Score 


Q9 








1 1 R 1 1 ^94 

XXOX. • XO^*3/ 


1 1 R9 

X X 0 ^ 


1 '^99 1 "^9^ 


1 4 QR 

. X 4 J? 0 








Seq. No, 


37688 






Seq. ID 


OJ991029_02.0121. 


CI 




Gene No. 


77444 






Strand 








Start 


191 






PnH 


0 J D J 








n.TQQI 09 Q 09 


0191 
. U X z ± 


PI 0 4- U7 


lYie Lnoa 


i rJjj/Ao 1 A : wnea L 






Start 


1205 ~ 






End 


1684 

X w 0 1 






GI 


none 






QOO T'O 


9 fil 

^ D X 






P von Q 


1 90^^ 1 fiftd 


1 90 

X ^1 U D 


1 4 f^Ci 1 9 '^R 


1 ^ 1 








O C m • (J . 


^7 f^ft ft 

O / D 0 O 






Qoo T n 


ujyyxuzy uz.uizx. 






Gene No. 


77444 






Strand 








„. Start 


,_i5i;™.., 






End 


..8365 .. . _ • - 








.._OJ9.9,102,9„02., 


rjiTf, 


. CI ...02 ..np 


Me.th.o4 . , 


;__aat.Znapi,_,_ . 






O L dx L 


1504 






End 


7488^ 






\3 X 


4539664 






Score 


353- 






Exon s 


1504. .1583, 


3668 


..4645, 7300. 


.7488 






[il 
e : = 


ox ucov— xx^. 


{AF061282) hypothetical protein [Sorghum bicolor] 






Seq. No. 


37688 






Seq. ID 


OJ991029__02.0121. 


CI 




Gene No. 


77444 






Strand 








^t 3 r-h 
o u dx u 


191 






End 


8365 




= I J 


IN dllLC 


OJ991029 02 


.0121 


.Cl.o2. tw 


Method 


TBLASTX: Wheat 






O L,dX c 


1688 






End 


2197 






VJ X 


none 






Score 


270 






J-j A 1 0 


1688. .2197, 


1775 


..2158, 1779. 


.2189 






"■'■4 


Seq. No. 


37688 






Seq. ID 


OJ991029_02.0121. 


CI 




Gene No. 


77444 






Strand 








Start 


191 






End 


8365 ■ 




f i 


LN ditic 


OJ991029 02 


.0121 


.Cl.o2.tm 


Method 


TBLASTX: Maize . 






Start 


1762 






End 


2125 






GI 


none 






Score 


240- - 






p. V o n c! 


' '1762V. 2085, 


17 72 


.2125, '1779. 


..2123" ' / 








"'*Sg^5?-"Nb:''''"'^- 


37^g^3- •^^^-^- 






'"''S^q." ID;- 


""""0 j99l13'2"9l-0:^VO 1-^^^^^ 


- 


- -Gene No. - --- 


". .7:7444...: - - 






- Strand- 






Start . • 

* 


-191 






End ■ - 


'8365 . 






IN diUC 


6J991029 02 


0121, 


Cl.o3,.ts 


Method 


TBLASTX: Soybean 






O 1- d X L 


194 6 






End 


2191 






\3 X 


none 






Score 


209 






P von c 


1946. .2191 














Seq. No'. 


37688 






Seq. ID 


OJ991029_02.0121. 


CI 




Gene No. 


77444 






Strand 








Start 


191 






End 


8365 






Name 


OJ991029 02. 


0121. 


Cl.o5.tm 


Method 


TBLASTX: Maize 






Start 


2126 






End 


2479 





37319 




r* T 


none 








Score 


1 9 yl 
iZ 4 


Exons 




Z X 0 J 


. . Z 4 X X 








Seq. No. 


37688 








Seq. ID 


OJ991029_02.0121.C1 


Gene No.' 


77444 








Strand 






X ^ X 








Hina 


Q tf; R 
0 J dD 


Nsme 


n TQ Q 1 n 9 Q no 


n 1 9 1 
. U X Z X 


r'l 

. L,X . OO . 


nw 


Ne unoQ 






z 1 y 0 








Lna 


9 R n n 
ZOUU 




none 








Score 


9 0 Q 

Zo y 


Exons 


9 1 QQ 9 c;nn 


9 1 Q Q 

z X y y 


9 /I 9 

. , Z <i DZ / 


9 9 m 

Z Z U / . 


9 c nn 
. z OUU 




beq • wo - 


"5 "7 Q Q 
J / DO 0 








Seq. ID 


OJ991029_02.0121.C1 


Gene No. 


77444 








Strand 




Start 


191 








End 


8365 


Name 


ri TQQ1 00 Q no 
ujyyiuzy uz. 


n 1 9 1 

1 U XZ X 


PI /^1 

. ux . ox . 


lS 


Method 


TBLASTX : Soybean 


Start 


2213 








End 


2608 




none 








Score 


154 


Exons 


9910 9c:'79 


9 0 1/ 

z z 1 4 


, . Z4 OD, 


0 0 yi 0 
Z Z 4 0 . 


.2551, 2425.. 2565, 2576.. 2608 




oc;f5n 0 ^r\c^ 












Seq. No. 


" 37688 








oeq. xu 


Pi T Q Q in9Q n9 ni91 PI 

ujyyxuzy uz.uizi.ci 


.Gene._No^__ 


„..,„77A14_. 






^."-v: 


..,.S t ra rid,^^ „^ 




.9X3X1: 


1 Q1 









.bnci , , 


■ Q o c; 


Name 


uj yyiuzy uz. 


n 1 0 1 
U i Z 1 , 


. LI .04 . 


tm 


Method 


i 0 LiAb i A : ixia X 2 e 


0 +. — 4- 
0 rar L 


9 / Q c: 

z 4 y 0 








bna 


0 Q tf; 0 

z y dz 


T 


none 








Score 


1 1 


Exons 


9/iQc; 9QC9 

Z4iyo, .zyoz, 


0 9 7 
Z dZ / , 


9 Q T R 
. . z 0 / 0 , 


0 "7 0 1 

z / Z 1 . 


.2891 




Seq. No. 


37688 








Seq. ID 


OJ991029_02.0121.C1 


Gene No. 


77444 








Strand 




0 car t 


1 Q 1 

1 y 1 








End 


8365 


Name 


r\TCicnnoQ no 

uj y y iuz y uz . 


n 1 0 1 
U iZ 1 . 


, CI . 04 . 


tw 


Method 


TBLASTX: Wheat 


0 rart 


9 R /I Q 

z y 








End 


3031 




none 








Score 


266 


Exons 


Z04 y . . ou J 1 , 


9 c; Q 0 

z 0 y z . 


9 Q9 T 

. . z yz / 








Seq. No. 


-=37688 . 








Seq. ID 


OJ991029_02.0i21.Cl 


Gene No. 


77444 








Strand 




0 car u 


1 y X 








End 


8365 •■ 


Name 


/^TQQin9Q n9 

uj y y IUZ y uz . 


n 1 9 1 
U iZ i . 


. Cx . 04 . 


t s 


Method 


TBLASTX : Soybean 


0 L ar T, 


0 t^Q 1 
Z DO X 








End 


2995 




none 






„ ■ *. ; . 


Score 


59 


Exons 


zdox. .zyyo, 


9 Q 9 
Z bo Z . 


0 Q "l b 

. . zo / y 








Sg"q7-^No:''''t^' 










^"•Seq'n-D"'' 


^0 J9 9 Wf§3ti-2T0l-'a^ 


Gene .No ^- ■ 


..---7:744 








...Str.ahd -V : 






1 Q 1 • 

- X y -L 








End 


8365 


Name 


oTQQinoQ no 

UJ y y iuz y uz . 


n 1 0 T 
U xZ X . 


Cl . Oo . 


tw 


Method 


TBLASTX: Wheat 


C -t- -ri i- 4- 


0 0 n 
oZU D 








"End 


3607 


C T 


none 








Score 


54 


Exons 


OOnC OOTQ 

oZUd . . 0 J / y , 


O 0 "3 T 
JZ J / . 


0 0 n c 


iz87 . 


.3346, 3383. .3607, 3441. .3593 


Seq. No. 


37688 








Seq. ID 


OJ991029_02.0121.C1 


Gene No. 


77444 








Strand 




Start 


191 








:End 


8365 


Name 


OJ991029 02. 


0121. 


CI. 08. 


tm 


Method 


TBLASTX: Maize 


Start 


3293 








End 


3569 



37320 




GI 


none 








Score 


78 


Exons 


3293. . 3568, 


3468 


. . 3569 








Seq. No. 


37688 








Seq. ID 


OJ991029_02.0121 


Gene No. 


77444 








Strand 




Start 


191 








End 


8365 


Na.rne 


OJ991029 02 


. 0121 , 


. CI . o6 . 


tm 


Met hod 


TBLA^TX • Mai ze 


Start 


3935 ~ 








End 


4 2 67 


GI 


none 








Score 


104 


Exons 


3935 . . 4267, 


4080 , 


. .4244 








Seq. No. 


37688 








Seq. ID 


OJ991029_02.0121 


Gene No. 


77444 








Strand 




Start 


191 








End 


8365 


Name 


OJ991029 02 


.0121. 


.C1.07. 


tw 


Method 


TBLASTX: Wheat 


Start 


4148 








End 


4528 


GI 


none 








Score 


91 


Exons 


4148. .4528, 


4149, 


. .4382, 


4331. 


.4501, 4407. .4508 



Seq. No.. 
Gene. No. 

St3rt__:^ 

Na,me.___ . 

Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



37689 
77445 
1 ' 



Seq. ID 
Strand 

_.,End. : 

Method 

End 
Score 



OJ991029_02.0121.C2 
+ 

687_5 



1426 
328 



.0J9,9ID2 ,9.^.02, . Q12 1„ C.2..;ol_..np.. . 
"1 ' ■ ■ 

5295955 
1..75, 253. .644, 783. .1426 

(AB026295) Similar to Epstein-Barr virus (EBV) genome . (V01555 ) 
[Oryza sativa] 



37689 Seq. ID 

77445 Strand 

1 End 

OJ991029_02 . 0121 . 02 . ol . gs Method 

297 End 

none Score 
297. .667, 1842. .1962, 2850. .3171, 3177, 
6435. .6565, -6681. .6875 



OJ991029_02.0121.C2 
+ 

6875 
GENSCAN 
6875 
.45 

.4132, 4685. .4766, 



Seq. No. 

Gene No. 

Start 

Name ■ 

Start " 

GI ■ ' ' 
"'EiiSns^""''"^-- 
-GI—De scrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



37689 
77445 - 
1 

OJ991029_02.0121-.C2-.o2.np 

2-695 -v " ; - . ' ■ *" 

6907087 - 



Seq. ID 
Strand 
End 

Method 
"End 
Score 

. (AP001L29)V. ESTs C727:71(E2215.)-,.AU08231i(E2215)"--:Gorrespond~ 
.region of the predicted gene.;, hypothetical protein [Oryza 
sativa] 



OJ991029_02.0121.C2 
+ 

6875 
AAT/NAP 

4 7 86: - - 

1242' ■ : ■ • "* . • ' 



37689 Seq. ID 

77445 Strand 

1 ^ End 

OJ991029_02 . 0121 . C2 . ol . gp Method 

5252 End 

uC-osflcyp033a04bl Score 
5252. .5624 

' 6016845/dbj I AP000570. 1 1 AP000570 3.0e-59 Oryza sativa genomic 



OJ991029_02.0121.C2 
+ 

6875 
AAT/GAP 
5624 
512 



37321 



DNA, chromosome 1, clone : P0711E10 * 



Seq. No. 


37689 


Seq. ID 


OJ991029 


__02.0121 


.02 




77446 


Strand 








C-t- -a Y'f- 


5180 


End 


71 

f ± OD 






Nsme 


OJ991029 02.0121.C2.o3.np 


Method 


a a T / Ki a p 








5180 


End 


1 L 3D 






o ± 


4680186 


Score 


907 








5180. .5385, 7094. .7135 










GI Descrip 


(AF111709) unknown [Oryza sativa subsp, 


indica] 






O C * IN . 


37689 


Seq. ID 




02. 0121. C2 




77447 


Strand 








q-i- =) r-f- 
o L a. i. u 


7646 


End 


o ^ f± u 








OJ991029 02.0121.C2.o2.gs 


Method 


O Hi IN O IN 








7646 


End 


O ^ 4 U 








none 


Score 


7 ^ 






Exon s 


7646. .7911, 8006. .8240 










Seq, No. 


37689 


Seq. ID 


OJ991029_ 


_02.0121 


02 


Gene No. 


77448 


Strand 








Start.:_ : 


.ioii3„^ ; 


End 


14592 






.Name,., 


. ,0,J9iia29 32 . Ql2 i .,cl..o3 ...g.^.. 


_ J. Me t h od 


GENSCAN.. 






Start 


10183 


End 


13901 






GI 


none 


Score 


.78 . 






Exons 


10183. .10281, 11101. .11264, 


11472. .11599, 11643 


. .11896, 






12151. .12418, 12511, .12809, 


12902. .13670, 13753 


. .13901 





Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip'. 



37689 
77448 
10183 

OJ991029_02 . 0121 . 02 . o4 . np 

10971 

5441880 

10971. ,11216, 11625. .11881, 
13322. ,13627, 13734. .13907, 
{AP000367) EST 028952(062945 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991029 02.0121.02 



14592 
AAT/NAP 
14592 
488 

12184. ,12404, 12503. .12803, 
14475. . 14592 

) corresponds .to a region of the 



predicted gene.; Similar to maize transposon MuDR mudrA protein 
(AO003981j ..[Oryza sativa] 



Seq. No. 
Gene No. 

Start \. 
Name 

'Staft""'' 

Gx:-: ■ 

Exons 



37689 

■77448 . ■ * • - 

'10183 

O.J991029_£2 . 0121 . 02Vol_^-tw 

--none ^ - :'^v.. . / 

13259. .13291, ,13328 ....13363, 
13532. .13585, ' 13535. .13588 



Seq. ID OJ991029_02.0121.O2 
Strand ■ - 

End^ ' - - 14592 " - ■ • 

' Method TBLASTX: Wheat ' ' 

--"Score -V.96^./ -- 
13397.. .13525,. -13398 ., 13526, . 



Seq. No. 37690 Seq. ID OJ991029_02 . 0121 . 03 

Gene No. 77449 Strand 

Start 1 End 1452 

Name OJ991029_02 . 0121 . 03 . ol . np Method AAT/NAP ^ 

Start' ■ ' 1 ■ End 1452 

GI 5441880^ Score 697 

Exons 1,.29, 445.. 1452 

GI Descrip. (AP000367) EST 028 952(06294 5) corresponds to a region of the 



37322 



predicted gene.; Similar to maize transposon MuDR mudrA protein. 





\r\\^\j\j ^ yo ± } LV^xy^d odLXvdj 






Seq. No. 


* 37690 


Seq. ID OJ991029_02.0121 


.03 




77449 


Strand 






1 


End 1452 




Name 


OJ991029 02.0121.C3.ol.tw 


Method TBLASTX : Wheat 






231 


End 592 






none 


Score 68 






231. .428, 308. .394, 327. .416, 373. .420, 437. .592, 445.. 


D y 1 


Seq. No. 


37690 


Seq. ID OJ991029_02.0121 


.C3 




77449 


Strand 






1 


End 1452 






OJ991029 02.0121.C3.ol.tm 


Method TBLASTX : Mai ze 




O L. d i. L. 


327 


End 883 






none 


Score 4 4 




C V o n G 


327. .407, 379. .405, 454. .729, 488. .730, 730. .882, 761..: 


R ft 


Seq. No. 


37691 


Seq. ID OJ991029_02.0121 


.C4 


o n o NT o 


77450 


Strand + 




o L^I._L 


; 1825 . . ^ . 


End ■ 4 38 9 • 


. . 


Name _ . , 


_ ..OJ991029,.;.02 ,A121 .C.4,..ol,. gs ...... 


: . Method- „GENSCAN .... 






1825' ' - . - 


End/ ■'4389 






none 


Score .41 




Exons 


1825.. 1919, 3029.. 3120, 4250 


.4389 




O LJ^ . iN U . 


37691 


Seq. ID OJ991029_02.0121 




^ o n a M 


77451 


Strand + 




O Ldl. L 


4718 


End 19215 




Name 


OJ991029 02.0121.C4 .ol.np 


Method AAT/NAP 




O L dX L 


4682 


End 15168 




GI 


6056374 


Score 1903 




Exons 


4682. .4929, 9962. .10015, 10202 .. 1027 6, 10327 .. 10428 , 






10756. .10827, 10935. .11008, 


11093. .11162, 114 37, .11526, 






11583. .11677, 11756. .11795, 


11903. .12006, 12093. .12158, 






12253. '.12318, 12392 .. 124 4 3, 


12541. .12595, 12680 .. 13059, 






13128. .13326, 13397 .. 13552, 


13638. .13756, 138 91 14 105, 






14244. .14471, 14 554 .. 14 704 , 


14795.. 15168 






(AC009894) Similar to serine/threonine kinases [Arabidopsis 




thaliana] 






O d ^ • Ln . 


- 37691 ■ • ■ ■ - 


^Seq. ip ■ OJ991029_02.0121 


.04 * 


o Ti o M ^ ■ * 


... 77451- - 


Strand " +- " 




•^traSt'^"'^'''^-' 








Name : 


^ - .OJ991-029~-0.2'..012.1..-G4 . o2;.gs- 


■-' Method. . -GENSCAN - ^I.-'::- 




O L. dX I. 


. 4718., .... 


End .19215 ... . 




\J X 


none 


Score ' ■ .52 




17 v r~i c; 


4718.. 4911, 5665.. 5954, 6103 


..6239, 6481. .6659, 9944. .10020, 




12680. .13059, 13598 .. 13756, 


138 91. .14101, 14291. . 14 4 71, 






14554. .14704, 14 909 .. 1514 5, 


16644. .16800, 18769. .19078, 






19137. .19215 






Seq. No. 


37691 


Seq. ID OJ991029_02.0121, 


.C4 


Gene No. 


77451 


Strand + 




Start 


4718 


End 19215 




Name 


OJ991029 02.0121.C4.ol.gp 


Method AAT/GAP 





37323 



start 12391 End 12930 

GI 60459_1.R1084 Score 680 

Exons 12391. .12436, 12531 12595, 12680.. 12930 

GI Descrip. ' 6056372/gb | AAF02836 . 1 | AC009894_7 2.0e-21 (AC009894) Very 

similar to receptor-like serine/threonine kinase [Arabidopsis 
thaliana] ' 



Seq. No. 37691 

Gene No. 77451 

Start 4718 

Name OJ991029_02 . 0121 . C4 . o2 . gp 

Start 14585 

GI 15862_1.R1084 

Exons 14585. .14704, 14795.. 15225 

GI Descrip. ' 576771/gb | Ul 6256 I OSU16256 
sucrose-regulated mRNA, 3' 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991029_ 
+ 

19215 
AAT/GAP 
15225 
1062 



02, 0121. C4 



O.Oe+00 Oryza sativa cone SRI 
'-end sequence' 



Seq. No. 37691 Seq. ID 

Gene No. 77452 Strand 

Start 26300 End 

Name . OJ991029_d2 . 0121 . C4 . o4 . gs Method 

. Start _„2.6300__ .„ ; _ ,:_.^End. 

jGI-^.:... _ . _„..aone_.. , J, Score... 

Exons '26300. . 26851 ' ' 



OJ991029_02.0121.C4 
+ 

26851 
GENSCAN 

268^51^ „ ^ 

..,..a9 ..„, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



37691 
77453 
17012 

OJ991029_02.0121.C4 .o2.np 

17012 

4206306 



Seq. ID OJ991029_02.0121.C4 
Strand 

End 24415 

Method AAT/NAP 

End 24391 

Score 1222 



17012. . 18177, 21533. .21698, 21900 .. 23822 , 24013.. 24391 
(AF049110) prpol [Zea mays] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI- Descrip. 



"Se*q*r"N6'; 
-Gene' No . 

Start 

Name 

Start 

GI 

Exons 



37691 Seq. ID 

77453 Strand 
17012 End 
OJ991029_02.0121.C4 .o3.gp Method 
20714' End 
576771 Score 
20714. .20924, 20951. .21207 

576771/gb|U16256|OSU16256 O.Oe+OO Oryza sativa cone SRI 
sucrose-regulated mRNA, -3 '-end sequence 



OJ991029_02.0121.C4 

24415 
AAT/GAP 
21207 
832 



"77453 . ' ' - 

17012 .. ...... 

OJ991029_02.0121.C4 .o3.gs 

20936 

none 



''"^seq r^TD' • OjWlOT3i2GT:m2Ti'c'^''^^^^ 



Strand 
End 

Method 

End 

Score 



- 2-4415 ; -■. 
GENSCAN 
24415 
. 6 



20936. .21087, 21719. . 2214 4, 22908. .23912, 24232. .24 415 



Seq. No. 37691 Seq. ID 

Gene No. 77453 Strand 

Start 17012 End 

Name OJ99102 9_02 . 012 1 . C4 . o3 . np Method 

Start 24058 End 



OJ991029_02.0121.C4 

24415 

AAT/NAP 

24415 



37324 





3377834 




Score 


111 




von ^ 


24058. .24415 












(AF075598) No definition line found [Arabidopsis thaliana] 


Qprr No 


37691 




Seq. ID 


OJ991029_02.0121 


.C4 


(Tipnp No 


77454 




Strand 






start 


25120 




End 


25502 




Name 


OJ991029 02. 0121. C4 


. o4 . gp ■ 


Method 


AAT/GAP 




Qf 3 -rt 


25120 




End 


2550,2 






uC-osflcyp033a04bl 




Score 


700 






25120.. 25502 










vJJ X k-> ^ -1- -1- ^ • 


' 601684 5/dbj | AP000570 . 1 | AP000570 3.0e- 


59 Oryza sativa genom 




DNA, chromosome 1, 


clone: P0711E10' 






Seq. No. 


^7 fiQl 




Seq. ID 


OJ991029_02.0121 


.C4 


Gene No. 


774 SS 




Strand 






Start 


^ t <j ^ ^ 




End 


28959 




IN dlLlC 


OJ991029 02 0121 C4 


. o4 . ts 


Method 


TBLASTX: Soybean 




o rt 


12742 ~ 




End 


13325 




O -L 


none 




Score 


190 




F vnn 


12742. .13059, 13128 


.'.13175, 


13188.. 13325 




• p rr N n 


^37^691 ^ ^' 


,^ .'. „ 


_:- S.eq. ,J.D,.. 


.,OJ.93ia2,9.„,02 ..0.1.2.L..C4,.. 


Gene No. 


77 455 




Strand 






Start 


27542 




End 


28959 




Name 


nTQQin9Q 09 0191 P4 


, o4 . tm 


Method 


TBLASTX: Maize 




O L. d i- L, 


12798 ~ 




End 


13292 






none 




Score 


291 ' 




R von Q 


1 97QR 1 ^nsft 1 9ftn9 


. .13059, 


12833. .13060, 128 94. .13061, 






1^19fi 1^9Qn 1^197 


13291, 


13128. . 13292 




2eq , No . 


37691 




Seq. ID 


OJ991029_02.0121 


.C4 


Gene No. 


774 55 




Strand 






Start 


27542 




End 


28959 




Name 


OJQQI 09Q 09 0191 r4 


.o2 . tc 


Method 


TBLASTX: Cress 




Start 


12862 ~ 




End 


13327 




GI 


none 




Score 


217 




IT v n o 
lit AUIio 


19fifi9 1 ^Ofifi 19RRft 


. . 13064, 


13040. .13105, 13128. .13325, 






13204 13308. 13211 


. . 13327, 


13217.. 13324 




^prr Nn 


37691 




Seq. ID 


OJ991029_02.0121 


.C4 




77455 




Strand 






Start 


27542 ' ■ 




End 


28959 




Name 


■ O'J991029 02.0121.04 


. o3 . tm 


. ■ Method 


TBLASTX: Maize 




S t MrT: ■ ' ™ 


^'^13 3 9^6 '^"^ '^'^^■^ 




-^"^ Hfid"'""-""^;' 


"T4-roi^'^''- ^-^ -^^^^ 




1 GI-. 


none ' • ^ ■ ' " 






49- - - .'■ 




R vnn cj' ■ • 


-13396. .13440, 13429 


; . 13554, 


13628. .13756, 13633.. .13758, 






13875. .14102, 13882 


. . 14103, 


138 90. .14102, 1417 9. .14 4 69, 






14229. .14468, 14554 


. .14700, 


""14555. . 14701 




Seq. No. 


37691 




Seq. ID 


OJ991029_02.0121 


.04 


Gene No. 


77455 




Strand 






Start 


27542 




End 


28959 




Name 


OJ991029 02. 0121. C4 


.ol.ts 


Method 


TBLASTX : Soybean 




Start 


13661 




End 


14956 




GI 


none 




Score 


95 




Exons 


13661. .13756, 13912 


. .14103, 


14184. .14468, 14188. .14472, 





37325 







14555, 


,.14680, 14563, 


. . 14649, 


14795. . 14839, 14852. .14956 






Seq. No. 


37691 






Seq. ID 


OJ991029_02.0121 


.C4 




Gene No. 


77455 






Strand 


— 






Start 


27542 






End 


28959 






Name 


OJ991029 02. 0121. C4, 


. o3 . tc 


Method 


TBLASTX: Cress 






Start 


13733 






End 


14103 






GI 


none 






Score 


44 






Exons 


13733. 


.13756, 13882. 


. 14103, 


13882. . 141 


00, 13890. .14102 






Seq. No. 


37691 






Seq. ID 


OJ991029_02.0121 


.C4 




Gene No. 


77455 






Strand 


— 






Start 


27542 






End 


28959 






Name 


OJ991029 02. 0121. C4. 


o8 . tw 


Method 


TBLASTX: Wheat 






Start 


13885 






End 


14100 






GI 


none 






Score 


193 






Exons 


13885. 


.14100, 13890. 


.14033 










Seq. No. 


37691 






Seq. ID 


OJ991029_02.0121 


.C4 




Gene No. 


77455 






Strand 








Start 


27542 






End 


28959 






Name 


^. OJ99102 9_^.02^ 0121, C4,. 


o6^. tw . , 


„ ,._Method _ 


..TBLASTX :Whe^t., ^ 






... Start 


_I424.2,. 






._,En.d _ 


...1165.0:. _ " ..J_Z_. 






GI 


none 






Score 


167 ' 




tn 


Exons ■ 


14242. 


,14469, 14346. 


. 14468, 


14554. ,14649, 14555. .14650 




I 


Seq. No. 


37691 






Seq. ID 


OJ991029_02.0121 


.C4 




Gene No. 


77455 






Strand 








Start 


27542 






End 


28959 






Name 


OJ991029 02. 0121. C4. 


ol . tc 


Method 


TBLASTX: Cress 






Start 


14260 






End 


14704 




fy 


GI 


none 






Score 


278 




^™ 


Exons 


14260. 


.14472, 14262. 


. 14471, 


14551. .14703, 14555. .14704 






Seq. No. 


37691 






Seq. ID 


OJ991029_02.0121 


.C4 




Gene No. 


77455 






Strand 








Start 


27542 






End 


28959 






Name 


OJ991029 02.0r21.C4: 


o7 . tm 


Method 


TBLASTX: Maize 




f 5 


Start 


14790 






End 


14995 






GI 


none 






Score 


76 




-:=? 


Exons 


14790. 


.14984, 14792. 


. 14983, 


14 7 97. ,14 994, 14 798. .14 995 






Seq. No. 


37691 






Seq. ■ ID 


OJ991029_02.0121 


.C4 




Gene No. 


"" 77455 






Strand 








'■^gtarr'^''"^^ 


"^"^^'^2f5^:2'^' 




■^'""End'^'^'^^^"^ 








Name 


0 J9.9102 9 02.012-1.04 . 


o4*.tc 


Method 


TBLASTX.': Cress - 






- Start ... 


14791.. 






End 


15025 






- GI 


none ■ 






Score • * 


217 • 






* Exons 


14791. 


.14994, 14795. 


. 15025, 


■14834 . . 150 


13 






Seq. No. 


37691 






Seq. ID 


OJ991029_02.0121, 


.C4 




Gene No. 


77455 






Strand 








Start 


27542 






End 


28959 






Name 


OJ991029 02. 0121. C4. 


o5 . tw 


Method 


TBLASTX: Wheat 






Start 


14804 






End 


15019 






GI 


none 






Score ' 


250 






Exons 


14804. 


.15019, 14806. 


.15003, 


14825. .150 


19 





37326 



Seq. No. 


37691 




Seq. ID 


OJ991029_02.0121 


C4 


Gene No. 


77455 




Strand 






Start 


27542 




End 


28959 




Name 


OJ991029 02.0121.04 


o6 . ts 


Method 


TBLASTX : Soybean 




Start 


16974 




End 


27931 




GI 


none 




Score 


37 




Exons 


16974 . . 17045, 17006. 


. 17251, 


17121. .17249, 27857. .27931 




Seq. No. 


37691 




Seq. ID 


OJ991029_02.0121, 


C4 


Gene No. 


77455 




Strand 






Start 


27542 




End 


28959 




Name 


OJ991029 02. 0121. C4. 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


17342 




End 


28549 




GI 


none 




Score 


277 




Exons 


17342. . 17761, 27923. 


.28549, 


27924 . .28493 




Seq. No. 


37691 




Seq. ID 


OJ991029_02.0121, 


C4 


Gene No. 


77455 




Strand 






Start 


.27542 




End. 


28959 




Name 


OJ991029 02. 0121. C4. 


o7 . t s 


Method 


TBLASTX: Soybean 




. Start„ : :._^_,.. 


_175.9J 7 




_ „End 


.17.98 9 






no.ne, 




^.....S.core. „„: . 


.11 . 




Exons 


17594 . . 17989, 17712 . 


.17888 








Seq. No. 


37691 




Seq. ID 


OJ991029_02.0121. 


C4 


Gene No. 


77455 




Strand 






Start 


27542 




End 


28959 




Name 


OJ991029 02. 0121. C4. 


o8 . tm 


Method 


TBLASTX: Maize 




Start 


17843 




End 


18169 




GI 


none 




Score 


190 




Exons 


17843. . 18169 










Seq. No. 


37691 




Seq. ID 


OJ991029_02.0121. 


C4 


Gene No, 


77455 




Strand 






Start 


27542 




End 


28959 




Name 


OJ991029 02. 0121. C4. 


o3 . tw 


Method ■ 


TBLASTX: Wheat 




Start 


17885 




End 


28945 




GI 


none 




Score 


295 




Exons 


17885. . 18004, 28556. 


.28945, 


28557. .28940, 28562. .28945 




Seq. No.. 


• 37691 ■ . 




Seq. ID' 


OJ991029_02.0121. 


04 


Gene No. 


77455 ■ 




" Strand 






Start ' 


27542 . ' • 




^ End 


28959 ' 






^- '^0 J g"9'ro'?9"-"-"U'2ToT2 1 


57 ?t~w^ "~ 


'"'""Method"^""" 


TB L AS TXTlftffrea t" • ''^"''''^ 




Start . 


22014 - 




End - . ^ 


22448 - - - - 




GI 


none . " 




Score 


•57 . 




Exons 


22014. .223^4, 22231. 


. 22305, ■ 


22359. -.22448 




Seq. No. 


37691 




Seq. ID 


OJ991029_02.0121. 


04 


Gene No. 


77455 




Strand 






Start 


27542 




End 


28959 




Name 


OJ991029 02. 0121. C4. 


o2 . ts 


Method 


TBLASTX : Soybean 




Start 


22077 




End 


22494 




GI 


none 




Score 


75 




Exons 


22077. .22319, 22081. 


.22194, 


22234 . .22320, 22356 .. 224 93, 






22387. .22494 











37327 






Seq. No. 


37691 




Seq. ID 


OJ991029_02.0121 


.04 




Gene No. 


77455 




Strand 








Start 


27542 




End 


28959 






Name 


OJ991029 02. 0121. C4 


. o5 . ts 


Method 


TBLASTX : Soybean 






Start 


22645 




End 


23115 






GI 


none 




-Score 


55 






Exons 


22645. .22755, 22647 


. .22793, 


22826. .23080, 22834.. 23115 






Seq. No. 


37691 




Seq. ID 


OJ991029_02.0121 


.04 




Gene No. 


77455 




Strand 








Start 


27542 




End 


28959 






Name 


OJ991029 02. 0121. C4 


. o2 . tm 


Method 


TBLASTX: Maize 






Start 


22803 ~ 




End 


23262 






GI 


none 




Score 


54 






Exons 


22803. .22904, 22804 


. . 23262, 


22805. .23143, 23010 .. 23225, 








23029. . 23262 












Seq. No. 


37691 




Seq. ID 


OJ991029_02.0121 


.04 




Gene No . 


77455 




Strand 








Start 


27542 




End 


28959 






Nam^ 


»„^.QJ9SXQ££^Q2,,.^0i21^,.,C£ 


^o9 .^tw„ 


_Met,hod__ 


TBLASTX: Wheat - 






...Start 


7rrz2,8 2X- J" 7' :i!.rr 




. „Erid . 


„2 3.11 2 




E3 


GI 


none 




Score 


186 




'%3 


Exons 


22828 . . 23112 










hi 


Seq. No. 


37691 




Seq. ID 


OJ991029_02.0121 


.04 




Gene No. 


77455 




Strand 






f 1 


Start 


27542 




End ' 


28959 






Name 


OJ991029 02. 0121. C4 


, o2 . tw 


Method 


TBLASTX: Wheat 






Start 


23129 ~ 




End 


23538 






GI 


none 




Score 


72 






Exons 


23129 . . 23524 , 23130 


. 23216, 


23131. .23538, 23198.. 23521 






Seq. No. 


37691 




Seq. ID 


OJ991029_02.0121 


.04 




Gene No . 


77455 




Strand 








Start 


27542 




End 


28959 






Name 


OJ991029 02. 0121.04 


06 . tm 


Method 


TBLASTX: Maize 






Start 


23263 ~ 




End 


23478 




u 


GI 


none 




Score 


211 




f 1 


Exons 


23263 . . 23478, 23264 


.23476 










"Seq. No. 


' -37691 • : 




Seq. ID 


OJ991029_02.0121 


.04 




Gene No . 


■ " 77455 ■ 




Strand 








'■^Start'"''' 


^" 2'?5^4 2' — 




'^''"^EnQ";''^''^-^^" 








Name 


OJ-991029^02 0121 C4: 


o5 ,-qs- - 


. --Method-^-- 


-■GENSCAN- . - 






Start 


27542 ^ 




End 


28 939 . 






GI- 


none 




Score" 


1 






Exons 


27542 . . 28939 












Seq. No. 


37691 




Seq. ID 


OJ991029_02.0121 


.04 




Gene No. 


77455 




Strand 








Start 


27542 




End 


28959 






Name 


OJ991029 02. 0121. C4. 


o4 . np 


Method 


AAT/NAP 






Start 


27545 




End 


28959 






GI 


4680179 




Score 


2073 






Exons 


27545. .28959 











37328 



GI Descrip, (AF111709) polyprotein [Oryza sativa subsp . ' indica] 



Seq . No . 


37691 




(^pnp No 


77455 




Start 


27542 




Nams 


OJ991029 02 0121 C4 


. o4 . tw 


Start 


27590 ~ 




GI 


none 




Exons 


27590. .27922, 27611 


. .27919, 


Seq. No. 


37691 




ftlp-nf^ Nd 


774 55 




Start 


27542 




Name 


OJ991029 02,0121.04 


, ol . tm 


Start 


27770 ~ 




GI 


none 




Exons 


27770. .28210, 27786 


. .28211, 


f^f^n Nn 


37691 






774 




Start 


27542 




Narn3 






S,tar,t. 


2 .8.4 1 8~ J .„7i' *- " r,' . ' ."^z ' r 






none 




Exons 


28418. .28708, 28422 


. .28709 


Sea No 


37691 






77455 




Start 


27542 




Name 




o"^ -he; 


Start 


28508 " 




GI 


none 




Exons 


28508 . .28768, 28509 


. .28763 


Seq. No. 


37691 




Gene No. 


77455 




Start 


27542 ■ 




Name 


OJ991029 02. 0121. C4 


. o5 . to 


Start 


28532 




GI 


none 




Exons 


28532. .28675, 28533 


. .28673, 



Seq. ID OJ991029_02.0121.C4 
Strand 

End 28959 

Method TBLASTX : Wheat 

End 27923 

Score * 118 



Seq. ID OJ991029_02.0121.C4 
Strand 

End 28959 

Method TBLASTX : Maize 

End 28369 

Score 257 



Seq. ID OJ991029_02.0121.C4 
Strand 

End 28 959 

.™Me t ho„d„„_ TBLASTX:, Maize, 

_ End J 8,7 d9,.l 

Score 208 



Seq. ID OJ991029_02.0121.C4 
Strand 

End 28959 ' 

Method TBLASTX : Soybean 

End 28768 

Score 148 



Seq. ID OJ991029_02.0121.C4 
Strand 

End 28959 

Method TBLASTX: Cress 

End 28849 

Score 85 



Seq. Noi 
Gene No, 
"^tWrt-"^"^"* 
Name - - . 
Start 
GI • 
Exons 



■ 37692 
77456 

^2BT-^ 

6J99102 9_02. 0L21 . C5 .61. gs-..:- 

287 . . ' 

none 



Seq. ID OJ991029_0.2. 012.1 .C5 

Strand - 

Method- GENSCAN 'Z' : 

End 5838 

Score ■ .47 ' 



287. .670, 710. .788, 834. .1710, 2166. .3074, 3121. .3255, 
5724. .5838 



Seq. No. 37692 

Gene No. 77457 

Start 7521 

Name OJ991029_02 . 0121 . 05 . ol , tm 

Start 1277 

GI none 



Seq. ID OJ991029_02. 0121.05 
Strand 

End 10138- 

Method TBLASTX : Maize 

End 1612 

Score 58 



37329 



Exons 1277., 1486, 1374.. 1475, 1487.. 1612, 1497.. 1595 



Seq. No. 


37692 






Seq. ID 


OJ991029_02, 


.0121 


. C5 


Gene No. 


77457 






Strand 








Start 


7521 






End 


10138 






Name 


OJ991029 02. 


0121.C5.o2. 


as 


Method 


GENSCAN 






Start 


7521 






End 


10138 






GI 


none 






Score 


.46 






Exons 


7521. .7529, 


8035. .8184, 


8832. 


.9046, 10061.. 10138 






Seq. No. 


37693 






Seq. ID 


OJ991029 02. 


.0121, 


.C6 


Gene No. 


77458 






Strand 


+ 






Start 


87 






End 


1443 






Name 


OJ991029 02. 


0121.C6.ol. 


gs 


Method 


GENSCAN 






Start 


87 






End 


1443 






GI 


none 






Score 


.95 






Exons 


87. .96, 1319 


. .1443 















Seq. No. 


37693 


Seq. ID OJ991029_02.0121.C6 






77459 


Strand + 




o L.ar L. 


1363 


End '6182 




Name 


._.O.J991Q29 02.ai21.C6.ol.np 


^^..Method _,AAT./NAP - - 




Start, 


1.3.63. ■ 


...EndJl ...r..-.4.4J0^.; 




GI ' 


4733937 ' 


Score 126 


w 


Exons 


1363.. 1502, 1929.. 2225, 4445. 


..4470 


[il 


GI Descrip. 


(AF080245) sesquiterpene synthase [Elaeis oleifera] 


I L§ 


Seq. No. 


37693 


Seq. ID OJ991029_02.0121.C6 


f 1 


Gene No . 


77459 


Strand + 


! : = 


Start 


1363 


End 6182 




Name 


OJ991029 02.0121.C6.o3.np 


Method AAT/NAP 




Start 


2557 


End 6182 




GI 


5091529 


Score 52 




Exons 


2557.. 2636, 4650.. 4758, 6122. 


, .6182 




GI Descrip. 


(AB023482) ESTs C98382 (C2985) , D22444 (C11129) correspond to a • 






region of the predicted gene. 


. ; Similar to Arabidopsis thaliana 






APKl gene for protein tyrosine-serine-threonine kinase .( D12522 ) 






[Oryza sativa] 






Seq. No. 


37693 


Seq. ID OJ991029 02. 0121. C6 




Gene No. 


77459 


Strand + 




Start . - 


, 1363 . • • . , 


End : ■ 6182 




Name 


dJ99ld29 02.0121.C6.o2.np 


Method AAT/NAP ■ " ' : ■ 




Start 


4137; ■ ■ - - 


* End" 6182 , - - 












Exons \- 


4137,. .4496, 6024.. . 6182 ' . 






GI Descrip. 


(AC0080.75) Contains PF| 00069 


Eukaryotic protein -kinase domain. 






[Arabidopsis thaliana] 




Seq. No. 


37693 


Seq. ID OJ991029_02.0121.C6 




Gene No. 


77460 


Strand 




Start 


3909 


End 4749 




Name 


OJ991029 02.0121.C6.o3.gs 


Method GENSCAN 




Start 


3909 


End 4 74 9 




GI 


none 


Score .52 




Exons 


3909. .4129, 4173. .4451, 4627. 


.4749 



37330 



Seq. No. 37694 

Gene No. 77461 

Start 729 

Name OJ991029_02 . 0121 . C7 . ol . gs 

Start 729 

GI none 
Exons 



Seq. ID OJ991029_02.0121.C7 

Strand + 

End 11211 

Method GENSCAN 

End 11209 

Score , 67 



729. .1494, 1857. ,2963, 3149. .6271, 6996. .7288, 7470. .7592, 
8345. .8417, 10173. .10332, 10991'. .11209 



Seq. No. 37694 Seq. ID 

Gene No. 77461 Strand 

Start 72 9 End 

Name OJ991029_02 . 0121 . C7 . ol . gp Method 

Start 1004 End 

GI 95437_1.R1084 Score 

Exons 1004.. 1458 

GI Descrip. M 51222 6/dbj | AB014738 . 1 | AB014738 l.Oe-134 Oryza sativa 

gypsy-type retrotransposon RIRE3 DNA, internal region, complete 
sequence ' 



OJ991029_02.0121.C7 
+ 

11211 
AAT/GAP 
1458 
774 



Seq. No. 

.Gene^Noj.. 

.S.taxt„ 
"Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



37694 

J77161_„_ : 

.7.29 \j. ' 

OJ99102 9_02 . 0121 . C7, ol .np 
1785 
4680179 
1785. .2851, 2885. .6285 

(AF111709) . polyprotein [Oryza sativa subsp 



Seq. ID OJ991029_02.bl21.C7 
Strand , 

End.._ „ . .112 1.1 . 

Method AAT/NAP 
End 6285 
Score 5415 



indica] 



37694 Seq. ID 

77461 Strand 

729 End 

OJ991029_02.0121.C7.o3.np Method 

8082 End 

5360741 Score 



OJ991029_02.0121.C7 
-I- 

11211 
AAT/NAP 
11211 
282 



8082. .8116, 9956. .10332, 10991. .11211 

(AB023816) vetispiradiene synthase [Solanum tuberosum] 



Seq. No. 
Gene No. 
Start 
Name 

Start...' ■ 
^G^__ I 

GI Descrip. 



37694 Seq. ID 

77461 Strand 

729 End 

.OJ991029_02.0121.C7.o2.gp Method 

8368 " End ■ 

uC-osflcyp0_33a04bl" ' * -Score J 

A 6 0 1 6 8 4 5 / dbj | AP0 0 0570 .liAP00057 0^.3 . -O e - 5 9 .^Or y 2 a-^ s a^t i va genomiG- ■ 



OJ991029__02.0121.C7 
+ 

11211 

AAT/GAP - ■ • . . 
'8753 • ' 

629 ' - . ' . - 





/ DNA, chromosome 


1,. clone: P0711E10' 






Seq. No. 


37694 


Seq. ID 


OJ991029_02.0121 


.C7 


Gene No*. 


77462 


Strand 






Start 


8301 


End 


11393 




Name 


OJ991029 02.0121 


.C7.o9.tw Method 


TBLASTX: Wheat 




Start 


1863 


End 


2206 




GI 


none 


Score 


206' 




Exons 


1863.. 1895, 2006 


..2203, 2008. .2205, 2114. .2206 




Seq. No. 


37694 


Seq. ID 


OJ991029_02.0121 


.C7 



37331 



Gene No. 
Start 
Name 
Start 
" GI 
Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

E^xons 

1 Seq. No. 

I Gene No. 

I Start 

= Name 

f ■ Start 

? GI 

J Exons 

"= Seq. No. 

" Gene No. 

Start 

J Name 

I Start 

b GI 

- Exons 

f Seq. No. 
I Gene No . 
. Start 

Name • 

Start 
^""^"Gf""^'"^'" 

feons — 

Seq. 'No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



77462 
8301 

OJ991029_02, 

2239 

none 

2239. .2433, 

37694 
77462 
8301 

OJ991029_02. 

2254 

none 

2254 . .2418, 

37694 
77462 
8301 

OJ991029_02. 
2912 
none 
_2^912^^.J.I0.9/_ 

37694 
'77462 
8301 

OJ991029_02. 

3448 

none 

3448. .3498, 

37694 
77462 
8301 

OJ991029_02. 

3460 

none 

3460. .3747, 

37694 
77462 
8301^ 

OJ99102 9_02. 
381_7 " 

,38.17:. :. 399-6, - 

37694 

77462. 

8301 

OJ991029_02. 
3871 
none 

3871. .3903, 

37694 
77462 



0121.C7.o7.tw 
2255. .2590 

0121.C7 .06. tm^. 
2255. .2545 

0121.C7.o8.tw 



Strand 
End 

Method 

End 

Score 



11393 

TBLASTX: Wheat 

2590 

'275 



Seq. ID OJ991029_02.0121.C7 
Strand 

End 11393 

Method TBLASTX: Maize 

End 2545 

Score 230 



Seq. ID OJ991029_02.0121.C7 
Strand 

End 11393 

Method TBLASTX : Wheat 

End 3333 

Score 147 



2 i6B,,_..10 6p^,„ J 1J5^..,.,32 7 8 ,_3 166;,^ 33,3 i 



0121.C7.o4 .tw 



Seq. ID OJ991029_02. 0121.07 
Strand 

End 11393 

Method TBLASTX : Wheat 

End 3930 

Score 52 



3552. .3887, 3553. .3930, 3562. .3927 



0121.C7.o5.tm 



3558. .3749 



0121.C7.o3.tm 



-.3825 . .397.1:,- -4 003. 



0121.C7.ol.ts 



3873. .3902, 3907, 



Seq. ID OJ991029_02.0121.C7 
Strand 

End 11393 * 

Method TBLASTX : Mai ze 

End 37 4 9 

Score 276 



Seq. ID OJ991029_02.0121.C7 
Strand 

End - - 11393- 

Method' TBLASTX : Mai ze . " - 

End J ■ ■ 4317 ' _ _ "J 

.4 31 7, ',^4 0-68 ... 4L96',.-. 4224. ...-4:27.4. 

Seq.' ID OJ991029_02.0121.C7 
Strand 

End 11393 

Method TBLASTX: Soybean ' 

End 4266 

Score 57 

.4266, 3909.. 4265, 3910.. 4266 

Seq. ID OJ991029_02.0121.C7 
Strand 



37332 






Start 


8301 








End 


11393 

X X ^ Z7 ^ 




Na.iTis 


v/u J J X \j dL y \j ^ 


0121 

. V X ^ X 


Cl oS 




Mot" Vi 0^ 


TRT B qTV - TATHois -h 






3979 ~ 










4 281 
*i ^ 0 X 




CT 

\J X 


none 








qo 0 T~o 


381 
00 X 




P von Q 


3979 4281 


3981 

J ^ U X 


426^ 










Seq. No. 


37694 








Seq. ID 


OJ991029_02.0121 




Gene No. 


77462 








Strand 






O L Cl I- 1- 


U J W X 








FnH 


• 1 1 393 
X X J 




MaTTlfa 


n.T991 09 


0121 

• U X ^ X 


r7 o3 


t W 
U Vv 


Mo"t" h o/H 


TRT.AqTy • Whoa h 




o i_ d i. u 


'i ^ O ^ 








FnH 


4 7 04 






none 








qoo r*^ 


S98 

•J Zf \J 






4282 4704 


4 314 

1 J X 1 


4703 










Seq. No. 


37694 








Seq. ID 


OJ991029_02.0121 




Gene No. 


77462 








Strand 






Start 


8301 








End 


11393 




Name 


O.T9Q1 09Q 02 


0121 


Cl o3 






TRT Z\qTY • qo'i/Koan 






4 288 ~ 








FnH 


4 R 33 

*3 J 0 0 




yj J. 


none 








qooyo 
ooux c 


207 






4288 4S33 


4 30S 


4 4 33 










S.eq..., No.._._ 


r'^!37.69^47^^-Z!^T 








-_aeq.„lb 


_..D J-9 9.1D.2 9^02. .. ai2J, 




Gene No. 


774 62 








" Strand 




— 


Q-f- p rt 
o u a. i. L. 


0 ^ VJ X 








FnH 


1 1 3Q3 
X X 0 ;? 0 




Ma Tno 


n.TQQI 02 Q 02 


0121 

U X ^ X 


07 o2 


nil 


LMc CflOCl 


TRT a qTY • Ma T -TO ' 


^ 


O Ld-L 


4 ^i^^ ~ 

*3 J J J 








FnH 


4 7 1 ^^ 




ox 


n on 0 








Score 


4 8 2 
4 0 z 


= 


F! von ^ 

J_J ^V^l 1 o 


43S3 4703 


4354 


.4707, 


4 354 


.4716 






Seq. No. 


37694 








Seq. ID 


OJ991029_02.0121 




Gene No. 


77462 








Strand 






Start 


8301 








End 


1 1 393 

X X J 17 *J 




Name 


O.TQQl 02Q 02 


0121 

U X ^ X 


07 o2 


l_ W 


Mo Vi oH 


TRT Zi qTY • TaTVi 0 a +- 

i Djjx-io i A . wnea L 




O U d X L. 


4 707 ~ 








FnH 


^2 7 4 




O X 


n on 0 








q 00 T"o 






p. V o n s 


4707 5273 


4738 


. 5274 










Seq. No. 


37694 








Seq. ID 


OJ991029_02.0121 




Gene No. 


77462 








Strand 




h =? 


Start 


8301 








FnH 


1 1 3Q3 

X X J 0 




Name 


. OJ991029 02. 


0121. 


Cl ol 


■ho 


MohV^OiH 


TRT ac^TY • Pr-occ 




o u d X L 


4 98.1 








FnH 


0 z ^ 0 




GI 


none 








Score 


QO ' ' ■ 




O ^ ^ i 1 o. 




. J ^ ^ 0 / 


»J X J / 




- 




Seq. No. 


37694 . 








. Seq. ID 


OJ991029_Q2.0121 




Gene No. 


77462 








• "Strand 






Start 


8301 








FnH 


1 1 393 




Ma TTI 
LNdltltS 


OJ991029 02. 


0121. 


r7 o2 


L 0 


rue t nou. 


TRT ZIQTY • Q/^^rKoaT-i 




q-h a T-+- 

O L d X 


5062 








Fn/H 


R 9 9 




GI 


none 








Score 


296 




Exons 


5062. .5322, 


5067. 


.5321 










Seq. No. 


37694 








Seq. ID 


OJ991029_02.0121 




Gene No. 


77462 








Strand 






Start 


8301 








End 


11393 



37333 



Name 

Start 

GI 

Exons 



Seq. No. 37694 

Gene No. 77462 

Start 8301 

Name OJ991029_02 . 0121 . C7 . ol . tw 

Start 5281 

GI none 

Exons 5281.. 5907, 5337.. 5906 



OJ991029_02.0121.C7.o4 . tm Method 
5120 End 
none Score 
5120. .5308, 5121. .5408, 5122.. 5412 



TBLASTX: Maize 

5412 

104 



Seq. ID OJ991029_02.0121.C7 
Strand 

End 11393 

Method TBLASTX : Wheat 

End 5907 

Score 708 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

_Se.q.._Np,.,„.:„ 
.,.G!sn'e-,No..._ 

Start' 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name • 
Start * " 
GI ^ ■ 
"Ex'dh's""'"""' 



37694 
77462 
8301 

OJ991029_02.0121.C7 .ol . tm 

5461 

none 



Seq. ID OJ991029_02.0121.C7 
Strand 

End 11393 

Method TBLASTX: Maize 

End 6045 

Score 231 



5461. .5622, 5469. .5615, 5619. .6044, 5620. .6045, 5782. .6045 



.-37.694„___ ■ 

.;714 62...:_ „ 

8301 - " ■ 

OJ991029_02.0121.C7 .06. tw 

5907 

none 



... S e q^ ^ ID... 0 J 9 9 1 0,2 9^0 0 1 21jyj_ 

.Strand - _ 

End 11393 
Method TBLASTX : Wheat 
End 6240 
Score 324 



5907. .6176, 5908. .6240, 5911. .6219 



37694 
77462 
8301 

OJ991029_02.0121.C7.o2.np 

8301 

4680186 



Seq. ID OJ991029_02.0121.C7 
Strand 

End 11393 

Method AAT/NAP 

End 11393 

Score 330 



8301. .8502, 9338. .9392, 11369. .11393 

{AF111709) unknown [Oryza sativa subsp. indica] 



37694 
77462 
8301 

OJ991029_02 ; 0121 . 07 . o7 . tm 
10064 ' ' 
none " 



Seq. ID OJ991029_02.0121.C7 
Strand 

End 11393 

Method TBLASTX: Maize 

End 11210 ■ " 

Score 204 ' • • ■ • ^ 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 



37695- , 
77463 
1 

OJ991029_02.0121.C8.ol.np 
1 

4680179 
1..78, 112. .642 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



Seq. ID OJ.991029_02.0121.C8 

Strand + 

End 642 

Method AAT/NAP 

End 642 

Score 429 



37695 
77463 



Seq. ID OJ991029_02.0121.C8 
Strand + 



37334 



start 
Name 
Start 
GI 

Exons 



OJ991029_02.0121.C8.ol.gs 
70 

none 
70. . 190 



End 

Method 

End 

Score 



642 

GENSCAN 

190 

.74 



Seq. No. 
•Gene No. 
Start 
Name 
Start 
GI 

Exons 



37695 



77463 Strand 

1 End 

OJ991029_02. 0121.C8.ol.tm Method 

133 End 

none Score 
133. .456, 195. .272, 366. .458 



Seq. ID OJ991029 02. 0121. C8 



+ 

642 

TBLASTX: Maize 

458 

188 



Seq. No. 37695 Seq. ID OJ991029_02 . 0121 . C8 

Gene No. 77463 - Strand + 

Start 1 End 642 

Name OJ991029_02 . 0121 . 08 . ol . tw Method TBLASTX : Wheat 

Start 139 End 561 

GI none Score 166 

Exons 139.. 348, 195.. 347, 393.. 506, 394.. 561 

^.js^qZio .^i.T'T 37j69^/iz^rr '^'rrr !r 

J Gene No."" " 77464 ' ' ' ■ ' . Strand - ' 

3 Start 150 End- 255 

r= Name OJ991029_02 . 0121 . 09 . ol . gs Method GENSCAN 

\l Start 150 End 255 

Z GI none Score .55 

=[ Exons 150. . 255 

3 Seq. No. 37697 Seq. ID OJ99102 9_02 . 0121 . CIO 

Gene No. 77465 Strand 

" Start 1 End 2317 

Name OJ991029_02 . 0121 . 010 . ol . np Method AAT/NAP 

^ Start 1 End 2317 

J GI 4680179 Score 606 

h 'Exons 1..23, 1060. .1289, 1458. .2317 

=1 GI Descrip. (AF111709) polyprotein [Oryza sativa subsp. indica] 

i Seq. No. 37697 Seq. ID OJ991029_02 . 0121 . CIO 

1 Gene No. 77465 Strand 

Start ■ 1. . - ^ . End , 2317 . .. ... ... 

NameV*\ O'J99102 9_02". 0121 .CIO , o2 .*tw '"Method TBLASTX : Wheat 

Start: ■ ' 1478 • ■ ^' J 1714 

E^ons . " ' ^- 147-8. .1714 - ; - - - "... 

Seq. No." 37697 " ' • Seq. ID OJ99102 9_02 . 0121 . 010 

Gene No. - 774 65 - Strand' - 

Start 1 End 2317 

Name OJ991029_02 . 0121 . 010 . ol . tm Method TBLASTX : Maize 

Start 1535 End 1834 

GI none ' Score 75 

Exons 1535.. 1834, 1731.. 1820 

Seq. No. 37697 Seq. ID OJ991029_02 . 0121 . 010 

Gene No. 774 65 Strand 



37335- 



start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

_Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. . 
Start 
Name 

GI - . 
Exons 

Seq; No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
Seq. No. 



OJ991029_02. 0121. CIO, ol.tw 

1715 

none 

1715.. 2005, 1715.. 2074, 1719, 



End 

Method 
End 
Score 
.2072 



2317 

TBLASTX: Wheat 

2074 

53 



37698 
77466 • 
94 

OJ991029_02.0121.Cll,ol.np 
94 

5852180 
94. .201, 253. ,634 

(AL117265) zhb00010,l [Oryza sativa] 



Seq. ID OJ991029_02. 0121.C11 
Strand + 

634 

AAT/NAP 
634 
539 



End 

Method 
End 
Score 



37698 
77466 
94 

OJ991029_02.0121.Cll.ol.gs 

246 

none 

246. .578 ... 



Seq. ID OJ991029_02.0121.C11 

Strand + 

End 634 

Method GENSCAN 

End 578 

Score 1 



37699" ' " ' 

77467 
1 

OJ991029_02.0121.C12.ol,np 
1 

4680179 
1, .655 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



Seq. ID OJ991029_02.0121.C12 
Strand 

655 

AAT/NAP 
655 
1009 



End 

Method 

End 

Score 



37699 
77467 
1 

OJ991029_02.0121,C12,ol. ts 
5 

none 



Seq. ID OJ991029_02.0121.C12 
Strand 

End 655 

Method TBLASTX : Soybean 

End 391 

Score 188 



5. .355, 6. .287, 315. .353, 359. .391, 360. .389 



37699 
77467- 

■ 1 ' " 7 . " ' • 

■ OJ991029_02 . 0121 , C12 , o2 . tw 

~ -none... .. ..^ ... ■ ' 

5-. .229, 6.. 233 

37699 
77467 
1 

OJ991029_02 . 0121 . C12 . ol . tm 
8 

none 



Seq. ID OJ991029_02.0121.C12 
Strand ....... 

■ ■ End 655 " 

' Method^ JTBLASTX: Wheat * ^ _ _ 
^"^End"^ 23T^ 
• -Score 206 - 



Seq. ID OJ991029_02.0121.C12 
Strand 

End 655 

Method TBLASTX : Mai ze 

End 4 45 

Score 54 



8. ,259, 66. .116, 266. .445, 291:. 437 

37699 Seq, ID OJ991029 02.0121.C12 



37336 




Gene No. 


77467 


Strand 




Start 


1 


End 


655 


Name 


OJ991029 02.0121.C12.ol.gs 


Method 


GENS CAN 


Start 


63 


End 


634 


GI 


none 


Score 


. 8 


Exons 


63. .634 






Seq.' No. 


37699 


Seq. ID 


OJ991029 02.0121.C12 


Gene No.. 


77467 


Strand 




Start 


1 


End 


655 


Name 


OJ991029 02.0121.C12.ol.tw 


Method 


TBLASTX: Wheat 


Start 


235 


End 


607 


GI 


none 


Score 


90 


Exons 


235. .423, 236.-352, 252. ..446, 


257 . . 454 


, 458 . . 541, 462 .. 542, 




524.. 607 






Seq. No. 


37699 


Seq. ID 


OJ991029_02.0121.C12 


Gene No. 


77467 


Strand 




Start 


1 


End 


655 


Name 


OJ991029 02.0121,C12.o2.tm 


Method 


TBLASTX : Maize 


Start 


452 ' ~ 


End 


655 


GI_ :„ 


jione ^ _ „. 


Score 


200 ■ - 


Exp,ns_. 


I.*4,52^^y6i3 1 






Seq. No. 


37700 


Seq. ID 


OJ991029 02 0121 C13 


Gene No. 


77468 


Strand 


+ ~ 


Start 


1392 


End 


5894 


Name 


OJ991029 02.0121.C13.o2.np 


Method 


AAT /NAP 


Start 


1392 


End 


5894 


GI 


4680186 


Score 


367 


Exons 


1392. .1445, 5694. .5894 






GI Descrip. 


{AF111709) unknown [Oryza sativa subsp 


. indica] 


Seq. No. 


37700 


Seq. ID 


OJ991029_02.0121.C13 


Gene No. 


77469 


Strand 




Start 


337 


End 


5827 


Name 


OJ991029 02-;0121.C,13.ol.gs 


Method 


GENSCAN ' 


Start 


337 


End 


5648 


GI 


none 


Score 


.61 


Exons 


337. .1146, 3142. .3383, 3458.. 


3724, 4669. .4793, 4997. .5099, 




5573. .5648 






Seq.' No~ . 


'37700' - ■ 


Seq.' ID 


0 j9 9 i 02 9_0 2 . 0 1 21 '.■ C 13 


Gene No. 


77469. ■ 


Strand 




Startf 


^'^537""" ^ 


•*^Erid* 


'5827'" - ^- 


-Name- 


- •^OJ99.1.02-9.^02 . 01.2L..C13 . dl .'gp 


Me t hod",- . 


AAT/GA'R.j. 


Start 


2036. . .. ■ 


End 


5827 


GI 


- uC-osflcyp633a04bl 


Score • 


679 - ■ 


Exons 


2036. .2155, 5564 . .5827 






GI Descrip. 


'6016845/dbj I AP000570 . 1 | AP000570 3.0e- 


59 Oryza sativa genomJ 




DNA, chromosome 1, clone : P07 IIEIO ' 




Seq. No. 


37701 


Seq. ID 


OJ991029_02.0121.C14 


Gene No. 


77470 


Strand 




Start 


1 


End 


861 


Name 


OJ991029 02.0121.C14 .ol.np 


Method 


AAT /NAP 


Start 


1 


End 


861 



37337 



GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



4680179 Score 580 

1..330, 364. .861 

{AF111709) polyprotein [Oryza sativa subsp. indica] 



37701 
77470 
1 

OJ991029_02.0121.C14.ol.tw 
46 

none 

46.^300, 107. .247, 379. .423 

37701 
77470 
1 

OJ99102 9_02. 0121. 014 .ol.gs 

252 

none 

252. .792 



Seq. ID OJ991029_02. 0121. 014 

Strand 

End 861 

Method TBLASTX : Wheat 

End 423 

Score 57 



Seq. ID OJ991029_02. 0121. 014 

Strand 

End 861 

Method GENSOAN 

End 7 92 

Score .75 



Seq. No. 37701 

^Gene.. No^ ™..I74 70 

..Start.;.:.,... ,..-.S. , . 

Name ' ' ^ ' OJ99i029_02 . 0121 . 014. o2 . tw 

Start 622 

GI none 

Exons 622.. 858 



Seq. ID OJ991029_02. 0121. 014 
S.trand ™™ 

ind L. 86C...." 1.",; , 

Method TBLASTX: Wheat' 
End 858 
Score 179 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
■ Name ' 
Start ■ 
GI ^ _ • 
Ekbns " ' ' " 
GI Descrip, 



Seq. ,No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



37702 
77471 
599 

OJ991209_06.0126.02.o2.gp 
599 

4107129 
599. .744, 825. .1121 

1330273/dbj ID85055IRIOSINE11 2.0e-18 Rice retroposon p-SINEl-r31 
gene 



Seq. ID OJ991209_06. 0126.02 

Strand + 

End 1121 

Method AAT/GAP 

End 1121 

Score 736 



37702 
77471 
599 

OJ991209_06.0126..02.ol.gp 

"600 ' . ... 

4107129 

*6(30:\ 74 4/'^825- VlT2Y'^ ^- ' ' ' ■"■ ' ---^ -. - -r-. 

1330.2737dbj.4-D85055-| RIOSINELL;2.. Oe-18 Rice- retroposon- p-Sa:NEi-x31 
"gene ■ ^ 



Seq. ID OJ991209__06. 0126.02 
Strand + 
End 1121 

Method . AAT/GAP - - • ■ 

End " ' • ■ " 1121 . , ' ■ ' 
Score 734 



37702 
77472 
494 

OJ991209_06.0126.02.ol.np 
494 

6498458 
494. .536, 1828. .2075 

(AP000816) hypothetical protein [Oryza sativa] 



Seq. ID OJ991209__06. 0126.02 
Strand 

End 2075 

Method AAT/NAP 

End 2075 

Score 124 



37338 



Seq. No. 37703 Seq. ID 

Gene No. 77473 Strand 

Start 68 End 

Name OJ991209_06 . 0126 . C3 . ol . gs Method 

Start 68 End 

GI none Score 

Exons 68.. 157, 376.. 492 



OJ991209_06.0126.C3 
+ 

492 

GENSCAN 
4 92 
.65 



Seq. No. 37703 Seq. ID 

Gene No. 77474 Strand 

Start 756 End 

Name 0 J9 9 1 2 0 9_0 6.0126.C3.ol.gp Me t hod 

Start 756 End 

GI 2309880 Score 

Exons 756. . 1133 

GI Descrip. 4521194/dbj | AB013613 . 1 | AB013613 3.0e-60 Oryza sativa DNA, 
centromere sequence RCBll 



OJ991209_06.0126.C3 
+ 

1133 
AAT/GAP 
1133 
477 



Seq. No. 37703 Seq. ID OJ991209_06 . 0126 . C3 

Gene No. 77475 Strand + 

Start 5697 End 6182 

_Name . OJ9,91209_0.6, A126 , C3;..o3^,gp,,_.. : M^^ , . 

"start„. .'5697 ........ . End\ . 6i82 ...... ' „ 

GI 4107129 Score 786 

Exons 5697. .6182 

GI Descrip. 1330273/dbj' | D85055 | RICSINEll 2.0e-18 Rice retroposon p-SINEl-r31 
gene 

Seq. No. 37703 Seq. ID OJ991209_06 . 0126 . C3 

Gene No. 77476 , Strand + 

Start 6696 End 10499 

Name OJ991209_06 . 0126 . C3 . ol . np Method AAT/NAP 

Start 6696 End 10499 

GI 6630696 Score ; 5998 

Exons 6696. . 10499 

GI Descrip. (AP000969) ESTs D22114 (C10364 ) , AU076106 (E20423 ) correspond to a 
region of the predicted gene.; Similar to retrovirus-related pol 
polyprotein from transposon Tnt 1-94. {P10978) [Oryza sativa] 

Seq. No. 37703 Seq. ID OJ991209_06 . 0126 . 03 

Gene No. 77477 Strand 

.Start ... 1805 -. , . End - 1865.;..^ 

Name - ^ OJ991209^06\'01267O3 . o2 . gp"'"' \' ■ Method ^'M '"; 
Start 1805 , End 1865.^ _ " 

'GI: ' ' ■ "LIB3477-003-P1-K1-E9 " *" Score'"'* '"'6g' ' ' 

Exons- - .1805. .1865 - - ':■ ... ' ' ' : . '. ' 

GI Descrip. ' 24 9858 6/sp | Q40638 ! MPOl^ORYSA . 2 . Oe-24 MAJOR POLLEN' ALLERGEN ORY 

SI PRECURSOR (ORY S I) >gi_1173557 (U31771) dry s 1 [Oryza 

sativa] ' 



Seq. No. 37703 

Gene No. 77478 

Start 6591 

Name OJ991209_06 . 0126 . 03 . o4 . tw 

Start 6591 

GI none 
Exons 



Seq. ID OJ991209_06. 0126.03 
Strand 
End 

Method 
End 
Score 



7046 

TBLASTX: Wheat 

6987 

122' 



6591. .6725, 6765. .6986, 6776. .6967, 6805. .6987, 6805. .6987 



37339 




Seq. No. 


37703 








Seq. ID 


OJ991209_06.0126 


.03 


Gene No. 


77478 








Strand 






Start 


6591 








End 


7046 




Name 


OJ991209 06.0126 


.03. o5 


tm 


Method 


TBLASTX: Maize 




Start 


6762 








End 


7046 




GI . 


none 








Score 


280 




Exons 


6762. .7046, 


6785 


. .7045 










Seq. No. 


37703 








Seq. ID 


OJ991209_06.0126 


.03 


Gene No. 


77479 • 








Strand 






Start 


7533 








End 


7925 




Name 


OJ991209_06 


.0126 


.03. ol. 


tm 


Method 


TBLASTX: Maize 




Start 


7533 








End 


7925 




GI 


none 








Score 


390 




Exons 


7533. .7862, 


7556 


. .7840, 


7557 


..7856, 7872. .7925 




Seq. No. 


37703 








Seq. ID 


OJ991209 06.0126 


03 


Gene No. 


77480 








Strand 






Start 


7887 








End 


9080 




Name 


OJ991209 06 


.0126 


03. o5. 


ts 


Method 


TBLASTX: Soybean 
8^267 - ' 




.St,art_._,.._ 


7 887. 









..^End,..: 




GI 


none... 








S,coxe._ .. . 






Exons 


.7887. .8036, 


8019 


.8267 










Seq. No. 


37703 








Seq. ID 


OJ991209 06 0126 


03 


Gene No. 


77480 








Strand 






Start 


7887 








End 


9080 




Name 


OJ991209_06 


0126 


O3.o4 . 


tm 


Method 


TBLASTX: Maize 




Start 


8025 








End 


8489 




GI 


none 








Score 


298 




Exons 


8025, .8489 














Seq. No. 


37703 








Seq. ID 


OJ991209_06.0126, 


03 


Gene No. 


77480 








Strand 






Start 


7887 








End 


9080 




Name 


OJ991209 06 


0126. 


03. o5. 


tw 


Method 


TBLASTX: Wheat 




Start 


8132 








End 


8324 




GI 


■ none 








Score 


264 




Exons 


8132 . . 8323, 


8133. 


.8324, 


8133 


. .8324 






Seq.. No. 


■ 37703 








.'-Seq. ID 


OJ9912'09_^06^.012 6. 


03 


Gene No\ * 


77 4 80- 






.. - ■/* 


Strand ' ^ 






Start 


1881 








End 


9080 " 




iSIame"' '" ' " * 


'•"-■•OJ9912'09'06, 


0126VC3VO2. 


ts " ' 


' ■'Method " 


TBLASTX : Soybean ' " 




Start" ' ~ ' 


8277 : ■ ' 








"End 


8 67.5 * 




GI 


none 








Score 


187 




Exons 


8277. .8498, 


8279. 


.8497, 


8502 


.8 675 






Seq. No. 


37703 








Seq. ID 


OJ991209_06.0126. 


03 


Gene No. 


77480 








Strand 






Start 


7887 








End 


9080 




Name 


OJ991209 06. 


0126. 


03. ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


8325 








End 


9080 




GI 


none 








Score 


881 




Exons 


8325. .9080, 


8333. 


.8830, 


8530. 


.8961, 8547.. 9080 





37340 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



37703 Seq. ID 

77481 Strand 

9000 End 

OJ991209_06 . 0126 . C3 . ol . ts Method 

9000 End 

5509260 Score 

9000.. 9464, 9095.. 9256 



OJ991209_06.0126.C3 
10363 

TBLASTX: Soybean 

9464 

371 



Seq. No. 37703 Seq. ID 

Gene No. 77481 Strand 

Start 9000 End 

Name OJ991209_06 . 0126 . C3 . ol . tc Method 

Start 9093 End 

GI none Score 

Exons 9093.. 9344, 9095.. 9265 



OJ991209_06.0126.C3 
10363 

TBLASTX: Cress 

9344 

281 



Seq. No. 37703 Seq. ID 

Gene No. 77481 Strand 

Start 9000 End 

Name . OJ991209_06 . 0126. C3 . o2 . tm Method 

. SJtar t . 9134 J, ^ „. _™.._Enid„.. 

..GJ ^ none.,. SGQrje„„„ 

Exons " 



OJ991209 06. 0126. C3 



10363 

TBLASTX: Maize 
9599 _ 

.3.4:L.._' 



9134.. 9265, 9135.. 9599, '928 9 . .9351 9389.. 94^96 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



37703 
77481 
9000 

OJ991209_06.012 6.C3.o3. tw 

9135 

none 



Seq. ID OJ991209_06.0126.C3 
Strand 
End 

Method 
End 
Score 



10363 

TBLASTX: Wheat 

9680 

299 



9135. .9479, 9152. .9313, 9474. .9680, 9548. .9652 



Seq. No. 


37703 








Seq. ID 


OJ991209_06.0126.C3 


Gene No. 


77481 








Strand 




Start 


9000 








End 


10363 


Name 


OJ991209 06. 


0126. 


C3.03. ts 




Method 


TBLASTX : Soybean 


Start 


9533 








End 


9884 


GI 


none 








Score 


143 . 


Exons 


9533. . 9661, 


9534. 


.9692, 9693.. 


9881, 9695. .9880, 9702. .9884 


Seq. No. 


37703- • 








Seq. ID 


OJ991209_06.0126.C3; 


Gene . No . 


'-77481 " ' ' • **. 








Strand 




Start 


9000 








End 


10363 


Narfi'e*'^" "' ' 


'-^OJ991ZO"9 06. 


0126: 


C3:63'.'tm- 




Method 


TBLASTXTMaTze'- ' " 


Start " " 


"^'■"■^'9684' 








End"''^- 


100*3 1" v^'™ - 


GI 


none 








Score 


327 ' 


Exons 


9684. ,10031, 


9690 


. . 10022, 


9719. .10030' 




Seq. No. 


37703 








Seq. ID 


OJ991209_06. 0126.C3 


Gene No. 


77481 








Strand 




Start 


9000 








End 


10363 


Name 


OJ991209 06. 


0126. 


C3.o2. tw 




Method 


TBLASTX: Wheat 


Start 


9888 








End 


10363 


GI 


none 








Score 


113 


Exons 


9888. .9962, 


9889. 


.9963, 9889.. 


9957, 9893.. 9976, 9893.. 9961, 




9977. .10363, 


9978 


. .10361, 


9988 


;. .10362 





37341 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



37703 
77481 
9000 

OJ991209_06.0126.C3.o4 .ts 

9894 

none 



Seq. ID OJ991209_06.0126.C3 



Strand 
End 

Method 

End 

Score 



10363 

TBLASTX : Soybean 

10235 

94 



9894.. 10007, 9929.. 9997, 10026 .. 10235, 10031.. 10156 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



37703 
77482 
10638 

OJ991209_06.0126.C3.o6.tw 
10638 



none 
10638. 
10713. 
10785, 



.10709, 10639, 
.10793, 10781. 
,10856, 10871. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

10710, 10688. .10780, 
10855, 10782. .10859, 
10990, 10882. .10914, 



OJ991209 06. 0126. C3 



10990 

TBLASTX: Wheat 
10990 
63 

10711. .10782, 
10784. .10852, 
10886. . 10960, 



10967. .10990 



Seq. No. 
^G e n.e _N 
^S.taVt .7. 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene Mp* 
Start ■ 
Name';'" ' ' 
'Start' 
GI ■ . . 
Exons 



37704 
77483 „ 
.69.31... 



Seq. ID OJ991209_06.0126.C4 
.Strand . + 



__..End _ .8917 

• "Method ' AAT/NAP 
End 8917 
Score 334 



OJ991209_06.012 6.C4 .ol.np 
6931 
130582 
6931. .6974, 8123. .8917 

RETROVIRUS-RELATED .POL POLYPROTEIN FROM TRANSPOSON TNT 1-94 
[CONTAINS: PROTEASE ; REVERSE TRANSCRIPTASE ; ENDONUCLEASE] 
gi I 100342 I pir I I S04273 hypothetical protein - common tobacco 
gi I 200451 emb|CAA32025| (X13777) ORE [Nicotiana tabacum] 



37704 Seq. ID 

77484 Strand 

19769 End 

OJ991209_06.0126.C4 .o2.np Method 

19769 End 

6907089 Score 
19769. .21030, 21131.. 22899 

(AP001129) hypothetical protein [Oryza sativa] 



OJ991209_06.0126.C4 

22902 
AAT/NAP 
22899 
4117 



37704. - • 

'77484 - - " " - '-■ 

19769 ..... 

O J"9'9'12 0'9_0 5 .^01 26". C4 r67 V gs" " ' 
1916^" • " - ■•■ ■ ■ ■; 
none •. • . 

19769. . 19898, 19965. .20232, 
22027. .22902 



OJ99.1209_06.0126.C4 

22902 ' • " " 
GENSCANv' ; ' ■^^■-■—^r:r..: 

229^02" ^ * - 
.44 



' Seq. ID 

'Strand 
•[^ End - ' 
'.'Method 
'■:" Ehd ■ 
Score 

20302. .21030,' 21080 .. 21995 , 



Seq. No. 37704 Seq. ID 

Gene No. 77485 Strand 

Start 1107 End 

Name OJ991209_06 . 0126 . C4 . ol . gs Method 

Start 1107 End 

GI none Score 

Exons 1107. .1199, 1230. .1317, 1671. .1676 



OJ991209_06.0126.C4 

1676 
GENSCAN 
1676 ' 
.77 



37342 




Seq. No. 


37704 




Seq. ID 


OJ991209_06.0126 


C4 


dan a Mo 


77486 




04- r*a nH 

O LX alXLl 






O La J- U 


2056 






71 '^S 
/ X J o 




NsiTie 


OJ991209 06. 0126.04 


o2 . gs 


Mot" Vi o/H 






O Lair L 


2056 






7 1 ^ 






none 




Score 






Exons 


2056. .2145, 2592. .2721, 3034 


..jXjU, /U 






Seq. No. 






Seq. ID 


OJ991209_06.0126, 


C4 




77487 




T~a nH 
O LX ariQ 






O Lar L 


10670 




FnH 


11719 
X X / XZ 




Nsme 


OJ991209 06. 0126. C4 


o4 . gs 


LYie Lnoa 






O Lair L 


10670 






11719 
X X / X Z 




\j J. 


none 












10670. .10811, 11302, 


.11363, 


1 1 117 


1 9 
X z 




Seq. No. 


37704 




Seq. ID 


OJ991209_06.0126, 


C4 


O "Pi O Mo 


7 7 yj o p 




O L i. dx ILl 






O L aX L 


12284 




FnH 


1 97 
XZ / 




N3rne 


OJ991209 06. 0126. C4. 


o5 . gs 


fJic^ "H 

LYlC L IlOO 








^^12284 




T?nH 


1 97 




JaX , . „ 


. none..; ..„. . 


_ 


, S Qox^e. 




-^■'■'^ 




12284. .12793 










Seq. No. 


37704 




Seq. ID 


OJ991209_06.0126. 


C4 


Gene No. 


7 7 ^ o Q 
/ / f± o ^ 




Strand 






O L a i- L 


23525 




End 


32249 




Nsnie 


OJ991209 06. 0126. C4. 


o3 . tm 


Method 


TBLASTX: Maize 






14159 




End 


14863 




(ZT 

\3 J. 


none 




Score 


137 




P von Q 


14159. .14260, 14366. 


.14557, 


14 367. . 14 552, 14 555. .14 587, 






14636. . 14776, 14651. 


. 14776, 


14837. .148 


63 




Seq. No. 






Seq. ID 


OJ991209_06.0126. 


C4 


o Fi o Mo 

V^CllC LNL^( 


77489 




Strand 






o Ld, ]_ T, 


23525 




End 


32249 : 


- 


Name 


OJ991209 06. 0126. C4. 


ol . tc 


Method 


TBLASTX: Cress 




O Lai. L 


14366 




End 


14863 




r T 


none 




Score 


138 




TP fjr o 


14366. .14557, 14397. 


.14558, 


14 630. . 147 94, 14 8 37. .14 8 63 




Seq/ No. ■ • 


■.3"776'4' • • 




'Seq. , ID" 


PJ991;209_06V0126"; 


C4 




■ 77489 "•• - ' ' 




•" "Strand* 






OLaJ- L 


• 25525 ■ ■■ 'r' " 




-'^"^■•End""'" 


3224 9 - 




NsiTie ' 


' 0 J9:9l 2 0 9 - 0 6 .'Ol 2'6'. CT, 


o'2^:ts- 


:* Metfibd---. 


-TBLASTX; Soybean"-^ 




O L aX L 


14366 ■ . . 




End; • 


14797 . ... 






none 




Score 


179 




Exons 


14366. .14590, • 14382. 


.14621, 


14642. .147 


97 




Seq. No. 


37704 




Seq. ID 


OJ991209_06.0126. 


04 


Gene No. 


77489 




Strand 






Start 


23525 




End 


32249 




Name 


OJ991209 06. 0126. C4. 


o8 . tw 


Method 


TBLASTX: Wheat 




Start 


14372 




End 


19291 




GI 


none 




Score 


167 




Exons 


14372. .14542, 14382. 


.14543, 


19196. , 19291 





37343 



Seq. No. 37704 

Gene No. 77489 

Start 23525 

Name OJ991209_06 . 0126. C4 . ol . ts 

Start 14837 

GI none 

Exons 14837. .15034, 15071 .. 15229, 15302 
15447. .15578 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991209_06.0126.C4 
32249 

TBLASTX: Soybean 

15578 

71 



, 15445, 15431. . 15577, 



Seq. No. 37704 

Gene No. 77489 

Start 23525 

Name OJ991209_06 . 0126 . C4 . o7 . tw 

Start 14957 

GI none 

Exons 14957. .15031, 23537 23662 , 
23836. .24012, 23840 .. 23968 , 



Seq. ID 
Strand 
End 

Method 
End 
Score 

23541 

24011 



OJ991209 06. 0126. C4 



32249 

TBLASTX: Wheat 
24071 
77 

23663, 23693. .23767, 
24070, 24018.. 24071 



Seq. No. 37704 
Gene No. 77489 

„s t a r t.^, ^ 2 35 25 _ 

.Name _ .;o59912Q§-_^£Lai26.i.l 
Start' ^' 23525 
GI none 
Exons 23525. .23825, 23846 

26784 . .27054, 27118 
30201. .30275 



Seq. ID 

Strand 

.:-„_-:™..-_.-™:i;nd„_ 

..o8...g.s...J.._,. Method.. . 

End 

Score 

, .24062, 24157. .25315, 
..28464, 28507. .29485, 



OJ991209 06. 0126. C4 



322^9^ 



,(3E!gaCAN_._., 

30275 
.48 

25663. .26657, 
29553. .29761, 



Seq. No. 37704 Seq. ID 

Gene No. 77489 Strand 

Start 23525 End 

Name OJ991209_06 . 0126 . C4 . o3 . np Method 

Start 23528 End 

GI 6498441 Score 

Exons 23528. .23809, 23872 .. 24 095, 

26363. .26497, 26681 .. 27054 , 

GI Descrip. 



OJ991209_06.0126.C4 

32249 
AAT/NAP 
28976 
6991 



24121. .25294, 254 66 .. 26188 , 
27118. .27581, 27912. .28976 
(AP000815) EST C7278 6 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl . (AF098806) [Oryza sativa] 



Seq; . No-. • .-37704: ■ / ■ . - , Seq. ID 

Gene -No. . ■774'89 [ " " " \ ' ' " '■ ' Strand ' 

Start' - 23525 • ' ■ End 

Nairie^"''-'""" '^ . 6j^99f209*;;;06\ 0l2"6VC4 v^ "Method ' 

• Start*;^: " ^'"2'4r34 :y -T"" End " ■ 

GI ■ none Score 

Exons 24134 . .24514, 24165.. 24515 



OJ991209_06.0126.p4 
322'4 9 

TBLASTX: Wheat ' 

2'4Si.S-'- 1 'i:::": r;; ' 

235 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



37704 
77489 
23525 

OJ991209_06.0126.C4.o2.tm 

24309 

none 



Seq. ID OJ991209_06. 0126.C4 
Strand 
End 

Method 
End 
Score 



32249 

TBLASTX: Maize 

24652 

212 



24309. .24425, 24329 .. 24 652, 24342. .24623 



37344 




Seq. No. 


37704 




Seq. ID 


OJ991209_06.0126 


.04 


Gene No. 


77489 




Strand 






Cf- 3 rt 

O L. d i. t. 


23525 




Fnd 


^ £. £. H ^ 




Nflitie 


OJ991209 06 0126 CA 




Mot" Vi oH 


1 LJ±J£\0 -LA. ■ Wiled l_ 




o c d i. u 


24845 ~ 




FnH 








none 




Score 


57 






24 fi4 S 2^1 20 24 QR 1 


.25157 










37704 




Seq. ID 


OJ991209_06.0126 




Gene No. 


77489 




Strand 






Start 


23525 




End 


32249 




Name 


OJ991209 06. 0126. C4 


. o4 . ts 


Method 


TBLASTX : Soybean 




Art 


24905 




End 


25471 






5666795 




Score 


67 






24905. .25120, 25160 


. .25297, 


25373. .25471 




QT Descrio 


4206306 2.0e-10 (AF049110) 


prpol [Zea 


mays] 






37704 




Seq. ID 


OJ991209_06.0126 




Gene No. 






Strand 






Start 


23525 




End 


32249 




IN dlUCr 


OJ991209 06. 0126. 04. 


. o5 . tw 


Method 


TBLASTX: Wheat 






_ 2 5160,. ■ 




Enrt 


• 25621 ■ 





. VJ.J, , , _^ , . . 


, ,.npne . 




S.cor.e 


.. jS 






•25160. .25309, 2'5161, 


. . 2^52 98 - 


25353. .25529, 25370. .25594, 






■25397. .25621 










Seq. No. 






Seq. ID 


OJ991209_06.0126 


.04 


Gene No. 


114S9 




Strand 






Start 


23525 




End 


32249 






OJ991209 06. 0126. C4. 


.o3.ts 


Method 


TBLASTX : Soybean 




o u a X L. 


26026 




End 


26397 




W J. 


none 




Score 


90 






26026. .26397, 26237. 


. .26380 








Seq. No. 


37704 




Seq. ID 


OJ99120.9_06.0126 


.04 


Gene No. 


77489 




Strand 






Start 


23525 




End 


32249 




IN diUC 


. OJ991209 06. 0126. €4. 


, o2.tw 


Method 


TBLASTX: Wheat 




Q-f- p rt 


26056 




End 


26476 




GI 


none 




Score 


305 




"P. V n n <5 


26056. .26475, 26081. 


, .26476 








Seq." No. 


.37704 /. : ■ • 




Seq. , ID' 


■OJ991209_;.06.012'6' 


.04' 


Gene No'. 


77489 ■" • • ■ • 




Strand 






"Q-j-'a r t "' • ■ " ' ■ 

O U d i. L. 


''^2:3525\* . " ' 




^'-'EncT- v'"" "' 


"322^9^ - 





LM dlut; •* . . . 


. ' 0 J9 91209 '0 6-. 0 12 6:, 04 . 


o'4 . tm- 


Method - - 


•^'-TBLASSX.: Maize ... ' 




O L dX u 


■ 26149 




End . 


26533 ■ . • 




GI 


"none 




Score 


222 




F v n n Q 


26149. .26532, 26168. 


.26533 








Seq. No. 


37704 




Seq. ID 


OJ991209_06.0126, 


. 04 


Gene No. 


77489 




Strand 






Start 


23525 




End 


32249 




Name 


OJ991209 06. 0126. C4. 


ol . tm 


Method 


TBLASTX: Maize 




Start 


26566 




End 


26916 




GI 


none 




Score 


68 




Exons 


26566. .26676, 26569. 


.26916, 


26571. .26771, 26582.. 26881 





37345 




Seq. No. 


37704 




Seq. ID 


OJ991209_06.0126. 


C4 


Gene No. 


77489 




Strand 






Start 


23525 




End 


32249 




Name 


OJ991209. 06. 0126. C4. 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


26584 ~ 




End 


27046 




GI 


none 




Score 


221 




F.xons 


26584.. 27045, 26590. 


.27045, 


26591. .27046 




Seq. No. 


37704 




Seq. ID 


OJ991209_06.0126. 


C4 


Gene No . 


77489 




Strand 






Start 


23525 




End 


32249 




Name 


OJ991209 06.0126 04. 


o5 . ts 


Method 


TBLASTX: Soybean 




Start 


26641 ~ 




End 


27006 




GI 


none 




Score 


114 




Exons 


26641 . .26775, 26782 . 


. 27006 








Seq. No. 


37704 




Seq. ID 


OJ991209_06.0126. 


C4 


Gene No . 


77489 




Strand 






Start 


23525 




End 


32249 




Name 


OJ991209 06. 0126. C4. 


o3 . tw 


Method 


TBLASTX: Wheat 




Start * 


27211 ■ ~ 





End 


27697 




GI „ 


none. . 




S.c.ore 


.88_.. 




Rxons 


■ 27211" 27696. 27238 


.27477, 


27242. .27502, 27524. . 27697 




Seq. No. 


37704 




Seq. ID 


OJ991209_06.0126. 


C4 


Gpne No . 


77489 




Strand 






Start 


23525 




End 


32249 




Name 


OJ991209 06 0126 C4 


o 6 , t w 


Method 


TBLASTX: Wheat 




Start 


28435 ~ 




End 


28773 




GI 


none 




Score 


103 




Exons 


28435. .28692, 28469. 


. 28708, 


28675. .28773, 28676.-28756 




Seq. No. 


37704 




Seq. ID 


OJ991209_06.0126. 


C4 




77489 




Strand 






Start 


23525 




End 


32249 




Name 


OJ991209 06. 0126. C4. 


o5 . tm 


Method 


TBLASTX: Maize 




Start 


28537 ~ 




End 


28785 




GI 


none 




Score 


105 




Exons 


28537 . . 28785, 28538 . 


. 28783 








Seq. No. 


37704 




, Seq. ID 


OJ991209_06. 0126. 


C4 


Gene No. • 


77489 




: • 'Strand, ' 






Start' ' ' ■ 


23525 * 




■-*'-Ehd 


32*24 9 ■ 




Name " ' 


' " ' 0 J QTg 1 2 0' 9 "'0 6 '0 12 "6* ' C 4 " 


o4'Vrip''^ ' 


"'''Method" ■ 


AAT / NAP 




.'Starts - 


. 1 '2 97-0 8 _ ... ... - . 




-:-:;End"I- 


■322.49-- 




GI 


5042454 




Score 


70 




Exons 


29708 29763 32145 


.32249 ■ 








\J -L J \^ JL J- ^ • 


(AC007789) putative 


polyprotein [Oryza 


sativa] 




Seq. No. 


37704 




Seq. ID 


OJ991209_06.0126. 


C4 


Gene No. 


77489 




Strand 






Start 


23525 ' 




End 


32249 




Name 


OJ991209 06. 0126. C4. 


ol.gp 


Method 


AAT /GAP 




Start 


30747 




End 


30849 




GI 


LIB3477-003-P1-K1-E9 


Score 


138 




Exons 


30747. .30849 











37346/- 



GI Descrip. ' 24 9858 6/sp I Q40638 | MP01__0RySA 2.0e-24 ^4AJ0R POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I ). .>gi_1173557 {U31771) Ory s 1 [Oryza 
sativa] ' 





O tr . In u . 




Ocv^ . XL/ 












O U X CLliU 










1 

X 




J *i J 






Nsins 






AAT /f^ap 

rXn i / \jr\C 










FnH 


.J *i J 






GI 


4716752 


Score 


425 






Exons 


1. .345 










Ccirr Kin 


37705 


Seq. ID 


OJ991209_06,0126 


,C5 






77491 


Strand 










1473 


End 


1931 






LNdiUC 


OJ991209 06.0126.C5.ol.np 


Method 


AAT/NAP 






04- a >--|- 


1473 


End 


1931 








4335714 


Score 


186 






Exons 


1473. .1931 










GI Descrip, 


(AC006248) putative g.lucosyltransf erase [Arabidopsis thaliana] 


■ ' 


Qorr Mo ■ 


,,.37705 , 


^S^^q..-^- I.D . 


_p J9 9 1.2 Q9_^06^ 012 6; 







Q ^ M 
, . oS.n^ v*\j.* 


. 77 4,92 ..^ - , 


. „ Strand , . 






.... .^^ 


O L dX L 


. 8252 . . , 


End 


8696 ■ ■ . ■ 






NaiTiB 


OJ991209 06.0126.C5.o2.np 


Method 


AAT/NAP 




%J 


o t-dX U 


8252 


End 


8696 








1165322 


Score 


156 




ry 


Exons 


8252, .8696 








R 


GI Descrip. 


{U44838) extensin [Glycine 


max] 








Qorr Mo 


37705 


Seq. ID 


OJ991209_06,0126 


,05 




C^c^T\a Mo 


77493 


Strand 








o u dx u. 


9372 


End 


12271 






Name 


OJ991209 06. 0126.C5.o3.np 


Method 


AAT/NAP 






o u d X u 


9372 


End 


12271 








4680203 


Score 


1879 






von Q 


9372. .10307, 10584. .10813, 


10973, . 12271 






GI Descrip. 


{AF114171) TNP2-like protein [Sorghum bicolbr] 






^<=rT Mo 


37705 


Seq. ID 


OJ991209_06.0126 


.05 




n o Mo 


77493 


Strand 








O L dX U. 


9372 


, End 


12271 






M a m o 


■OJ991209 '6'6,dl2'6.C5.ol.t:w 


Method 


TBLAStX: Wheat " 






O LdX L 


■ 94 50 ' ■ ' ■ 


'End' 


■ 107 00 




..■v*fl¥iJ>.- ■ 


LjX. 


"'-'Ti^ffe"^^"-^^^"""'^""- ...... . 


'"Score"''"" " 










^-•^9.4-5.0;-...9569.; 9-562 .-..9"6'75 .957 


-0\.. a674,:^a6.93...9746v^- 97:47. .97^91,. ^ - ' 






9749.. 9790, 9783.. 9947, 9814.. ,9954, 9978.. 10160, 10075. 


. 10119, 






10155. .10700, 10168. .10227, 


10306.. 10656 






Seq. No. 


37705 


Seq. ID 


OJ991209_06.0126 


.05 




Gene No. 


77493 


Strand 








Start 


9372 


End 


12271 






Name 


OJ991209 06.0126. C5.o3.ts 


Method 


TBLASTX: Soybean' 






Start 


9516 


' End 


9761 






GI 


none 


Score 


95 






Exons 


9516. ,9761, 9544. .9759 









37347 




Seq. No. 37705 Seq. ID OJ991209_06 . 012 6 . C5 

Gene No. 77493 Strand 

Start 9372 End 12271 

Name OJ991209_06 . 0126 . C5 . o2 . tc Method TBLASTX: Cress 

Start 9987 End 10409 

GI none ' Score 60 

Exons 9987.. 10160, 9991. . 10119, 10155 104 09, 10168.. 10227 

Seq. No. 37705 Seq. ID OJ991209_06 . 0126 . C5 

Gene No. 774 93 Strand 

Start 9372 End 12271 

Name O J9 9 12 0 9_0 6 . 0 12 6 . C5 . o2 . tm Method TBLASTX : Mai ze 

Start 10344 End 10725 

GI none Score 115 

Exons 10344. .10658, 10363 10659, 10666 10725 , 10671.. 10724 

Seq. No. 37705 Seq. ID OJ991209_06 . 0126 . C5 

Gene No. 77493 Strand 

Start 9372 End 12271 

Name OJ991209_06 . 012 6 . C5 . o3 . tm Method TBLASTX : Maize 

Start 10836 ' End 11024 

GI,._., _ . none, , ^ . ^ . ' Score _ 73 *. _ 

.Exons \i0Qm\[/i102\, „ijCL83J ....j6.956" "1\ ' ' * -"^^ Zl .ll 

Seq. No. 37705 Seq. ID OJ991209_06 . 0126 . C5 

Gene No. 77493 Strand 

Start 9372 End 12271 

Name OJ991209_06 . 0126 . 05 . o4 . ts Method TBLASTX: Soybean 

Start 11144 End 11378 

GI none Score 71 

Exons 11144 11377, 11226.. 11378 

Seq. No. 37705 Seq. ID OJ991209_06 . 0126 . C5 

Gene No. 774 93 Strand 

Start 9372 End 12271 

Name OJ991209_06 . 0126 . C5 . ol . tm - Method TBLASTX : Maize 

Start 11213 End 11657 

GI none Score 86 

Exons 11213. .11407, 11214 114 32, 114 14 . . 1 1 656, 11415. .11657 

Seq. No. 37705 Seq. ID OJ991209_06 . 0126 . C5 

.Gene No. .77493. Strand 

'Start ■' ' 9372 ^' ' ■ ' ' ■ ' End " ^ * 12271* 

Name OJ9-91209__06 . 0126 . C5 . 63 . tw Method TBLASTX : Wheat 

"'Staff ■^;^''^--"^' --^-^n-252^^^ •^^---^^end"'"' -^-x-fsgg^--^--^---^'-^ ^ 

-* ' - jnone^- ..^.-/.J. Score "103 -' • : 

Exons 11252. .11407, 1145,1 .. 1 154 6, 114 53 . . 1 154 8 , 11555. .11596 

Seq.' No. 37705 ' Seq. ID OJ991209_06 . 0126 . C5 

Gene No. 774 93 Strand 

Start 9372 End 12271 

Name' OJ991209_06 . 0126 . C5 . ol . tc Method TBLASTX : Cress 

Start 11501 End 11851 

GI none Score 91 

Exons 11501. .11851, 11502 .. 11654 , 11694.. 11843 

Seq. No. 37705 Seq. ID OJ991209_06 . 012 6 . C5 



37348 



Gene No. 


77493 


Strand 






Start 


9372 


End 


12271 




NcLitie 


OJ991209 06 0126 C5 o2 ts 




TRT.A9TX • Clnvh^i^in 




O L d i- L. 


11582 ~ 


End 


J. J. O J ± 




\D -L 


none 


Score 


131 

J. J X 






11582 11851, 11583 11837 








O C ^ • w . 


37705 


Seq. ID 


OJ991209_06.0126, 




Gene No. 


77493 


Strand 






Start 


9372 


End 


12271 




Naine 


OJ991209 06 0126 C5 o2 tw 


Method 


TBLASTX: Wheat 




Start 


11597 ~ 


End 


12256 






none 


Score 


87 




Rxon *5 


11597 11722. 11729 11848 


11742. .11831, 11861. .12256, 






11862 12053. 12144 12188 








Secj. No. 


37705 


Seq. ID 


OJ991209_06.0126. 




Gene No. 


77493 


Strand 






Start 


9372 


End 


12271 




Name 


OJ991209 06 0126 C5 ol ts 


Method 


TBLASTX : Soybean 




Start 


11868 ~ 


End 


12205 




-V-L . 


none ' 


^Scbre,_„., 


169 


— 


F, von *=; 

l—iA^i.lO .... 


11868 12152 11870 12151 


.1 1,9 9 5 . 1.2 1 5 6.^ : 1 21 5..6 . . I2.2.D 0.,. 






12158 12205 








Seq. No. 




Seq. ID 


OJ991209_06.0126. 


, 06 


Gene No. 


11A94 


Strand 


+ 




Start 


996 


End 


1385 




Name 


OJ991209 06.0126.C6.ol.gp 


Method 


AAT/GAP 




Start 


996 


End 


1385 




GI 


LIB3477-003-P1-K1-E9 


Score 


112 




Exons 


996. .1021, 1310. .1385 









GI Descrip. 



*2498586/sp|Q40638 |MP01_0RYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons- 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



37706 
77495 
1490 

OJ991209_06.0126.C6.ol.np 
1490 
4218003 

*14 9i3.*.2156 - ' " . " ' ' 

^(AC006135)' putative flavohol' 3-O-glucosyltransf erase 

'lArlbidOpSlB'* ffialfarm^ ' ~ ..'^^-.T^:::: 



Seq. ID OJ991209_06.0126.C6 
Strand 

End 2156 

Method AAT/NAP 

End 2156 

Score 326 



37706 . 
77495 
1490 . 

OJ991209_06.0126.C6.ol.tm 

1511 

none 



Seq. ID OJ991209_06.0126.C6 

Strand - 

End 2156 

Method TBLASTX : Mai ze 

End 2126 

Score 102 



1511. .1600, 1718. .1831, 1719. .1832, 1832. .1879, 1833. .1901, 
1911. .1937, 1986. .2126 



Seq. No. 
Gene No. 



37706 
77495 



Seq. ID OJ991209_06.0126.C6 
Strand 



37349 



04- a -^4- 
O U Ct I. 


14 90 






^ LOO 




OJ991209 06.0126.C6.ol.tc 




Ma 4- Vi r^/S 

Lxie Lnoa 


TRT Zi QTY • P v<a c; e 

i DLii-vo iA . uress 


C4- o ri- 
ot-ax (- 


1718 






^ X ^ Z/ 




none 






/ u 


ill 1 


1718. .1831, 1749. .1832, 1833, 


t.Xw7VJX, XC 


1^7 1 Qn9 1 QfiO 919Q 


. Seq. No. 


. 37706 




Seq. ID 


OJ991209_06.0126.C6 


Gene No. 


77495 




Strand 




C4- a rf 
O L. CtX L. 


1490 






^ X J D 


Nsnie 


OJ991209 06.0126.C6.ol.ts 








o u d X u 


1718 






9 1 9 Q 
^ X ^ Z/ 


w X 


none 




S core 


7 Q 


Ej 1 1 o 


1718. .1831, 1734. .1832, 1833, 


i.x:7*i\j, XC 


MD 1 QfiS 1 QQi^ 919Q 


Seq. No. 


37707 




Seq. ID 


OJ991209 06. 0126. C7 


Gene No. 


77496 




Strand 


+ 


Start 


108 




End 


1 9'^6 

X ^ J u 


Name 


OJ991209 06.0126.C7.ol.gs 




Method 




o ^ o X u 


108 




End 


1 9 ^ 

X <C O D 


X 


none 




Score 


7 fi 




108. .512, 824. .960, 1053. . 


1236 




^ O-t; ,v4- • — ^ ■ 


: 1 377ini z~. 1 vrm^crzzr 




..,Se(^.'. IdL. 


• nTQQi9nQ n^ ni9<^ p7 


Gene No . 


77497 




Strand 


' + 


Start 


2027 




End 


2864 


Name 


OJ991209 06.0126.C7.ol.gp 




iyiethod 


AAT/GAP 


Start 


2027 




End 


2864 


GI 


533 1.R1084 




Score 


150 


Exons 


2027. .2066, 2089. .2185, 2e 


(28. 


.2864 




GI Descrip. 


'113172/spl P15543 |ACP3_H0RVU 


9.0e-52 ACYL CARRIER PROTEIN III 



PRECURSOR (ACP 
3 - barley >gi_ 
. vulgare] * 



III) >gi_100561_pir S17928 acyl carrier protein 

166971 {M58754) acyl carrier protein III [Hordeum 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. Np'. 

'■Gfeiie"''*!N5~.'""'" 
Start " 
Name 
Start' 
GI 

Exons 



37707 Seq. ID 

77498 Strand 

3987 End 

OJ991209_0 6 . 0126 .07 . ol . np Method 

3987 End 

5852172 Score 
3987. .4011, 7392. .7557 
{AL117265) .zhb0002.1 [Oryza sativa] 



37707 • ^ ■ - - : ■ - - 

56^0 .V" 

OJ991209_06.0126.,C7 .o2.gs 

5660 . 

none 

5660.. 6319, 6594. .6807, 6923. 
11067. .11117 



•S_eq._' ID 
^Strand'"' 
■End. ;::. ■ 

Method 

End 

Score 



OJ991209_06.0126.C7 
+ 

7557 
AAT/NAP 
7557 
69 



OJ 99-1 2 0 9:^;6 1 Z6 ,C1 



11243 
GENSCAN 
11117 
.44 



,6951, 7470. .7560, 10111 .. 10222, 



Seq. No. 37707 Seq. ID 

Gene No. 774 99 Strand 

Start 5660 End 

Name OJ991209_0 6 . 0126 .07 . ol . tm Method 

Start 10975 End 



OJ991209_06. 0126.07 
11243 

TBLASTX: Maize 
11243 



37350 




GI 


none 




Score 


162 




Exons 


10975. .11238, 10998 


. .11243 








Sea. No. 


37707 




Seq. ID 


OJ991209 06 0126 


ri 


Gene No. 


77499 




Strand 






Start 


5660 




End 


11243 




Naiue 


OJ991209 06. 0126. C7 


. o2 . np 


Method 


AAT/NAP 




Start 


10986 




End 


11243 




GI 


4914330 




Score 


306 




Exons 


10986. .11243 










GI Descrip. 


{AC005489) F14N23.16 [Arabidopsis thaliana] 




Seq. No. 


37707 




Seq. ID 


OJ991209_06.0126 


.07 


Gene No. 


77499 




Strand 






Start 


5660 




End 


11243 




Name 


OJ991209 06. 0126. 07 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


11094 




End 


11243 




GI 


none 




Score 


113 




Exons 


11094. .11243, 11098 


. .11238 








Seq. No. 


37708 




Seq! ID 


OJ991209_06.0126 


. 08 


,Gene,, „No,j,_,^ 


.J^ISOOl^^.^ . 










rstart72 ^ J'l 






J;. :..Ei:id-,;: 


..93,4.4 


— r 


Name 


OJ991209 06.0126. C8 


. ol . np 


Method 


AAT/NAP 




Start 


1 




End 


8289 • 




GI 


6714352 




Score 


296 




Exons 


1..273, 7981. .8289 










GI Descrip. 


{AC015986) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


37708 




Seq. ID 


OJ991209_06.0126 


.08 


Gene No. 


77500 




Strand 






Start 


1 




End 


9944 




Name 


OJ991209 06. 0126. C8 


.ol.gs 


Method 


GENSOAN 




Start 


68 . 


End 


9944 




GI 


none 




Score 


.58 




Exons 


68. .808, 4398. .4518, 


7425. 


.7512, 7724. 


.7791, 9766. .9944 




Sea No 


37708 




Seq. ID 


OJ991209_06.0126 




ocOe iNO . 


77501 




Strand 






Start 


10703 




End 


11478 




Name 


OJ991209 06. 0126. 08 


ol . tm 


Method 


TBLASTX: Maize 




Start ' . . 


1 . .... .. 




End . 


, 253 . 




GI 


'none 




Score - 


215"" '■' 




Exons 


i: .252, ' 2. .253 






















Seq'. Nb..' - - . - 


.377 OS*.: . '^.-^ v:.::- 




- . Seq." . ID^. 


. dJ99T20 9T06.012 6 


:o8. 


Gene No. 


77501 




Strand 






Start 


10703 




End 


11478 




Name 


OJ991209 06.0126.08. 


ol.ts 


Method 


TBLASTX: Soybean 




Start 


1 




End 


253 




GI 


none 




Score 


172 




Exons 


1..252, 5. .253 










Seq. No. 


37 7 08 ■ 




Seq. ID 


OJ991209_06.0126, 


08 


Gene No. 


77501 




Strand 






Start 


10703 




End 


11478 




Name 


OJ991209 06.0126.08. 


o2 .gs 


Method 


GENSOAN 





37351 






start 


10703 


End 


11478 




GI 


none 


Score 


. 69 




Ry onS 

1-J \m/ 1 1 


10703 . . 11478 








Seq, No. 


37709 


Seq. ID 


OJ991209 06 m?6 r9 




Gene No. 


77502 


Strand 






Start 


123 


End 


1218 




Name 


OJ991209 06.0126.C9.ol.gp 


Method 


AAT/GAP 




Start 


123 


End 


711 




GI 


2310235 


Score 


306 




Exons 


123. . 160, 572 . . 711 








GI Descrip. 


5852182/emb | CAB55420 . 1 1 9 . Oe- 


-13 (AL117265) zhb0012.1 [Oryza 






sat iva] 








Seq. No. 


37709 


O • XL/ 






Gene No. 


77502 




-J- 




Start 


123 


FnH 


J. ^ X o 




Narne 


OJ9912Q9 06 0126 C9 ol as 




V3 i-i In O V^.n.LN 




Start 


572 ~ 


End 


1042 




GI 


none 


Score 


.62 




Exons 


5 7 2 . . i 0 4 2 






._ — ™— 


Sea No 


377 09 ' 


Seq.; ID, 


J.99 1.2 0.9_.Q.6. .,.0 12,£..C9 , 




Gene No. 


77502 


Strand 






Start 


■ 123 


vEnd 


1218 




Name 


OJ991209 06.0126.C9.ol.np 


Method 


AAT/NAP 




Start 


572 ~ 


End 


1218 


rii 


GI 


4680203 
~ \j \j \j ^ \j ^ 


Score 


611 




Exons 


572 1218 








GI Descrip. 


(AF114171) TNP2-like orotein 


[Sorghum 


bicolor] 


r ! i 


Seq. No. 


37709 


Seq. ID 


OJ991209_06.0126.C9 


3 SIT 


Gene No. 


77502 


Strand 


+ 




Start 


123 


End 


1218 




Name 


OJ991209 06 0126 C9 ol tw 


Method 


TBLASTX: Wheat 




Start 


923 ~ 


End 


1218 




GI 


none 


■ Score 


103 






in^n ini^ i ^'i ^ ini4 


1217, 1021. .1218, 1024. .1218 


f 1 


Seq. No. 


37710 


Seq. ID 


OJ991209_06. 0126. CIO 




Gene No. 


77503 


Strand 


+ 




Start - . 


.1 . . ■ . . 


. End 


, 2887 ... ... 




* Name 


' 6J991209 '06:0l'26"Clb.oi:np.*- 


"Method 


" AAT/NAP ■ ■ ' 




Start ' • ■ 


I - " . ■ - 


•End 


■ 1432- 












-. Exons 


. ■1.:.1432.- - 








GI Descrip. 


{AFr21139) RIM2 protein [Oryza sativa] 






Seq. No. 


37710 


Seq. ID 


OJ991209_06. 0126. CIO 




Gene No . 


77503 


Strand 


+ 




Start 


1 


End 


2887 




Name 


OJ991209 06.0126.C10.o4.gp 


Method 


AAT/GAP 




Start 


1 


End 


2887 




GI • 


342 1.R1084 


Score 


4723 




Exons 


1..2048, 2167. .2271, 2381. .2887 






GI Descrip. 


'4574406/gb|AAD24042.1| O.Oe+00 (AF121 


139) RIM2 protein [Oryza 






sativa] ' 







37352 





Seq. No. 


37710 


Seq. ID 


OJ991209_06. 0126. CIO 




Gene No. 


77503 


Strand 


+ 




Start 


1 


End 


2887 




Name 


OJ991209 06.0126,C10.ol.gs 


Method 


GENSCAN 




Start 


78 ~ 


End 


1964 




GI 


none 


Score 


. 87 




Exons 


78 . . 1964 








Seq. No. 


37710 


Seq. ID 


OJ991209_06. 0126. CIO 




Gene No. 


77504 


Strand 






Start 


1610 


End 


2027 




Name 


OJ991209 06.0126.C10.o2.tw 


Method 


TBLASTX: Wheat 




Start 


188 ~ 


End 


598 




GI 


none 


Score 


71 




Exons 


188. .235, 189. .251, 257. .439, 


261. .479, 268. .480, 507. .596, 






512. .598, 513. .596 








Seq. No. 


37710 


Seq. ID 


OJ991209_06. 0126, CIO 




Gene No. 


77504 


Strand 






Start 


1610 . 


End 


2027 




_Nanie;,._^_. 


_ OJ9912jD9„ 06_.0126.C10.ol^tw - 


..Mejihqd 


. TBLASTX: Wheat 




Start. 


:..59.9. _ ^ 


.End..r„'J':, 


.,.,iaij6.._._ 




GI 


hone 


Score 


544 




Exons 


599. .1501, 600. .1019, 925. .1044, 1065. 


.1517, 1185.. 1502, 






1512. .1556, 1516. .1551, 1559. 


.1654, 1563. .1622, 1601. .1741, 


li I 

fiJ 




1602. .1742, 1670. .1750, 1755. 


.1835, 18 


24. .1916, 1850. .1915 




Seq. No. 


37710 


Seq. ID 


OJ991209_06. 0126. CIO 




Gene No. 


77504 


Strand 






Start 


1610 


End 


2027 




Name 


OJ991209 06.0126.C10.ol.tm 


Method 


TBLASTX: Maize 


1 u 


Start 


642 


End 


956 


= 


GI 


none 


Score 


314 




Exons 


642. .956, 653. .814, 845. .928 








Spa No 


37710 


Seq. ID 


OJ991209_06. 0126. CIO 






77504 


Strand 






Start 


1610 


End . 


■ 2027 




Name 


OJ991209 06.0126.C10.ol.tc 


Method 


TBLASTX: Cress 


f i 


Start 


883 


End 


1335 




GI . 


■ none . - • , - • ■ 


Score 


175 , . .... 




Exons' • 


"883 1065, '887 ."ilSi'^T 887V :i330, 1065'. 


. r334, "1084 13357" ' 






1185.'. 1334 


















-Seq. iSlo-. 


..377.10-.-"' V • ■ : i 


Seq. '■ ID- 


oj59-i20-9-_^06 . oi.26:.:ci.d 




Gene No. 


77504 . . 


Strand 






Start 


1610 


End 


2027 - • 




Name 


OJ991209 Q6.0126.C10.ol.gp 


Method 


AAT/GAP 




Start 


1610 


End 


2027 




GI 


LIB3431-028-P1-N1-A10 


Score 


836 




Exons 


1610. .2027 








GI Descrip. 


M680203/gb|AAD27566.1|AF114171 7 3.0e 


-33 (AF114171) TNP2-li 






protein [Sorghum bicolor] * 








Seq. No. 


37711 


Seq. ID 


OJ991209_06.0126.C11 




Gene No. 


77505 


Strand 


+ 



37353 



start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. - 
.S1;ari:_,„^ 
' Name 

Start 

GI 

Exons 

GI Descrip, 



1106 End 20143 

OJ991209_06.0126.Cll.ol.np Method AAT/NAP 
1106 End 17036 

4680204 Score 983 

1106. .2542, 2617. .3678, 3788. .3961, 4058. .4277, 4628. .4723, 
16995. .17036 

(AF114171) hypothetical protein [Sorghum bicolor] 



37711 
77505 
1106 

OJ991209_06.0126.Cll.o2,gp 
3138 

uC-osflcypl76fl0bl 
3138. .3578 

' 6041757/gbl AC011806. 1 IAC011806 O.Oe+00 Genomic Sequence For 
Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, 
complete, sequence' 



Seq. ID OJ991209_06.0126.C11 

Strand + 

End 20143 

Method AAT/GAP 

End 3578 

Score 700 



OJ991209_06.0126.C11 
+ 

20143 ■ 



37711 Seq. ID 

77505 Strand 

™ 1I06_ - ™En?t„^. 

. 0 aaai 2^0.9_Q,6 . Ql .2i ...Qll,,.a3..,gp ^:,.Me thod.;,.. AAT ZGAP„. . 

5135 ^ " End 5692 ' 

21474_1.R1084 Score 234 
5135.. 5291, 5660.. 5692 

'3894159 2.0e-10 (AC005312) hypothetical protein [Arabidopsis 
thaliana] ' 



"^y Seq. No. 


37711 




Seq. ID 


OJ991209_ 


_06. 


0126 


.Cll 


^::3 Gene No. 


77505 




Strand 


+ 








rU Start 


1106 




End 


20143 








„ Name 


OJ991209 06.0126.C11 


. o 4 . gp 


Method 


AAT/GAP 








Start 


9355 




End 


9604 








;1 GI 


none 




Score 


453 








'"-^ Exons 


9355. .9604 














Q Seq. No. 


37711 




Seq. ID 


OJ991209_ 


06. 


0126 


.Cll 


Gene No. 


77505 • 




Strand 


■ + 








li start 


1106 




End 


20143 








Name 


OJ991209 06.0126.C11 


. o5 . gp 


Method 


AAT/GAP 








Start - . . 


• - 10911 , 




End 


11185 








GI 


■ . none " ■ ■ ' ' ' [ 




Score ■ . 


486 " 








Exons 


' 10911. .11185 ■ ' " 




























- ~ Seq-. . No-;- 


- "'37 7.11 : 




■■:seq. id' . 


OJ5912091 


06. 


012 6 


cii:: ■ . 


Gene No. 


77505 . . 




Strand 


+ 








Start 


1106 ; - . 




End 


20143 








Name 


OJ991209 06. 0126.C11 


o6 . gp 


Method 


AAT/GAP 








Start 


12896 




End 


13333 








GI 


2427491 




Score 


714 








Exons 


12896. .13265, 13298. 


13333 . 












Seq. No. 


37711 




Seq. ID 


OJ991209_ 


06. 


0126 


Cll 


Gene No. 


77505 




Strand 


+ 








Start . 


1106 




End 


20143 








Name 


OJ991209 06.0126.C11 


o3 . gs 


Method 


GENSCAN 









37354 






Start 


12948 


End 


14411 






GI 


none 


Score 


1 






F.xons 


12948 . .14411 










Seq. No. 


37711 


Seq. ID 


OJ991209_06.0126 


CI 1 




Gene No. 


77505 


Strand 


+ 






Start 


1106 


End 


20143 






Name 


OJ991209 06.0126.Cll.o3.np 


Method 


AAT/NAP 






Start 


13500 


End 


20143 






GI 


4505197 


Score 


119 






Exons 


13500. .13716, 15402. . 15700, 


20106. .20143 






GI Descrip, 


myeloid/lymphoid or mixed-lineage leukemia 2 gi 1 2358285 








(AF010403) ALR [Homo sapiens] 








Seq. No. 


37711 


Seq. ID 


OJ991209_06.0126 


Cll 




Gene No. 


77506 


Strand 








Start 


8408 


End 


19859 






Name 


OJ991209 06.0126.Cll.ol.tw 


Method 


TBLASTX: Wheat 






Start 


1749 


End 


2152 






GI 


none 


Score 


62 






Exons 


1749.. 1889, 1749.. 1859, 1751 


..1987, 1751..1900, i852..2019, 






„ J 9.£2 ^,,,2.1 52 , _^2p,5X.:.J.15 2 „ 








£3 


Seq. No. 


^37711 ^ ' 


iSeq. ID 


OJ991209^06^blY6, 


n 1 

\^ X X 




Gene No. 


77506 


Strand 








Start 


8408 


End 


19859 






Name 


OJ991209 06.0126.Cll.o3.tw 


Method 


TBLASTX: Wheat 




f 1 1 


Start 


3605 


End 


4127 






GI 


none 


Score 


60 






Exons 


3605.. 3685, 3774.. 3956, 3824 


. .3949, 4056. .4127 






Seq. No. 


37711 


Seq. ID 


OJ991209_06.0126, 


Cll 


ly 


Gene No. 


77506 


Strand 








Start 


8408 


End 


19859 




f 


Name 


OJ991209 06.0126.Cll.o4.np 


Method 


AAT/NAP 






Start 


8408 


End 


19859 






GI 


6815103 


Score 


79 






Exon s 


8408. .8449, 19679. .19859 








f ^ 


GI Descrip. 


•(AP001081) hypothetical protein [Oryza 


sativa] 






Sea No 


37711 


Seq. ID 


OJ991209_06.0126. 


Cll 




Gene No. 


77506 . - 


Strand 








•Start ' ' " 


'84 08 ' ■ - . 


End ■ 


'1*985 9" . '•■ . 






N airie* 


OJ991269- 0'6.C)126.Cll'.o2.ts ' 


Method 


TBLASTX : Soybean 


















GI' ' -. • ^ - ' . 


none " „ \ 


/ Score" 


96 ■ • . - 






Exons 


12 936. .13139, 13107 13211, 


13320. .13487, 135.65 .. 13696 , , 








13566.. 13703 










Seq. No. 


37711 


Seq. ID 


OJ991209_06.0126. 


Cll 




Gene No. 


77506 


Strand 








Start 


8408 


End 


19859 






Name 


OJ991209 06.0126.Cll.ol.tm 


Method 


TBLASTX: Maize 






Start 


13628 


End 


14056 






GI 


none 


Score 


134 






Exons 


13628. .13741, 13629 .. 13754 , 


13682. .13927, 13683 .. 13934 , 








13743. .13931, 13937 .. 14020, 


13938. .14 021, 14 000. .14056 





37355 



Seq. No. 37711 

Gene No. 77506 

Start 8408 

Name OJ991209_06 . 0126 , Cll , ol . tc 

Start 13677 

GI none 
Exons 



Seq. ID OJ991209_06.0126.C11 
Strand 

End 19859 

Method TBLASTX : Cress 

End 14165 

Score ^1 



13677, .13703, 137 64 .. 13910, 13976 .. 14 11 9, 13980.. 14165 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



37711 
77506 
8408 

OJ991209_06.012 6.Cll.ol.ts 

13764 

none 



Seq. ID OJ991209_06.0126.C11 
Strand 

End 19859 

Method TBLASTX : Soybean 

End 14162 

Score 79 



137 64. .13898, 13938 .. 14162, 1394 0. .14119 



Seq. No. 37711 

Gene No. 77506 

Start 8408 

Name OJ991209_06 . 012 6 . CI 1 . o2 . tw 

_ St art , . 1.3 98: ^ 

-GI. ,no.ne,.,. . „. .„..- : 

Exons 



Seq. ID OJ991209__06.0126.C11 
Strand 

End . . 19859 

Method TBLASTX: Wheat 

End ,._1434JL „ 

, ml 



_ . „ . : ..^^ Scor.e. . 

1398 6. . 1415 6, 14 000 .. 14119, 14004. .1418 6, 14288. .14347 



Seq. No. 37712 

Gene No. 77507 

Start 18 6 

Name OJ991209_06 . 0126 . C12 . ol . gs 

Start 186 

GI none 

Exons 186. . 805 



Seq. ID OJ991209_06.0126.C12 

Strand + 

End 809 

Method GENSCAN 

End 805 

Score .53 



Seq. No. 
Gene No. 
Starr • 
Name 
Start 
GI 

Exons 



37712 
77507 
186 

OJ991209_06.0126.C12.ol.ts 

209 

none 



Seq. ID OJ991209_06.0126.C12 

Strand + 

End ■ 809 

Method. TBLASTX : Soybean 

End 809 

Score 97 



209. .340, 210. .356, 342. .485, 558. .716, 753. .809 



Seq. No. 
Gene' No. 
Start ■ 

Start . . 
GI 

Exons 



37713. . -Seq. ID OJ991209_0 6. 0126_. C13 

77508 " : - — Strand '. *-' ^ - - ' " - 

488-;, " ' * - \ End - ■ ' . ..' 691 . ' ' 

-oj^r^wn:)^"^^ 



4.88 - . - 
none 

488. .532, 668. .691 



End 
Score 



691 
.88 



Seq. No. 
■Gene No. 
Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



37714 
77509 
2984 

OJ991209_O6.0126.C14 .o2.np 

2 984 

4680341 



Seq. ID OJ991209_06.0126.C14 

Strand + 

End 5486 

Method AAT/NAP 

End 5486 

Score 600 



2984. .3077, 4762. .4920, 4946. .5029, 5088. .5486 

{AF128457) hypothetical protein [Oryza sativa subsp. indica] 



37356 



Seq. No. 
Gene No. 
Start 
Name 
Start ■ 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
„Name 

GI ' ■ 
Exons 



37714 
77510 
9044 

OJ991209_06.0126.C14.o6.gs 

9044 

none 



Seq. ID OJ991209_06.0126.C14 

Strand + 

End 10479 

Method GENSCAN 

End 10479 

Score .85 



9044. .9444, 9590. .10124, 10186. .10479 



37714 
77511 
1232 

OJ991209_06.0126.C14.ol.np 
1232 
4538896 
1232. .1859 

{AL049482) putative protein [Arabidopsis thaliana] 



Seq. ID OJ991209_06.0126.C14 
Strand 

End 334 3 

Method AAT/NAP 

End 1859 

Score 323 



37714 
77511 
1232 

_ Q J^9 9a„2 09^0.6 ,„0 1 2 6 , jCl 4 .„o2 ,.gs 

1571 . 

none 

1571. .1749, 3193. .3343. 



Seq. ID OJ991209__06.0126.C14 
Strand - . 
End 3343 

. Methpdj^ , ,GENS.CAN , 

End .3.34.3_ .1, ^SZ.Z.S^. 

Score .45 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



37714 
77512 
5301 

OJ991209_06. 0126.C14 .o4 .gs 

5301 

none 



Seq. ID OJ991209_06.0126.C14 
Strand 

End 6360 

Method GENSCAN 

End 6360 

Score .82 



5301. .5394, 5906. .5922, 6020. .6223, 6286. .6360 



37714 
77513 
7563 

OJ991209_06.0126.C14 .o5.gs 

7563 . 

none 

7563. .7602, 8030. .8142 



Seq. ID OJ991209_06.0126.C14 
Strand 

End 8142 

Method GENSCAN 

End 8142 

Score .75 



Seq, ID 
Strand " 

Method ■ 

End 

Score 



Seq. No'. 37714 ■ - ■ , 

" Gene. No. ' 77514 

^ Name ' OJ991209_0.6 0126VC14 ."07 igs 

Start 10901 

GI none 

Exons 10901. .11204, 11520.. 11644 

Seq. No. 37714 

Gene No. 77514 

•Start 10901 

Name OJ991209_06 . 0126 . C14 . o4 . np 

Start 11382 

GI 6069646 

Exons 11382. .12136, 14542 .. 14 603, 15095. .15177 



OJ991209'06.01'26;C14 



■^51-7^7^^ 
GENSCAN ■ 
11644 • 
.79 



Seq. ID OJ991209_06.0126.C14 
Strand 

End 15177 

Method AAT/NAP 

End 15177 

Score 212 



37357 



GI Descrip. (AP000616) similar to putative reverse transcriptase (AC005315) 

[Oryza sativa] gi | 6907112 | dbj | BAA90 639 . 1 | (AP001129) Similar to 

Arabidopsis thaliana chromosome II BAG F9013 genomic sequence, 

putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



Seq. No. 


37714 


Seq. ID 


OJ991209 06.0126 


.C14 


Gene No. 


77515 


Strand 






Start 


15100 


End- 


20675 




Name 


OJ991209 06.0126.C14.o3.tm 


Method 


TBLASTX: Maize 




Start 


1206 


End 


1562 




GI 


none 


Score 


92 




Exons 


1206. .1562, 1211. .1558 








Seq. No. 


37714 


Seq. ID 


OJ991209_06.0126 


.C14 


Gene No. 


77515 


Strand 






Start 


15100 


End 


20675 




Name 


OJ991209 06.0126.C14 .o2.tm 


Method 


TBLASTX: Maize 




Start 


9744 


End 


10183 




GI 


. none. 


Score 


54 




Exons 


97 4 4. .97 91, 97 92. .10019, 9794. .10018, 


10065. . 10124, 10070. .10183 


S,eq.. ...No, 


.3771.4.. „ . 


; Seq.. ,.J.a^ 


7p^JS9l2i^^^^ .'012 6, 




Gene No. 


77515 


Strand 






Start 


15100 


End 


20 67 5''-' * 




Name 


OJ991209 06.0126.C14.ol.ts 


Method 


TBLASTX : Soybean 




Start 


9867 


End 


10285 




GI 


none 


Score 


111 




Exons 


9867. .10007, 10070. .10156, 


10071. .10154, 10153. .10278, 






10154. .10285 








Seq. No. 


37714 


Seq. ID 


OJ991209_06.0126 


C14 


Gene No. 


77515 


Strand 






Start 


15100 


End 


20675 




Name 


OJ991209 06.0126.C14.o4 .tm 


Method 


TBLASTX: Maize 




Start 


11843 


End 


12323 




GI 


none 


Score 


82 




Exons 


11843. .11911, 11947. .12090, 


12192.. 12323 




Seq. No. 


37714 


Seq. ID 


OJ991209_06.0126. 


C14 


Gene No . 


77515 


Strand 






Start 


15100 


End ■ 


20675 




Name 


OJ991209 06. 0126.C14 .08 .gs 


Method 


GENSCAN ' 




Start 


15100- : ' 


. • End 


20675 ■ 










Exons^• 


15100-. .15320, '17J 65. .17291, 


18228. .18374:,.' 18 68'9::..18.8 14 






19989. .20108, 2018 4 .. 20309, 


20487. .20675.. . 




Seq. No. 


37714 


Seq. ID 


OJ991209_06.0126. 


C14 


Gene No. 


77515 


Strand 






Start 


15100 


End 


20675 




Name 


OJ991209 06.0126.C14 .o5.np 


Method 


AAT/NAP 




Start 


16057 


End 


18543 




GI 


6691469 


Score 


168 




Exons 


16057. .16122, 17230. .172 91, 


18228. .18374, 184 63. .1854 3 




GI Descrip. 


(AB030709) AHMP2 [Triticum 


aestivum] 







37358 





Seq. No. 


37714 


Seq. ID 


OJ991209_06.0126. 


C14 




Gene No . 


77515 


Strand 








Start 


15100 


End 


20675 






Name 


OJ991209 06.0126.C14 .ol.tm 


Method 


TBLASTX: Maize 






Start 


18225 


End 


20123 






GI 


none 


Score 


95 






Exons 


18225 . . 18332, 18227 ..1834 6, 


18228. .18374, 18232. .18375, 








184 57 18564, 184 64 . . 18556, 


18 663. .18815, 18 686 .. 18817, 








18 68 6. . 18817, 19982. .2007 4, ' 


19989. .20123, 19990.. 20085 






Secj. No. 


37715 


Seq. ID 


OJ991209_06.0126. 


C15 




Gene No. 


77516 


Strand 


+ 






Start 


2359 


End 


2464 






Name 


OJ991209 06.0126.C15.ol.gp 


Method 


AAT/GAP 






Start 


2359 


End 


2464 






GI 


5816518 


Score 


167 






Exons 


2359.. 2464 










GI Descrip. 


4521193/dbj IAB013450.1IAB013450 3.0e-40 Oryza sativa DNA, 






similar sequence to Pib gene 










Seq. No. 


37715 


Seq. ID 


OJ991209_06.0126. 


C15 




_,,Gene . No,..^ 




^Strand 








Start 




_..End,._.^ ^, 









Name 


OJ991209..06'. 0126.C15.ol.gs 


Method 


GENSCAN 






Start 


466 


End 


1720 




%d 


GI 


none 


Score 


.68 




f n 

f j ; 


Exons 


466. .772, 948. .1002, 1178. .1277, 1408. 


.1442, 1636. .1720 






Seq. No , 


37715 


Seq. ID 


OJ991209_06.0126. 




%y 


Gene No. 


77517 


Strand 








Start 


466 


End 


1720 




F: 5 


Name 


OJ991209 06.0126.C15.ol.np 


Method 


AAT/NAP 






Start 


1327 


End 


1442 




5 


GI 


6721512 


Score 


79 






Exons 


1327. .1442 








"'^ 


GI Descrip. 


{AP001072) hypothetical protein [Oryza 


sativa] 






Sea No 


37716 


Seq. ID 


OJ991209_06.0126. 


C16 




Gene No. 


77518 


Strand 


+ 




f ^ 


Start 


6632 


End 


8321 






Name 


OJ991209 06.0126.C16.o2.np 


Method 


AAT/NAP 






Start 


• 6632 ^ / . . • - 


^ End 


8321 






■ GI 


6630736 " ^- . 


Score 


173' 






Exons 


663-2. .7025, 8272... 8321 












'^''"^X^LfSl 95¥y -"gl aco'sYit'f mis prb^eTn' tS¥b idop s"~rs 








thaliana]. - ' . ' ■ - . - 










Seq. No. 


37716 


Seq. ID 


OJ991209_06.0126. 


C16 




Gene No. ' 


77519 


Strand 


+ 






Start 


8710 


End 


12769 






Name 


OJ991209 06.0126.C16.o3.np 


Method 


AAT/NAP 






Start 


8710 


End 


12769 






GI 


5295971 


Score 


231 






Exons 


8710.. 9499, 12697.. 12769 










GI Descrip. 


(AB026295) EST D24315 {R17 18 ) 


corresponds to a region of 


the 



predicted gene.; Similar to Tobacco DNA for retroviral-like 
transposon Tnt 1-94 . (X13777 ) [Oryza sativa] 



37359 



Seq. No. 


37716 


Gene No. 


77520 


Start 


488 


Name 


OJ991209 06.0126.C16.ol 


Start 


488 ~ 


GI 


5091513 


Exons 


488. .620, 1277. .2910, 3 


GI Descrip. 


(AB023482) HvDothetical 


Seq. No. 


37716 


Gene No. 


77521 


Start 


5212 


Name 


OJ991209 06. 0126.C16.ol 


Start 


5212 " 


GI 


5816518 


Exons 


5212 . . 5330 


GI Descrip. 


4 521193/dbj | ABO 13 4 50. 1 h 




similar seauence to Pib 


Seq-. No. 


37716 


.-Gene ,No..^.„; 


_J7 522_;. 


..Start 


_ 7.31 A : 


Name 


OJ991209 06 012'6 C'16 o2 


Start 


6642 ~ 


GI 


none 


Exons 


6642.. 67 28, 67 37.. 67 96, 




6926 7054 


Seq. No. 


37716 


Gene No. 


77522 


Start 


7314 


Name 


OJ991209 06.0126.C16.o2 


Start 


6648 


GI 


none 


Exons 


6648. .6704, 6737. .6790, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991209_06.0126.C16 

4888 
AAT/NAP 
4888 
1848 
. .4888 



OJ991209_06.0126.C16 

5330 
AAT/GAP 
5330 
165 



Seq. ID OJ991209_06.0126.C16 

:.„.str^nd_„ :„ ; . 

:Jad .:_rj4aS. J 

Method 'TBLASTX: Maize 
End 7054 
Score 69 

.6913, 6918. .7025, 6924. .7028, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991209_06.0126.C16 
14098 

TBLASTX: Soybean 

7010 

70 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI ' 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



37716 Seq. ID 

77522 Strand 
7314 End 
OJ991209_06.0126.C16.o3.gs Method 
7314- - -End ^ 

none . . . . ^ ^ Score 



OJ991209_06.0126.C16 

14098 
GENSCAN 
.. 13729.- . ■ 
.41 " " ■ ' 



7314. .7408, 7564. .7705, 8037. .8207, 8342. .8470, 10372;. 10515 

•^10709: : ro'9orr~io985\":Vicr4i7"" r36i6o 1572^ : 



37716 
77522 
7314 

OJ991209_06. 0126.C16.o4 .np 

9779 

6630556 



OJ991209 06.0126.C16 



Seq. ID 
Strand 

End 14098 
Method AAT/NAP 
End 14098 
Score 1027 

9779. .9935, 10372 .. 10515 , 10709 10901 , 10985 . .11041, . 
11202. .11305, 117 84. .-11855, 11971. .1208 9, 12541. .12691, 
13175. .13221, 13304. .1334 9, 13429. .13574, 13660. .13729, 
13847. .14098 

(AC011708) putative alpha-L-arabinof uranosidase [Arabidopsis 



37360 




thaliana] 



Seq. No . 


37716 








Seq. ID OJ991209 


06 0126 


.C16 


Gene No. 


77522 








Strand 






Start 


7314 








End 14098 






Name 


OJ991209 06.0126.C16 


. ol . tm 


Method TBLASTX: 


Mai ze 




Start 


9822 








End 13732 






GI 


none 








Score 118 ' 






Exons 


9822. . 


9938, 10360. .10521, 10361 10522, 10706.. 


10912, 






10708. 


.10902, 


10746. 


.10913, 


10990. .11043, 10991 


. . 11044, 






11202. 


.11306, 


11204. 


.11308, 


11206. .11307, 11776 


11868 






11968. 


.12090, 


11969. 


.12091, 


11970. .12125, 12003 


12131, 






12530. 


.12667, 


12537. 


.12695, 


12538. .12696, 13158 


. . 13223, 






13169. 


.13225, 


13289. 


.13351, 


13302. .13355, 13302 


. .13352, 






13426. 


.13578, 


13427. 


. 13579, 


13431. .13580, 13431 


. . 13580, 






13658. 


.13732, 


13659. 


.13730, 


13660. .13731 






Seq. No. 


37716 








Seq. ID OJ991209 


06 0126 


C16 


Gene No. 


77522 








Strand 






Start 


7314 








End 14098 






Name 


OJ991209 06. 0126. 016 


.ol.ts 


Method TBLASTX: 


Soybean 




.Start,.. .„, 


.. 984 9.:.. 








.,,_End 13 7.3 2.^ 






GI 


...none,.... 








Score , i.Ol 




„^ 


Exons 


9849. . 


9938, 10369. .10437, 10459 10527 , 10697.'. 


10912, 






10803. 


.10913, 


10983. 


. 11045, 


10990. , 11043, 11193 


11306, 






11204. 


.11308, 


11206. 


. 11307, 


11776. . 11871, 11959 


12090, 






11969. 


.12097, 


11978. 


. 12091, 


12530. .12667, 12540 


. . 1268 6, 






13302. 


.13352, 


13302. 


.13352, 


13426. .13578, 13433 


13579, 






13433. 


.13579, 


13658. 


.13732, 


13659. .13730 






Seq, No. 


37716 








Seq. ID OJ991209 


_06.0126. 


C16 


Gene No. 


77522 








Strand 






Start 


7314 








End 14098 






Name 


OJ9912 


09 06.0126.C16 


o2. tc 


Method TBLASTX: 


Z!res s 




Start 


10378 








• End 11279 






GI 


none 








Score 88 






Exons 


10378. 


.10428, 


10459. 


10527, 


10709. .10774, 10754 


. .10912, 






10809. 


.10916, 


10990. 


11043, 


10991. .11044, 11001 


. .11081, 






11202. 


.11279, 


11204. , 


11269 








Seq. No. 


37716 








Seq. ID OJ991209 


_06.0126. 


C16 


Gene No. 


.77522 








Strand - -• ' 






Start 


7314* 








End ■ 14 098" 







Name 


OJ991209 06.0 


126. C16. 


ol . tw 


■ Method TBLASTX : Wheat 






^•"^-"10 7 OF'* 








'End" '-^^—1104^"'-^^- 


-jr-x'iiT:', 




GL 


none 








Scofe 201' 






Exons 


10706. 


.10912, 


10709. . 


10900, 


10743. .10904, 10990 


. .11043, 






10991. 


.11047 












Seq. No. 


37716 








Seq. ID OJ991209_ 


_06.0126. 


C16 


Gene No. 


77522 








Strand 






Start 


7314 








End 14098 






Name 


OJ991209 06.0 


126. C16. 


ol.tc 


Method TBLASTX: Cress 




Start 


11775 








End 12699 






GI 


none 








Score 77 






Exons 


11775. 


.11861, 


11929. . 


12090, 


11968. .12090, 11975 


. .12100, 






11987. 


.12094, 


12530. . 


12667, 


12540. .12686, 12553 


. .12699 





'37361 




Seq. No. 


37716 


Seq. ID 


OJ991209_06.0126.C1 


Gene No. 


77522 


Strand 




o U Ct J. u 


7314 


End 


14098 


Ma mo 


\yKJ y J. \J ^ VJU. VJX^^U.^XU. . L.W 


Method 


TBLASTX: Wheat 




1 1 Qfifi ~ 

X X 17 vJ O 


End 


13319 


ox 




Score 


169- 




11968 12090 11969 12091 


12530. .12697, 12530. .12667, 




1^169 1 "^^^i^ 1 '^^09 1 ^^1 9 






Seq. No. 


37717 


O ^ . XX/ 


0.7990 61 9 46 010? Ol 




77523 


Strand 




O L dX u 


67 9 


End 


1354 


IN diLic; 


0.199061 9 46 01 0^ PI ol 

\Jkj Zf Z>\J \} 2^Zf *iD.UXUJ.V*^X.VJX.yo 


Method 


GENSCAN 


Start 


679 ~ 


End 


1354 


X 


n on o 

1 L^LLC 


Score 


.86 


TT* von Q 


679 779 100^ 1097 117ft 


1354 




c^an^ Mo 


37718 


Seq. ID 


OJ990619_46.0103.C2 


Gene No. 


77524 


Strand 


+ 


Start 


486 


End 


674 


Name 


_OJ99,0619 46.0103.C2.ol.np • 


Met ho^d, - 


, AAT/NAP ■ ■ -■ 


O La X .U, ..^ . . 


.._486.. „ 


; . ■Eni.^^I' * 


,. .67.4 ; _ 


O X 


24 98930 


. Score 


45 . ■ ' 


Exons 


486. .551, 633. .674 






VJX L^COL'XX^. 


DORSAL-VENTRAL PATTERNING PROTEIN SOG 


(SHORT GASTRULATION 




PROTEIN) gi| 1203794 {U18774) 


Sog [Drosophila melanogaster ] 


Seq. No. 


37718 


Seq. ID 


OJ990619_46.0103.C2 


r^ono Mo 


77524 


Strand 


+ 


O LdX L 


486 


End 


674 


Naine 


OJ990619 46.0103.C2.ol.gs 


Method 


GENSCAN 


O L, d X L. 


490 


End 


549 


\J X 


none 


Score 


.94 


IT* von Q 

lit lo 


490. .549 






Seq. No. 


37719 


Seq. ID 


OJ990619_46.0103.C3 


riono Mo 


77525 " 


Strand 


+ 


O L. d X 


- 336 


End 


377 


Ma mo 


OJ990619 46.0103.C3.ol.gs 


Method 


GENSCAN 


o u d X u 


336 


End 


377 


O X 


none 


Score • 


• . 9 . * . - 


von c; 


'33'6: .377 






SeqT^'lST"^" 






* 0 J'9 9 0'61'9*J1'6'.'01 0 T/C^' 


r^ono Mo 


' 77526 • - '/ 


Strand 


+' ■ ■ . ■ ^ ' 


O L d X l_ 


^ 8900 


End 


•10386 


Mamo 

LN dLllC 


OJ990.619 46.0103.C4.o2.gs 


Method 


GENSCAN 


O U d X L. 


8900 


End 


10386 


O X 


none 


Score 


.71 


Exons 


8900.. 9126, 10206.. 10386 






Seq. No. 


37720 


Seq. ID 


OJ990619_46.0103.C4 


Gene No. 


77527 


Strand 




Start 


11436 


End 


13350 


Name 


OJ990619 46.0103.C4.o3.gs 


Method 


GENSCAN 


Start 


11436 


End 


13350 



37362 







none 




Exons 


11436 11643 




Seq. No. 


37720 




Gene No. 


77528 






21025 




Name 


n.TQQ^^^^ q 4 6 

V^U^^UDl^ 4D. 










bl 


none 




Exons 






Seq. No. 


37720 




Gene No. 


77529 




C-l- a v-h 

otar L. 


99 4 69 




Name 


n TQQn6T Q 4 6 




. braru 


9 9 4 01 ~ 
Z Z ft U 1 




PT 


O / O O U D / 




r V o n Q 


99401 99767 




Seq. No. 


37720 




Gene No. 


77529 





lO^La^ 


' 994 69- 


" : • 


N,^.IU,$ , 


Pi TQ Qfl 1 Q 4 

. . . iJ.J,y, yU.O.l^^iJ.v... 




b car u 


99 4 (^9 ^ 
ZZ ^ DZ 




C T 
bl 


none 






99469 997 67 
ZZ':lOZ. .zz/o/ 


- — 


beq . NO . 


O / / Z U 




Gene No . 


77530 




Start 


27226 




Name 


OJ990619 46. 




Start 


27226 


1 y 


GI 


none 




Exons. 


27226. .27453 






31059. .31322 



Score ,41 



Seq. ID OJ990619_46.0103.C4 

Strand + 

End 21267 

Method GENSCAN 

End 21267 

Score .45 



Seq. ID OJ990619_46.0103.C4 

Strand + 

End 26076 

Method AAT/GAP 

End 22767 

Score 675 



Seq. ID OJ990619_46.0103.C4 

Strand + 

End •'26076"' " 



3-.,Ci;,.p6 . g.s.. ^Meth.Qd....„GENS.CAN... . 

■ ' ' End " * 2'607 6 
Score .63 

22462. .22767, 22884 .. 22961 , 23062 .. 23161, 25874. .26076 

•Seq. ID OJ990619_46. 0103.C4 

Strand + 

End 31322 

L03.C4.o7.gs Method GENSCAN 

End 31322 

Score .71 
28482. .28592, 29549. . 29718, 30275 .. 30395 , 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



37720 . Seq. ID OJ990619_4 6 . 0103 . C4 

77530 * Strand + 

27226 End 31322 

OJ99061 9_4 6 . 0 103 . 04 . o5 . np Method AAT/NAP 

29067 End 29292 

6069646 • :■ Score ■ 91 - 

"29067; .29292 " V . " * ■ ■ " ■ ■ ; ' • - 

. (AP000616) similar to putative reverse transcriptase (AC005315) 
■{Orj2:¥~saTival 69Wll2Tdb.j TBMm3^^^ 

Arabidopsis • thaiiana chromosome II BAG- F9013 genomic sequence/ 
putative non-LTR retroelement reverse transcriptase. {AC006248) 
[Oryza sativa] . . 



37720 Seq. ID 

77531 Strand 

1 End 

OJ990619_4 6.0103.C4 .o3.np Method 

1 End 

6751696 Score 



OJ990619_46.0103.C4 

27370 
AAT/NAP 
27350 
93 



1..89, 10761. .10862, 17 94 1 . . 184 13 , 27317, .27350 
{AC018908) hypothetical protein [Arabidopsis thaliana] 



37363 



Seq. No. 


37720 


Seq. ID 


OJ990619 


Gene No. 


77531 


Strand 




Start 


1 


End 


27370 


Name 


OJ990619 46.0103.C4.ol.np 


Method 


AAT /NAP 


Start 


817 


End 


2249 


GI 


6907088 


Score 


1101 




817. .1199, 1699. .1936, 2112 


.2249 




C^T Dp *=;'p t i d 


(AP001129) hypothetical protein [Oryza 


t i Vf5 1 


Seq. No. 


37720 


Seq. ID 


OJ990619_ 


Gene No . 


77531 


Strand 




Start 


1 


End 


27370 


Name 


OJ990619 46.0103.C4 .o4 .gs 


Method 


GENSCAN 


Start 


15249 


End 


18190 


GI 


none 


Score - 


.58 


Exons 


15249. .15351, 154 51 .. 15562 , 


16081. .16129, 17525 


Seq. No. 


37720 


Seq. ID 


OJ990619 


Gene No. 


77531 


Strand 




Start 


1 


End 


27370 


;Name_-_:. \ 


, OJ990619 J,6_.^010.3 . C4 . o2 . np- 


Method^; 


,AAT/NAP 


^ Start ... 


IJ352 :. 




,18..I&6 


GI 


399325 


Score 


269 


Exons 


17552. .18166 







GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



HEME EXPORTER PROTEIN A (CYTOCHROME C-TYPE- BIOGENESIS 
ATP-BINDING PROTEIN CYCV) gi | 951 4 1 | pir | | A397 4 1 cytochrome c 
biogenesis protein CycV - Bradyrhizobium japonicum gi 1152074 
(M60874) putative [Bradyrhizobium japonicum] 



37720 Seq. ID 

77531 Strand 

1 End 

OJ990619_4 6 .0103 . C4 . o2 . gp Method 

26921 End 

none Score 
26921.. 27370 



OJ990619_46.0103.C4 

27370 
AAT /GAP 
27370 
884 



Seq. No. 
Gene No. 
Start 
Name 

Start. 
GI 

* Ex'dnLs"' ' 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



37720 Seq. ID 

77532 Strand 
28210 End 
OJ990619_46.0103.G4 .ol.tm • Method . 

17'681' ' ■ " ■ . . ' ' - End ; 

none '• •; " • ' - ; Score 



OJ990619_46.0103.C4 
28730 

TBLASTX: Maize 

17 951 

200 



-1:76^81 :';17'ff42;-17 6gi'.\ir83^9, 'T7838'. 7 &4X)'.\ 2:7.95 O'-"^ 



37720 

77532 . ■ . . 

28210 ■ ' ■ 

OJ990619_4 6.0103.C4 .o2. tm 

18018 

none 



:Seq. ID OJ990619_46.0103.C4 
. Strand . - ' , , 

End 28730 

Method TBLASTX : Mai ze 

End 18187 

Score 166 



18018. .18152, 18020. .18151, 18113. .18187 

OJ990619_46. 0103.C4 
28730 



37720 
77532 
28210 



Seq. ID 

Strand 

End 



37364 






OJ990619 46.0103.C4 .o4 .np Method 


AAT/NAP 






O L. d J. L, 


28210 End 


28730 






O J. 


4586026 Score 


131 








28210. .28236, 28452 .. 28554 , 28681. .28730 








(AC007109) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


37721 Seq. ID 


OJ990619_46 


0103. 


C5 


Gene No. 


77533 Strand 


+ 






Start 


428 End 


501 






Nbitis 


OJ990619 46,0103.C5.ol.gs Method 


GENSCAN 






start 


428 ' End 


501 






GI 


none Score 


1 






F.xnn s 


428. .501 








Seq. No. 


37721 Seq. ID 


OJ990619_46 


0103. 


C5 


oene lno . 


77534 Strand 








Start 


94 6 End 


1869 






Name 


OJ990619__4 6.0103.C5.o2 .gs Method 


GENSCAN 






Start 


I? *i O HillU 








GI 


none Score 


. 97 






i-iJ\.\Jl 1 o 


946. . 1869 . ■ 


" ■ ■ - ■ 


• - , ■- 






.3712,1, . „ , :.-:-Se.q,_. ID 


..„OJ93061,9,JA. 






Gene No. 


77534 • . ' ' Strand 


+ . 






Start 


94 6 End 


1869 






Name 


OJ990619_4 6 .0103 . C5 . ol . np Method 


. AAT/NAP 








-xuoo ijna 


1 O D D 






VJ J. 


6002794 Score 


1294 






P vnn s 

J-j A v,y 1 1 o 


1085. .1866 










(AF149813) unknown [Oryza sativa] 








Seq. No. 


37721 Seq. ID 


OJ990619_46. 


0103. 


C5 


Gene No. 


77535 Strand 


+ 






Start 


2187 End 


6934 






Name 


OJ990619 46.0103.C5.o3.gs Method 


GENSCAN 






Start 


2187 End 


6905 






GI 


none Score 


.97 ■ 








2187.. 6905 








spa Nn 


37721 Seq. ID 


OJ990619_46. 


0103. 


PS 


Gene No. 


77535 Strand 


+ 






Start- ■ • 


2187. End 


.6934 






Name 


OJ990619 4670103". C5. 02 .np ' " Method 


AAT/NAP ' " 




- - 


Start 


2358 End 


6934 






"GI 


^??B0r7'9''-"'^-^'^-'^ — "•■^"^"'^'^"'Scbre;' " 


- 4 6i9'^ ' " . 






R V o n q 


'2358. .3414/ 3517:. 6934'- / ' " : 7 ^ 






, .. . 




(AF111709) polyprotein [Oryza sativa subsp. indica] 






Qpn No 


37721 ■ ' Seq. ID 


OJ990619_46'. 


0103. 




Gene No . 


77536 Strand 


+ 






Start 


18716 End 


19619 






Name 


OJ990619 46.0103.C5,.ol.gp Method 


AAT/GAP 






Start 


18716 End 


19619 






GI 


294 6.R1084 Score 


1362 






Exons 


18716. .19619 








GI Descrip. 


'541546/pir 1 IS40611 2.0e-55 ubiquitin 


precursor - Volvox 


carteri 



>gi_395295_emb_CAA52290_ (X74214) polyubiquitin [Volvox 



37365 



carteri] * 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



37721 Seq. ID OJ990619_ 

77536 Strand + 

18716 End 19619 

OJ990619_4 6 .0103 . C5 . o5 . np Method AAT/NAP 

18716 End 19409 

100934 Score 1098 
18716. . 19409 
ubiquitin precursor 
ubiquitin precursor 



46. 0103. C5 



Ubi-1 
Ubi-2 



maize gi | 422037 | pir | | S20926 
maize gi | 248337 | bbs | 944 65 (S94464) 
polyubiquitin (ubiquitin) [maize. Peptide, 533 aa] [Zea mays] 
gi|248339|bbs| 94467 (S94466) polyubiquitin (ubiquitin) [maize. 
Peptide, 533 aa] [Zea mays] 



Seq. No. 


37721 




Seq. ID 


OJ990619_ 


46. 0103. C5 


Gene No. 


77536 




Strand 


-1- 




Start 


18716 




End 


19619 




Name 


OJ990619 46. 0103. C5. 


o7 . gs 


Method 


GENSCAN 




Start 


18716 




End 


19405 




GI 


none 




Score 


. 92 




, E X on. s.;_-^ 


_-18716: ; 19405 ■ " - 










Seq. No. 


37721 * ' ' ' " 




Seq," ID 


'OJ990619^ 


_4 6.010l.C5'' ' 


Gene No. 


77536 




Strand 


+ 




Start 


18716 




End 


19619 




Name 


OJ990619 46. 0103. C5. 


o2.gp 


Method 


AAT/GAP 




Start 


18716 




End 


19619 




GI 


294 6.R1084 




Score 


1360 




Exons 


18716. .19619 










GI Descrip. 


*541546/pir 1 IS40611 


2.0e-55 


ubiquitin 


precursor 


- Volvox carteri 



>gi_395295_emb_CAA52290_ (X74214) polyubiquitin [Volvox 
carteri] ' 



Seq. No. 37721 

Gene No. 77536 

Start 18716 

Name OJ99061 9_4 6 . 0103 . C5 . o3 . gp 

Start 18716 

GI 294_6.R1084 

Exons 18716. . 19619 

GI- Descrip. V 541546/pir| IS 

' r " • '>gi_3*95'2 95_emb 
carteri] * 



Seq. ID OJ990619_46.0103.C5 

Strand + 

End 19619 

Method AAT/GAP 

End 19619 ■ 

Score 1358 



40611 2 . Oe-55. ubiquitin precursor - Volvox carteri 
CAA52290^' (X742i4)* polyubiquitin ' [Volvox";" ' 



Seq. No'. -'" 37721*'^ '"*'" --^ ; : . ; ; . 

.Gene No. 77537 

Start ■ 20972 

Name OJ990619_4 6 . 0103 . C5 . o8 . gs 

Start 20972 

GI none 

Exons 20972. .21596, 21756.. 22810 

Seq. No. ' 37721 

Gene No. 77538 

Start 25108 

Name OJ990619_4 6 . 0103 . C5 . o9 . gs 



Seq. ."ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 



OJ990619_46.'0103'.C5 
+ 

22810 
GENSCAN 
22810 
.92 



OJ990619_46.0103.C5 
+ 

27355 
GENSCAN 



37366 



start 25108 End 27328 

GI none Score .87 

Exons 25108. .25122, 254 59. . 25626, 25715 .. 25903, 26126 .. 26294 , 
26916. .27328 

Seq. No. 37721 Seq. ID OJ990619_4 6 . 0103 . C5 

Gene No. 77538 Strand + 

Start 25108 End 27355 

Name OJ990619_4 6 . 0103 . C5 . o6 . np Method AAT/NAP 

Start 25856 End 27325 

GI 1890319 Score 297 

Exons 25856. .25903, 26126 .. 26294 , 26916.. 27325 

GI Descrip. {Y11792) peroxidase ATP27a [Arabidopsis thaliana] 

Seq. No. 37721 Seq. ID OJ990619_4 6 . 0103 . C5 

Gene No. 77538 Strand + 

Start 25108 End 27355 

Name OJ99061 9_46 . 0103 . 05 . o7 . np Method AAT/NAP 

Start 27050 End 27355 

GI 2599086 Score 197 

Exons 27050. . 27355 

Gi;, Descrip. •.(AFP28073) peroxidase,; [ Pinus^taedaj : _- . 

Seq. No. 37721 Seq. ID OJ990 619_4 6 . 0103 .^C5 

Gene No. 77539 Strand + 

Start 30229 End 30897 

Name OJ990619_4 6 . 0103 . C5 . o8 . np Method ' AAT/NAP 

Start 30200 End 30894 

GI 4508081 Score 219 

Exons 30200. .30894 

GI Descrip. (AC005882) Hypothetical protein [Arabidopsis thaliana] 

Seq. No. 37721 Seq. ID OJ990619_4 6 . 0103 . C5 

Gene No. 77539 Strand + 

Start 30229 End 30897 

Name OJ990619_4 6 . 0103 . C5 . olO . gs Method GENSCAN 

Start 30229 End 30897 

GI none Score 1 

Exons 30229. .30897- 

Seq. No. 37721 Seq. ID OJ990619_4 6 . 0103 . C5 

Gene No. 77540 . ■ - Strand . + 

StHrt ' • ■ -4 9917 " ■ " * ' ~ • . ' End * ' '50391 ^'^ ^ ■ 

Name _ " OJ990619_46 . 0103 . C5 . ol3 . np Method AAT/NAP 

Start' '' 49768 J' "' ' " ' 7 " y^- 'Krid''^-'^^ 50351" ' '^ :^--.:r '^ 

Gi ' - : •■ "2'982283 ■ ' ' - : ' ' ' Score ' ' 129" • ■ V . : " '"^ ;. 

Exons . 49768. .50061, 50104.. 50391 

GI Descrip. (AF051226) PREG-like protein [Picea mariana] 

Seq. No. 37721 Seq. ID OJ990619_4 6 . 0103 . C5 

Gene No. 77540 Strand + 

Start 49917 End 50391 

Name OJ990619_4 6 . 0103 . C5 . ol2 . gs Method GENSCAN 

Start 49917 End 50322 

GI none Score .77 

Exons 49917. .50322 



37367 



O C vJ • LH W • 


37721 


Seq. ID 


OJ990619_46.0103 


Gene No. 


77541 


Strand 




Start 


7 097 


End 


8914 


Nsme 


OJ990619 46.0103.C5.o3.np 


Method 


AAT/NAP 




7097 


End 


8914 




6907086 


Score 


1070 


Ej A W 1 i o 


7097. .7475, 7584. .7693, 7915 


..8084, 8145. .8914 




(AP001129) hypothetical protein [Oryza 


sativa] 


O ^ • IN W • 


37721 


Seq. ID 


OJ990619_46.0103 


Gene No. 


77542 


Strand 




Start 


9627 


End 


17316 


Name 


OJ990619 46.0103.C5.o4 .np 


Method 


AAT/NAP 


o u d X u 


9627 


End 


13015 


O X 


4680186 


Score 


192 


Exons 


9627.. 10045, 10575 10650, 12923.. 13015 




(AF111709) unknown [Oryza sativa subsp 


. indica] 


C orr Kin 




Seq. ID 


OJ990619_46.0103 


Gene No. 


77542 


Strand. 




Start 


9627 ' • - 


End 


17316 




•OJ990619 46-.0103.C5.o6.gs 


Me.thpd 


GENSCAN - 


O L d X 1 — . ... 


l28ii : . „ ..^ 


Eni. ,. 


1.7.3.16 


VJ X 


none 


Score 


.47' 


P V nn Q 


128 61. .13613, 15366. . 15562, 


15677. .16020, 16373 16661 , 




16823. .16933, 17274. .17316 






Seq. No. 


37721 


Seq. ID 


OJ990619_46.0103 


Gene No. 


77543 


Strand 




Start 


32684 


End 


46783 


Naine 


OJ990619 46.0103.C5.ol4.tw 


Method 


TBLASTX: Wheat 


Start 


2589 


End 


2954 


GI 


none 


Score 


260 


P. V n n Q 

i_J 1 1 o 


2589.. 2954, 2594.. 2695 






Seq. No. 


37721 


Seq. ID 


OJ990619_46.0103 


Gene .No. 


77543 


Strand 




Start 


32684 


End 


46783 


Name 


OJ990619 46.0103.C5.ol6.tm 


Method 


TBLASTX: Maize 


Start 


2835 


End 


3236 


GI 


none 


Score 


241 


R X o n 


2835. .3236 






Seq. No. 


37721 ■ 


Seq. ID 


OJ990619_46.0103 


.'Gehe"No." 


' ' 77543 : '■ '' " " " " '--- --^ " 


" Strand ' " 




Start' 


32684 . " 


* End 


4 6783 -V: .'. - " 


Name 


OJ990619 46.0103.C5.ol8.tm 


Method 


TBLASTX: Maize 


S t a r;t 


.3545 . " 


End 


3871 


GI 


none 


Score 


211 


Rxon ^ 

1—1 ^ Wl 1 o 


3545.. 3658,' 3546.. 3869, 3552 


..3686, 37E 


J8. .3871 


Seq. No. 


37721 


Seq. ID 


OJ990619_46.0103 


Gene No. 


77543 


Strand 




Start 


32684 


End 


46783 


Name 


OJ990619 46.0103.C5.ol3.tw 


Method 


TBLASTX: Wheat 


Start 


3551 


End" 


3950 


GI 


none 


Score 


166 



37368 



Exons 



3551. .3706, 3552. .3773, 3782. .3901, 3786. .3950 



Seq. No, 

Gene No, 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 

. Name 

Starts 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq." No. 

Gene No. 

Start"" 

-Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



37721 

77543 ■ 

32684 . 

OJ990619_46. 

4097 

none 

4097. .4552, 



0103.C5.o5. tw 



4098. .4580, 4125, 



37721 
77543 
32684 

OJ990619_4 6.0103.C5.oll.tm 

4110 

none 

4110. .4397, 4211. .4396 



37721 
77543 
32684' 
.i)J9906JL9_J6,. 

.44.6X„... . 

none 

4467. .4646, 



37721 
77543 
32684 

OJ990619_46. 

4521 

none 

4521. .4553, 

37721 
77543 
32684 

OJ990619_46. 

4629 

none 

4629. .4925, 

37721 ■ 
77543 
"32'684* " ■ 
Oj990-619_4 6. 
4 9.31 ' 
none. 

4*93i: .5320, 

37721 
77543 
32684 

OJ990619_46. 

4938 

none 

4938. .5183 



0103^,C5^.o7_,J:m:._...^ 
4632. .4967, 4676. 

0103.C5.o2.ts 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.4568 

Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

^Method 
'.End" 
Score- 
.4945 



OJ990619_46.0103.C5 
46783 

TBLASTX: Wheat 

4580 

542 



OJ990619_46.0103.C5 
46783 

TBLASTX: Maize 

4397 

332 



OJ990619_46.0103.C5 

46783' 
^TBLASTX :^Mai2e_„_ \ 

.J967 

159 



Seq. ID OJ990619_46.0103.C5 
Strand 

End 46783 

Method TBLASTX : Soybean 

End 4916 

Score 56 

4521. .4553, 4538. .4633, 4557. .4916, 4673. .4888 

Seq. ID OJ990619_46.0103.C5 
Strand 

End 46783 

0103.C5.o8.tw Method TBLASTX : Wheat 

End 4925 

Score 369 

4673. .4888 
.0ld3".:C5:o3". tw 



Seq. ID 
Strand . 
End 

Method 
End 
Score 



OJ990619_46.0103.C5- 

.4 67 8*3 " ■ 
-TBLASTX: Wheat ' 
5357 
605 



4932. .5357, 4989. .5342, 5218. .5355 



0103.C5.ol2.ts 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990619_46.0103.C5 
46783 

TBLASTX: Soybean 

5183 

212 



37369 






Seq. No. 


37721 






Seq. ID 


OJ990619_46.0103 


.C5 




f^cinf^ No 


77543 






u> u X di iv^ 








O L. Cl i. U 


J ^ U O *i 






PnH - 


4 fi7 ft 1 
4 0/00 
















TPT ZiQTV • Ma i -70 








S004 ~ 

O W *J *4 






RnH 










n on P 






Score 


4 7 R 










J U VJ o 


SIOS RORl 


Rl fi9 








Seq. No. 


37721 






Seq. ID 


OJ990619_46.0103 


.C5 






77543 






o u X di iu 








O L. Cl i. L. 


J U O T 






RnH 
ililiu 


4 f^7 ft 
4 D / 0 0 






Ns-iue 




0101 


rS n4 tw 


Mo "t~ h (^/S 


TRT aCITY • Whozi-H 
1 OXjMo iA. • WXlCdL 






Start 


5400 ~ 






CjLIkJ. 


RQ94 
J ^ 4 






GI 


none 






Score 


586 






P, von *^ 


5400 5924 


5552 


5920 










Seq. No. 


37721 






Seq. ID 


OJ990619_46.0103 


.C5 




(^pnp Nn 


77543 






'^'l" nH 

O L X di 








o i_ di. u 


O ^ O O 1 








4 ^7 ft 
4 0 / 0 J . 










01 ni 

. W X u o 


PS o7 tn 


trie UllOvJ. 


TRT aQTY • Pr-ooc 











■* • - 


™ „ , „ , . 


• PnH 


- RQ4 ft 


— 




riT-' ■ 


none 






., ..Score 








J_i <^ 1 iO 




■J \J ^ ^ 


S7S0 RfiOR 


R Q4 ft Rf 


i 0 7 R 9 




fn 


Seq. No. 


37721 






Seq. ID 


OJ990619_46.0103 


.05 




f^pnp Nn 


77543 






O L X dllU. 






f\ : 




J ^ O O *i 






ilinQ 


4 ^7 ft 

4 D / 0 0 




fi 


Naine 


n.TQQD fil Q 4 

V./U;7-/UOX;7 *iD) 


0101 
> U X u o 




Mot" 


i Dij/io 1 A . ooyDedn 




; , I 


^ta rt 


S7 1 7 ~ 

J / X / 








R Q7 9 




W 




n on P 






S cor e 


109 
0 u z 




ry 


F! V o n Q 


5717 






RQ79 








Seq. No. 


37721 






Seq. ID 


OJ990619_46.0103, 


.C5 




QpfiP No 


77543 






O L X diiVJ 








Start 


J ^ U O *1 








4 f^7 ft 
4 D / 0 0 






Nsnie 




0101 

. U X u o 


PR ofl "h-m 
• • (JO ■ LILL 


]\^o 4~ o /^/^ 


TRT nQTV-Mra-i -70 

1 ijijr\o i A . L*ia X ze 






Start 


5772 ~ 








n ^^9 




'%J 


GI 


none 






Score 


1ft 1 

0 0 X 




tl 




S779 fin(^9 


R7 R 1 


R Qf^9 Rfi 4 4 


^0 R Q 
. D u o ^ 








Seq. No. 


37-7 21 






Seq. ID 


OJ9.90619_46;. 0103. 


X5 






' 7 7 541 " ' " 

/ / .J ri J 






' Y~a nH • 










O ^ .O O 4 






lijnci 


4 D / 0 0 




. 


KI 171 ~ 
LN dlLLC 




n'i"ol ' 

U X u o , 


PR r\0' -t\li - 
. L^O . OZ . LW 


lYieLnoa 


TRT Zi CTV • UfV^i^i ;a ■ ' 

. i Dij/\b 1 A ; wnea L 


— . — 




Start 


SQ?1 - — - 

J _7 ^ X 








R R "7 

DOO/ • -- 






GI 


none 






Score 


D D ^ 






R V o n Q 


•J-f-JX. t \J ^ U f f . 


O U ^ U 1 


(=14 1"^ 










Seq. No'. 


37721 






Seq. ID 


OJ990619_46.0103. 


,C5 




Gene No. 


77543 






Strand 








Start 


32684 






End 


46783 






Name 


OJ990619 46. 


0103. 


.C5.o3.tm 


Method 


TBLASTX: Maize 






Start 


6114 






End' 


6707 






GI 


none 






Score 


221 






Exons 


6114. .6272, 


6117, 


-.6263, 6119. 


.6265, 6268.. 6351, 6269.. 6412, 






6270. .6707, 


6390, 


-.6539, 6488. 


.6697, 6612.. 6707 





37370 



Seq. No. 


37721 






Seq. ID 


OJ990619_46.0103 


.C5 




77 S4 ^ 






Strand 








0^ DO ft 






End 


46783 




N3IU6 


WU^Z/UDJ.-? 4D.UXUO 


.C5 


. o7 . tw 


Method 


TBLASTX: Wheat 












End 


6890 




C T 


none 






Score 


'379 




Exons 


(^"^c:© f^QQC) 


..6663, 6597.. 6665, 6653.. 6838, 6720.. 6869 


Seq. No. 


37721 






beq. ID 


ujyyuDiy ^d-.uiuo 


. Co 




77 S4 






Strand 






C a y-t- 


09 ^0 /I 
D 0 






End 


46783 




Nbius 


L^U -7 -7U 0 ± -7 y D . U JL U 0 


.C5 


ol9. tm 


Method 


TBLASTX: Maize 






K7 1 4 ~ 






End 


6875 






none 






Score 


193 




TT" V n c 




. .6875 








Seq. No. 


37721 






Seq. ID 


ojyyUDiy 4d.oioj 


C5 


ca Ti 0 KT ^ 


7 7 e; / T 






Strand 






0 Lcir L 


00 (TO / 






." End 


46783 




Nsme 




.C5 


0I2 . tm 


Method 


TBLASTX: Maize 




V, « A X.'— . , - 


- 1 9 Q /I n 






_End 


13115 • 






, ...none . , ... ^ 




■- ' 


..Score.,, . 


. 3.31/1-, , 




IT" c?' 


1Z04U. .XJJ.XO 












Seq. No. 


37721 






Seq. ID 


OJ990619 46.0103 


C5 




77 ? 






Strand 








Jz 00^ 






End 


46783 




Nsme 




.C5, 


o9. tw 


Method 


TBLASTX: Wheat 




0 La. J- L 


1 9 ft 4 n ~ 
1 z 0 ^ u 






End 


13115 




CI 


none 






Score 


332 




Exons 


I9ft4n i^iic; 

iZO'lU. .lo±±0 












Seq. No. 


37721 






Seq. ID 


OJ990619_46.0103 


/--I f- 
Co 




77 c:/ -3 






Strand 






0 Lair I, 


OZ DO fi 






End 


46783 




Name 


ujyz^uDiy 41d.uiuj 


.C5. 


o3 . tc 


Method 


TBLASTX: Cress 




0 Lairi, 


1 Z 0 D X 






End 


13115 




\j ± 


none 






Score 


340 




T*" V 0 


IZODl. .IjIXO 












Seq. No. 


37 721- 






Seq, . ID . 


OJ9906I9_46.0103. 


C5 


0 ^ ■ \1 ' 


7 7 c / 0 . " . ' * 






Strand' 






0 narL, 


"3 9 Q /I ' " 
OZ DO 4 






- End- " 


46783 ■ 




Name . 


r\ T Q Q n 1 "q n'l n 
ujyyuDxy ^d.uiuj 


;c'5 ; 


'63 . t's^ 


" "Method" ' 


' f BLASTX : Soybe'an~~ 




C4- a 

0 Ld IT L 


1 9 ft 1 " * ■ ' 
-L z 0 d 1 ■ ■ 






End . ' . 


13115-^ :. " : : 






none 






Score 


88 . ■ 




Exons 


IZ 0 D i . . lo 1 1 3 , IZC 


568. 


.12960, 


13057.. .13080 . . 




•Seq. No. 


37721 






Seq. ID 


OJ990619_46.0103. 


C5' 


Gene No. 


77543 






Strand 






Start 


32684 






End 


46783 




Name 


OJ990619 46.0103 


C5. 


olO. tc 


Method 


TBLASTX: Cress 




Start 


15306 






End 


15989 




GI 


none 






Score 


73 




Exons 


15306. .15563, 15327. 


.15536, 


154 54. .15564, 15774. .15989 





37371 



OJ990619 46. 0103. C5 



Seq. No. 37721 Seq. ID 

Gene No. 77543 Strand 

Start 32684 End 

Name / " OJ990619_4 6 . 0103 . C5 . o9 . ts * Method 

Start 15324 End 

GI none Score 

Exons 15324. .15413, 154 53 .. 15653, 154 54 .. 15606, 157 68 .. 15854 , 
15876.. 16019 



46783 

TBLASTX: Soybean 

16019 

75 



Seq. No. 37721 

Gene No. 77543 

Start 32684 

Name OJ990619_4 6 . 0103 . C5 . o9 . tm 

Start 15348 

GI none 

Exons 15348. .15404, 154 47 ,. 15509, 15531 
15771. .16055, 16370. .16549, 16372 



Seq. ID OJ990619_46.0103.C5 
Strand 

End 46783 
Method TBLASTX : Mai ze 
End 16637 
Score 313 

15590, 15771. 
16548, 16372. 



16546. .16614, 16551 .. 16637 , 1 6552 .. 16626, 16578. 



,16088, 
.16563, 
,16637 



Seq. No. 37721 Seq. ID OJ99061 9_4 6 . 0103 . C5 

Gene No. 77543 Strand 

;. _ . ... S tart:;._ ^-^^ _ 32684 _ v „ „...End, .:,...i67:8 3 : 

:.Name._ „ .,.6j99,d.619^i 6. QIiD3 .C5 ..o^^^ T3LASi£:.Cress 

n start 18677 , ' *' End ■ "19410 

.""i GI none- Score 1096 

!f Exons 18677. .19369, 18 694 .. 1914 0, 18697 .. 19140, 18 697 . . 1 9140 , 

18697. .19140, 18697. .19140, 187 15 .. 19395, 18716 .. 1 9369, 

fU 18716. .19369, 18716 .. 19369, 187 16 .. 19171 , 187 16 .. 1 9399, 

fj 18718. .19395, 18718 .. 19410, 18834 19175, 18944 .. 19399, 

18961. .19398, 19174.. 19398 

Seq. No. 37721 Seq. ID OJ99061 9_4 6 . 0103 . C5 

Gene No. 77543 Strand 

s Start 32684 End 46783 

£3 Name OJ990619_4 6 . 0103 . C5 . ol . tm Method TBLASTX :Maize 

■Ij Start 18691 End 19413 

= 2^- .GI none Score 1093 

Exons 18691. .19134, 18 692 .. 19369, 18697 19389", 187 15 .. 19134 , 

18715. .19002, 18716-. .19228, 1871 6 .. 19225, 18834 .. 19175, 

Q 18894. .19175, 18 916 .. 194 13, 18934 .. 19140, 18943 .. 19230, 

fl 19172. .19288, 19186 .. 19368 , 1 918 6 . . 1 9230, 1 918 6 . . 1 9362 , 

19189. .19362, 19338 19388 , 1 9343 .. 19399, 19343.. 19390 



Seq. No. 37721 • ; . 

Gerie'Nbv ' •'■"7Y543 '\' '7 y 
Start - -7' ■32'684 

Name OJ990619_4 6 . 0103 . C5 . ol . ts 

Start • 18 694 ' 

GI none 

Exons " 18694. .19140, 18694 .. 19140, 

18706. .19302, 18710 .. 19369, 

18847. .18 933, 188 48. .18919, 

19070. .19288, 19075. .1914 0, 

19174. .19413, 1918 9. .19311, 

19189. .19368, 19218 .. 19397 , 



Seq.^ ID OJ99q619_46.0103.£5 
Strand''" ' ^' - " - — 
46'783. ' - ' . - ' 



End 

Method 
End . 
Score 



TBLASTX: Soybean 
19413 
387 

18703. .19140, 18703. . 19086, 
18716. .19324, 1884 3 .. 1914 8 , 
18925. .19413, 18 945 .. 19175, 
1907 6. . 19147, 1907 6. . 1914 7, 
19189. .19368, 1 918 9 . . 19368 , 
19303. .19368, 19304. .19369 



Seq. No. 



37721 



Seq. ID OJ990619_46.0103.C5 



37372 




Gene No. 77543 Strand 

Start 32684 End 4 6783 

Name OJ990619_4 6 . 0103 . C5 . ol . tw Method . TBLASTX : Wheat 

Start 18695 End 19413 

GI none Score 1082 

Exons 18695. .18943, 18 697 .. 18 94 5, 18713 .. 19369, 18715 19392, 

18715. .19140, 18715. .19140, 18716 19174 , 18834 .. 19163, 

18834 .. 19160, 18943. . 19368, 1894 6 .. 19398 , 19067 .. 19396, 

19172. .19396, 19174 194 13, 1918 9 19368 , 19338 .. 19397 , 
19343.. 19402 

Seq. No. 37721 Seq. ID OJ990619_4 6 . 0103 . C5 

Gene No. 77543 Strand 

Start 32684 End 46783 

Name OJ990 61 9_4 6 . 0103 . C5 . ol2 . tw Method TBLASTX : Wheat 

Start 21095 End 22498 

GI none Score 164 

Exons 21095. .21319, 21254 .. 21586, 21373 .. 21585 , 22093 22497 , 
22133. .22498, 22322. .22438 

Seq. No. 37721 Seq. ID OJ9906l9_4 6 . 0103 . C5 

, . Gene^No,.__. _JZ1543_-„ . j ,._Strand _ _ ■ ; ■ 

St^rt 32684..:. ..^Z..L,S ^..^ ..;:^r,End:^^ ■3.J''i<?7^3 

Name dJ99061 9_4 6 . 0103 . C5 . oil . ts 'Method TBLASTX : Soybean 

Start 21107 ■ End 22357 

'^^ GI none Score 67 

£"= Exons 21107. .21226, 2 1152 .. 2 1529, 21155 .. 21283, 2144 9 .. 21592, 
ry 22127, .22297, 22217. .22357 

Seq. No. 37721 Seq. ID OJ990619_4 6 . 0103 . C5 

Gene No. 77543 Strand 

^3 Start 32684 End 46783 

fy Name OJ990619_46 . 0103 . C5 . o6 . tm Method TBLASTX : Maize 

= Start 21110 End 22765 

12 GI none Score 182 

Exons 21110.-21319, 21116 .. 2 1307 , 21127 .. 21318 , 21206 .. 21394 , 

./'f 21263. .21598, 21373 .. 21597 , 214 19 .. 2 158 9, 217 64 .. 22006, 

^2 21767. .22006,-. 22097. .22564, 22102 .. 2267 1 , 22127 .. 22366, 
U 22133. .22390, 22133.. 22765 

p. Seq. No. 37721 Seq. ID 0 J99061 9_4 6 . 0103 . C5 

Gene No. 77543 Strand - 

■ Start 32684 . ■ . . / .^^^ 4 6783 . " ■•" 

Name OJ990619_4 6 . 0103 . C5 o5 . tc Method ■ TBLASTX : Cress 

21167';^^ ' End "''\2'2 6 30" -r-^-v^:-: 

' * ■ - GI"^ " ■ none . " . - "7 ' " " \. . Score*""' 136 . ^- ^^-^ - "."7 .'T , 

Exons 21167. .21319, 2 14 70 . . 216Q1, 22237 .. 22608 , 22238. .22630 

' Seq. No. 37721 ■ ' " Seq. ID OJ990619_4 6 . 0103 . C5 

Gene No. 77543 Strand 

Start 32684 End 46783 

Name OJ990619_4 6 . 0103 . C5 . o5 . ts Method TBLASTX : Soybean 

Start 22358 End 22812 

GI none Score * 301 
Exons 22358. .22807, 22381.. 22812 

Seq. No. 37721 Seq. ID OJ990619_4 6 . 0103 . C5 



37373 




Gene No, 


77543 






Strand 








Start 


32684 






End 


46783 






Name 


OJ990619 46. 0103. C5. 


o2 . tc 


Method 


TBLASTX: 


Cress 




Start 


25480 






End. 


27340 






GI 


none 






Score 


141 






Exons 


25480. 


.25632, 25512. 


. 25631, 


25703. .25744,, 25760 


. .25906, 






26132. 


.26224, 26210, 


.26320, 


26887. .27102; 26888 


. . 27340 




Seq. No. 


37721 






Seq. ID 


OJ990619 


46. 0103 


. C5 


Gene No. 


77543 






Strand 








Start 


32684 






End 


46783 






Name 


OJ990619 46. 0103. C5. 


olO . tw 


Method 


TBLASTX: 


Wheat 




Start 


25488 






End 


25897 






GI 


none 






Score 


135 






Exons 


25488. 


.25622, 25489. 


.25632, 


25703. .25897, 25762 


. . 25875, 






25781. 


.25897 












Seq. No. 


37721 






Seq. ID 


OJ990619 


_46.0103 


.C5 


Gene No. 


77543 






Strand 








Start 


32684 






End 


46783 






Name 


OJ990619 46. 0103. C5. 


olO . tm 


Method 


TBLASTX: 


I4a i ze 




..,Start,„:_:_ 


.254 8 9 






End. : 


25915.., , 






GI.- 


,none 






, ..Score ... 


,150. .,. 






Exons 


25489. 


."25632, 254 97. 


. 25622, 


25703. .25915, 25714 


; . 25875 




Seq. No. 


37721 






Seq. ID 


OJ990619 


46 0103 


. C5 


Gene No. 


77543 






Strand 








Start 


32684 






End 


46783 






Name 


OJ990619 46. 0103. C5. 


o6 . ts 


Method 


TBLASTX: 


Soybean 




Start 


25489 






End 


27325 




GI 


none 






Score 


138 






Exons 


25489. 


.25632, 25599. 


. 25631, 


25760. .258 


97, 25762 


25878 






25763. 


.25897, 26125. 


.26229, 


26126. .26215, 26888 


. . 27034 , 






26916. 


.27008, 27049. 


. 27114, 


27056. .27196, 27205 


. .27324, 






27212. 


.27325 












Seq. No.- 


37721 






Seq. ID 


OJ990619 


_46.0103 


. C5 


Gene No. 


77543 






Strand 








Start 


32684 






End 


46783 






Name 


OJ990619 46. 0103. C5. 


ol4 . tm 


Method 


TBLASTX: Maize 




Start 


26132 






End 


27328 






GI 


none 






Score . 


113 






Exons 


2 6132.- 


.26248, ' 26881. 


.'27003, 


26888. .26980, 26990 


. .27043, 






-■ 26993. 


.27043, 27050. 


.27193, 


27050. .27196, 27217 


. .27321, 




■z.r V . 


"'".;272l&r 




273*2 B"'" 








- — 


Seq. No. 


37721 






Seq. ID 


OJ990619_ 


_46.0103 


. C5 


Gene No . 


77543 






. Strand 








Start 


32684 






End 


46783' 






Name 


OJ990619 46. 0103. C5. 


oil . gs 


Method 


GENSGAN 






Start 


32684 




End 


46768 






GI 


none 






Score 


.7 






Exons 


32684. 


.34791, 34947. 


.35223, 


35445. .35627, 38460 


. .38678, 






38773. 


.39059, 39218. 


.39899, 


39992. .40133, 40359 


. ,40522, 






40609. 


.40674, 41977. 


.42100, 


42814 . .42964, 44003 


. .44075, 






44566. 


.44736, 45048. 


.45114, 


45662. .45713, 46657 


. .46768 





37374 



Seq. No. 37721 

Gene No. 77543 

Start 32684 

Name OJ990619_4 6 . 0103 . C5 . o7 . ts 

Start 32687 

GI none 

Exons 32687 . .33001 



Seq. ID OJ990619_46.0103.C5 
Strand 

End 4 6783 

Method TBLASTX : Soybean 

End 33001 

Score 268 



Seq. No. 37721 

Gene No. 77543 

Start 32684 

Name OJ990619_4 6 . 0103 . C5 . ol7 . tm 

Start 32690 

GI none 

Exons 32690, ,32989, 32694.. 32969 



Seq. ID OJ990619_46,0103.C5 
Strand 

End 46783 

Method TBLASTX : Mai ze 

End 32989 

Score 102 



Seq. No. 37721 

Gene No. 77543 

Start ■ 32684 

Name OJ990619_4 6 . 0103 . C5 . o9 . tc 

Start 32711 

^GI ^ none__ .: , . ... 

..Exons *r.-i27aiZ.329l8.,l 327991 ..32.912.. 

Seq. No. 37721 

Gene No. 77543 

Start 32684 

Name OJ990619_4 6 . 0103 . C5 . o6 , tw 

Start 32771 

GI none 

Exons 32771. .33004, 3277 1 .. 33031 , 
33041. ,33172, 33059.. 33172 



Seq. ID OJ990619_46.0103.C5 
Strand 

End 46783 
Method TBLASTX; Cress 
End 32998 
Score . 7.2 



Seq. ID OJ990619_46.0103,C5 
Strand 

End 46783 

Method TBLASTX : Wheat 

End 33172 

Score 277 
33034. ,33165, 33040 .. 33162 , 



Seq. No. 37721 

Gene No. 77543 

Start 32684 

Name OJ990619_4 6 . 0103 . 05 . o2 . tm 

Start 33049 

GI none 

Exons 33049. .33237, 33058 .. 3357 6, 
33233. .33583, 33578 .. 33748, 



Seq. ID OJ990619_46.0103.C5 
Strand 

End 46783 

Method TBLASTX : Mai ze 

End ■■ 33748 

Score 166 
33062. .33592, 33063 334 70 , 
33591. .33746 



Seq." No. - ' 37721 • • 
Gene No.. 77543 

Name ^ ^.-OJ990"619_4 6 . 0103". C5 .-olO .-ts 

Start 33062 

GI . . none ...... . * 

Exons 33062.. 33439 



Seq. ID ' OJ9906r9_4 6.dl"03.C5' 
Strand^, - , ■ _ 

'•End''*" - ^^^^ -4^g^7 g:^^v^^:^.i-v^^.; :Trrzr:r. 

Method - TBLASTX : Soybean--- 
End 33439 
Score " ■ 22.1 • 



Seq. No. 37721 

Gene No. 77543 

Start 32684 

Name OJ990619_4 6 . 0103 . C5 . ol3 . tm 

Start 33750 

GI none 

Exons 33750. .34034, 33754 .. 34032, 



Seq. ID OJ990619_46,0103.C5 
Strand 

End 46783 

Method TBLASTX : Mai ze 

End 34034 

Score 264 
33755. .34033 



37375 




Seq. No. 


37721 




Seq. ID 


OJ990619_46.0103. 


.C5 


Gene No. 


77543 




Strand 






Start 


32684 




End 


46783 




Na.ine 


OJ990619 46. 0103. 05. 


oil .np 


Method 


AAT /NAP 




Start 


34989 




End 


35145 




GI 


2943742 




Score 


43 






34989. .35145 










GT DescriD 


(AB002266) XAl [Oryza sativa] 






Seq. No. 


37721 




Seq. ID 


OJ990619_46.0103, 


,C5 


Gene No . 


77543 




Strand 






Start 


32684 




End 


46783 




Naine 


OJ990619 46 0103 C5 




Method 


AAT /GAP 




Start 


37139 




End 


38380 




GI 


969005 




Score 


642 




Rxons 


37139. .37446, 38217. 


.38380 








Sea No. 


37721 




Seq. ID 


OJ990619_46.0103. 


,C5 


Cpne No - 


77543 




Strand 






Start 


32684 




End 


46783 




Name^ 


OJ990619 4 6. 0103. C5. 


_o4,^. tm_. _ 


..,.Method^;„... 


. . TBLASTX; Mai ze,„. 




/.StaxJ:.^ 


37,1 4.91 , 


— 


, ...,Ead . 


.,3a8.ai 


Gi 


none 




' Score 


175 




Exons 


37149. .37331, 37154. 


.37333, 


37159. .37332, 37 1 63 .. 37336, 






37340'. .37447, 37340. 


.37447, 


37341. .37448, 37362 .. 37451, 






37363. .37455, 38213. 


.38374, 


38215. .38373, 38457 38678, 






38461. .38691, 38461. 


.38685, 


38773. .38826, 38830 .. 38880, 






38831. .38881 










Seq. No. 


37721 




Seq. ID 


OJ990619_46.0103. 


C5 


Gene No. 


77543 




Strand 






Start 


32684 




End 


46783 




Naine 


OJ990619 46. 0103. C5. 


oil. tw 


Method 


TBLASTX: Wheat 




Start 


37359 




End 


38538 




GI 


none 




Score 


106 




P. von s 

J_i I o 


37359. .37448, 37361. 


.37447, 


37365.''.37451, 37366 374 52 , 






38203. .38373, 38213. 


.38374, 


38216. .38374, 38217 38375 






38457. .38537, 38460. 


.38537, 


38461. .38538 




Seq. No. 


37721 




Seq. ID 


OJ990619_46.0103. 


C5 


Gene No. 


77543 




Strand 






Start" . ; 


• 32684 : ■ 




End ' 


46783 




Name 


OJ990619 46. 0103. C5. 


o6.tc 


Method 


TBLASTX: Cress 




""Sta'irt ' ' 


;-^--382Y3r^^-'""-^---"^^^ 










GI-- ' - '. 


none ■ . - 




Score 


;.i4 0 • ■ 




Exons 


38213. .38371, 38215. 


.38373, 


38457. .384 


98 




Seq. No. 


37721 




Seq. ID 


OJ99061-9_46.0103. 


C5 


Gene No. 


77543 




Strand 






Start 


32684 




End 


46783 




Name 


OJ990619 46. 0103. C5. 


o8. tc 


Method 


TBLASTX: Cress 




Start 


■39615 




End 


39890 




GI 


none 




Score 


65 




Exons 


39615. .39890, 39616. 


.39735, 


39781. .39888 




Seq. No. 


37721" 




Seq. ID 


OJ990619_46.0103. 


C5 



37376 



Gene No. 


77543 






Strand 








Start 


32684 






End 


46783 






Name 


OJ990619 46. 0103. C5. 


o R rro 




riri i / or-Vir 








39634 








T U ^ T X 






V3 ± 


none 








Z/ 5 o 






P von Q 


39634 


. .40*241 












O c: ^ . IN \ j . 


37721 






O C ^ . XL/ 




4 D , U X U O . 




Gene No. 


77543 






Strand 








Start 


32684 






End 


46783 






Name 


OJ990619 46. 0103. C5. 


.ol2.np 


Method 


AAT /NAP 






Start 


42515 






End 


4 4 4 fi^ 

T 1 *i U J 








4680186 




Score 


X O J 






P von ^ 


42515, 


..42716, 44443. 


.44463 










CrJ De P T 1 D 

\J ^ W O V,*' ^ ^ » 


(AF111709) unknown [Oryza sativa subsp 


1 n H T Pi 1 






Seq. No. 


37721 






Seq. ID 


OJ990619 




PS 




77543 






Strand 








Start 


32684 






End 


46783 






Name 


OJ990619 46. 0103. C5. 


o4.tc 


Method 


TBLASTX:i 


Cress 




Start 


43882 






' End 


44640 






. v'Aj^ ^ 


,none^ . 






^Scpre_ : 


. 51 




• 




'.43.asi' 


....,A3,92.6,.,.j3,.8Bi. 


"r4~i93i,7 


J 4.Q.O.4.. 4.4 .0 7.2 ,.,.4.4.0.05,, 


A A ne^'i 







,4-4184 . 


44*228,' 44191. 


.44265, 


44193. .44267, 44333 


A A A ^0 






44361, 


,.44453, 44560. 


. f± 'i Dfi U , 


44570. ,44614 






9prr Mo 


37721 






. Seq. ID 


OJ990619 


A a 010^ 

ID. UXUO. 






77543 






Strand 










32684 






End 


46783 






Name 


OJ990619 46. 0103. C5. 


ol5 . tm 


Method 


TBLASTX:! 


yiaize 




Start 


45276 






End 


46783 






GI 


none 






Score 


94 






P von ^ 


45276, 


-.45377, 45280. 


.45366, 


45643. .45687, 45659 


. . ft 0 / X 0 , 






45663. 


.45716, 45810. 


.45914, 


45810. .45917, 45811 








45811, 


.45924, 46478. 


.46582, 


46482. .46571, 46649 


. .46780, 






46656. 


.46775, 46658. 


.46783 










Ocirr KIo 


37721 






Seq. ID 


OJ990619_ 


fi D , U 1 U J . 




(^on^ XIo 


77543 






Strand 








Start 


32684 






End 


46783 






Name 


OJ990619 46. 0103. C5. 


o8 . ts 


Method 


TBLASTX : ! 


Soybean 




Start ■ 


45659 






. End ■ ■ 


■46769 




GI 


none 






Score 


35 






P von Q 


.45659; 


.45718, 45675. 


.45752, 


45811. .45924, 45823 


4 QH Q 








^T4^"S-ff27'''4W7g7 






.. . HU / DO , 






' '4 665'6-. 


: 4 67-6 9 / V. 












O C l-J • LN W • . 


3-77.22 






Seq. ID 


OJ990619_ 




D 


Gene No. 


77544 






Strand 


+ 






Start 


959 






End 


1485 






Name 


OJ990619 46. 0103. C6. 


ol . np 


Method 


AAT/NAP 






Start 


959 






End 


1485 






GI 


298228 


13 




Score 


93 






Exons 


959. .1112, 1294. .1485 










GI Descrip. 


{AF051226) PREG-like 


protein 


. [Picea mariana] 






Seq. No. 


37722 






Seq. ID 


OJ990619_ 


_46.0103. 


C6 



37377 






Gene No. 


77545 


Strand 








Start 


930 


End 


2478 






Naiue 


OJ990619 46 . 0103'. C6 . ol . gs 


Met hori 








Start 


930 ~ 


End 


24 78 






GI 


none 


Score 


. 94 






Exons 


930. .1414, 1445, .1597, 2421 


. .2478 








Seq. No. 


37723 


Seq. ID 


OJ990619_ 


_46.0103.C7 




Gene No. 


77546 


Strand 


+ 






Start 


607 


End 


2958 






Name 


OJ990619 46.0103.C7.ol.gs 


Method 


GENSCAN 






Start 


607 ~ 


End 


2498 






GI 


none 


Score 


,81 






Exons 


607. .657, 982. .1215, 1304.. 


1351, 1455 


..1511, 1594. .1695, 






2211. 2312, 2385 2498 










Seq. No, 


37723 


Seq. ID 


OJ990619_ 


_46.0103.C7 




Gene No. 


77546 


Strand 


+ 






Start 


607 


End 


2958 






Name 


OJ990619 46.0103.C7.ol.gp 


Method 


AAT/GAP 






Start 


2015 


End 


2958 






GI^ . 


13 803 . .1,...R1 P 8 4 , _ ^ ,^ . 


_ Score. 


947 




' tj-' 


Exons 


^2015 .,.,..2.0.93,. ...,22 11 . ..2.3J2 , . 2,3.85 . ...2507.,...,.27D.7_.....2 958 




% n3 


GI Descrip, 


'3935138' 9.0e-30 (AC005106) 


T25N20.2 


[Arabidopsis thaliana] ' 


L i 3 


Seq. No. 


37723 


Seq. ID 


OJ990619_ 


_46.0103.C7 


[u 


Gene No. 


77547 


Strand 


+ 






Start 


16181 


End 


16564 






Name 


OJ990619 46.0103.C7.o4.gs 


Method 


GENSCAN 






Start 


16181 


End 


16564 






GI 


none 


Score 


. 99 




til 


Exons 


16181. . 16564 










Seq. No. 


37723 


Seq. ID 


OJ990619_ 


46, 0103. C7 




Gene No. 


77548 


Strand 








Start 


23717 


End 


' 32197 






Name 


OJ990619 46.0103.C7.o6.gs 


Method 


GENSCAN 




=.1 


Start 


23717 


End 


32197 




£ S=. 


GI 


none 


Score 


.77 




It 


Exons 


23717. .23801, 23882 .. 24007 , 


24324 . ,24483, 24700. 


.24731, 






26044 . .26180, 26582 .. 26828 , 


27408. .31568, 31998. 


. 32197 




Seq. N o . " ' 


37723 ■ • - ' ' " : 


Seq^ ID 


6J990619_ 


46.010"3:C7' 




Gene No.. 


77548 V ' 


Strand 


+ 










''^-"■End^^'' '-■'^ 








• — N-ame '- 


J 9-90 6 1 a- 4 6 .^0-1 03 .C7 . o2...np.- 


- " Method • 


"AAT/NAR 






Start 


27416 


End 


31585 






GI 


4234852 


Score 


4435 






Exons 


27416. .27576, 27619. .31585 










GI Descrip, 


{AF082133) gag-pol polyprotein [Zea mays] 






Seq. No. 


37723 


Seq. ID 


OJ990619_ 


46. 0103. C7 




Gene No. 


77549 


Strand 








Start 


3212 


End 


7642 






Name 


OJ990619 46.0103.C7.o2.gs 


Method 


GENSCAN 






Start 


3212 


End 


7642 






GI 


none 


Score 


.79 





37378 



Exons 



3212. .3264, 3278. .3353, 3463. .3552, 3610. .3686, 3790. .3995, 
4996. .5126, 5493. .5524, 5688. .5800, 6052. .6356, 6459. .6544, 
6661. .6736, 7313. .7642 



Seq. No. 37723 

Gene No. 77549 

Start 3212 

Name OJ990619_4 6 . 0103 . C7 . o2 . gp 

Start 5086 

GI none 
Exons 



7642 
AAT/GAP 
6243 
651 

5086, .5126, 5493. .5524, 5688. .5800, 6052. .6243 



Seq. ID OJ990619_46.0103.C7 
Strand 
End 

Method 
End 
Score 



Seq. No. 37723 Seq. ID 

Gene No. 77550 Strand 

Start 8684 End 

Name OJ990619_4 6 . 0103 . C7 . o3 . gs Method 

Start 8684 End 

GI none Score 
Exons 



OJ990619_46.0103.C7 

15544 

GENSCAN 

15544 



8684. .9464, 10522 .. 10550, 10607 .. 10816, 10906 .. 114 12 , 
11673. .11894, 12365. .12495, 13047 .. 14055, 14140 .. 14214 , 
14305. .14376, 14 4 63 .. 14 638 14 804 14 956, 15049. .15544 



.Seq... .No. 3772,3. . 

Gene No.' 77550 

Start 8684 ' 

Name OJ990619_4 6 . 0103 . 07 . ol . np 

Start 10554 

GI 2443887 

Exons 10554. .10816, 10906 .. 11421, 
13047. .13738, 138 65. .14 055, 

GI Descrip. 



,.,_-„Seq. ..ID 0J33mX9._^^ 6...0.1Q3.,^a ... 

Strand 

End 15544 

Method AAT/NAP 

End 14381 

Score 1458 
11712. .118 94, 12365. .124 95, 
14140. .14214, 14305. .14381 



(AC002294) Similar to transcription factor gb | Z4 6606 | 1658307 and 
others [Arabidopsis thaliana] 



Seq. No. 37723 

Gene No. 77551 

Start 17989 

Name OJ990619_46 . 0103 . C7 . o5.. gs 

Start 17989 

GI none 

Exons 17989, .18508, 194 14 .. 19529, 
20996. .21223, 22771.. 23001 



Seq, ID 

Strand 

End 

Method 

End 

Score 



OJ990619_46.0103.C7 

23001 
GENSCAN 
23001 
.61 



19927. .20088, 20457 .. 20579, 



Seq. • No, 
Gene No, 
Sirarf 
Name- • - 
Start • 
GI 

Exons 

GI Descrip. 



37 7 23"" ' ' - 
^^77551 ^ " ■ 

- O J9 90-6193 6 ;01 03.:. C7.. o3 . gp 
19659 

210,70 1.R1084 



Seq. 115 OJ99'0619__4 6.0*103.C7 
Strand. 

"End '■' ^'"'•'^2'3t)-0 r ^^'^^'^^■^-^=^''-^^^^^^^^ 
Method .^ AAi/GAP'.-' . .l -. 

End 21227 
Score 1452 



19659, .20088, 20457. .20579, 20996.. 21227 

M928460/gb|AAD33596.1|AF133127__l 6.0e-28 (AF133127) thioredoxin 
h [Hevea brasiliensis] ' 



Seq. No, 37723 Seq. ID 

Gene No, 77551 Strand 

Start 17989 End 

Name OJ990619_4 6. 0103 .07 . o4 . gp Method 

Start 22224 End 



OJ990619_46.0103.C7 

23001 

AAT/GAP 

22690 



37379 



GI 

Exons 



none 

22224. .22690 



Score 



875 



Seq. No. 
Gene No. 
Start 
Name 
Start ■ 
GI 

Exons 



37723 
77552 
33955 

OJ990619_4 6. 0103.C7 .o7.gs 
33955 



none 

33955. 

35196. 

36575. 

37534. 

38577. 



.34098, 34556. 

.35277, 35565. 

.36716, 36855. 

.37737, 37825. 
.38777 



Seq. ID 
Strand 
End 

Method 
End 
Score 
34657, 34750 
35767, 35845 
37001, 37084 
37944, 38054 



OJ990619 46. 0103. C7 



38777 
GENSCAN 
38777 
.92 

34854, 34936. .35040, 
36003, 36356.-36465, 
37158, 37234. .37443, 
38163, 38344. .38488, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Jlxpn's : 

,.GX Descrip.. 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



-Seq.-^ No'..r 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



37723 
77552 . 
33955 

OJ990619_4 6.0103.C7.o5.gp 
34159 

25545 1.R1084 



OJ990619 46. 0103. C7 



Seq. ID 
Strand 

End 38777 
Method AAT/GAP 
End 34978 . 

_ Score ' 1247 

„^34:159.,^-3J657,...JA750,,.^3J8 , : ■ 

... [ 1 L7.Q.619 / sp, I Q0.7i7 a| ,KA'TA_ARAm .5...ae- 4 1\ KINES.IN-LIKE. REOTEil^I _ A. ... 

>gi_47'9594_pir_ S34'830 kinesin-related protein' katA - 

Arabidopsis thaliana >gi_303502_dbj_BAA01972_ {D11371) 
kinesin-like motor protein heavy chain [Arabidopsis thaliana] 
>gi_2911084_emb_CAA1754 6. 1_ (AL021960) kinesin-related protein 
katA [Arabidopsis thaliana] * 



37723 
77552 
33955 
OJ990619 
34481 
1170619 
34481. .3 
35565. .3 
36855. .3 
37825. .3 
KINESIN- 
protein 
{D11371) 
thaliana 
protein 



46.0103.C7.o3.np 



4 657, 
5767, 
7001, 
7944, 



34750. 
35845. 
37084. 
38054. 



.34854, 
.36003, 
.37158, 
.38163, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
34936. .35040, 
36356. .36465, 



OJ990619 46. 0103. C7 



38777 
AAT/NAP 
38494 
1532 

35196, 
36575, 
37530, 



.35277, 
.36716, 
,37737, 



37234. .37439, 
38344. .38494 

LIKE PROTEIN A gi | 479594 | pir | | S34 830 kinesin-related 
katA - Arabidopsis thaliana gi | 303502 | dbj | BAAOl 972 | 

kinesin-like motor protein heavy chain [Arabidopsis 
] gi I 29110841 emb ICAA17546.il (AL021960)' kinesin-related 
katA [Arabidopsis thaliana] ' 



37723 *' 

11552 . . ■ 

33955 

OJ990619_4 6. 0103.C7 .o6.gp 
37906 

uC-osflM202097d05bl 



■ Seq. la-. Oa9-90.6L9_4 6^. 0I03,C7-^ 
Strand 

End ' 38777 
Method ■ AAT/GAP 
End 38771 
Score 866 



37906. .37944, 38054 38 163, 3834 4 .. 384 88 , 38577. .38771 
'1170620/sp|P46864|KATB__ARATH 4.0e-19 KINESIN-LIKE PROTEIN B 

>gi_1084341_pir S48019 kinesin-related protein katB - 

Arabidopsis thaliana >gi_1438842_dbj_BAA04 673_ {D21137) heavy 
chain polypeptide of kinesin-like protein [Arabidopsis 
thaliana] ' 



37380 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



37723 Seq. ID OJ99p619_46 . 0103 . C7 

7'7553* Strand 

38895 End 39257 

OJ990619_4 6.0103.C7 .o7 .gp Method AAT/GAP 

38895 End 39257 

63359_1.R1084 Score 645 

38895. .39257 

*5262763/emb|CAB45911.1| 9.0e-09 {AL080283) putative protein 
[Arabidopsis thaliana] ' 



37723 
77554 
40660 

OJ990619_46 

980 

none 

980. .1165, 
1174. .1218, 
. 1458. .1511, 
1591. .1692, 
_2379^.-.2498, 
..,2788...2i.l4. 



Seq. ID OJ990619_46.0103.C7 
Strand 

End 41809 
Method TBLASTX : Mai ze 
End 2903 
Score 168 
1159, 1146. .1214, 1162. .1224, 1164. .1214, 
..1369, 1306. .1350, 1457. .1507, 1458. .1511, 
..1512, 1581. .1652, 1589. .1687,. 1590. .1682, 
..2110, 2034.. 2096, 2202 .'. 2312, 2210 .. 2311, 
..„..24 97^_238 6_„.„.:250a, 2725. .280^,_272^. .2806, 
2.ai.2.,....287.i . ...2903 : .„ 



.0103.C7.o4.tm 



980. . 
1298 
1459 
2033 

.,.2384, 
.27.8 9., 



Seq. No. 37723 
Gene No. 77554 
Start 40660 

Name OJ990619_4 6 . 0103 . 07 . o6 . ts 

Start 1144 
GI none 

Exons 1144. .1209, 1146. .1211, 1174. 

1307. .1369, 1454. .1507, 1455. 
1593. .1652, 1636. .1701, 2028. 
2375. .2479, 2379. .2486, 2384. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.1212, 1298 
.1553, 1470 



OJ990619 46. 0103. C7 



41809 

TBLASTX : Soybean 
2486 
42 

1354, 1306.. 1359, 
1511, 1591.. 1692, 



.2099, 2195. .2311, 2202. .2312, 
.2479 



Seq. No. 37723 

Gene No. 77554 

Start 40660 

Name OJ990619_4 6 . 0103 . C7 . o4 . to 

Start 1307 

GI none 

Exons 1307. .1369, 1309. .1353, 1454. 

■ 1591..1692-,'-1602.:i700,. 1604-. 
2199. .2312, "2202. .2312, 237.9. 



Seq. -No . 

Gene No. 

Start. 

Name 

Start 

GI 

Exons 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990619 46. 0103. 07 



41809 

TBLASTX :Oress 
2486 
65 

1510, .1455. .1553, 1588.. 1692, 
1693, ' ^OS^. .2096, ' 2i95'. .~2296,' 
2486, 2384 . .2479, -2385. .2480 



^'37723^'-. 1-V.; 
77554 

40660 . . 
OJ990619_4 6. 
3246 
none 

3246. .3353, 
3610. .3696, 
3915. .3992, 
4291. .4383, 
4993. .5058, 
5071. .5127, 



0103;G7.o5.tm 



.-Seq. .-ID 
Strand 
End 

Method 

End 

Score 



O J 9 9 0 61 9_4.6 ; 0 103"'. 0 7 
41809 

TBLASTX': Maize 

5127 

105 



3255. 
3610. 
3926, 
4308, 
4993, 
5083, 



.3356, 3460. 

.3687, 3786. 

.3991, 4126. 

.4355, 4500. 

.5058, 4995. 
.5127 



,3522, 3464. 

,3860, 3788. 

,4176, 4129. 

,4649, 4560. 

,5072, 4998. 



.3520, 3605, 

.3862, 3788. 

.4185, 4130. 

.4646, 4561. 

.5078, 5070. 



.3694, 
.3862, 
.4207, 
.4650, 
.5126, 



37381 




O ■ vt\J * 


37723 








Seq. ID 


OJ990619_46.0103.C7 


f^Ipnp No. 


77554 








Strand 




start 


40660 








End 


41809 


Name 


OJ990619 46, 


.0103. 


C7.03. 


tw 


Method 


TBLASTX: Wheat 


Start 


3893 








End 


4362 


GI 


none 








Score 


117 


Exons 


3893. .4018, 


3897. 


.4007, 


3913. 


.4008, 4034. .4090, 4037. .4090, 




4072. .4200, 


4121, 


.4204, 


4122. 


.4205, 4134. .4208, 4295. .4360, 




4296. .4358, 


4297. 


.4362 









Seq. No. 37723 

Gene No. 77554 

Start 40660 

Name OJ990619_4 6 . 0103 . C7 . o8 . tm 

Start 6160 

GI none 

Exons 6160.. 6357, 6181.. 6357, 6231, 
6458. .6547, 6646. .6738, 6659, 



Seq. ID 
Strand 
End 

Method 
End 
Score ■ 



OJ990619 46. 0103. C7 



41809 

TBLASTX: Maize 
7413 
227 

6365, 6455.. 6547, 6456. 
6739, 7306.. 7413, 7313, 



. 6545, 
.7387 



Seq. No. 37723 Seq. ID 

.J3.e ne„Naa_^'„ 7J^5 54 ^S t rand,_ 

.Start . . 4i^6 6 0, L ."inS.'.j'' 

Name' OJ99061 9_4 6 . 0103 . C7 . oil . t"s Method 

Start 8843 End 

GI none Score 

Exons 8843.. 8908, 8999.. 9193 



OJ990619 46. 0103. C7 



..418M,:,:^ 

"TBLASTX: Soybean 

9193 

57 



Seq. No. 37723 
Gene No. 77554 
Start 40660 

Name OJ990619_4 6 . 0103 . C7 . ol . tm 

Start 10087 
GI none 
Exons 10087. 

10675, 

10904, 

11238, 



,10206, 10088. 

,10818, 10855, 

,11155, 10905. 

,11429, 11311. 

11685. .11888, 12359. 



,10249, 
,11148, 
11156, 
11430, 
12496, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990619 46. 0103. C7 



41809 

TBLASTX: Maize 
12497 
125 

10605. .10817, 10607. .10819, 
10903. .11151, 10904. .11164, 
11209. .11412, 11237. .11413, 
11672. .11755, 11673. .11891, 
12360. .124 97, 12365. .124 96 



Seq. No. 37723 

Gene No. . . 77554 • . • : 

Start 4 0.660 " ' ' ' ■ ' 

Name . ■ .OJ99061 9_4 6 . 0103 . C7 . o3 . tc 

■ Gi - - -none V....:!. — 1.. 

Exons. 10087. .10206, 10097 10207 , 

.. 10611 . . 10817 • 



Seq. ID 

Strand- 
•* End" 
Method 

- .Score - 



OJ990619 46. 0103. C7 



;41809" 
TBLASTX: Cress 

-ro-81'9'-^ ^-^^^-^'^-"^^ 
llO ' Z : 



10604. .10783, 10607. .10819, 



Seq. No. 37723 

Gene No. 77554 

Start 40660 

Name OJ990619_4 6 . 0103 . C7 . o9 . ts 

Start 10703 

GI none 

Exons 10703. .10831, 10706 .. 10780, 
10903. .11055, 10904. .11053, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

10710 

11239 



OJ990619 46. 0103. C7 



41809 

TBLASTX: Soybean 
11420 
68 

10817, 10726. . 10821, 
11415, 11273. . 11416, 



37382 



11331. .11420, 11366. .11416 



O C \^ ■ w • 


37723 




Seq. ID 


OJ990619_46.0103. 


ri 




77554 




Strand 








4 n*^fin 




End 


41809 






WU-/^UUX_7 HO.UXUiJ.V-'/ 


oi n "h Q 


Method 


TBLASTX: Soybean 






11673 ~ 




End 


11911 






none 




Score 


105 




Exons 


11673. .11897, 11733 


. .11897, 


11803. .118 98, 11807. .11911 










Seq. ID 


OJ990619_46.0103. 


ri 




77 SS4 




Strand 








*± U D O U 




End 


41809 






wu-7;?vjoxj7 yo.uxuo.k^/ 


oS +- Q 


Method 


TBLASTX : Soybean 




o-rl- 


12354 ~ 




End 


13267 










Score 


99 




Exons 


12354. .12512, 12359 


. .12493, 


13037. .13267, 13039. . 132 66 




O C ^ . ■ 


377-23 




Seq. ID 


OJ990619_46.0103. 


ri 


a n Q KI 


77 SR4 




Strand 






c •(- -a r-h 


4 u O O VJ 




End 


41809 






nTQQOf^iQ mn'^ P7 

. - -< .v_Q 4---T^--.--",P..^*..>j-4-.y---r- * 


• ojp. • ,tl5 


Method . ^ 


JBLAS TXj,Ma iz e^. 




..CUct-CL-.^. ..... . 


1114 4 ~ r 

-X J X 4 4, „ . ., _^ , ... 




..End 


13"5 6'3.. V. 




P T 


none 




Score 


183 






11144 1 it^ni 1 n R4 

XOX4*i..XJOUO, XOXOfl 


1 1 1 s /i 


13495. .13563, 13499. .13561 




Seq. No. 


37723 




Seq. ID 


OJ990619_46.0103. 


C7 




77 RS4 




Strand 






Q-l- a -r-i- 


4 U DDU 




End 


41809 




N3.ins 


n.TQQOfii Q 4 ni ni n 


. O^ . t C 


Method 


TBLASTX: Cress 




o LclX t. 


1 11 SI ~ 
X O X J o 




End 


13584 




yj X 






Score 


250 




Exoris 


111S1 11171 111^4 


1 11(^Q 


13155. .13370, 13432. .13491, 






11477 1 lSfi4 114QQ 


. . X o o o z 








o e q . ln o . 






Seq. ID 


OJ990619_46.0103. 




Gene No. 


77554 




Strand 






Start 


40660 • 




End 


41809 




Nsitie 


OTQQDfilQ 4 ^^ Dim P7 


. o 1 4 . tm 


Method 


TBLASTX: Maize 




o LaX L 


1 IRQS "~ 

X J J !? J 




End 


14221 




O X 


none 




Score 


172 






IISQS 117QS 11SQ7- 


- 1 1770 


13933. .1405 


.8, 13933: .13953, 






• 1 1 Q R R 1 4 n R ^ 1 1 Q R 7 


•1 4 0 Sft 

. . X 4 U O 0 , 


13 961.': 1*4 0 5 9 ,~ 1 4 1 4 0 ; 14 21 7*, " ■' 






14141 14991 

X4X4X. ..X4^^X 






















Seq."" No' W." 


"377 23: - ■■ : - 




1' Seq..' ID .-. 


OJa90619^.4 6.;Old3. 


C7 




77 S R4 




Strand . 






O t.axrt 


4 U D D U 




End ■ 


41809 




NHITie 




, olo . Lin 


Method ' 


TBLASTX: Maize 




Start 


19851 




End 


21116 




GI 


none 




Score 


40 




Exons 


19851. .19877, 19855, 


. .19884, 


19955. .2008 9, 19960. .20094, 






20046. .20102, 20214. 


. .20246, 


20993. .21109, 20994 . .21116 




Seq. No. 


37723 




Seq. ID 


OJ990619_46.0103. 


C7 


Gene No. 


77554 




Strand 






Start 


40660 




End 


41809 





37383 








o1 3 tm 

, \J L O * LIU 


Method 


TBLASTX: Maize 






^ u *1 J J 




End 


20591 




\j ± 


n on o 




Score 


151 




P von Q 


204S3 20587 204^4 


20SQ1 

> m £.\J ^ y X f 


20454 . .20579, 20474. .20587 






■J / / ^ o 




Seq. ID 


OJ990619_46.0103 


ri 


Gene No. 


77554 




Strand 






Start 


40660 




End 


41809 




Mama 




o9 i-Tn 


Method 


TBLASTX: Maize 




O Ldl. c 


?7Rnft ~ 

^ / ^ VJ o 




End 


28519 






n on o 




Score 


588 






?75nft 9RnRfi ?7^nQ 


9ft 1 1 7 

I . ^ O X X / / 


28127. .28258, 28198 28239, 






?fl3fi3 ?8413 9R4S4 


> » ^. o ^ X y 








Seq. No. 


37723 




• X u 


OJ990619_46.0103 


.07 


Gene No. 


77554 




O L X di lU 






Start 


40660 




FnH 


41809 






D.TQQDfil Q 4fi Dl 0'^ CI 


. o^ ■ lW 


Mot h o/^ 
IMC L I I^JU. 


TBLASTX: Wheat 






9fi43Q ~ 
o H ^ y 




End 


28876 






n on o 




Score 


110 








. ^ o u / u 








Seq... . No. 






l,.lie.q., . JD,.„. 


.O.J9906I9.,46.aL03-,.X2. 


Gene No. 


77554* 




Strand 








40660 

M \J U U U 




End 


41809 




Name 


n.TQQOfii Q 4fi ni r7 


o3 4- c 


Method 


TBLASTX : Soybean 






^ o / o o 




End ' 


29119 






none 




Score 


344 




P von Q 


?ft7 n 9 Q1 1 Q 9R74 4 


9ft Q=^0 








O v-j^ • IN ^ . 






Seq. ID 


OJ990619_46.0103, 


.C7 


Gene No, 


77554 




Strand 






Start 


40660 




End 


41809 




Name 


n.7QQ061 Q 4fi 0103 ri 


o9 -h w 


Method 


TBLASTX: Wheat 




O U Ct i. u 


^ O O 17 J 




End 


29557 






n on o 




Score 


252 




R von Q 


9PiRQS 34 9flQ0Q 

^ O O y U * .^-7X^*1/ ^0-7U-7. 


9Q1 33 

. Z ^ X O O / 


29174. .29479, 291 97 .. 29457 , 






9Q4RR 9QCfc39 OQA^Q 


. y DO / 








Seq. No. 


37723 




Seq. ID 


OJ990619_46.0103: 


.C7 


Gene No. 


77554 




Strand 






Start 


' 4 0fifi0 
1 *J u u u 




End 


41809 




IN dill t: 




o T 9 4- m 
O X z . tin 


Method' 


'TBLASTX: Maize - ' 




O L..CtX L. 


9ff Q1 0 ~ 

^ O -7 X U 




End 


29368. 




X 


rif o n 




^^^^SSor^"""""^ 


[6 ' : "' y ' : 




P von 


' 9fiQ10' '9Q1 34 9Q1ft3^" 


. ^ ^ O D O , 


..■29185. .293^ 




Seq. No. 


37723 . . .. . . 




Seq. ID^ 


OJ990-619 46.0103, 


.C7 


Gene- No. 


77554 . 




Strand 






O d X L. 


*i VJ O O U 




End 


41809 




Kl ;^ TTi o 
LNdiii^ 


n.TQQOfil Q 4fi nin3 P7 


o7 t- o 


Method 


TBLASTX: Soybean 




start 


29174 




End 


29560 




GI 


none 




Score 


190 




Exons 


29174. .29383, 29176. 


.29355, 


29387. .29560 




Seq. No. 


37723 




Seq. ID 


OJ990619_46.0103. 


.C7 


Gene No. 


77554 




Strand 







37384 




start 


40660 




End 


41809 




NaitiG 


OJ990619 46. 0103. C7, 


o6 . t c 


Method 


TBLASTX • Cress 




Start 


29174 ~ 




End 


29554 




GI 


none 




Score 


127 




R vnns 


29174 . .29374, 29387 . 


.29554 








Sea. No. 


37723 




Seq. ID 


OJ990619__46.0103 


C7 


Gene No. 


77554 




Strand 






Start 


40660 




End 


41809 




Name 


OJ990619 46. 0103. C7. 


o2 . ts 


Method 


TBLASTX : Soybean 




Start 


30071 ~ 




End 


30508 




GI 


5509260 




Score 


365 




P. von 


30071 30508, 30078 


. 30104, 


30160. .30432, 30475.. 30507 




GI DescriD. 












Seq. No. 


37723 




Seq^ ID 


OJ990619_46.0103, 


C7 


Gene No. 


77554 




Strand 






Start 


40660 




End 


41809 




Name 


OJ990619 46 0103 C7 


o5 . tc 


Method 


TBLASTX: Cress 




Start 


30158 ~ 




End.. 


30418 




Gi 


none 




Score 


249 




Exons 


j_30 1 5 8„._..30J_1^ / 30 1.60^ 


...J0j39.6,l, 








1^ C * IVVu/ . 


37723 ' ' 


_ . .... 


Seq. ID 


OJ990 61'9_4 6 . bio'3 . 


C7 


Gene No. 


77554 • 




Strand 






Start 


40660 




End 


41809 




Name 


OJ990619 46 0103 C7 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


30199 ~ 




End 


30979 




GI 


none 




Score 


364 




F.xnn s 


30199 30546. 30200 


. 30544 , 


30200. .30553, 3052 9 .. 30975, 






30530. . 30979 










Seq. No. 


37723 




Seq. ID 


OJ990619_46.0103. 


C7 


Gene No. 


77554 




Strand 






Start 


40660 




End 


41809 




Name 


OJ990619 46 0103 C7 


oil . tm 


Method 


TBLASTX: Maize 




Start 


30200 ~ 




End 


30643 




w -L 


none 




Score 


275 




Exons 


30200 30508, 30217 


30507, 


30542. .30643 




Seq. No. 


37723 




Seq. ID 


OJ990619_46.0103. 


C7 


Gene No. 


77554 




^ Strand 






"start" " ■ • 


■40660 




. End 


41809 • 




Name 


OJ990619 46 0103 C7 


olO . tm 


Method 


TBLASTX: Maize 




"St^iT' 


-'^■^trSt 4'^ '"^'^'-"^ 




"^^"End' ^'"-"'-"^ 






GI ' ' 


- none - . . 




- Score 


■81 - . - - - 




R von 


30644 30805, 30779 


. 31075, 


30919. .31074 




Seq. No'. 


37723 ■ 




Seq. ID 


OJ990619_46/0l03. 


C7 ■ 


Gene No. 


77554 




Strand 






Start 


40660 




End 


41809 




Name 


OJ990619 46. 0103. C7. 


o8.ts 


Method 


TBLASTX : Soybean 




Start 


30965 




End 


31531 ■ • 




GI 


none 




Score 


131 




Exons 


30965. .31147, 31160. 


.31351, 


31340. .31531 




Seq. No. 


37723 




Seq. ID 


OJ990619_46.0103. 


C7 



37385 




Gene No. 


77554 








Strand 








o L aX L 


40660 








End 


41809 






Nsine 


OJ990619 46. 0103. C7 


. ox D . tm 


Method 


TBLASTX: 


- • 

Mai ze 




Q+- -a >-+■ 


31088 . 








End 


31546 






P T 


none 








Score 


55 








31088. 


.31147, 


31130 




31355. .31546 






Seq. No. 


37723 








Seq. ID 


OJ990619 


_46.0103. 


07 


Gene No. 


77554 








Strand 


- 








40660 








End 


41809 






Nsme 


OJ990619 46. 0103. C7 


A 

• 04 • tw 


Method 


TBLASTX: 


TaTH ci => +- 

wneai- 




O Lai U 


31135 








End 


31534 






PT 


none 








Score 


278 






III AUi 1 o 


31135. 


.31368, 


31139 


> . J X J J T 










oeq . lno . 


37723 








Seq. ID 


OJ990619 


ft o , U 1 uo . 


P7 


P A K\ o KI 

Ljeiltr LnU . 


77554 








Strand 








oT_aX U 


40660 








End 


41809 








OJ990619 46. 0103. C7 


• OX . L.C 


Method 


TBLASTX: 


Cres s 






34472 








End 


38491 






P T 


none 








. Score 


173 






Exons * 


• 34472-. 


:^j34 6JJL,, 


„34 5a^ 


,,,_3X667,,_ 


J1175p,^,..3A8 


57.,J_,34J57, 


..,,3185:5 






.,34.936.. 


.3.5043^, 


34 94.0 


. .35.04,7,.. 


,35196. .352 


82,,. 3.51,97 


..,.,3.52,8,3.,„ 






35564. 


.35692, 


35693 


■3 c; 7 7 T 


35724. .35771, 35836 








35843. 


.35935, 


35941 


► . O D U U D , 


36332. .36442, 36338 


O /I 7 c 






36348. 


.36491, 


36573 


. J D D / 1 , 


36660. .36716, 36853 


. . o D y y y , 






36855. 


.37004, 


37085 


. J / 1 O ^ , 


37234. .37437, 37531 


. .37728, 






37595. 


.37723, 


38354 


. O O *± -? 1 










C Q /~T XT/^ 

oeq . LNO * 


37723 








Seq. ID 


OJ990619 


A n 1 n "5 
fl 0 . U 1 uo . 


cn 
U / 


Gene No. 


77554 








Strand 








Start 


40660 








End 


41809 






Na.rrie 


OJ990619 46. 0103. C7 


(J 1 . T_ o 


Method 


TBLASTX: 


ooyijean 




O LaX L 


34475 








End 


34971 




ol 


none 








Score 


175 






Cj AvJI io 


34475. 


.34681, 


34506 


• O 4 O D / , 


34750. .34854, 34757 


. . 04 O 00 , 






34939. 


.34971, 


34940, 


• O *i -7 O -7 










Q o M 
O c (-^ . IM O , 


37723 








Seq. ID 


OJ990619 


4 o . U 1 U J . 


P7 




77554 








Strand 








Start 


40660 








End 


41809 






■Name 


- OJ990619 46. 0103. C7. 


o9. tm 


Method ■ 


TBLASTX: 


Maize 




O L ClX L 


34608' 








End'- 


35043 ' 






O X 


none 








Score 


68 










;"3^4^W," 






. . J4oo4r, 






34 757. 


.3.4 855V 


-.3.4 7 6iD. 


.34 858:,^- 


-34934. -.34996,. 34.93-9- 


.. - 






34940. 


.35029 














o e . NO. 


37723 








Seq. ID 


OJ990619 


4 fD . U 1 Uo . 


PT 


d o M 

Ocllfc: LNO . 


77554 








Strand 








Start 


40660 








End 


41809 






Name 


OJ990619 46. 0103. C7. 


o4 . ts 


Method 


TBLASTX: 


Soybean 




Start 


35558 








End 


36662 






GI 


none 








Score 


104 






Exons 


35558. 


.35683, 


35562. 


.35681, 


35720. .35773, 35727 


. .35771, 






35836. 


.35946, 


35843. 


.35929, 


35926. .36006, 35947 


. .36024, 






36332. 


,36451, 


36338. 


.36466, 


36348. .36455, 36355 


. .36459, 





37386 




36570. .36662 





Seq. No. 


37723 




Seq. ID 


OJ990619 


_46.0103. 


C7 




f^pnp No 


77554 




Strand 










start 


40660 




End 


41809 








Name 




o7 "^m 


Method 


TBLASTX: 


.^J d X Z> 






C-|- a-rf • 


35697 ~ 




End 


36032 








\3 J. 


none 




Score 


122 








Ej 


35697 ^S771 




35698. .35772, 35836 


* .JDUUD, 








35845 36006 35847 


36032 














37723 




Seq. ID 


OJ990619 


4 ni 


Cl 






77554 




Strand 










Start 


40660 




End 


41809 








Name 


OJ990619 46 0103 CI 


o3 • tm 


Method 


TBLASTX: 


L*Ja X ^ C 






Start 


36346 ~ 




End 


38714 








GI 


none 




Score 


49 








Exons 


36346. .36396, 36394. 


.36411, 


36431. .36475, 36432 


. .36467, 








36568. .36621, 36573. 


.36716, 


36658. .36717, 36852 


. .36908, 








3685S 36R99 36900 


. 37007 , 


36901. .37002, 37055 


"^7 1 S9 








370Q7 ?71S9 ^7101 


"^71 fi^ 


37128. .37169, 37180 










■ -372 3? 37 4 38 • 372 34 


374 f^A 


„3.7.2:63:.:^37J 


8l7._37 52^8 


■^77^7-- 









37 5 32 37 7 38 37 5 3*7 


37743 


.3181:6,... .3.7 9.4.4., ,.,37823 


^7 fi Q1 








37827 37946 38051 


381 64 


38069. .38164, 38345 


^R4 91* 








38364 38489 38425 


3852 6 


38428. .38496, 38576 










38577. .38666, 38577. 


.38714, 


38584. .38706 








tw* vJ . Ill w • 


37723 




Seq. ID 


OJ990619^ 


4 01 


Cl 


is? 




77554 




Strand 










Start 


40660 




End 


41809 






E. 13. 


Name 


OJ99061 9 46 0103 CI 


ol 2 t ^ 


Method 


TBLASTX: 


Q n \ / W O ,3 Tl 

o y ijcdi 1 






Start 


37321 ~ 




End 


37702 






fll 


GI 


none 




Score 


70 






E 


Exons 


37321. .37437, 37528. 


.37701, 


37592. .37702 








O C . (J . 






Seq. ID 


OJ990619_ 


4 O . U J. U O . 


Cl 






77 554 




Strand 










"Start 


40660 

1 *J U U V 




End 


41809 








Name 


OJ990619 46 0103 r7 


oft rr c 


Method 


GENSCAN 








Start 


40660 ~ 




End 


41809 








GI 


7-1 o n <3 




Score 


. 62 








Exons 


40660. .40873, 41371. 


.41561, 


416-59. .418 


09 








Sea' No 


■ 37724 




Seq. ID 


OJ990619 


46.0103. 








7*7 5 S S 




'"—strand "'-^ 








Staift"^--!- 


■" 4"Q * " ' ' ■" ■ -"' 

4-? -- * . 




" Eftd'^'" : 


:*4 7 5- - 




. 




Name 




o J- . qs 


Method 


GENSCAN 








Start 


4 9 ~ 




. End 


475 










none 




Score 


.77 








Exons 


49. .475 














Seq, No. 


37725 




Seq. ID 


OJ990619_ 


_46. 0103. 


Cll 




Gene No. 


77556 




Strand 


-f 








Start 


718 




End 


811 








Name 


OJ990619 46.0103.C11 


. ol . gs 


Method 


GENSCAN 








Start 


718 




End 


811 








GI 


none 




Score 


.86 







37387 



Exons 



718. .811 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



37726 Seq. ID OJ990429_24 . 0128 . CI . 

77557 Strand 

1 End 190 

OJ990429_24 . 0128 . CI . ol .np Method AAT/NAP 

1 End 190 

5042429 Score 139 

1. .190 

(AC006193) Putative cytochrome P450 [Arabidopsis thaliana] 



37726 Seq. ID 

77557 Strand 

1 End 

OJ990429_24 .0128 . CI . ol . gs Method 

63 End 

none Score 
63. .137 



OJ990429_24.0128.C1 
190 

GENSCAN 

137 

.75 



Seq. No. 37727 Seq. ID 

Gene No. 77558 Strand 

..Start. 231'__ ^ ,End^ 

.Name.. : OJ9a0429,^2'4....oi28...£.2..,ol. gs ..Method.,. 

Start 231 End 

GI none Score 

Exons 231.. 275, 357.. 518 



OJ990429_24.0128.C2 

._518.„ ^ ^. 

„GENSCAN : . 

518 
.67 



Seq. No. 


37728 




Seq. ID 


OJ990429_ 


_24 


.0128 


.C3 


Gene No. 


77559 




Strand 


+ 








Start 


21 




End 


2064 








Name 


OJ990429 24.0128.C3.ol. 


gs 


Method 


GENSCAN 








Start 


21 




End 


2064 








GI 


none 




Score 


.73 








Exons 


21. .148, 368. .477, 643. 


. 690, 


1973. .2064 








Seq. No. 


37728 




Seq. ID 


OJ990429_ 


_24 


.0128 


.C3 


Gene No. 


77560 . . 




Strand 


+ 








Start 


12022 




End 


12504 








Name 


OJ990429 24.0128.C3.ol. 


gp 


Method 


AAT/GAP. 








Start 


12022 




End 


12504 








GI 


none 




Score 


906 








Exons 


12022. .12504 














Seq. No. 


37728 ' * 




Seq. ID 


OJ990429_ 


_24 


.0128 


:c3 


G^Tie'^Ncr:"'''''^'''" 






''--■-stWrfcf""'" 










startJ. - 'sz::. 


: 732 8.: 1' ; 




End.'".::::::' 


: 8.5.6.2:-^ 








Name 


OJ990429 24.0128.C3.ol. 


np 


Method 


AAT/NAP 








Start 


. 7328' - . 




End 


8562 








GI 


6815099' 




■ Score 


88 








Exons 


7328. .7533, 8406. .8434, 


8498. 


.8562 










GI Descrip. 


(AP001081) hypothetical 


protein [Oryza 


sativa] 








Seq. No.' 


37729 




Seq. ID ■ 


OJ990429_ 


_24 


.0128 


.C5 


Gene No. 


77562 




Strand 


+ 








Start 


1 




End 


353 








Name 


OJ990429 24.0128.C5.ol. 


np 


Method 


AAT/NAP 








Start 


1 




End 


353 









37388 



GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6573712 Score 173 

1..353 

(AC009978) T23E18.25 [Arabidopsis thaliana] 



37729 
77562 
1 

OJ990429_24 .0128.C5.ol.gs 
79 

none 
79. .265 



Seq. ID OJ990429_24.0128.C5 

Strand + 

End 353 

Method GENSCAN 

End 2 65 

Score .46 



Seq. No. 37730 

Gene No. 77563 

Start 315 

Name OJ990429_24 . 0128 . C6 . ol . gs 

Start 315 

GI none 

Exons 315. .374, 574. .711, 797. .961 

Seq. No. 37731 

..Gene,., No^ 7 75 61 , _ _ _ .„„„ , 

.Start ... ... 53,7 : .... 

Name OJ990429_24 . 0128 . C7 . ol . gs 

Start • 537 

GI none 

Exons 537 . . 682 



Seq. ID OJ990429_24 .0128.06 

Strand + 

End 961 

Method GENSCAN 

End 961 

Score . 66 



Seq. ID OJ990429_24 .0128..C7 

.^trand:_.„ - 

End. J., S' 6B2.i'\.Z'Z:' ^ 

Method GENSCAN 
End 682 
Score .42 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start - 

GI' ■ ' -■ 

Exons 

.'3eqV Uo-.'^' V 
Gene No. 
"start 
Name 
Start 
GI 

Exons 



37732 
77565 
1 

OJ990429_24 . 0128 . CIO . ol . np 
1 

6671951 
1. ,823 

(AC016795) hypothetical protein [Arabidopsis thaliana] 



Seq. ID OJ990429_24. 0128. CIO 
Strand 

End 823 

Method AAT/NAP 

End 823 

Score 654 



37732 
77565 ■ 
1 

OJ990429_24 .0128. CIO. o2.tm 
2 

none ^ ' " 



Seq. ID OJ990429_24 .0128. CIO 
Strand 

End 823 

Method TBLASTX : Maize 

End 308^ 

Score 60 ■ • : " • r- 



2. .55, 9. .56, .65. .307, 66. . 308 , .98 . . 181 



77565 

1 

OJ9904 29_24 .0128.C10.ol.gs 

154 

none 

154. .811 



Seq. --ID ^ .OJ9904 29_24'.-0128.Ci.0 
Strand 

End ■ 823 
Method GENSCAN 
End 811 
Score .84 



Seq. No. 37732 

Gene No. 77565 

Start 1 

Name OJ990429 24 . 0128 . CIO . ol . tw 



Seq. ID OJ990429_24 .0128. CIO 
Strand 

End 823 

Method TBLASTX : Wheat 



37389. 






Start 


230 


End 


691 




GI 


none 


Score 


50 




Exons 


230. .526, 575. .691, 


618. . 683 






Seq. No. 


37732 


Seq. ID 


OJ990429_24. 0128. CIO 




Gene No. 


77565 


Strand 






Start 


1 


End 


823 




Name 


OJ990429 24 .0128.010 


.ol.tm Method 


TBLASTX: Maize 




Start 


323 


End 


782 




GI 


none 


Score 


85 




Exons 


323. .526, 354. .527, 


605. .781, 618. .782 






Seq. No. 


37733 


Seq. ID 


OJ990429_24. 0128. Oil 




Gene No. 


77566 


Strand 


+ 




Start 


17 


End 


429 




Name 


OJ990429 24.0128.C11 


.ol.gs Method 


GENSCAN 




Start 


17 


End 


375 




GI 


none 


Score 


.86 




Exons 


17. .81, 87. .255, 286 


. . 375 






Seq. No. 


37733 


Seq. ID 


OJ990429 24.0128. Oil 




Gene No. 


,77 566„_ 


...._._St rand 


_+ ^ ~^ ^ 




. .S.taxt ... . 


. 17... 


.End . . 


"429 " .y„ 7 \. Z.. ^.J.- ; 


^; SB* 


Name 


OJ990429 24.0128.011 


.ol.np Method 


AAT/NAP 




Start 


17 


End 


429 




GI 


6017114 


Score 


274 




Exons 


17. .162, 286. .429 






I y 

f 1 


GI Descrip, 


{AO009895) unknown protein [Arabidopsis thaliana] 




Seq. No. 


37733 


Seq. ID 


OJ990429_24. 0128. Oil 




Gene No. 


77567 


Strand 




fy 


Start 


1 


End 


372 




Name 


OJ990429 24. 0128. Oil 


. ol.gp Method 


AAT/GAP 




Start 


1 


End 


343 




GI 


26327 1.R1084 


Score 


274 




Exons 


1. .161, 285. .343 








GI Descrip. 


'6017114/gb|AAF01597 


. 1IAO009895 '18 2.0e-38 (AC009895) unknown 






protein [Arabidopsis 


thaliana] ' 






Seq. No. 


37733 


Seq. ID 


OJ990429_24. 0128. Oil 


r 


Gene No. 


77567 


Strand 






Start 


1 


- End 


372 - . . 




iSIame 


■OJ990429 24. 0128. Oil 


.ol.tm- Method 


TBLASTX: Maize : 




Start " 


13 .. ■ . . 


■ End 


372 . ; • " ■ • 






"Ht/ff^^ " '"^^'"^ 








■ - Exohs- - 


13. .63,. i'6-. . 63, IT. . i 


64,- 18 . : 65;, 5i; ::i6i 


.', "'52 \\ 162.;~ 280-.:. 37-2,' - - ' 






.286. .345,. 288. .350 ■ 








Seq. No. 


3-7 7 33 


Seq. ID 


OJ990429_24 . 0128 .011 




Gene No. 


77567 


Strand 






Start 


1 


End 


372 




Name 


OJ990429 24.0128.011 


. ol.ts Method 


TBLASTX: Soybean 




Start 


14 


' End 


342 




GI 


none 


Score . 


.72 




Exons 


14. .61, 16. .63, 17. .( 


54, 51. .161, 52. .162, 280. .342, 285. .341 



Seq. No. 37734 Seq. ID OJ990429_24 . 0128 . 012 



37390 



Gene No. 


77568 


Strand 


+ 


Start 


13 


End 


102 


Name 


OJ990429 24,0128.C12.ol.gs 


Method 


GENSCAN 


Start 


13 


End 


102 


GI 


none 


Score 


.43 


Exons 


13. .20, 54, .102 






Seq. No. 


37735 


Seq. ID 


OJ990429_24.0128.C13 


Gene No. 


77569 


Strand 




Start 


125 


End 


545 


Name 


OJ990429 24 .0128.C13.ol.tm 


Method 


TBLASTX: Maize 


Start 


125 


End 


545 


GI 


none 


Score 


56 


Exons 


125. .283, 155. .292, 236. .520, 


291. .545, 301. .525, 384. .545 


Seq. No. 


37736 


Seq. ID 


OJ990429_24.0128.C14 


Gene No. 


77570 


Strand 


+ 


Start 


38 


End 


141 


Name 


OJ990429 24.0128.C14.ol.gs 


Method 


GENSCAN 


Start 


38 


End 


141 


GI 


none 


Score 


.72 


Exons 


38„. ^1A1, _ 






Seq. No. 


37737 


Seq. ID 


OJ590429_2'4 .0128 .'615" 


Gene No. 


77571 


Strand 




Start 


203 


End 


355 


Name 


OJ990429 24.0128.C15.ol.gp 


Method 


AAT/GAP 


Start 


203 


End 


355 


GI 


2 2.R1084 


Score 


306 


Exons 


203. .355 






GI Descrip. 


'2129675/pir 1 jS60222 2.0e-26 


probable 


chlorophyll synthetase 



- Arabidopsis thaliana >gi_972938 (U19382) putative chlorophyll 
synthetase [Arabidopsis thaliana] >gi_3068709 (AF049236) 
putative chlorophyll synthetase [Arabidopsis thaliana] * 



Seq. No. 


37738 




Seq. ID 


OJ990429_24. 


0128 .C16 


Gene No. 


77572 




Strand 


+ 




Start 


1 




End 


333 




Name 


OJ990429 24 


.0128 .C16.ol.np 


Method 


AAT/NAP 




Start 


1 




End 


333 




GI 


3763933 




Score 


52 




Exons 


. 1..207, 262 


. .333 








GI Descrip. 


(ACd04450)'- 


unknown protein 


[Arabidopsis thalian'a) 




^'Seqr-NS.^"'''"''' 


^'^^1'7'3r9'-"''''''^"'- 




''"■"'T-^seiqr-ia- 


•'W9§0'4:2f;;;^2'4'; 




^ Gene"' No. / 


"■77573: 




- ^--Strand. 


\+ ■ . 




Start 


.133 . 




End . 


319 




Name 


OJ990429 24 


. 0128 .C18 .ol.gp 


Method 


AAT/GAP 




Start 


133 ■ 




End 


319 




GI 


2797237 




Score 


233 




Exons 


133. .319 










Seq. No. 


37739 




Seq. ID 


OJ990429_24 . 


0128. C18 


Gene No. 


77573 




Strand 






Start 


133 




End 


319 ' 




Name 


OJ990429 24 


.0128.C18.ol.gs 


Method 


GENSCAN 




Start 


135 




End 


281 





37391 




GI 


none 




Score 


.89 




Exons 


135. .281 










Seq. No. 


37740 




Seq. ID 


OJ990429_24 .0128 


.C19 


Gene No. 


77574 




Strand 


+ 




Start 


247 




End 


682 




Name 


OJ990429 24 .0128.C19.ol. 


as 


Method 


GENSCAN 




Start 


247 ~ 




End 


682 




GI 


none 




Score 


. 92 




Exons 


247. .368, 379. .682 










Seq. No. 


37741 




Seq. ID 


OJ990429_24 .0128 


.C20 


Gene No. 


77575 




Strand 






Start 


1412 




End 


1745 




Name 


OJ990429 24.0128.C20.ol. 


OS 


Method 


GENSCAN 




Start 


1412 ~ 




End 


1745 




GI 


none 




Score 


.85 




Exons 


1412 . . 1745 










Seq. No. 


37742 




Seq. ID 


OJ990429_24 .0128 


.C22 


Gene No. 


77576 




Strand 






Start-„':._,„..;^ 


_ 2 5 8 




. End_. 






,Name. 


...QJ99,ft4 29 ,.24 ...(112.8^ C2'2,ToI . 


crs 


Method 


GENSCAN 




Start, 


258 *~ " 




End' 


340 




GI 


none 




Score 


-.87 




Exons 


258 ] . 340 










Seq. No. 


37742 




Seq. ID 


OJ990429 24 0128 


.C22 


Gene No . 


77577 




Strand 






Start 


448 




End 


830 




Name 


OJ990429 24.0128.C22.ol. 


gp 


Method 


AAT/GAP 




Start 


448 




End 


830 




GI 


26930 1.R1084 




Score 


678 




Exons 


448 . ,830 










GI Descrip, 


' 14 03522 /embi CAA4 04 74 | 7 


.Oe-82 (X57187) 


chitinase [Phaseolus 




vulgaris] * 










Seq. No. 


37742 




Seq. ID 


OJ990429_24 .0128 


.C22 


Gene No. 


77577 




Strand 






Start 


448 




End 


830 




Name 


OJ990429 24.0128.C22.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


530. ~ • - 




End 


830 ■ ■ - 




GI ■ " * 


none * ^ - 




Score 


290 . • 




Exons 


530. .775, 570". .779, 782. 


.829, 


783. .830 






Seq.' 'No. - - 


-.3774 2-::.: -.::.-:-' . v . 




-Seq..." id: 


.pJ99042a_-24-. 0.128 


.C22L-.- 


Gene No. 


77577 




Strand 






Start 


4 48 




End . 


830. ■ • 




Name 


OJ990429 24.0128.C22.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


536 ~ 




End 


829 




GI 


none 




Score 


114 




Exons 


536. .721, 567. .710, 707. 


.829, 


735. .827 






Seq. No. 


37742 




Seq. ID 


OJ990429_24 .0128 


.C22 


Gene No. 


77577 




Strand 






Start 


448 




End 


830 




Name 


OJ990429 24 .0128.C22.ol. 


ts 


Method 


TBLASTX: Soybean 





37392 



start 
GI 

Exons 



564 End 830 

none Score 164 

564. .740, 566. .748, 707. .829, 708. .830, 740. ,787 



Seq, No. 37742 

Gene No. 77577 

Start 448 

Name OJ990429_24 . 0128 .C22 . o2 . gs 

Start 566 

GI none 

Exons 566 . .763 



Seq. ID OJ990429__24 .0128.C22 
Strand 

End 830 

Method GENSCAN 

End 7 63 

Score .52 



Seq. No. 37742 Seq. ID 

Gene No. 77577 Strand 

Start 448 End 
Name OJ990429_24 . 0128 . 022 . ol . np Method 

Start 569 End 

GI 1076693 Score 
Exons 569.. 830 

GI Descrip. chitinase (EC 3.2.1.14) class I - European elder (fragment) 
gi I 603882 |emb|CAA87072 I ( Z4 6948 ) ' pathogenesis-related protei 
__£B-~ 3-J^,yR§_: J Samfeuc^ug.: n^^ 



OJ990429_24.0128.C22 
830 

AAT/NAP 

830 

306 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



37743 
77578 
1 

OJ990429_24.0128.C23.ol.np 
1 

4539386 

1..27, 1083. .1297, 1555. .1655, 2365. .2385 

(AL035526) extensin-like protein [Arabidopsis thaliana] 



Seq. ID OJ9904"29_24.0128.C23 

Strand + 

End 2385 

Method AAT/NAP 

End 2385 

Score 41 



37743 Seq. ID 

77579 Strand 

52 ■ End 
OJ990429_24.0128.C23.ol.gs Method 

52 End 

none Score 
52. .223, 1564. .1643 



OJ990429_24.0128.C23 

1643 
GENSCAN 
164 3 
.58 



Seq. No. 37744 

Gene No. 77580 - . - 

Start ■ ' 57 ■ " ■ ' " ' ' ' 

Name * _OJ990429_24.0128.C24.ol.qs ' 

" St artf^" ^'-^-^ ' 'Sl^"" "'^ ' ' '"'^ 

-GI - -..--..-none" ■ - . " 

Exons 57.. 266, 656.. 931 



Seq. ID 
Strand 

End-'. 
Method - 

Score - 



OJ990 42 9^24 . 0128.C24 
+ 

950 \ ■ / - : " 

GENSCAN • 

.. 6.1--. 



Seq. No. 37744 Seq. ID 

Gene No. 77580 Strand 

Start 57 End 

Name OJ990429_24 . 0128 . C24 . ol , np Method 

Start 69 End 

GI 2281107- - - Score 

Exons 69.. 266, 656.. 950 

GI Descrip. (AC002333) unknown protein [Arabidopsis thaliana] 



O'J99042 9_24 . 0128 .C24 
+ 

950 

AAT/NAP 
950 
188 



37393 






oeq . iNo . 


O 1 f H H 




Seq. ID 


OJ990429_24 


.0128 


no A 




Gene No. 


77581 




Strand 










Start 


1862 




End 


2780 








lNd.Uie 


• OJ990429 24.0128.C24.ol.tm 




Method 


TBLASTX: Maize 








29 




End 


945 










none 




Score 


142 










29. .112, 30. .128, 33. .275, 


37 


..129, 189. .254, 190. 


.264, 








233. .304, 629. .931, 629. .934, 


646. .936, 648. .944, 


^ ^ R 


y 4 0 




Seq. No. 


37744 




Seq. ID 


OJ990429_24 


. u i z o 


.C24 




Gene No. 


77581 ■ 




Strand 












1862 




End 


2780 








Name 


OJ990429 24.0128.C24.o2.gs 




Method 


GENSCAN 










1862 




End 


2721 








r T 


none 




Score 


.87 








Exons 


1862. .1964, 2059. .2084, 2432. 


.2550, 2595.. 2721 








o e q . LN o . 


37744 




Seq. ID 


OJ990429_24 


. U iZo 


no A 




Gene No. 


77581 




Strand 










Start 


1862 




End 


2780 








Name 


OJ990429 24.0128'.C24.o2.np 




Method 


AAT/NAP 










_.1868 ; _ r 




..End 


■2780 










65988.63. ... : ' ' 




..Score 


_xa3.. 




^ 




TT" V c 


18'68.". 1963, 2411.. 2544; 2631. 


.2780 








£n 


oi uescrip. 


(AC010556) unknown protein 


[Arabidopsis thaliana] 








Seq. No. 


J / / 4 5 




Seq. ID 


OJ990429__24 


n 1 o D 
. U izo 


.C25 


1: J 


Gene No. 


77582 




Strand 


+ 








O L dX L 


167 




End 


576 






"si 


Name 


OJ990429 24 .0128.C25.ol.gs 




Method 


GENSCAN 






f y 


o car L 


167 




End 


576 








PT 


none 




Score 


. 67 






fl 


Exons 


167. .212, 353. .576 














Seq. No. 


37745 




Seq. ID 


OJ990429_24 


. U Iz o 


.C25 




Gene No. 


77583 




Strand 


+ 








O Lai C 


930 




End 


2684 






f ^ 


Name 


OJ990429 24.0128.C25.o2.gs 




Method 


GENSCAN 








O Lai U 


930 




End 


2684 










none 




Score 


.68 








Exons 


930. .941, 2222. .2337, 2441. 


.2684 










Seq. No'. 


37745 ' 




Seq. ID 


"OJ9904 2 9_24 




:C25 




Gene No. 


77584 




•Strand 


+ " ■ ■ 








o Lai t 








■3923 








- Name 


, ..OJ990429. 24 ..0"i.28.C25.oi:gp^ 




Method - 


-AAT/GAP-i 








OLait. 


3473 




End 


3923 








oi 


none 




.Score . 


845 . ... 








£j AL>1 lo 


'3473. .3923 














oeq . NO , 


37745 




Seq. ID 


OJ990429_24 


.0128 


. Cz 0 




Gene No. 


77585 




Strand 


+ 








Start 


11617 




End 


11967 








Name 


OJ990429 24.0128.C25.o4.gs 




Method 


GENSCAN 








Start 


11617 




End 


11967 








GI 


none 




Score 


. 92 








Exons 


11617. .11967 













37394 





Seq. No. 


37745 








Seq. ID 


OJ990429_24 .0128.025 




Gene No. 


77586 








Strand 








218 








End 


9572 




Nsme 


OJ990429 24 


.0128 


.025. ol 


.np 


Method 


AAT/NAP 






218 








End 


8824 




PT - 
la X 


3080398 








Score 


92 




Exons 


218. .297, 6788.. 


6877, 7473.. 


7516, 7602 


..7686, 8672. .8824 




IjX uebc-xxp. 


\ rlXi \J ^ ^ \j\J O ) 


putative protein 


[Arabidopsis thaliana]-- 




Seq. No. 


.J / / *4 J 








Seq. ID 


OJ990429_24. 0128. 025 




Gene No. 


77586 








Strand 






O UdX U 


218 








End 


9572 




NBITie 


\,^U -? -7 U *i ^i- Z f± 


.0128 


.025. o3 


.gs 


Method 


GENSOAN 




O tax t. 


"^7 '^ ~ 








End 


9572 




O X 


none 








Score 


.45 








4122 


. .4247, 


4277 


..4376, 4903. .4944, 4986. .5861, 






O^DO. .DUD// 


6731 


. . 6854, 


7473 


..7510, 8672. .8752, 9159.. 9572 




Seq. No. 


'^77 4 R 








Seq. ID 


OJ990429_24 .0128.025 




^ Q M 


7 7 t^i P 
/ / 0 O D 








Strand 






-.r^-L.Ari:^ 


9 1 R 








_£nd 


9572. 




. . NBine . . , 


I bja90.42'9_2'.4 


,012.a.„C25..o2. 




Method. 


,.AAT/GAP „ _ 


%J 


O U dX t 


'5'000 








End 


5838 






none 








Score 


1662 


l! e 

f i 1 


Exons 


OUUU. .0000 












f ^ 


o e q . IN Q . 


"^77 4 
O / / fl O 








Seq. ID 


OJ9904 29_2 4 . 0128 .025 






77 RR7 








Strand 






Start 


1 9 c. n 

X ^ O U D 








End 


13566 




Name 


n iQOtOA 9 Q 94 


.0128 


.C25.03 


. ZTCl 


Method 


TBLASTXrMaize 




en- a r*-|- 
o u dx i_ 


3592 








End 


4957 


„ 


\j ± 


none 








Score 


39 


^1 


litis. (JI lo 


'3c:q9 '^f;'5n 

.ODOU/ 


3750 


. .3779, 


3754 


..3780, 37^ 


15. .3829, 3786. .3830, 






jOjO. .jOD4/ 


3837 


. .3863, 


3891 


..3920, 4002. ,4151, 4028. .4177, 






4 0*^0 4 1 R9 


4094 


. :4183, 


4174 


..4236, 4227. .4268, 4304. .4507, 






4 '^4 n 4^07 


4341 


. .4508, 


4342 


..4515, 4900. .4944, 4901. .4957 


f 1 


Seq. No. 


"^11 AC, 
O f / ^ D 








Seq. ID 


OJ990429_24.0128.O25 


Ej 


Gene No. 


77 Cp7 
f / O 0 / 








Strand 






O L dXU 


12506 








End 


13566 




Name- 


OJ990429 -24 


. 0128 


025. ol 


. tm- 


Method 


TBLASTXrMaize 




Q 1- a r- +- 
O LdX L- 


4965 








End " / 


5571' ' - 




\J X 


none 








Score ". 


326 






^''''4Q&&-:Z 52:85; 


'4'9"67^ 


^:B*2^'7y- 


--4-9 6 f 








,'-5276. ..5329', 


:52 99- 


•,.-■5517,. 


5333- 


.•. 5521 ^1.5.5 17..'. 5-5 6^.^ - 5521 . : 5'5-7 H-'^ 




Seq. No. 


'37745 








Seq. ID 


OJ990429_24. 0128. 025 




Gene No. 


77587 








Strand 






Start 


12506 








End 


13566 




Name 


OJ990429 24 


.0128, 


025. ol 


ts 


Method 


TBLASTX : Soybean 




Start 


4982 








End 


5529 




GI 


none 








Score 


78 




Exons 


4982... 5056, 


5014 , 


.5055, 


5057 


..5206, 5057. .5116, 5059. .5223, 






5221. .5271, 


5242, 


.5457, 


5270 


..5470, 5452. .5529, 5456. .5527 




Seq. No. 


37745 








Seq. ID 


OJ990429_24. 0128. 025 



37395 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



77587 
12506 

OJ990429_24.0128.C25.ol.tc 

5350 

none 

5350. .5430, 5369. .5425, 5452, 
5629. .5724, 5730. .5852, 5738. 
5969.. 6073, 5970.. 6068, 6731. 

37745 
77587 
12506 

OJ990429_24.0128.C25.ol.tw 

5567 

none 

5567,. 5638, 5659.. 5706, 5716. 
5970,. 6068, 5987.. 6070 



Strand 

End 13566 

Method TBLASTX : Cress 

End .6781 

Score 56 
.5562, 5456. .5587, 5600. ,5638, 
.5845, 5746, .5862, 5747, .5869, 
. 6781 

Seq. ID OJ990429_^24 .0128.C25 
Strand 

End 13566 
Method TBLASTX : Wheat 
End 6073 
Score 66 

.5862, 5726.. 5869, 5969.. 6073, 



Seq. No, 37745 ^ Seq. ID OJ9904 29_24 . 0128 . C25 

Gene No, 77587 Strand. 

Start 12506 ' End 13566 

. Name,.. , JQ J 9 90 4 2J^2 4^, .0.1 2 8..,C2 5.y,o2 ^t,m i ,_Me t hod__T.BLASXX : M ■ _ 

Start ;,.ii3.i--.„ ..En.d.._^ .,/,6Di.C 

GI ' none' ' ' Score 297 

Exons 5572.. 5871, 5573,, 5890, 5955.. 6059, 5960,. 6058, 59651.6060, 
5984. .6061, 5986. .6060 



Seq. No. 37745 

Gene No, 77587 

Start 12506 

Name OJ990429_24 , 0128 . C25 . o2 , ts 

Start 5734 

GI none 

Exons 5734., 5862, 5740.. 5862, 5741, 



Seq. ID OJ990429_24, 0128, 025 
Strand 

End 13566 

Method TBLASTX : Soybean 

End 87 67 

Score 78 

.5866, 5968. ,6048, 5969. .6073, 



5970. ,6068, 6731. .6877, 6735.-6878, 6737. .6880, 6745, .6879, 
7470. ,7535, 7471. .7521, 7588. ,7689, 7589, ,7687, 7592, ,7693, 
8669. ,8767, 8670, ,8762 



Seq. No. 
Gene No. 
Start 
Name 

' Start • 
GI _ • 
■ExOiri's'^ ' 



37745 Seq. ID 

77587 Strand 

12506 End 

OJ990429_24,0128.C25.o5.tm Method 

6731 ■ ■ ' - ■ -. ^- - - - 

none' Score 



OJ990429_24,0128.C25 
13566 

TBLASTX: Maize 
•7689 
191 



"15'7 31 : : &877v:"6'7-32':^l5fff^'- -7^ 

75*8:9. ,768-7^,- 75"9r,;.7 68 9. ~" ' ... - ■ I- L ::.::v'„:.. 



Seq. No. ' 37745. / - . . 

Gene No. 77587 

Start 12506 

Name OJ990429_24 . 0128 . C25 , o4 . tm 

Start 8603 

GI none 

Exons 8603.. 8812, 8613.. 8813, 8615. 

Seq. No. 37745 

Gene No. 77587 



Seq, ID OJ990429_24,0128.C25 
Strand 
End 

Method 
End 
Score 
.8824 



13566 

TBLASTX: Maize 

8824 

23.0 



Seq. ID 
Strand 



OJ990429 24.0128.C25 



37396 



start 
Name 
Start 
GI 

Exons 



12506 End 

OJ990429_24 . 0128 . C25 . 06 . tm Method 

9395 End 

none Score 



13566 

TBLASTX: Maize 

9639 

49 



9395. .9424, 9419, .9562, 9423. .9581, 9423. .9581, 9424. .9582, 
9586. .9639, 9587. .9622 



Seq. No. 37745 

Gene No. 77587 

Start 12506 

Name OJ990429_24 . 0128 . C25 . o5 . gs 

Start 12506 

GI none 

Exons 12506. .12608, 12700 .. 127 4 6, 
13554. .13566 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990429_24.0128.C25 

13566 
GENSCAN 
13566 
.7 



12898. .13195, 13378 .. 134 53, 



Seq. No. 37746 Seq. ID OJ99042 9_24 . 0128 . C26 

Gene No. 77588 Strand + 

Start 536 End 4855 

Name , pJ990429_24 . 0128 . C26 . ol . np Method AAT/NAP 

Start 536 End 4838 

_ „_.GI_ . .•..34 51074;.^ j:..: !... l •. : , Score_.„ J22 

_^ _,.Exons...... ......;.53.6.....563, .2725 .....3126, .3I8J. .,3414.,. ,4 1.99 .,..4i3.8. 

Cj GI besc'rip.' (AL0313'26) putative protein [Arabidopsis thaliana] 

Seq. No. 37746 Seq. ID OJ990429_24 . 0128 . C26 

Gene No. 77588 Strand + 

Vf Start 536 End 4855 

O Name OJ990429_24 , 0128 . C26 . ol . gp Method AAT/GAP 

LlI Start 2061 End 2141 

•.3 GI 38012_1.R1084 Score 99 

ffn Exons 2061.. 2141 

GI Descrip. ' 4097947/gb | U72255 | OSU72255 2.0e-23 Oryza sativa 

beta-1, 3-glucanase precursor {Gns9) gene, complete cds.' 

^4 Seq. No. 37746 Seq. ID OJ990429_24 . 0128 . C26 

Gene No. 77588 Strand + 

[2 Start 536 End 4855 

li Name OJ9904 29_24 . 0128 , C26 . ol . gs Method ' GENSCAN 

If Start 2521 End 4855 

'^^ GI none Score .54 

Exons 2521. .3414, 4199. .4855 



Seq. -^No.'^ ^ 37746 j _^ ' Seq. ID OJ9904_29_24 . 0128 . C26 

:s-tart . .--^-^ ~ -9.L1.8' - i' J.,/*... ..:j..:En:d - .ioMB^~^i-:~i <- v . : . \ ^l::^,. . 

Name OJ99042 9_24 . 0128 . C26 . o2 . gs Method GENSCAN 

Start . - 9118 End • 10969- 

GI - none Score . 62 " 

Exons 9118. .9198, 9267. .9473, 10212 .. 10303, 10670 .. 107 13, 10824. .10969 



Seq. No. 37746 Seq. ID 

Gene No. 77590 Strand 

Start 11908 End 

Name OJ990429_24 . 0128 . C26 . ol . tc Method 

Start 2803 End 

GI none Score 



OJ990429_24 .0128.C26 
12081 

TBLASTX: Cress 

3363 

135 



37397 



Exons 



2803. .2898, 2811. .2897, 2961. .3050, 2971. .3060, 3115. .3279, 
3141.. 3281, 3268.. 3363, 3276.. 3362 



Seq. No. 37746 

Gene No. 77590 

Start 11908 

Name OJ990429_24 . 0128 . C26 . ol . tw 

Start 3022 

GI none 

Exons 3022.. 3060, 3022.. 3063, 3115, 
3273.. 3308, 3277.. 3309, 3309, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
.3162, 3153. 
.3350, 3309. 



OJ990429_24.0128.C26 
12081 

TBLASTX: Wheat 
3353 
60 



.3236, 3154. 
,3353 



,3237, 





O e q . IN U . 


'^11 A a 

O / / 4 U 








Seq. ID 


OJ9904 2 9_24 . 0128 .C2 6 














Strand 






o tax L 


± ± -/ u o 








End 


12081 




Name 




n 1 9fl 

. U X z o . 


o . O X . 


L S 


Method 


TBLASTX: Soybean 






o ± X o 








End 


4423 














Score 


290 




Exons 


3115. .3417, 


3141. 


.3407, 


4193. 


.4423, 4270. .4422 




GI Descrip. 


- 












— 


Q ^ /-r M 


T 7 7 4 ^; 


— — 


* ™- 




-_Seq^_ID_ 


OJ990429 24.0128;C26 




^jene. iN.o,. . ... , • 


7 7 c, Q n 




• ' ' 


^ 


St ra.nd 








X X ^ U 0 








End 


12081 


% c? 


Name 




m 9ft 


uz o . oz . 


um 


Method 


TBLASTX: Maize 




b rar u 


/I 9 O "5 
^ Z Z O 








End 


4603 


?; 5 


GI 


none 








Score 


100 




Exons 


4223. .4318, 


4325. 


.4603 








. i 


o e q . In o • 


7 7 ^ 

J / / ft D 








Seq. ID 


OJ990429_24 . 0128.C26 






77 RQD 








Strand 




= =1 




X X u o 








End 


12081 




Name 


VJU -? -/ U 4 Z Z4 


ni 9R 

. U X z O . 


L-Z D . OZ . 


U C 


Method 


TBLASTX: Cress 




Q-t- a r--*- 
O L-dlT L. 


4 '3 p n ~ 

4 J O U 








End 


4844 




o J. 


none 








Score 


223 


""•4 


Exons 


4380. .4535, 


4382. 


.4675, 


4382. 


.4540, 4504. .4656, 4694. .4747, 


h S3 




4827. .4844 














o e q . o . 


O / / 4 D 








Seq. ID 


OJ990429_24.0128.C26 




Gene No. 


77590 








Strand 






Start 


11908 








End 


12081 




Name 


OJ990429 24 


.0128. 


C26,o2. 


ts 


Method 


TBLASTX: Soybean 




Start 


'4 504 








End 


4 919 " ' ~ ■ 




GI 


none 








Score 


162 




Ex'6ns " " ■ 


■; 4-5134 V".*4^7"4V 


';f50^5: 


*:^'6'7'57" 


4"682;: 


. 4 7 5 Or 4'g30^ 91 9"^' ' -.---xr-.r^r.:^.^.-. 




Seq. No. 


37746 








Seq. ID ■ 


OJ990429_24.0128.C26 




Gene No. • . 


77590 - 








Strand 






Start 


11908 








End 


12081 




Name 


OJ990429 24 


0128. 


C26.01. 


tm 


Method 


TBLASTX: Maize 




Start 


4 616 








End 


4972 




GI 


none 








Score 


109 




Exons 


4616. .4732, 


4617. 


.4733, 


4617. 


.4736, 4636. .4737, 4637. .4756, 






4776. .4892, 


4818. 


.4913, 


4883. 


.4972, 4891. .4968 




Seq. No. 


37746 








Seq. ID 


OJ990429_24.0128.C26 




Gene No. 


77590 








Strand 





3739*8 




start 


11908 




End 


12081 




Name 


OJ990429 24 0128 C26 o"^ 


. g£> 








Start 


11908 ~ 




End 


T 2081 

X ^ Lf O X 




GI 


none 




Score 


8^ 




F.xnn s 


11908 12081 










Seq. No, 


311A1 




Seq. ID 


OJ990429_24 .0128 


.C27 


Gene No. 


77591 




Strand 


+ 




Start 


2744 




End 


4810 

*4 O X W 




Naine 


OJ990429 24 0128 r27 r>l 










Start 


2744 ~ 




End 


4R1 0 

*i O X U 




GI 


none 




Score 






Exons 


2744 2995 3420 3577 


4579. 


.4 810 






Seq. No. 


311A1 




Seq. ID 


OJ990429_24.0128 


.C27 


Gene No. 


77592 




Strand 


+ 




Start 


5925 




End 


7103 

' X W J 




Nairie 


OJ990429 24 0128 027 o2 


. gtj 








Start 


5925 "~ 




End 


71 03 
/ X u o 




GI 


none 




O^kJX C 






Exons 


5925 5978 6960 7103 










,Seq.., No.. . 


''377417"' " 




Seq. ...ID 


..aa990,42.,9^24.,.0128 


.C27, , 


Gene No. 


77593 




Strand 






Start 


8165 




End 


1 0S4 Q 

X VJ J 1 J/ 




Name 


OJ990429 24 0128 r27 


. gb 




O Ej Ln O V-^riLN 




Start 


8165 ~ 




FnH 


1 n^4 Q 

X U O 4 ^ 




GI 


none 




O l.^V./'X C ■ 






F.3f on <=5 


816S 8276 Q62S QSQD 


X U ^ \J / 


1 02 QS 


10471 lO^AQ 

XU4 /X. ■ XUJ4^ 




Spa No 


3774 8 






n,TQQ049Q 24 01 9P 
\JUyy\J'±^j ^4 .ux^o 


. o 


Gene No . 


77594 




Strand 






Start 


1356 




End 


2929 




Name 


OJ990429 24.0128.C28.ol 


.np 


Method 


AAT/NAP 




Start 


1356 




End 


2929 




GI 


283004 




Score 


472 




Exon ^ 


1356. .1744, 2465. .2929 










T Oo Q r* "i T\ 


DNA-binding protein Gt-2 - rice gi | 20249 | emb | CAA48328 | 


^ ADO Z D 1 ; 




gt-2 [Oryza sativa] 










Sea No 


37748 




Seq. ID 


OJ990429_24 .0128 




Gene No . 


77594 




Strand 


+ 




Start. 


1356 - 




End 


2 92 9 - 




Name 


OJ990429 24.0128.C28.ol 




Method 


AAT/GAP ■ ■ 




^S t'^ r t"^' ■ v-ir.' : 






^'End" 


"27"69 


. , 


Gi ' 


'.:433.3.8':-i'^Ri084,':: - 




-Score:-'- 


:-.l2i5'.--:::::-^:^:^'..:- 1 




Exon 


1407. .1744,' 2465. .2769 










VJ J. L/C 4j J_ _L . 


'283004/pirl IS28030- 3.0€ 


5.-42 DNA-binding protein Gt-2 ■ r 


tri CG 




>gi_2 0 24 9_emb_CAA4 8 3 2 8_ 


(X68261) gt-2 


[Oryza sativa] ' 




Seq. No. 


37748 




Seq. ID 


OJ990429_24.0128 


r28 


Gene No. 


77594 




Strand 


+ 




Start 


1356 




End 


2929 




Name 


OJ990429 24.0128.C28.ol 


gs 


Method 


■GENSCAN 




Start 


1422 . 




End * 


2877 




GI 


none 




Score 


.6 




Exons 


1422. .1744, 2465. .2877 











37399 




Seq. No. 


37748 






Seq. ID 


OJ990429_24.0128 


.C28 


Gene No. 


77594 






Strand 


+ 




Start 


1356 






End 


2929 




Name 


OJ990429 24 


.0128.C28.ol. 


to 


Method 


TBLASTX: Cress 




Start 


1634 






End 


2696 




GI 


none 






Score 


166 




Exons 


1634. .1747, 


1635. .1745, 


1635. . 


.1742, 2435.. 2611, 2439.. 2672, 




2480. .2557, 


2481. .2570, 


2649. . 


.2696 






Seq. No. 


37748 






Seq. ID 


OJ990429_24.0128 


.C28 


Gene No. 


77594 






Strand 


+ 




Start 


1356 






End 


2929 




Name 


OJ990429 24 


.0128.C28.ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


1634 






End 


2615 




GI 


none 






Score 


180 




Exons 


1634 . . 1747, 


1635. . 1745, 


2447 . . 


.2611, 2448. .2615 




Seq. No. 


37748 






Seq. ID 


OJ990429_24.0128 


.C28 


Gene No. 


77594 






Strand 


+ 




Start 


1356 






End 


2929 




Name, 


_Ojr99j34 29..24,, 


.Ji2,8,..„C28„,j>,l^, 


tm__: 


^Methpd._ 


..„.TBLAST>Ll.^?.ai?e, „ 


— — - 


Start „ 


y 2€4'qZ'Z' ...i IT. 






End .. 


:3702. 




GI . 


none 






Score 


285 ' ■ 




Exons 


2448. .2630, 


2462. .2629, 


2630. . 


,2701, 2631.. 2702 




Seq. No. 


37749 






Seq. ID 


OJ990429_24 .0128 


.C29 


Gene No. 


77595 






Strand 


-f 




Start 


1 






End 


1623 




Name 


OJ990429 24. 


.0128.C29.ol. 


np 


Method 


AAT/NAP 




Start 


1 






End 


1620 




GI 


283004 






Score 


865 




Exons 


1..896, 966. 


..1103, 1237. 


.1283, 


1350. .1503, 1565. .1620 




GI Descrip. 


DNA-binding protein Gt-2 


: - rice gi I 20249 I emb| CAA48328 I 


{X68: 




gt-2 [Oryza 


sativa] 










Seq. No. 


37749 






Seq, ID 


OJ990429_24 .0128 


.C29 


Gene No. 


77595 






Strand 


+ 




Start 


1 






End 


1623 




Name 


OJ990429 24. 


.0128.C29.ol. 


gs 


Method 


GENSCAN 




Start 


27 






End 


1623 




GI 


none 






Score 


,65 




Exons 


27. .1103/ 1237. .1623" * 








. ._ ..... 


Seq7 W; 








'Seq.'"' ID"' 


•''OJ 9"9*0'-4 F9-j^TyOl'2'^ 




'Gerie '-No". .^i 


* • U'hSC-.^ . 






Strand"-. 






Start 


1584 






End 


2228 




Name 


OJ990429 24. 


,0128.C2 9.o2. 


ts. 


Method 


TBLASTX: Soybean 




Start 


. 2 






End 


229 




GI 


none 






Score 


256 




Exons 


2. .76, 3. .221, 188. .229 










Seq. No. 


37749 






Seq. ID 


OJ990429_24.0128 


.C29 


Gene No. 


77596 






Strand 






Start 


1584 






End 


2228 




Name 


OJ990429 24. 


0128.C29.ol. 


to 


Method 


TBLASTX: Cress 




Start 


3 






End 


818 





37400 








none 




Score 


9 91 
X 






Exons 


-5 997 ^Af, 


O X 0 , 


040.. d3Z , 


T c T Q "5 

/ 3 3 . . / y J 






Seq. No. 


37749 




Seq. ID 


OJ990429_24.0128 


.C29 




Gene No. 


77596 




Strand 










X J o y 




iiinci 


99 9fi 
Z Z Z 0 






Nsme 


nTQQn49Q 94 ni 9R rOQ r\9 


-hm 

. uin 


Method 


i oXjAo i A ; Na 1 z e 








111 ~ 

X J. X 




Lna 


9^9 
Z OZ 






P T 


none 




Score 


1 Q 9 
X 0 Z 






Exons 


111 9'^n 141 9'^n ifl9 

XXX.. ^OU/ XflX.,Z^U/ 10 ^ 


9 "^9 










Seq. No. 


37749 




Seq. ID 


OJ990429_24 .0128 


.C29 




Gene No. 


77596 




Strand 








O Lai. L 


X O O *i 




CjilCl 


999fi 
Z Z Z 0 






N^me 


nTQQn49Q 94 ni9P P9Q /-^^ 

VJU J7_7U4^-Z? ^'±.UXZ0.\--Z_7.0X 


. US 


LYieiinoQ 


i dXjAo X A ; ooyoean 








^4 R ~ 

-J fi J 




iLinu. 


fi 1 Q 
0 X O 








none 




Score 


4 97 
4 Z / 






Exons 


545. .652, 546. .818, 758 


. .793 










Seq. No. 


37749 




Seq. ID 


OJ990429_24.0128 


.C29 




Gene No. 


77596 




Strand 








=j -r +- 


._1584^ - 




TP r^ H 


■9 9 9 Q 






. Nanie.„ . . 


. .0J9 9.0.4 2 9.. 2.4 .0128 ..C29 . bl .±m 


. ..Method. 


J. i3ljAb.iA.:.Maize 


— 




Q+- o r-+- 


34 0 




bna 


Q 1 D 

0 io 




% 




none . v . 




Score 


yl yl yl 
4 4 4 




tn 


Exons 


04o..olo, 04o..D4y, 3/4 


. . bob 


f / 3 3 . . / y J 






I y 


Seq. No. 


O 1 f 




Seq. ID 


OJ990429_24.0128 


.C29 




Gene No: 


11596 




Strand 








O L. d. i. L. 


1584 






9 99 R 
Z Z Z 0 




W= 


Nsme 


OJ990429 24.0128.C29.ol 


-gp 


Method 










1584 




iLina 


9 9 9 Q 

ZZZ 0 




E y 


yj 1. 


none 




Score 


1 9 /I Q 

XZ4 y 




= 




1584. .2228 












Seq. No. 


37750 




Seq. ID 


OJ990429_24 .0128 


.C30 




Gene No. 


77597 




Strand 


.+ '. 








2708 




End 


4504 






N3ITie 


. OJ990429 24.0128.C30.ol 


.gs 


Method 


GENSCAN 




^ =^ 




2708 




End 


4504 






u ± 


none 




Score 


. 62 






Exons 


2708. .2798,. 2933. .3027, 


3056 


..3272, 3442.. 3535, 4474.. 4504 




Seq. No. 


- 37750 ' _ 




Seq. ID 


OJ990429_24.0128 


.C30 










Strand'''""' 








. ^3 ^^^.j;.^ • 


i:-52.a6-v : : i.;!.- 




End 








Nsiue 


OJ990429 24.0128.C30.o2 


.gs 


Method 


GENSCAN 






O L. a L L. 


5206 




End 


7586 






fZT 
\j ± 


none 




Score 


.82 






IT V 1^ Ti c; 


5206. .5269, 7258. .7586 












Seq. No. 


37750 




Seq. ID 


OJ990429_24.0128 


.C30 




Gene No. 


77599 




Strand 


+ 






Start 


8417 




End 


9699 






Name 


OJ990429 ■24.0128.C30.o3 


gs 


Method 


GENSCAN 






Start 


8417 




End 


9699 






GI 


none 




Score 


.99 





37401 



Exons 



8417. .8657, 8824. .8966, 9037. .9699 



Seq. No. 37750 Seq. ID 

Gene No. 77599 Strand 

Start 8417 End 

Name OJ990429_24 . 0128 . C30 . o2 . gp Method 

Start 8789 End 

GI 10616_2.R1084 Score 

Exons- 8789. . 94 65 

GI Descrip. ' 50424 35/gb | AAD38274 . 1 | AC006193_30 8.0e-68 (AC006193) Unknown 
protein [Arabidopsis thaliana] ' 



OJ990429_24 .0128.C30 
+ 

9699 
AAT/GAP 
9465 
1287 



Seq. No. 37750 

Gene No. 77599 

Start 8417 

Name - OJ990429_24 . 0128 . C30 . ol . np 

Start 8863 

GI 5042435 

Exons 8863. . 9654 

GI Descrip. (AC006193) Unknown protein [Arabidopsis thaliana] 



Seq. ID OJ990429_24 .0128.C30 

Strand + 

End 9699 

Method AAT/NAP 

End 9654 

Score 855 



,Seq^^.Np, ......,3775g__ 

Gene,.No"..„ „,I.7.605,„ ......... 

Start ■ ' 9773 ' ' ~ ,r ' 

Name OJ990429_24 . 0128 . C30 . o3 . gp 

Start 9773 

GI 3761197 

Exons 9773.. 10051 



.S.eq...... m. ..,Q J.a-9 012 9^2 4^,^0a 2 8^ 

.strand._,.J +. -... 

Eind "10051 ' 

Method AAT/GAP 

End 10051 

Score 529 , 



Seq. No. 37750 

Gene No. 77601 

Start 19229 

Name OJ990429_24 . 0128 . 030 . o7 . gp 

Start 19229 

GI uC-osflcyp039h04bl 

Exons " 19229. .19398 

GI Descrip. ' 1617274 /emb | CAA96522 | l.Oe-09 
[Brassica napus] ' 



Seq. ID OJ990429_24.0128.C30 

Strand + 

End 19398 

Method AAT/GAP 

End 19398 

Score 297 ' 

(Z72152) AMP-binding protein 



Seq. No. 37750 Seq. ID 

Gene No. 77602 Strand 

Start 24831 . End 

Name ■ ' ' ■ bJ990429_24'. 0128 . 030 . o8\ gp ' Method 
Start 24831 " " End 

:^xoiis::^-~^^'i- 2 4-8:34-.:.:2.5^32-i^ .Cr!;: . ::V 



^OJ990429_24. 0128. 030 
+ 

25132 

AAT/GAP ■■■ 
25132' 



Seq. No. 37750 Seq. ID OJ990429_24 . 0128 . 030 

Gene No.-. 77603 • Strand 

Start 5384 End 5854 

Name OJ990429_24 . 0128 . 030 . ol . gp Method AAT/GAP 

Start 5384 End 5854 

GI 8547_1.R1084 Score 865 

Exons 5384.. 5854 

GI Descrip. '2288999 5.0e-16 {AO002335) electron transfer flavoprotein 
ubiquinone oxidoreductase isolog [Arabidopsis thaliana] * 



37402 



Seq. No. 


37750 




Seq. ID 


OJ990429_ 


24.0128 


.C30 


Gene No. 


77604 




Strand 








O U d i- L. 


10887 






1 1 Rfii 

X X ^ D X 






Nsme 


O.TQQn49Q 94 01 9R P'^H 


o4 . qs 


LYie L noQ 








Of- a y--t- 


1 DRR? ~ 

X U O O f 




Cjna 


1 1 R fil 






\j ± 


n nn o 




Score 


A 








inRR7 11990 11^c;fi 


1 1 










O C . LN . 






oeq . X u 




OA n 1 9 ft 




(^pnp No 


77605 




Strand 








Start 


11862 




End 


17352 






Name 


OJ990429 24.0128.C30. 


o4 . gp 


Method 


AAT/GAP 






Start 


11862 




End 


12317 








3768959 




Score 


575 






P von C3 


11862. .12149, 12238. . 


12317 










GI Descrip, 


2288999 5.0e-16 (AC002335) 


electron transfer flavoprotein 




ubiquinone oxidoreductase isolog [Arabidopsis thaliana] 




O C ^ ■ ViKJ m 


37750 




Seq. ID 


OJ990429_ 


24 .0128 


n n 




77605 




Strand 










11862 




End 


17352 








_OJ990429-„24.. 0128'. C30 . 




,__^^M e t .hbcLl 


j5ENSCAN„v 








. .J2.0T6 .. . „ ... 




r^-.End:'V 


.,.1718.71'^..,. 






GI- 


none 




Score 


. 8 4 ' : * 






P von Q 


12066. . 12149, 12238.. 


12304, 


12412. .12540, 12836. 


. 12915, 






13035. .13101, 13212.. 


13261, 


13414. .13538, 13743, 


. 13845, 






14167. .14259, 14379.. 


14447, 


14771. .14887, 15312. 


. 15386, 






15492. .15555, 15764.. 


15876, 


15952; .16056, 16728. 


.16804, 






16941. . 17187 












pn Mn 


37750 




Seq. ID 


OJ990429_ 


24 .0128. 


C30 


f^c^np Mn 


77605 




Strand 








O U d i- L. 


11862 




End 


17352 






M^ mo 


OJ990429 24.0128.030. 


o2 . np 


Method 


AAT/NAP 






o c d I. u 


12069 


End 


17352 






GI 


2288999 




Score 


1760 






Exons 


12069. .12149, 12238.. 


12304, 


,12412. .12540, 12836.. 


. 12915,' 






13035. .13101, 13212.. 


13261, 


13414. .13538, 13743. 


, 13845, ■ 






14167. . 14259, 14379. . 


14447, 


14771. .14887, 15312. 


. 15386, 






15492. .15538, 15768. . 


15876, 


15952. .16033, 16140. 


. 16246, 






16728. .16804, 16941.. 


17352 










GI Descrip. 


(AC002335) putative electron transfer 


f lavoprote 


in ubiquinone 




oxidoreductase [Arabidopsis 


thaliana] ' 









'Gefie .N6'.~ 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 



.11862 



:i^istrand---"-^k;: •.;:::::L:.iiL. 

17352 
AAT/GAP 
15985 
413 

15768. .15876, 15952.. 15985 
electron transfer flavoprotein 



End 

Method 
End ■ 
Score 



OJ990429_24 . 0128 . 030 . o5 . gp 
■15312 
3768958 

15312. .15386, 154 92 .. 15538 , 
2288999 5.0e-28 {AC002335) 
ubiquinone oxidoreductase isolog [Arabidopsis thaliana] 



37750 
77605 
11862 



Seq. ID 

Strand 

End 



OJ990429 24.0128.C30 



17352 



37403 




Name 


OJ990429 24. 


0128. C30 


.06. gp 


Method 


AAT/GAP 




q-i- a r-t 

O L ct I. 


16133 






End 


17192 




C T 


4:-uC-osroM202028hl0bl 




Score 


769 




XT' V T^ ^ 


■ 16133. . 16246, 16728. 


.16804, 


16941. .17192 






. '2288999 3.0e-28 (AC002335) 


electron transfer flavoprotein 




ubiquinone oxidoreductase isolog [Arabidopsis thaliana] 




Seq. No. 


37750 






Seq. ID 


OJ990429_24 .0128 




Gene No. 


77606 






Strand 








19256 






End 


25029 




NsiTie 




0128. C30 


. o3 . tm 


Method 


TBLASTX: Maize 




O L d J. L 


8907 . 






End 


9135 




w ± 


none 






Score 


330 




P von 


8907. .9134, 


8908. .9135 








Seq. No. 


37750 






Seq. ID 


OJ990429_24 .0128 


.C30 


Gene No. 


77606 






Strand 






Start 


19256 






End 


25029 




Ma mo 


OJ990429 24. 


0128. C30 


. ol . ts 


Method 


TBLASTX: Soybean 






8917 






End 


94 8 6. 






none 






Score 


378 




C V n G ■ • ' 


:i,.,J.917^.^ia£,.^ 


8.922,.^,A03,5,.. "5084. .9188, - -9226 .. 9366, 9237. .9365-^ 




9363.. , 94i5;,.. 


.9376 .'-.-9.41 


3,0^^ . . 






— - — . 


C! o M 
o 4 . Ln U . 


37750 






Seq. ID 


OJ990429_24 .0128 


.030 




77606 






Strand 








19256 






End 


25029 




Name 


OJ990429 24. 


0128. C30 


. o2 . tm 


Method 


TBLASTX: Maize 




O Ldl. L 


12058 






End 


13262 




GI 


none 






Score 


126 




Exons 


12058. .12150, 12065. 


. 12157, 


12066. .12152, 12066. . 12158, 






12'067. .12165, 12233. 


. 12289, 


12237. .12296, 12238. . 12303, 






12238. .12303, 12408. 


. 12548, 


124 09. .1254 9, 12410. . 12565, 






12411. .12569, 12413. 


.12562, 


12793. .12930, 12828. . 12914, 






12829. .12918 


, 13029. 


. 13103, 


13035. . 13067, 13036. . 13095, 






13211. .13261 


, 13212. 


.13262 








o e q , IN o . 


37750 






Seq. ID 


OJ990429_24.0128 


.C30 


Gene No. 


77606 






Strand 






Start 


19256 






End 


25029 




Kfa mo 


OJ990429 24. 


0128. C30, 


.ol.tc 


Method 


TBLASTX: Cress 




*^-|- a-r-h 


12060 






End . 


12548 




.. . . . 

o ± 


none' 






Score 


70' - 






12060. . 12158 


, 12066., 


.12158, 


12085. .12165, 12238. .12303, 




- " * - 'i - 


"'^=-K4$5~;''rr2'5fg 












Seq. No. ' 


37750 






Seq. ID 


OJ990429_24 .0128 


.C30 


Gene No. 


• 77606 






■ Strand 








19256 






• ■ End 


25029 




Name 


OJ990429 24. 


0128. C30, 


.o3.ts 


Method 


TBLASTX : Soybean 




o t- ar c 


12063 






End 


12288 




GI 


none 






Score 


83 




Exons 


12063. .12158 


, 12066.. 


.12152, 


12067. .12165, 12238. .12288 




Seq. No. 


37750 






Seq. ID 


OJ990429_24 .0128 


.C30 


Gene No. 


77606 






Strand 






Start 


19256 






End 


25029 





37404 



Name 


OJ990429 24.0128.030 


. ol , tm 


Method 


TBLASTX : 


^ai ze 


Start 


13420 






End 


17097 




GI 


none 






Score 


124 




Exons 


13420 . , 


13542, 13421. 


. 13540, 


13723 13815, 13724 


13816, 




13735 . . 


13818, 13739. 


. 13828, 


13819. . 13839, 13819 


. . 13851, 




14167 . . 


14283, 14171. 


. 14266, 


14172. . 14267, 14379 


. .14 4 38, 




14379. . 


14450, 14380. 


.14448, 


14741. . 14887, 14746 


. .14 889 




14772. . 


14888, 14773. 


. 14889, 


15308. .15388, 15309 


. .15389^ 




15310. . 


15387, 15312. 


.15389, 


15475. .15549, 15483 


. .15548, 




15484 . . 


15549, 15492. 


. 15551, 


15766. . 15879, 15767 


15877 , 




15768 . . 


15878, 15769. 


. 15879, 


15948. .16034, 15948 


16034 , 




15949. . 


16035, 15949. 


16035. 


16140. . 16244, 16142 


. 1624 6 




16727. . 


16804, 16728. 


. 16805, 


16728. . 16805, 16729 


. .I6860' 




16936. . 


17097, 16937. 


. 17017, 


16939. . 17067 




Seq. No. 


37750 






Seq. ID 


OJ990429_ 


24 . 0128 ,030 


Gene No. 


77606 






Strand 






Start 


19256 






End 


25029 




Name 


OJ990429 24.0128.030 


.o2 . ts 


Method 


TBLASTX:. 


Soybean 


Start 


13781 






End 


15516 


GI 


none 






Score 


77 




Exons 


^ .13781... 


i^a31,„a-371X...d3;83Ct: 


J.4167^.:,,l-4 2 


83,_::r4i6a 






.ill 63... 


112.6.7, 3 7 9.. 


.a .4 .4 .5.0, 


14^.80. .14.4.4.2,., 147.4L 


1 4 ft R7 




14770. . 


14889, 14772. 


14 888, 


15309. .15389, 15310' 


15387 , 




15312. . 


15389, 15481. 


15516, 


15492. .15515 




Seq. No. 


37750 






Seq. ID 


OJ990429_ 




Gene No. 


77606 






Strand 






Start 


19256 






End 


25029 




Name 


OJ990429 24.0128.030. 


o6 . gs 


Method 


GENSOAN 




Start 


19256 






End 


25029 




GI 


none 






Score 


.42 




Exons 


19256. . 


19308, 19440., 


19598, 


20594 , .20730, 22287 


. ^ ^ J VJ / , 




23101. . 


23253, 23480., 


23690, 


24745. .25029 




Seq. No. 


37751 






Seq. ID 


OJ990429_ 


9 A m :?ft c^i 


Gene No. 


77607 






Strand 


+ 




Start 


1 






End 


818 




Name 


OJ990429 24,0128.031. 


ol . np 


Method 


AAT/NAP 




Start 


1 




End 


801 




GI 


4538968 






Score 


395 




Exons 


1. .801 












GI De scrip. 


(ALd'4 94 


88) putative protein. 


kinase [Arabidopsis 


thaliana] ' 


"S^eq-:"'K'6T 


"'^3.7T51'^^'^ 






•''"^'^S^;'^Td'^ 




/Gehel*lNo .V. 








I.^-"S-tr^"rVd--l-" 






Start 


1 






End 


818 




Name 


OJ990429 24.0128.031. 


ol . gs 


Method 


GENSOAN 




Start 


124 






End 


818 




GI 


none 






Score 


.45 




Exons 


124 . .81 


8 










Seq. No. 


37751 






Seq. ID 


OJ990429_ 


24. 0128. 031 


Gene No. 


77608 






Strand 






Start 


466 






End 


980 




Name 


OJ990429 24.0128.031. 


o2 . gp 


Method 


AAT/GAP 




Start 


466 






End 


980 





37405 




GI 


none 


Score 


1 A r\ o 

1009 


Exons 


41 DO . . you 






Seq. No. 


37751 


Seq. ID 


OJ990429_24.0128.C31 


Gene No. 


77609 


Strand 




o car L 


1 c: ^ Q 
± 0 o y 


hna 


o Q Qn 

z y yu 


Name 


ujyyu4zy z4 . ui^o . Coi . oi . tc 


Method 


TBLASTX : Cress 


Start 


y y 


bna 


ceo 


bi 


none 


Score 


O A O 

oU J 


Exons 


yy..ooo/ ioy..o/D, 41o..odo 






Seq. No. 


37751 


Seq. ID 


OJ990429_24 .0128.C31 


Gene No. 


77609 


Strand 




b tar L 


1 c; Q 
i D by 


hina 


O Q O A 

z y y u 


Name 


ujyyu4zy z4,ui^:o.boi.oi.ts 


Metnod 


TBLASTX : Soybean 


(D Lai. C 


117 ~ 

± X f 




JZ / 


C T 


none 


Score 


1 Cl A 

i y 4 


Exons 


IIT T7/1 QQyl C.O"? 






Seq. No. 


37751 


Seq. ID 


OJ990429_24 .0128.C31 


Gene No. 


77609 


Strand 






1 5 6_^ ■ ' " " "■* : - 


jbna-_ 


\-Z„y.y y 


Name.-,. , ...1^, 


,.OJ.yy.U4 4:y..-<:A..;y -L-i^a-. Col., oX,.jtw, 


, Metnod . . 


.TBLASTX .: Wh.ea.t 


o tart 




End 


368 




none 


Score 


2 90' 


Exons 


lO"^ Ti^Q IRQ an 
I^o, .JDO/ lOo. .00/ 






Seq. No. 


37751 


Seq. ID 


OJ990429_24 .0128.C31 


Gene No. 


77609 


Strand 




ot art 


1 R Q 
13 by 


End 


O A A A 

z y yu 


Name 


OJyyU4zy z4.012o.C31.ol.tm 


Method 


TBLASTX : Maize 


otart 


"3 0 "3 


End 


C A A 

590 


bi 


none 


Score 


1 A A 

192 


Exons 


ozy.,4yD, jJo..oyu 






Seq. No. 


37751 


Seq. ID 


OJ9904 2 9_24 .0128.C31 


Gene No. 


77609 


Strand 


- 


C 4- -1 -1.^-1- 

btart 


loby 


End 


2990 


Name 


OJ990429 24 . 0128 . C31 . o2 . gs 


Method 


GENSCAN 


bt art 


lo by 


End 


A A A A 

z y yo 


bl 


none 


Score 


^ c 
. DO 


Exons 


IR^TQ TOT"? oom -oocri onoi 


O fi fi A 

, z y yu 


. . : 


beq. WO. 


37752' 


Seq. -ID 


Ojy904z9 24.0128.C32 


' c» rS Q " W /V" 
.oeilS iNO . 




S t r and-~' 




TsYartt: 


::5lo .*':-^::*:'^:^^'-' v-"-rv":^^ 


':Erid 'r: 


.::5-3-4 r±zrri-r.- -r—..-- 


Name 


OJ990429 24.0128.C32.ol.gp 


Method 


AAT/GAP 


bt art 


330 


End 


O ^ A A 

24 00 


bi 


■ 794 1.R1084 ■ ■ 


Score 


1493 


Exons 


330. .655, 986. .1156, 1685. .1773, 2134. 


.24 00 




'2570497 l.Oe-69 (AF022731) H 


protein 






decarboxylase [Oryza sativa] ' 






Seq. No. 


37752 


Seq. ID 


OJ990429_24 .0128.C32 


Gene No. 


77610 


Strand 




Start 


530 


End 


5347 


Name 


OJ990429 24 .0128.C32.ol.ts 


Method 


TBLASTX: Soybean 



37406 




start 496 End 2320 

GI ... . . none Score 105 

Exons 496.. 534, 536.. 655, 573.. 653, 983.. 1165, 984.. 1175, 1685.. 1777, 
1689. .1775, 2120.. 2320 

Seq. No. 37752 Seq. ID OJ990429_24 . 0128 . C32 

Gene No. 77610 Strand 

Start 530 End 5347 

Name OJ990429_24 . 0128 . C32 . ol . tw Method TBLASTX : Wheat 

Start 506 End 682 

GI none Score 153 

Exons 506. .655, 552. .656, 555. .656, 614. .682 

Seq. No. 37752 Seq. ID OJ990429_24 . 0128 . C32 

Gene No. 77610 Strand 

Start 530 End 5347 

Name OJ990429_24 . 0128 . 032 . ol . tm Method TBLASTX : Maize 

Start 529 End 2243 

GI none Score 151 

Exons. 529. .588, 530. .655, 552. .656, 977. .1165, 987. .1157, 1070. .1159, 

1668.. 1766, 1669.. 1773', 1684.. 1773, 1685.. 1774, 1686.. 1775, 
:_;^..:..-.:2 ILL,..^. 12 4 2,,_2114 ,_.^22,1U__2 1 3 5^ 21 3 6.,,,„2 2.4 3. 

Seq. 'no.^ ■ ^' 37752 ' Seq. ID ' OJ99042V24 .^012?.^cT2 " ~ 

Gene No. 77610 Strand 

Start 530 End 5347 

Name OJ990429_24 . 0128 . C32 . ol . gs Method GENSCAN 

Start 530 End 5347 

GI none Score . 61 

Exons 530. .655, 986. .1156, 1685. .1773, 2134. .2355, 4963. .5119, 
5273. .5347 

Seq. No. 37752 Seq. ID OJ990429_24 . 0128 . C32 

Gene No. 77610 Strand 

Start 530 End 5347 

Name OJ990429_24 . 0128 . C32 . ol . np Method AAT/NAP. 

Start 535 . , End 2242 

GI 2570497 Score 598 

Exons 535. .655, 986. .1156, 1685. .1773, 2134.. 2242 

GI Descrip. (AF022731) H protein subunit of glycine decarboxylase [Oryza 
sativa] 

Seq. No. ' 37'752 '* " • " ' " ' Seq. ID OJ99042 9_24 . 0128 .'■•C32' 

Gene No. _ _ 77610 _ Strand 

::Name'.: ''rz:::::::z oy^'^M2T^2T:isi2 x3:2T oX: t c 1^' ' WetW6E''~^Tmi:A^'^^^^^^^ v . j ::: ' ■ 

start ' 536 ■ ' . . End ' 1775 

GI none Score 71 

Exons 536.. 655, 552.. 650, 983.. 1165, 984.. 1160, 1685.. 1774/ 1695. .1775 

Seq. No. 37753 Seq. ID OJ990429_24 . 0128 . 033 

Gene No. 77611 Strand + 

Start 29 End 1416 

Name OJ990429_24 . 0128 . 033 . ol . gs Method GENSOAN 

Start 29 End 1416 " 

GI none Score . 47 

Exons 29. .76, 412. .454, 941. .1082, 1314. .1416 



37407 




Seq. No. 


37753 




Seq. ID 


OJ990429_24 .0128.C33 


Gene No. 


77612 




Strand 




Start 


1804 




End 


2130 


Name 


OJ990429 24.0128.C33.o2 


. as 


Method 


GENSCAN 


Start 


1804 




End 


2130 


GI 


none 




Score 


..67 


Exons 


1804. . 1828, 2006. .2130 








Seq. No. 


37753 




Seq. ID 


OJ990429_24.0128.C33 


Gene No. 


77613 




Strand 




Start 


2978 




End 


7117 


Name 


OJ990429 24 . 0128 .C33.o3 


. as 


Method 


GENSCAN 


Start 


2978 




End 


6997 


GI 


none 




Score 


. 56 


Exons 


2978. . 6997 








Seq. No. 


37753 




Seq. ID 


OJ990429_24. 0128. 033 


Gene No. 


77613 




Strand 




Start 


2978 




End 


7117 


Name 


OJ990429 24 .0128.033.01 


. np 


Method 


AAT/NAP 


„Start._...._._^,^ 


^..,2981„...^ 




„_^^E.nd_..,„,, 






^ 'SI 58 3 i 3.0; .7^. r '.Z TrT- z 




Scare. ..... - 


X8.Q1 :^ 


Exons 


2981 . . 7-117 








GI Descrip. 


{AC002387) putative non- 


-LTR 


retroelement reverse transcripta 




[ Arabidopsis thaliana] 








Seq. No. 


37753 




Seq. ID 


OJ9904 2 9_2 4 .0128.033 


Gene No. 


77614 




Strand 




Start 


8248 




End 


9798 


Name 


OJ990429 24.0128.C33.o4 


. as 


Method 


GENSCAN 


Start 


8248 




End 


9798 


GI 


none 




Score 


. 99 


Exons 


8248 . . 9798 








Seq. No. 


37753 




Seq. ID 


OJ990429_24-.0128.C33 


Gene No. 


7761.4 




Strand 




Start 


8248^ 




End 


9798 


Name 


OJ990429 24 .0128.C33.o2 


.np 


Method 


AAT/NAP 


Start 


8251 




End 


9798 


GI 


5042429 




Score 


1230 


Exons 


8251. .9798 








GI Descrip, 


•.(AC00.6193) Putative cytochrofae P450 [Arabidopsis thaliana] 








"^^"Se^:"^^lBr 


^ J-^ ^U'^^^r^ tTlDYS^gr^ 


.''Gene'~N*cr.' 


yrii^T^^' 7— 




".T Strand 




Start 


10516 . . 




End. 


13299 


Name 


OJ990429 24.0128.C33.o3 


tm 


Method 


TBLASTX: Maize - - 


Start 


4395 




End 


4768 - ■ 


GI 


none 




Score 


71 


Exons 


4395. .4607, 4397. .4759, 


4658 


. .4768 




Seq. No. 


37753 ■ 




Seq. ID 


OJ990429_24. 0128. 033 


Gene No. 


77615 




Strand 




Start 


10516 




End 


13299 


Name 


OJ990429 24.0128.C33.o3. 


tw 


Method 


TBLASTX: Wheat 


Start 


4440 




End 


4829 



37408 






GI 


none 








Score 


148 




Exons 


4440 . . 4829, 


4442 


.4828 










Seq. No. 


37753 








Seq. ID 


OJ9904 29_24.0128.C33 




Gene No. 


77615 








Strand 






Start 


10516 








End 


13299 




N3ine 


OJ990429 24 


. 0128 . 


C33 . o2 


. tm 


Method 


TBLASTX: Maize 




Start 


4916 ~ 








End 


5548 




GI 


none 








Score 


63 




Exons 


4916 . . 5047, 


5081 . 


. 5365, 


5136 


..5348, 5354.. 5548 




Seq. No. 


37753 








Seq. ID 


OJ99042 9_24 . 0128. C33 




Gene No. 


77615 








Strand 






Start 


10516 








End 


13299 




Name 


OJ990429 24 


. 0128 . 


C33 . o2 


. tw 


Method 


TBLASTX: Wheat 




Start 


5061 ~ 








End 


5440 




GI 


none 








Score 


155 




Exons 


5061 . . 5369, 


5078. 


.5395, 


5390 


. .5440, 5400. .5438 




Seq. No. 


37753 








Seq. ID 


. OJ990429_24.0128.C33 




Gene No. 


77615 








Strand 






_S t arj:^,__ 


_10^516,__ 








_End_^, 


.„13299_. ^. 




iNaitie * / - . 


OJ990429 24 


. 0.12.8. .,C33...o4, 


tw. 


^.Method,... 


, .,TBLAsix.:.Whaat 


' tJ. 


Start 


54 41 " 








End 


5704 ■ ' ■ 




GI 


none 








Score 


160 


Cfl 
=i = 


Exons 


5441 5704. 


5451 . 


.5648 








f 1 


Seq. No. 


37753 








Seq. ID 


OJ990429_24.0128.C33 




Gene No. 


77615 








Strand 






Start 


10516 








End 


13299 




Name 


OJ990429 24 


.0128. 


C33.05 


tw 


Method 


TBLASTX: Wheat 


fi = 


Start 


6626 ~ 








End 


7006 




GI 


none 








Score 


77 


^ n 


Exons 


6626. . 7006, 


6663. 


.6722 










Seq. No. 


37753 








Seq. ID 


OJ990429_24.0128.C33 




Gene No . 


77615 








Strand 




- ~ 


Start 


10516 








End 


13299' 


l3 


Name 


OJy90429. 24 


.0128. 


C33.01. 


tc 


Method 


TBLASTX: Cress 




Start 


8206 








End 


9624 




GI 


none 








Score 


194 




Exons 


8206. . 8499, 


8258. 


.8461, 


8506 


.8730, 8510. .8713, 8752. .8913, 






8765. .8899, 


88 93. 


.8958, 


9022 ; 


. 9150,'" 9151. .9294, 92 92 . .'9450, 






9502 . . 9624- 




























• ^ 


'Se q.l "N o" ' ' ' 


'^3j'-7^53"*'' 'r'^ ™ 








"-'Seq'.-. ib'' 


6 J 99'0 4 2.9;V2:4 .'0 1 28 .'.'C 3 3 




Gene No.- 


77615 








Strand 






Start- 


10516 








End- . 


13299 • . . ' ' . 




Name 


OJ990429 24 


.0128. 


C33.01. 


tm 


Method 


TBLASTX: Maize 




Start 


8260 ~ 








End 


9423 




GI 


none 








Score 


289 




Exons 


8260. .8340, 


8293. 


.8733, 


8297. 


.8713, 8758. .8922, 8765. .8902, 






8917. .8961, 


9046. 


. 9144, 


9304 . 


. 9423 






Seq. No. 


37753 








Seq. ID 


OJ990429_24.0128.C33 




Gene No. 


77615 








Strand 






Start 


10516 








End 


13299 



37409 




Name OJ990429_24 . 0128 . C33 . ol . ts Method TBLASTX : Soybean 

Start 8260 End 9597 

GI none Score . '76 

Exons 8260. .8334, 8353. .8493, 8354. .8455, 8494. .8745, 8510. .8713, 
8749. .8922, 8768. .8899, 8926. .8958, 9160. .9276, 9241. .9522, 
9427. .9597 

Seq. No. 37753 Seq. ID OJ990429_24 . 0128 . C33 

Gene No. 77615 Strand 

Start 10516 End 13299 

Name OJ990429_24 . 0128 . C33 . ol . tw Method TBLASTX : Wheat 

Start 8263 End 8620 

GI none Score 408 

Exons 8263.. 8619, 8264.. 8620 

Seq. No. 37753 Seq. ID OJ990429_24 . 0128 . C33 

Gene No. 77615 Strand 

Start 10516 - End 13299 

Name OJ9904 29_24 . 0128 . C33 . o4 . tm Method TBLASTX : Maize 

Start 9157 . End . 9630 

GI none Score ' 90 

Exons:_ _..9157 ,^,.930.3,, . 922,1 ... 928 6, 9427.. 9630, 94 27.., . 9630 , 

'^il' Seq. 'No.' 37753 " " Seq. ID OJ9904 29^24 . OllT. 033^ 

^1 Gene No. 77615 Strand 

Start 10516 End 13299 

==: Name OJ990429_24 . 0128 . C33 . o6 . tw Method TBLASTX : Wheat 

l)^^ Start 9298 End 9639 

C J GI ■ none Score 128 

tJ Exons -9298. .9639, 9298. .9438, 9481. .9561, 9568. .9624 

Ijl Seq. No. 37753 Seq. ID OJ990429_24 . 0128 . 033 

Gene No. 77615 Strand 

Start 10516 End 13299 

[3 Name OJ990429_24 . 0128 . C33 . o5 . gs Method GENSCAN 

Start 10516 End , 13299 

U GI none • Score .88 

Exons 10516. . 10571, 114 94 .. 11583, 13123. .13299 

J3 Seq. No. 37754 Seq. ID OJ99042 9_24 . 0128 . C35 

[J Gene No. 77616 Strand + 

Start 1255 , . . End • 2072 ' - . ., 

Name ' OJ990'429_24 . 0128 . C35 .'ol . gp Method ' AAT/GAP 

Start 1255 End " 2072 " • . 

Exons- .^^^/"^'I255.".i372v'i*gi5. ;207z:'^^ ~ . : /i:"'::::::" :™r* 

GI Descrip. ' 4521194/dbj | AB0136.13 . 1 1 AB013613 6 . Oe-7 9 Oryza . satiya DNA, 
centromere sequence RCBll* - 

Seq. No. 37754 Seq. ID OJ99042 9_24 . 0128 . C35 

Gene No. 77617 ' Strand 

Start 755- End 6234 

Name OJ990429_24 . 0128 . C35 . ol . gs -Method GENSCAN 

Start 755 End 6234 

GI ' none Score .68 

Exons 755. .929, 3481. .3556, 3953. .4277, 5729. .5874, 6213. .6234 



37410 




Seq. No. 


37755 








Seq. ID 


OJ990429_24. 0128. 036 


Gene No. 


77618 








Strand 


+ 


Start 


69 








End 


749 




OJ990429 24 


.0128 


.C36.01 


. gs . 






O L.C1 J. L. 


69 








FnH 


7 4 Q 


CT 


none 








^ oo r'o 


• o o 




69, .149, 618. .749 








O C . LN . 


37755 








q^arr T n 
Oc:t^ . JLU 


Ci.lQQOAOQ OA m 9ft C^fi 


Gene No. 


77619 








Strand 


+ ~ 


Start 


1823 








End 


3382 


Naitie 


OJ990429 24 


.0128 


.C36.01 


. np 


Method 


AAT/NAP 


O C Ct i. L. 


1823 








End 


3376 


GI 


5042425 








Score 


1181 


P von ^ 

i_j Awl 1 J 


1823. .3376 












GI Descr ip . 


(AC006193) 


Putative Cytochrome P450 [Arabidopsis thaliana] 


Seq. No. 


37755 








Seq, ID 


OJ990429_24. 0128. 036 


Gene No. 


77 619 








Strand 


+ 


Start 


1823 








End 


3382 . . 


Name 


OJ990429 24 


.0128- 


.036. o2 


.gs 


Method 


GENSOAN 


c-f- 3 rt 


: -.1823.: . 








- End 


3382^ 




none 




. , 




... Scoxe. 




F" von =5 


"1823. .3382 












Seq. No. 


37755 








Seq. ID 


OJ990429_24, 0128. 036 


Gene No. 


77 fi?n 








Strand 




Start 


2384 








End 


4181 


Name 


OJ990429 24 




. L-O D . 0 1 


-H T.I 

. rw 


Method 


TBLASTX: Wheat 




987 








End 


3382 


GI 


none 








Score 


55 


F! von s 


987. .1034, 


3007. 


.3363, 


3008, 


.3364, 3008. .3382, 3288. .3365 


Seq. No. 


37755 








Seq. ID 


OJ990429__24, 0128. 036 


Gene No. 


77620 








Strand 




Start 


2384 








End 


4181 


Name 


OJ990429 24 


.0128 


036. o2 


.tm 


Method. 


TBLASTX: Maize 


91-;^ rt 


X -7 ^ U 








End 


2323 


GI 


none 








Score 


39 ■ 


F. V n n 

J—J ^\ w 1 1 O 


1928. .2110, 


1938 


.1955, 


1945 


..2136, 1958. .2149, 2264. .2323 


Sea No 


37755 








Seq. ID 


OJ99042 9_24 .0128 .036 


flprip No 


77620' ' ■• 








Strand 




start 


2384 








Eiid 


4181 




'•^'OJ99^04'2 9-"-2'4 


:'Ul28" 


'*C3:6''/ol 


/tc"^^'- 


*~MeThbii'''~^' 


TBL'ASTXrOireW'™*^"-^""^^ 


■^Start" ^- 










:::Enci-i---"'T 




GI 


none-. 








Scare. 


101 


F V on Q 


-•1967. .2116, 


2183-. 


.2275, 


2348 


.-.2482, 2371.. 2427, 24 8S> . 2 64 7 




2564 . .2731, 


2662, 


.2700, 


2711 


..2872, 2744. .2827, 2755. .2871, 




2863. .2952, 


2897. 


.3121, 


3010 


..3117, 3044, .3118, 3128. .3367, 




3166. .3369 












Seq. No. 


37755 








Seq, ID 


OJ990429_24 .0128.036 


Gene No. 


77620 








Strand 




Start 


2384 








End 


4181 


Name 


OJ990429 24 


.0128. 


036. o2 


.tw 


Method 


TBLASTX: Wheat 


Start 


1970 








End 


2305 



37411 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none 

1970. .2047, 1988. .2071, 2063, 

37755 
77620 
2384 

OJ990429_24 .0128.C36.ol.ts 

2021 

none 

2021. .2272, 2357. .2473, 2702. 
2890. .2955, 3010. .3117, 3134, 



37755 
77620 
2384 

OJ990429 24 .0128.C36.ol. 



2186 

none 

2186. 

2684. 

3007. 



,2260, 
.2866, 
.3300, 



2362. 
2714 , 
3017. 



.2463, 
.2827, 
.3331 



tm 



2363. 
2758. 



Score 67 
.2278, 2063.. 2305 

Seq. ID OJ990429_24 .0128:C36 
Strand 

End 4181 

Method TBLASTX : Soybean 

End 3343 

Score 161 

.2872, 2755. .2871, 2879. .3133, 
.3274, 3172. .3273, 3290. .3343 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.2476, 



OJ990429 24.0128.C36 



4181 

TBLAS.TX: Maize 
3334 
64 

2489. .2587, 2639. 



,2859, 2878.. 2952, 2894. 



.2707, 
.3334, 



,.ae.q. ._.N.o." ... . 
Gene No. 
Start ■ 
Name 
Start 
GI 

Exons 

GI Descrip, 



37755. : , 

77620 ',*"■■ " 
2384 

OJ990429_24 .0128 .C36.o2.np 



Seq. .ID,....aJ9.a0429^2,4...0.12A..C.3.,6. 
Strand - - ' " ■ [ ' 



End ■ 4181 

_ Method AAT/NAP • 

2384 End 4181 

6016875 Score 356 

2384. .2456, 3760. .3897, 4006. .4181 

{AP000570) EST AU078302 (C6324 1 ) corresponds to a region of the 

predicted gene.; hypothetical protein [Oryza sativa] 



Seq. No. 


37755 


Seq. ID 


OJ990429_24.0128.C36 


Gene No. 


77620 


Strand 




Start 


2384 


End 


4181 


Name 


OJ990429 24.0128.C36.o3.gs 


Method 


GENSCAN 


Start 


3725 


End 


4171 


GI 


none. 


Score 


.6 


Exons 


3725. .3897, 4040. .4171 






Seq. No. 


37756 


Seq. ID 


OJ990429_24.0128.C37 


Gene , No . 


' 77621 


Strand 


■ + . 


Start * ' . 


737 ' ■'. ' ' 


End ^ / 


18 64 


Name 


OJ99042 9_24 .0128X37 .ol.gs 


Method . 


. GtlNSCAN 






"^Sid^v^ 


■^1 ^^^--^^^-^^ ^r::^-^— 




-"-■"none- ■ ."'.7:: "" ..1 


'-Score - 


.... 82:-- . 


Exons 


737. ..778,- 1772. .1864 






Seq. - No. 


37756 


Seq. ID 


OJ990429_24 .0128.C37 


Gene No. 


77622 


Strand 


+ 


Start 


2024 


End 


2639 


Name 


OJ990429 24.0128.C37.ol.gp 


Method 


AAT/GAP 


Start 


2024 


End 


2639 


GI 


47859 1.R1084 


Score 


1143 


Exons 


2024. .2639 






GI Descrip. 


'461812/sp|Q05047 ICP72 CATRO 


8.0e-38 CYTOCHROME P450 72A1 




(CYPLXXII) (PROBABLE GERANIOL 


-10-HYDROXYLASE) (GEIOH) >gi_167484 



37412 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq, No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 

^"Exbns — 
GI Descrip. 



{L10081) Cytochrome P-450 protein [Catharanthus roseus] 
>gi_445604_prf 1909351A cytochrome P450 [Catharanthus roseus] ' 



37756 
77623 
4401 

OJ990429_24.0128.C37 .o3.gs 

4401 

none 

4401. .5225, 5254. .5935, 6869. 
7868. .8104, 8133. .8578 



Seq. ID OJ990429_24.0128.C37 

Strand + 

End 8770 

Method GENSCAN 

End 8578 

Score . 63 

.7033, 7118. .7355, 7581. .7828, 



37756 
77623 
4401 

OJ990429_24.0128.C37.o3.np 

7508 

5922636 



OJ990429_24.0128.C37 
+ 

8770 
AAT/NAP 
8533 
396 



Seq. ID 
Strand 
End 

Method 
End 
Score 

7508. .7625, 7915. .8104, 8399. .8533 

{AP000492) ESTs C99517 (E20319) , AU078130 (E20319 ) correspond to a 
region of the predicted gene.; hypothetical protein [Oryza 

...satiya] ^giLSM&S39X(i]QjA.B^^ ' - - ' 

...C395I7.,{.E2,03iiL..AU07kl3,0 {i;2.0.319) .corre:sp:OTd;:tp;,a." regicn . pX.Ibe 

predicted gene.; hypothetical protein , [Oryza sativa]- 



37756 Seq. ID OJ990429 

77623 Strand + 

4401 End 8770 

OJ990429_24 . 0128 .C37 . o2 . gp Method AAT/GAP 

7793 End 8169 

5816533 Score 681 
7793. .8169 
5922636/dbj IBAA84637 



24.0128.C37 



11 l.Oe-14 



(AP000492) ESTs 

C99517 {E20319) ,AU078130(E20319) correspond to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
>gi_6016869_dbj_BAA85212.1_- (AP000570) ESTs 

C99517 (E20319) , Ay078130 (E20319) correspond to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



37756 
77623 
4401 

OJ99d429_24 . 0128 . C37 . 63 . gp 



Seq. ID OJ990429_24.0128.C37 

Strand + 

End ■ 8770 . ■ 

Method AAT/GAP - . - 

End • 8770 _ , „ - 

' So & r e ffa 3" — - 



8421 

--.842U . 8:770- - . ' ' : " : " 

6016845/dbj IAP000570.1IAP.000570 l.Oe-128 Oryza sativa genomic 
DNA, chromosome 1, clone : P07 IIEIO . • 



Seq. No. 37756 Seq. ID 

Gene No. 77624 Strand 

Start 9196 End 

Name OJ99042.9_24 . 0128 . C37 . o4 . gs Method 

Start 9196 ' End 

GI none Score 

Exons 9196.. 9211, 9286.. 9713 



OJ990429_24.0128.C37 
+ 

9713 
GENSCAN 
9713 
.98 



37413 



O C \^ ■ IN » 


37756 




V-/U ^ ^ \J ri C. ^ 




Gene No. 


77625 


Strand 






Start 


2199 


End 


3770 




Name 


OJ990429 24 .0128.C37,ol.np 


Method 


AAT/NAP 




O O i- L. 


2199 


End 


3770 






5042425 


Score 


1236 




R V o n ^ 


2199. .3770 








m np<?pTiD 

\J X C 1^ X J. « 


(AC006193) Putative Cytochrome P450 [Arabidopsis thaliana] 


Seq. No . 


37756 


Seq. ID 


OJ990429 


_24 .0128.C37 


Gene No. 


77625 


Strand 






Start 


2199 


End 


3770 




Name 


OJ990429 24.0128.C37.o2.gs 


Method 


GENSCAN 




3 rt 


2199 


End 


3770 




GI 


none 


Score 


1 




Hi A Wi 1 O 


2199. .3770 








O C • L\V^ • 


37756 


Seq. ID 


OJ990429 


_^24.0128.C37 


Gene No. 


77626 


Strand 






Start 


6766 


End 


11829 




Name 


OJ990429 24.0128.C37.o4.np 


Method 


AAT/NAP 




Start 


„6766.., : „ _ ^ 


End „: 


;,11.829 




ni . 


'.ij655698. .......... 


Score: ^ 1. 


-.4.40 , . 




F" von <^ 


6766.. 6796, 9426.. "9644, 9945.. 


10112, 11807. .118 


29 


\_i X 1^ o >w X -1- ■ 


(AF023472) peptide transporter [Hordeum vulgare 


] • 


Seq. No. 


37756 


Seq. ID 


OJ990429 


_24 .0128.C37 


Gene No. 


77626 


Strand 






Start 


6766 


End 


11829 




Name 


OJ990429 24 .0128.C37.o5.gs 


Method 


GENSCAN 




Start 


9950 


End 


10518 




GI 


none 


Score 


.71 




R V o n 

J_J ^ V^l 1 o 


9950. .10177, 10447. .10518 








Sea No 


37756 


Seq. ID 


OJ990429_ 


_24 .0128.C37 


Gene No. 


77626 


Strand 






Start 


6766 


End 


11829 




Name 


OJ990429 24 .0128.C37.o5.np 


Method 


AAT/NAP 




Start 


10738 


End 


11284 




GI 


5777617 


Score 


69 




R von Q 

J_j A 1 o 


10738. .10969, 11212. .11284 








VJ JL !_/ \3 O \_> X -J_ L> « 


(AJ245900) CAA30375.1 protein 


• [Oryza sativa] . . 




Seq . No . ' 


37756 ■ " ' 


Seq. ID 


OJ99Q429_ 


_24 .0128.C37 












Start • 


13785 ■ - - ^ 


End - . - 


.15.4.32 




Name 


OJ990429 24.0128..C37.ol.tc . 


Method 


.T^LASTX: Cress " 


Start 


2206 . .... 


End 


15300 




GI 


none 


Score 


212 




R vnn 


2206. .2409, 2241. .2447, 2454.. 


2678, 2457.. 2657, 


2458. .2679, 




2676. .2873, 2725. .2901, 2847.. 


2948, 2896.. 2925, 


2934 . .3110, 




3111.. 3272, 3255.. 3407, 4527.. 


4640, 4533.. 4673, 


4730. .4909, 




4731. .4913, 4889. .4963, 4890.. 


5036, 5215.. 5289, 


5241. .5429, 




5263. .5430, 5476. .5685, 5478.. 


5681, 5691.. 5909, 


5692. .5898, 




13866. . 14078, 13963 .. 14070, 14 


115. .14324, 14125 


. . 14322, 




14370. . 14537, 14383 .. 14559, 14 


526. .14585, 14625 


. . 14762, 




14763. . 14912, 14836 .. 14 913, 14 


940. .15077, 15000, 


. .15056, 



37414 



15172. .15300 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



37756 
77627 
13785 

OJ990429_24 .0128.C37.ol.tm 
2209 



none 
2209 
2725 
4910 
5238 



Seq.. ID 
Strand 
End 

_ Method 

End 
Score 

2298, 2241.. 2729, 2268.. 2654, 2275 
2850, 2877.. 2921, 2970.. 3005, 3117 



OJ990429 24.0128.C37 



15432 

TBLASTX: Maize 
14889 
64 

.2682, 2718. 
.3230, 3258. 



.2879, 
.3404, 
.5265, 



4963, 4914.. 5027, 5037.. 5096, 5040.. 5138, 5221. 
5417, 5260. .5415, 5476. .5898, 5478. .5894, 13869 .. 1394 9, 
13935. .14324, 13990 .. 14 322, 13992 .. 14324 , 14 383 .. 14562 , 
14385. .14540, 14535 .. 14 57 9, 14 625 .. 14 660, 14 661 .. 14759, 
14703. .14762, 14772 .. 14 885, 14836. .14889 



Seq. No. 37756 

Gene No. 77627 

Start 13785 

Name OJ99042 9_24 . 0128 . C37 . ol . tw 

Start 2212 

GI, _npne... . 

Exons ■ 



Seq. ID OJ990429__24. 0128. 037 
Strand 
End 

Method, 
End 
.Score 



15432 

TBLASTX .-Wheat 

14229 

409. - 



2212.. . 2562,,. 223.5.. ..2:567 3.571 .....5 9„0 9, ..55,72. . 5 9Q.4 ,....5,8,9.3 .....59 2,B,. 
13872. .14228, 13897. .14229 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



37756 
77627 
13785 
OJ9904 
2241 
none 
2241. . 
2727. . 
3447. . 
5476. . 
14005. 
14377. 



29 24.0128.C37.ol.ts 



2282, 2301.. 2441, 2302 
2861, 2728. .2847, 2865 
3563, 4701.. 4955, 4908 
5709, 5478.. 5693, 5697 
.14064, 14112. .14324, 
.14517, 14757. .14870, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990429 24.0128.C37 



15432 

TBLASTX : Soybean 
15077 
92 

..2403, 2442. .2693, 2458. .2685, 
..2975, 3102. .3236, 3264. .3452, 
..5042, 5275. .5430, 5283. .5429, 
..5792, 5698. ,5838, 13962 .. 14069, 
14125. . 14 322, 14 367. .14519, 
14916.. 15077 



Seq. No. 37756 

Gene No. 77627 

Start 13785 

Name- OJ990429_24 . 0128 . 037. o2 . tw- 
.Start 3273 ' ' : : * 

GI none 

- ■■'^ ■ . - - : - .-4 5 30, 

14959 



"3 ^GTr'^S 4^e^r: SSliT'^S'^^S 
: 4 6 16 ,^~4-7 42 .- 4.8 6 7:, . : 47,4 6 
, . 15081, 15085. . 15201, 



Seq. ID 

Strand 
End 

Method 
.End 
Score 



OJ990429 24.0128.C37 



15432 

TBLASTX: Wheat 
15291" 
90 

; ..4 880:,'- 4773:.. :4 88a,: : i4'94 3'.;:i5iLo:,i 

15205.. 15291 



Seq. No. 37756 

Gene No. 77627 

Start 13785 

Name OJ990429_24 . 0128 . C37 . o2 . tm 

Start 3405 

GI none 

Exons' 3405. .3659, 



3405.. 3629, 3605. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990429- 24.0128.C37 



14937. .15056, 14 937 .. 1508 9, 14 938 .. 15087 , 15079 
15079. .15306, 15083.. 15307 



15432 

TBLASTX: Maize 
15307 
217 

3658, 4527. .4901, 4533. .4889, 

15228, 



37415 



Seq. No. 


37756 




Gene No. 


77627 






13785 




Nsme 




m 9ft P77 -l-m 


C 4- -rs -n- 4- 








none 






Q404 


Q4 17 QS7fi QS97 




^ ^ U O * • XUXXX/ 


1 nni Q 1 ni 79 


Seq. No. 


37756 






77 627 






X O / O J 




Name 




m 9ft P77 r*9 f- n 
UXZO / .O^ . Xo 




Q4 1 7 ~ 

^ *i X / 




GI 


none 




TT* V /~\ Ti o 


Q4 1 7 Q^'^'^ 

^4X / ■ . ^ ^ -D O f 


Q49S Q'^79 QR97 


Seq. No. 


37756 




a Tt o M 






O t a.17 X. 


T 7 p c 

X o / o O 




N3rne_,_^ . . , . ^ 


O TQQn4 9 Q 94 


ni9Q P77 r>.0 -1- c 


oL.azx- . . - ... 


Q ^ 4 Q' 


. . ■■>.., 


r T 


none 




Exons 




Q^f^l Q^47 QQRI 


Seq. No. 


37756 












1 77 ft R 




Name 


n,TQQn49Q 94 


ni 9ft r77 o*^ rrc; 


^5 a r*-|- 






yj 1 


none 




Exons 


177ftR 1Rni7 


1RnR9 1^490 
/ XOUOZ. .XOflZU 


Seq. No. 


37756 




Gene No. 


77627 




u u dx c 


13785 




Name 


OJ990429 24. 


0128.C37.o6.np 


O l_clX L 


13860 






5042425 






13860. .15432 






(AC0.06193). Putative Cytochrome 


Seq. No. 


37757 




OtriltJ IN (J. 








"'6-oo:; .. : ■ " -■ ■.- 




Name 


OJ990429 24. 


0128.C38.ol.gs 


o L dX L 


600 






none 




Exons 


600. .1600 




Seq. No. 


37757 




Gene No. 


77628 




Start 


600 




Name 


OJ990429 24. 


0128.C38.ol.np 1 


Start 


603 





Seq. ID OJ990429_24.0128.C37 
Strand 

End 15432 

Method TBLASTX : Mai ze 

End 10132 

Score 136 



Seq. ID OJ990429_24.0128.C37 
Strand 

End 15432 

Method TBLASTX : Cress 

End 10012 

Score 59 



Seq. ID OJ990429_24.0128.C37 
Strand 

End 15432 



End.. 

Score 



- 1.00.9.9. . 
" 92 



GI 



3819164 



Seq. ID OJ990429_24.0128.C37 
Strand 

End 15432 

Method GENSCAN 

End 15420 

Score .83 



Seq. ID OJ990429_24.0128.C37 
Strand 

End 15432 

Method AAT/NAP 

End 15432 

Score 1089 



Seq. ID OJ9904 29_24 .0128 .C38 
S t ra hd" " ' ' " — 
End" -.--'172 6- ^^i :.- . ^-ll..-:.'.: 
Method GENSCAR' 
End 1600 
Score . ,87 ■ , . 



Seq. ID OJ990429_24.0128.C38 

Strand + • 

End 1726 

Method AAT/NAP 

End 1726 

Score 1250 



37416 




Exons 603.. 1726 

GI Descrip. (AJ012318) cytosolic chaperonin, delta-subunit [Glycine max] 





O 1^ . V*\J m 


37757 




Seq. ID 


OJ990429 24.0128 


.C38 






77628 




Strand 


+ 






O (- a. I. L. 


600 




End 


1726 






Name 


OJ990429 24 0128 C38 o2 


..tm 


Method 


TBLASTX: Maize 






O L- Cl i. U 


622 ~ 




End 


926 






GI 


none 




Score 


181 






Exons 


622. .648, 624. .770, 683, 


. .769, 


789. . 926, 


791. .925 






Q^arr Mo 

O • IN (J • 


37757 




Seq. ID 


OJ990429 24.0128 


.C38 




fipnp No . 


77628 




Strand 


+ 








600 




End 


1726 








OJ990429 24 . 0128 . C38 . o2 , 


. ts 


Method 


TBLASTX : Soybean 








630 ~ 




End 


926 






GI 


none 




Score 


140 






Exons 


630. .776, 686. .766, 777, 


. .926, 


791. . 925 








Con Mo 


37757 




Seq. ID 


OJ990429 24.0128 


.C38 




r^OTiO Mo 


77628 




Strand 


+ 






Qf- r-t- 






_End 


1726 - ^ • 






... ,Naiue^ 


Oj'99n429 24 0128 C38 o2 


,tc „-*..:.., 


Method 


TBLASTX rCress ^ ' 




I'-J 


O Lax. L 


U J _/ 




End 


8 93 




si 


GI 


none 




Score 


123 




= ; z 


Exons 


639. .776, 686.-766, 791 


. .850, 


795. .893 






r ~; 


Qorr Mo 
O ^ . LN ^ . 






Seq. ID 


OJ990429_24.0128 


.C38 




o n o Mo 


77 628 




Strand 


+ 




Ly 




o u w 




End 


1726 






Mamo 

IN CLIILO 


OJ990429 24 0128 C38 ol 


. ts 


Method 


TBLASTX : Soybean 




= : : 

z U 


q-f- 3 r1- 

O LCli. c 


1026 ~ 




End 


1655 






GI 


none 




Score 


798 




z 5 


Exons 


1026.. 1655, 1029.. 1088, 


1043. 


.1135, 1235. .1654 




^ . 5 


9fao Mn 


37757 




Seq. ID 


OJ990429_24.0128 


.C38 




f^ono Mo 


77 628 




Strand 


+ 












End 


1726 






Matno 


OiT990429 24 0128 C38 o3 


. tm 


Method 


TBLASTX: Maize 






q-f- 

O L d J- L. 


104 3 ~ 




End 


1247 






GI 


none 




Score 


220 






Exons:. 


-1043. .1135, 1044.. 1247, 


1191. 


.1241 








q^io ■• Mo 


•D 1 1 ^ f . 




Seq. ID 


OJ990429_24.0128 


.C38 


r - 


fZ o n'o^ Wo'' 




... 


'"Stf and 








- -o Cd l. L — 


J. ^..- 600 - -A- 1- " -. 




. End:-..~-. -^. 


. :u2 6- .r 






Name 




. tw " 


Method 


•TBLASTX: Wheat 






O L d l. L 


1 nQ7 . ~ 




End 


1550 






GI 


none 




Score 


589 






Exons 


1097. .1132, 1098. .1550, 


1191. 


.1550 








Seq. No. 


37757 




Seq. ID 


OJ990429_24.0128 


.C38 




Gene No. 


77628 




Strand 


+ 






Start 


600 




End 


1726 






Name 


OJ990429 24.0128.C38.ol 


. tc 


Method 


TBLASTX: Cress 






Start 


1191 




End 


1634 






GI 


none 




Score 


533 





37417 




Exons 




1 ^1C\ 


1 


..1633, 1554.. 1634 




Seq. No. 


37757 






Seq. ID 


OJ990429_24 .0128 


.C38 


Gene No.' 


77628 






Strand 


+ 






o u u 






End 


1726 




Naine 


ATQQfi/lOQ 9/1 mOQ 


, O JO . Ox 


. um 


Method 


TBLASTX: Maize 






i z ou 






End 


1660 




n T 


none 






Score 


603 




Exons 




, . 1 ODD , 


1 9 Q Q 


. .1660 






Seq. No. 


37758 






Seq. ID 


OJ990429 24.0128 


,C40 


Gene No. 


77629 






Strand 


- 






18 






End 


1035 




Nanie 


OJ990429 24.0128, 


.C40.O1 


.gs 


Method 


GENSCAN 






18 






End 


1035 






none 






Score 


.54 




Exons 


18. ,361, 499. .714, 768. 










Seq. No. 


37759 






Seq. ID 


OJ990429_24 .0128 


.C41 


Gene No. 


77630 






Strand 








19 






End 


177 




^^Narne \^ 


OJi9P429. 24 .0128, 


.C4,L.^pi. 




Me t ho.d _ , 


.GENSCAN 


.. 




,.-.i9.v_/ , .... 








.17.7 ..... .„„ 


- - — 


r* T 


none 






Score 


. 9 




HiXons 


19.'. 177 












Seq. No. 


37760 






Seq. ID 


OJ990429_24 .0128 


.C42 


Gene No. 


77631 






Strand 


+ 






334 






End 


426 




Name 


OJ990429 24.0128, 


,C42.ol 


. gs 


Method 


GENSCAN 






334 






End 


426 






none 






Score 


.57 




Exons 


334 . .426 












Seq. No. 


37761 






Seq. ID 


OJ990429_24 .0128 


.C43 


Gene No. 


77632 






Strand 


+ 




<^ "h a -r f 


16 






End 


159 




Name 


OJ990429 24.0128. 


C43.01 


.gs 


Method 


GENSCAN 




o uar L, 


16 






End 


159 




PT 


none 






Score 


.96 




Exons 


16. . 159 












oeq . NO . 


" '377 62 - . 






■ Seq.. ID 


OJ990429_24 .0128 




Gene " No i 


77633 






Strand 






Start ^ 














' Name * - 


J.9 944 2 9- 2:4..".01 28-. 


.C4-4 . oi" 


..np- -.- 


'-Method-^---- 


AAf /NAP 






■ 1 






End ' 


1390 






3763933 






Score 


276 




Exons 


i..l45, 7111.767, 


958. .: 


1035, 


1104. .1185, 1277'. .1390 




GI Descrip 


(AC004450) unknown protein [Arabidopsis thaliana] 




Seq. No. 


37762 






Seq. ID 


OJ990429_24 .0128 


.C44 


Gene No. 


77633 






Strand 


+ 




Start 


1 






End 


1390 




Name 


OJ990429 24.0128. 


C44 .ol 


. tm 


Method 


TBLASTX: Maize 




Start 


21 






End 


1336 




GI 


none 






Score 


190 





37418 



Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21. .104, 22, .141, 23. .145, 684. .767, 709. .768, 710. .763, 
956.. 1033, 956.. 1033, 957.. 1049, 958.. 1050, 1102.. 1197, 
1129. .1194, 1134. ,1214, 1190. .1336, 1261. .1335 



37762 
77633 
1 

OJ990429_24 . 0128 . C4 4 . ol . gs 
44 

none 



Seq. ID OJ990429_24 .0128.C44 

Strand + 

End 1390 

Method GENSCAN 

End 1336 

Score . 8 



44. .145, 711. .767, 958. .1035, 1277. .1336 



Seq. No. 37763 Seq. ID 

Gene No. 77634 Strand 

Start 132 End 

Name OJ990429_24 . 0128 . C4 6 . ol . gs Method 

Start 132 End 

GI none Score 

Exons 132.. 241, 498.. 760 

Seq. No. ' 37764. Seq. ID 

.Ge,ne_No_,._,^___7J7635^^ Strand 

.atart. ^J, _ j22^'.J J^!^;.,^.. ^.f . '[-^End^^Z .[ 

Name ' OJ99042 9_24 . 0128 . 04 7 . ol . gp Method' 

Start 1226 End 

GI none Score 

Exons 1226.. 1343 



OJ990429_24 .0128.046 
+ 

760 

GENSCAN 

760 

.65 



OJ990429_24 .0128.047 

AAT/GAP 

1343 

227 



Seq. No. 37764 Seq. ID 

Gene No. 77636 Strand 

Start 85 End 

Name OJ990429_24 . 0128 . 047 . ol . gs Method 

Start 85 End 

GI none Score 

Exons 85.. 384, 474.. 836, 928.. 978 

Seq. No. 37765- Seq. ID 

Gene No. 77637 Strand 

Start 176 End 

Name OJ99042 9_24 . 0128 . 04 9 . ol . gs Method 

Start 176 End 

GI none Score 

■Exons"'- 176. ;2'59 y ' " " ' ' - ■ * 



OJ990429_24 .0128.047 
978 

GENSCAN 

978 

.71 



OJ990429_24 .0128.049 
+ 

259 

GENSCAN 

259 

.78 



,-Gen'e-.:No . ' ... 77638 -1.-.^- . . , ■- ' ... 

Start 1^ , 

"Name - OJ990429_24 . 0128 . O50 . ol . np 

'start " 1 ' ' 

GI 6598863 

Exons 1..32, 371.. 732 

GI Descrip. (AC010556) unknown protein [Arabidopsis thaliana] 



*Strand-r--"--=- - — ' ■ - • ' 

End . ■ 732 . . 
Method AAT/NAP 
End 732 
Score 265 



Seq. No. 37766 Seq. ID 

Gene No. 77638 Strand 

Start 1 End 

Name OJ990429 24 . 0128 . 050 . ol . tm Method 



OJ9904 2 9_24 .0128.050 
732 

TBLASTX: Maize 



37419 




O Ldl. L 




End 


732 






n on ci 


Score 


152 






^7^ 477 ^77 47ft 47ft fi79 


480. .695, 666. .731, 679.. 


7 9 


Seq. No. 


37766 


Seq. ID 


OJ990429_24.0128 


.C50 


Gene No. 


77638 


Strand 


- 






1 


End 


732 




Nsme 


n.TQQn49Q 94 01 9ft PRO o1 he 


Method 


TBLASTX: Soybean 




o t ciX L. 


^7^ ~ 


End 


731 




\J X 


n on o 


Score 


y 0 






^7*^ 477 ^77 47R 4R^ ^71 


484 . . 672 


, 678. .731 




Seq. No. 


37766 


Seq. ID 


OJ990429_24.0128 


.C50 


Gene No. 


77638 


Strand 


- 




q-|- a tI- 


1 

X 


End 


732 




Nsme 


n.TQQn49Q 94 ni9ft r^n oi rrc; 


Method 


GENSCAN 




c-i- 3 v-f- 

O Let I- u 


^74 ~ 


End 


718 






n on o 


Score 


. DO 




P V on <=i 

X_i A 1 1 O 


^74 S4^ R4Q fifin (^fif^ 71R 

.J/'4..sJ*iO^ >J'i;7..DOVJ^ DDO../J.O 








Seq. No. 


37767 ■ 


Seq. ID 


OJ990429_24.0128 


.C51 


Gene^..No 


77 63^, : 


^Strand 


+ 


— 


c-j- o rl- 


- , ,^ . , - . , , , , , „ • 


^End.^\... ' 


,440. ,„ 




Nsine 


nTCiQri49Q 9 m9Q /^i /->rc? 
wurJiJU^z^ z . u iz o . J X . ox . gs 


Method 


GENSCAN 






' 9 ^ ~ 


End 


440 






none 


Score 






P von Q 


9? Ilfi IRQ 440 








Seq. No. 


37768 


Seq. ID 


OJ990429_24.0128 


.C53 


Gene No. 


77640 


Strand 


+ 




Start 


185 


End 


234 




Name 


n.TQQ049Q 94 01 9R PR'^ o1 rro 


Method 


GENSCAN 






1 ft R ~ 

X O J 


End 


234 






none 


Score 


. y 




P von ^ 


1 ft S 9^4 








Seq. No. 


37769 


Seq. ID 


OJ990929 14.0103 


.C3 


Gene No, 


77641 


Strand 


+ 




o u d i. 


Q^ft S 


End 


10040 




Name 


wu ;7ju-7Zjj x'i.uxuj.L'O.Oj.gs 


Method 


GENSCAN 




O L d i. L 


J 0 0 


End 


10040 




GI 


none 


Score 


. 93 




P V o n Q 


Q'^RR Q49*^ ' QR'^'^' 1 0040 








Se-qV^ Wf' 








Gene No." 


. . ..77 64 2. - . . . . ■ 


'Strand 


+ ' 




OL.di.L- 


14654 


End ' 


15100 




tMdlUC 


OJ990929 14.0103.C3.o5.gs 


Method 


GENSCAN - 




C -f- r V 
O Ldi L 


14654' 


End 


15100 ' 






none 


Score 


.87 




P V o n Q 


14 654. . 14 742, 14 756 .. 14 937, 15027. .15100 




Seq. No. 


37769 


Seq. ID 


OJ990929_14,0103 


.C3 


Gene No. 


77643 


Strand 


+ 




Start 


16023 


End 


21668 




Name 


OJ990929 14.0103.C3.o6.gs 


Method 


GENSCAN 




Start 


16023 


End 


16961 





37420 




GI none Score . 7 

Exons 16023. . 16175, 16677.. 16961 



Seq. No. 


37769 


Seq. ID 


OJ990929_14 


.0103. 


.03 


Gene No. 


77643 


Strand 


+ 






Start 


16023 


End 


21668 






Name 


OJ990929 14 .0103.03. o3.np 


Method 


AAT/NAP 






Start 


16599 


End 


21668 






GI 


5042448 


Score 


255 






Exons 


16599. .16904, 18325. .18386, 


20245. .20651, 21589.. 21668 




GI Descrip. 


{AC007789) putative ORFO protein of RIRE8B gypsy-type 






retrotransposon [Oryza sativa] 








Seq. No. 


37769 


Seq. ID 


OJ990929_14 


.0103, 


,03 


Gene No. 


77643 


Strand 


+ 






Start 


16023 


End 


21668 






Name 


OJ990929 14.0103.C3.o7.gs 


Method 


GENSOAN 






Start 


18846 


End 


20590 






GI 


none 


Score 


.53 






Exons 


18846. .18942, 19191 19258 , 


19382. .19544, 19824. .20590 




Sea. No. 


.37769. , . _ - 


_ Seq..;.. ID_ 


.OJ.990929^14,, 


. Q10j3 , 




.Gene No. 


..77.64A 


■ ..Strand 


,4- 


..... , 




Start 


23591 


End 


24294" 






Name 


OJ990929 14.0103.C3.o9.gs 


Method 


GENSOAN 






Start 


23591 . 


End 


24294 






GI 


none 


Score 


.69 






Exons 


23591. .23719, 24205. .24294 










Seq. No. 


37769 


Seq. ID 


OJ990929_14 . 


.0103. 


03 


Gene No. 


77645 


Strand 








Start 


1661 


End 


2446 






Name 


OJ990929 14 .0103.C3.ol.gs 


Method 


GENSOAN 






Start 


1661 


End 


2446 






GI 


none 


Score 


.89 






Exons 


1661. .1680, 1756. .2446 










Seq. No. 


37769 


Seq. ID 


OJ990929_14 . 


.0103. 


03 


Gene No . 


77646 


Strand 








Start 


4744 


End 


5226 






Name 


OJ990929 14 .0103.C3.o2.gs 


Method 


GENSOAN 






Start 


4744. - . ^. 


End 


5226 - . . 






GI 


none ' 


Score 


.97 *' 






Exons 


4744. .5226 . . 






















Seq. ^ No*. ' 


377 69 ■■ ' \ : ' "": ' 


Seq."." ID 


■'OJ'990929_14'. 


, Clio's: 


03"' 


Gene No. 


11641 


Strand 








Start 


7284 . ... 


End . 


14924-. 






Name 


OJ990929 14.0'103.C3.ol.np' 


Method 


AAT/NAP - 






Start 


7284 


End 


12666 






GI 


4680179 


Score 


844 






Exons 


7284. .7327, ,1190.6. .12666 










GI Descrip. 


(AF111709) polyprotein [Oryza sativa ' subsp. indica] 






Seq. No. 


37769 


Seq. ID 


OJ990929_14 . 


0103. 


03 


Gene No. 


77647 


Strand 








Start 


7284 


End 


14924 







37421 



Name OJ990929_14 . 0103 . C3 . o4 . gs 

Start 10202 
GI - none 

Exons 10202, .10428, 10696 10795 , 

13935. .13946 



Method GENSCAN 
End 13946 
Score .64 
11951. .12271, 12493. .12666, 



Seq. No. 37769 Seq. ID OJ990929_14 . 0103 . C3 

Gene No. 77647 Strand 

Start 7284 End 14924 

Name OJ990929__14 . 0103 . C3 . o2 , np Method AAT/NAP 

Start 12965 End 14924 

GI 5042448 Score 199 

Exons 12965. .13183, 13238 .. 1334 3 , 14890.. 14924 

GI Descrip. (AC007789) putative ORFO protein of RIRE8B gypsy-type 
retrotransposon [Oryza sativa] 



Seq. No. 


37769 




Seq. ID 


OJ990929_14.0103. 


03 


Gene No. 


77648 




Strand 






Start 


19683 




End 


23822 




Name 


OJ990929 14. 0103. C3. 


o2 . tm 


Method 


TBLASTX: Maize 




Start 


11858 




End 


12190 




„GI 


:none 




^Scpre^,_^ 


iP,4,-™_„___:„ : 




Exons 


„ ai85a_..12190,„.11927:.-. 


..J2.19A_„. 








Seq. No. 


37769 




Seq. ID 


OJ990929_14.0103. 


C3 


Gene No. 


77648 




Strand 






Start 


19683 




End 


23822 




Name 


OJ990929 14. 0103. C3. 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


12071 




End 


12415 




GI 


none 




Score 


134 




Exons 


12071. .12400, 12071. 


. 12415 









Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 

'Name'^ 
Start 
GI - 
Exons 



37769 
77648 
19683 

OJ990929_14 . 0103 .C3 .o4 . np 

19683 

6907106 



OJ990929 14. 0103. C3 



Seq. ID 
Strand 

End 23822 
Method AAT/NAP 
End 23822 
Score 313 
19683. .19942, 19995 .. 20208 , 23467. .23822 

(AP001129) EST AU068291 (C12960) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



377 69 ■ ' ■ ' 
77648 

235.58 
none- 



^■'Seq. ID .6J990929_i4;0ld3.C3' 
■ Strand 

^^MetHod'^:'■''^m.JffiTxVMaIze 
End 23749 
-Score 217 , 



23558. .23749, 23603 .. 23668 , 23662.-23748 



Seq. No. 37769 Seq. ID 

Gene No. 77648 Strand 

Start 19683 End 

Name OJ990929_14 . 0103 . C3 . ol . tc Method 

Start 23590 End 

GI none Score 

Exons 23590. .23748, 23591.. 23749 



OJ990929_14.0103.C3 
23822 

TBLASTX: Cress 

23749 

211 



37422 



Seq. No. 37769 Seq. ID 

Gene No. 77648 Strand 

Start 19683 End 

Name OJ990929_14 . 0103 . C3 . ol . ts Method 

Start 23590 End 

GI none Score 

Exons 23590. .23748, 23591.. 23749 



OJ990929_14.0103.C3 
23822 

•TBLASTX: Soybean 
23749 
216 



Seq. No. 37770 Seq. ID 

Gene No. 77649 Strand 

Start 27 End 

Name OJ990929_14 . 0103 . 04 . ol . gs Method 

Start 27 End 

GI none Score 

Exons 27.. 172, 227.. 379 



OJ990929_14 .0103.C4 
+ 

379 

GENSCAN 

379 

.77 



Seq. No. 37771 
Gene No. 77650 
Start 282 

Name OJ990929_i4 . 0103 . 06 . ol . gs 

,Start;,.,___._:^282,__^ 

. GI. . . l-.noae, .... _ 

Exons ' ' • 282 .'. 923. 



Seq. ID OJ990929_14 .0103.06 

Strand + 

End 1032 

Method GENSOAN 

End- ::. . .923: 



Seq. No. 37771 Seq. ID 

Gene No. 77650 Strand 

Start 282 End 

Name OJ990929_14 . 0103 . 06 . ol . tc Method 

Start 320 End 

GI none Score 

Exons 320.. 499, 342.. 596 



OJ990929_14 .0103.06 
+ 

1032 

TBLASTX: Cress 

596 

185 



Seq. No. 37771 Seq. ID 

Gene No. 77650 Strand 

Start 282 End 

Name OJ990929_14 . 0103 . 06 . ol . ts Method 

Start 338 End 

GI none Score 
Exons 



OJ990929_14 .0103.06 
+ 

1032 

TBLASTX: Soybean 

884 

191 



338. .589, 339. .596, 657. .884, 665. .856 



Seq. No. . 37771 Seq. ID 

Gene No. ' 77650 ' - ■ : ' ' " " "Strand ' 

Start ^ 282. J ' End 
'Name'- ' " - ~ '6j99Cr9'2"9:^T4": 0"lO'3.'C6^-'olVtrn' -''*^Me"tHod ' 

GI none Score 

Exons 339....596, 407. .592-, 656 886-, -657 884 



OJ990929_14 .01.03.06 

+ - - - --^^ - . 

1032 . ■ ■ 
•TBLiSfX'rM^i^^^"'^^'"-''"^'" 

205 



Seq. No. 37771 Seq. ID 

Gene No. ' 77650 Strand 

Start 282 End 

Name OJ990929_14 . 0103 . 06 . ol , np Method 

Start 340 End 

GI 6862923 Score 

Exons 340.. 1032 

GI Descrip. (AC018907) unknown protein [Arabidopsis thaliana] 



OJ990929_14.0103.O6 
-f 

1032 
AAT/NAP 
1032 
282 



37423 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

^Genel.No,, 

.St.arX. , - 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start. 
Name ' 
Start 

"G'f'^'^^^'^jv"''- 
E'xons^^^'. . ^ '"l^r 

GI ' Descrip . 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



37772 Seq. ID 

77651 Strand 
1 End 
OJ990929_14.0103.C9.ol .np Method - 

1 End 
5852180 Score ' 

1..37, 2336.-2389, 3373. .3490, 3529. 
(AL117265) zhbOOOlO.l [Oryza sativa] 



14. 0103. C9 



OJ990929_ 
+ 

3932 
AAT/NAP 
3932 
442 
3932 



OJ990929 14. 0103. C9 



37772 Seq. ID 

77652 Strand 
2238 End 2620 

OJ990929_14 .0103.09. ol.qp Method AAT/GAP 

2238 End 2620 

uC-osflcyp033a04bl Score 628 

2238. .2620 

• 6016845/dbj IAP000570. 1 IAP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P07 IIEIO * 



37773' 
.77 653__. 

..1541 : J...,.:.. 

OJ990929_14, 0103. CIO :o2.np 

1545 

5295955 



Seq. ID ■ OJ990929_14 .0103.010 

._Strand ■ 

.-•End,.... _ i309'5_.l . 

Method AAT/NAP 

End ■ 6607 

Score 580 



1545. .1570, 1879. .1950, 4048. .4117, 4659. .4773, 5455. .5552, 
5585. .5923, 6016. .6607 

(AB026295) Similar to Epstein-Barr virus (EBV) genome . (V01555 ) 
[Oryza sativa] 



37773 
77653 
1545 

OJ990929_14.0103.010.o2.gs 

2079 

none 



Seq. ID OJ990929 14.0103.010 



Strand 
End 

Method 

End 

Score 



+ 

13099 
GENSOAN 
3602 
.84 



2079.. 2142, 2763-... 2832, 3095.. 3246, 3339.. 3405., 3494.. 3602 



14.0103.010 



37773 
77653 
1545 

0 J 9 9 0 9 2 9_ 1 4 0 1 d 3 . 01 d : o 5 . np ' 
5493 

: 54:93' 5'Ki:r wcT" :To (TS-gv ' to3T8'; i (ysir; 

12319. .12347, 12989 .. 13099 ' ■ . 

(AP000615) ES.Ts AU07-5 609 (063344 ) , 071850 ( E04 64 ) ,.098611 {E04-64) 
correspond to a region of the predicted gene .;. hypothetical 
protein [Oryza sativa] 



Seq. ID 
Strand 

■ End-- 
- ' Method 

End 
-"*'^c6re"*""' 



OJ990929_ 
+ 

1-3099- 

AAT/NAP'' - ' 
13099 

10677:71(3:731;*" 



37773 Seq. ID 

77653 Strand 

1545 End 

OJ990929_14. 0103. CIO. o4 .np Method 

7469 End 

6721561 Score 



OJ99092 9_14 . 0103.010 
+ 

13099 
AAT/NAP 
9531 
66 



37424 






Exons 


7469. .7575, 9502. .9531 








GI Descrip. 


{AP001073) EST AU082058 (C1297 6) corresponds to a region of the 






predicted gene.; hypothetical protein 


[Oryza sativa] 






gi 1 DoloUoD 1 dbj | BAA90372 . 1 [ 


(AP001081) 


EST AU082058 (C12976) 






corresponds to a region of 


the predicted gene.; hypothetical 






protein [Oryza sativa] 








Seq. No. 


•3 T "7 T O 

37773 


Seq. ID 


OJ990929_14. 0103. CIO 




Gene No. 


77 553 


Strand 


+ 




Start 


1 C /I c 

154 5 


End 


13099 




Name 


OJy9(jy29 14 . 0103 . CIO . o4 . gs 


Method 


GENSCAN 




Start 


1 n n rv o 

10093 


End 


11413 




GI 


none 


Score 


.51 




Exons 


10093. .10731, 10891. .10956, 


11102. .11413 




Seq. No. 


37773 


Seq. ID 


OJ990929_14. 0103. CIO 




Gene No . 


77653 


Strand 


+ 




Start 


1545 


End 


13099 




Name 


OJ990929 14.0103.C10.o2.gp 


Method 


AAT/GAP 




otar u 


11815 


End 


12551 




GI 


101153 1.R1084 


Score 


364 




^ ^^Exp^ns^ ~ _ ^ _ 


_1 1 8 1 5 ^ ,1184 0,. 3,0 8^.: , J^2 5 5^1.„ 








GI . .Dejscr.ip 


• 5a5217Q/Bmb | ALli7;2:65 ;a | OSTl:7aol.i -Oer 


11, 5„ Or.yza.: s.at i.va, 


"2 




indica{GLA4) genomic DNA, chromosome 4 


, BAG clone: tl7804 ' 


"t: 

ii = 


Seq. No. 


37773 


Seq. ID 


OJ990929_14 .0103. CIO 




bene No. 


77654 


Strand 




H y 


Start 


1 


End 


2018 




Name 


OJ990929 14.0103.C10.ol.np 


Method 


AAT/NAP 


- " 


D rar L 


1 


End 


1868 




GI 


6523032 


Score 


440 




Exons 


1..236, 343. .403, 898. .944, 


104 9. .1112, 1233. .1351, 1478. .1593, 






1835. .1868 






= 


GI Descrip. 


(AL132976) flavonol synthase-like protein [Arabidopsis thaliana] 




beq. No. 


37773 


Seq. ID 


OJ990929_14. 0103. CIO 




Gene No. 


77654 


Strand 






Start 




End 


2018 


fl 


Name 


OJ990929 14 .0103.C10.ol.gp 


Method 


AAT/GAP 




otart 


127 


End 


2018 






none 


Score 


1190 




Exons 


127. .235, 344. .403, 8 98 . . 965', ■ 104 9 . . 1112 , 1233. .1351, 






'1478'. . 1593; 1835. .2018 


















■Geni'' No." 




.rr 'strand 






orart 


1 . ' 


'End 


2018 




.Name 


.OJ990929 .-14.0103.C10.ol.gs 


"Method ■ 


GENSCAN . . 




Start 


844 * 


End 


1555 




b J, 


none 


Score 


.74 




Exons 


844. .858, 1049. .1112, 1233. 


.1351, 1478 


. . 1555 




Seq. No. 


37773 


Seq. ID 


OJ990929_14 .0103. CIO 




Gene No. 


77655 


Strand 






Start 


5641 


End 


9179 




Name 


OJ990929 14.0103.C10.o3.gs 


Method 


GENSCAN 




Start 


5641 


End 


9179 



37425 



GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



none Score .59 

5641. .5774, 5817. .6030, 6038. .6126, 6476. .6512, 8041. ,8111, 
8690.. 8945, 9075.. 9179 



37773 Seq. ID 

77655 Strand 

5641 End 

OJ990929_14 .0103. CIO. o3.np Method 

7347 End 

4680183 Score 
7347. .7436, 8041. .8111 

(AF111709) gag-pol protein [Oryza sativa subsp. indica] 



OJ990929_14 .0103.010 
9179 

AAT/NAP • 
8111 
125 



Seq. No. 37773 Seq. ID 

Gene No. 77656 Strand 

Start 12291 End 

Name OJ990929_14 .0103 . CIO . ol . tm Method 

Start 77 End 

GI none Score 

Exons 77. .109, 78. .254, 79. .111, 110. .232, 112. .237, 117.. 

898. .963, 900. .965, 903. .995, 1048. .1113, 1049. .1114 

.„J05a...ail5,:'aZ26,.,,.a351,. 1232^^.135,1,^ 1236. .1373,_1237 

^. 14J4....;l'5ai, .,aA75.,/a6.0a, jil^ . _ 



OJ990929_14 .0103. CIO 
12976 

TBLASTX: Maize 
1609 
55 

248, 

Lll74,^^ 



Seq. No. 37773 
Gene No. 77656 
Start 12291 

Name OJ990929_14 . 0103 . CIO . ol . ts 

Start 120 
GI none 

Exons 120.. 254, 121.. 252, 352.. 402, 

1056. .1121, 1232. .1351, 1233. 
1478. .1606, 1479. .1595 



Seq. ID OJ990929_14. 0103. CIO 
Strand 

End 12976 

Method TBLASTX : Soybean 

End 1606 

Score 115 . =' 

897. .965, 1049. .1114, 1050. .11 

1352, 1233. .1364, 1475. .1594, 



Seq. No. 37773 

Gene No. 77656 

•Start 12291 

Name OJ990929_14 . 0103 . CIO . o5 . gs 

Start 12291 

GI none 

Exons 12291. . 12388, 12895.. 12976 



Seq. ID OJ990929_14 .0103. CIO 
Strand 

End 12976 

Method GENSCAN 

End 12976 

Score .98 



Seq. No. "37.7 74 ' " ' ' " 

Gene No. . ' 77657 ' - ' 

Name ' V 0 J99*'d9'2 9_i 4 . OlOl^'Cir^^^^ ' 
Start • 5772 

GI none 

Exons 5772.. 5776, 5802.. 6546, 7228. 



Seq. ID OJ990929_14 .010'3 ."C11 
•Strand ' + ■ ■ 

'Method'. GENSCAN"^'" ' ' *'; 

End 8447 
Score . . 61 
.7344, 7522. .8447 



Seq. No. 37774 Seq. ID 

Gene No. 77658 Strand 

Start 1 * End 

Name OJ99092 9_14 . 0103 . Cll . ol . np Method 

Start 1 End 

GI 5852181 Score 

Exons 1 . .269 



OJ990929_14 .0103. Cll 
269 

AAT/NAP 

269 

126 



37426 



GI Descrip. 


(AL117265) zhbOOll.l [Oryza sativa] 




Seq. No. 


37774 


Seq. ID 


OJ990929_14 


Gene No. 


77659 


Strand 




Start 


2605 


End 


4615 


Name 


OJ990929 14 .0103.Cll.o2.gs 


Method 


GEN SCAN 


Start 


2605 


' End 


4615 


GI 


none 


Score 


. 59 


F. X o n s 


2605. .2752, 2918. .3490, 4581. 


.4615 




Sea. No. 


37774 


Seq. ID 


OJ990929 14 


Gene No . 


77660 


Strand 




Start 


4774 


End 


8471 


Name 


OJ990929 14.0103.Cll.o2.np 


Method 


AAT/NAP 


Start 


4774 


End 


8471 


GI 


6063554 


Score 


159 


E X o n s 


4774. ,4923, 6066. .6312, 8450. 


.8471 




\J X L,-r \^ ilJ \^ X. -i- ^ • 


(AP000615) ESTs AU075609 (C63344 ) , C71850 (E04 64 ) , 098 




^ W JL 1. C O L^t^l \^\J O. ^C^X^Il \J 1. UliC 


predicted gene.; hyp 




proTiexn [uryza sai-ivaj 






„Seq,....Np. 


37775 ■ 




n TQQ fl Q9 Q ^ A 


Ge.ae ..Nq.. ; _■ 








Start 


^ y ^ c. ^r** ' 




o u o z 


Naine 








Start 


\J U 1 




r J 


GI 


none 


Score 


50 


Exons 


664. .708, 734. .958, 739. .993, 


762. . 983 




Seq. No. 


37775 


Seq. ID 


OJ990929_14 


Gene No. 


77661 


Strand 




Start 


2922 


End 


3052 


Name 


OJ990929 14 .0103.C12.o2.tm 


Method 


TBLASTX:Mai 


Start 


995 


End 


1144 


GI 


none 


Score 


191 


Exons 


995. .1144, 1001. .1144 






O <^ . In ^ ■ 


37775 


Seq. ID 


OJ990929_14 


Gene No . 


77661 


Strand 




Start 


2922 


End 


3052 


Name 


OJ990929 .14 .0103.C12.o2.gs 


Method 


GENSCAN 


Start • - 


2922 


End - 


3052 


GI 


none ■ ' 


Score ' 


.88' 


Exoris ' ~ • 


2922. .3027, 3033. .3052 














Seq.. 'No.' 


/37776'-: ^.'''t;:::. 


Seq. i.D'.' 


.059 9 092 9^14.' 


Gene No. 


77662 


Strand 




Start 


12.0 


End 


579 ."■ 


Name 


OJ990929 i4;0103.C13.6l.tm 


Method 


TBLASTX:Mai: 


Start 


57 


End 


386 


GI 


none 


Score 


75 


Exons 


57. .218, 57. .245, 61. .246, 305. .385, 309. .386 


Seq. No. 


37776 


Seq. ID 


OJ990929_14 


Gene No. 


77662 


Strand 




Start 


120 


End 


579 


Name 


OJ990929 14.0103.C13.ol.gs 


Method 


GENSCAN 



37427 






1 90 
X Z U 


Cjlia 


R7 Q 






none 


Score 






Exons 


^ 90 ^14 








Seq. No. 


37777 


Seq. ID 


OJ990929_14 .0103 


.C14 


Gene No. 


77663 


Strand 






O Lai U 


1 OA 

X U fi 


Ejlia 


9 4 0 




Na,iTie 


nTQQnQ9Q 1 A 010"^ PI o1 rrc 
KJOzJjVy^^ ±fi , UXU J . . ox . y S 


Me Lnou 


P IT M Q P a M 




c-i- :3 v-t- 

Ol-a J- U 


X U fl 




9 4 0 
Z fl U 






none 


Score 


4 1 

. *i X 




XT' V in o 


104 940 








Seq. No. 


37778 


Seq. ID 


OJ990929_14 .0103 


.CIS 


Gene No. 


77664 


Strand 


+ 




o L dl. L 


fiT 04 




U -) / X 




Name 


riTQQ0Q9Q 14 010*^ PI ^ r>9 rrc 
^JU^^U^^^ X f± . U X U O . OX 0 . O/i . y S 




p T7 \T C P A M 






(^1 04 ~ 

D ± U *i 


III! ILL 


DO / X 






none 


Score 


4 7 




IT" V m c? 


f^l 04 fiO'^l ^^'^RQ ^^'^n 








Seq. No. 


37778 


Seq. ID 


OJ990929_14 .0103 


.CIS 


^„ene,_No,,_ .1,, 


..:.77 665 


:;^Strand,_ 






O X a XX ^ . . 


7 0 4 




. . X o O _, , , , . . ^ 




Name 


riTQQnQ9Q 14 0 1 0 PI ^ 


Method 


P T7 M Q P rv M 




ouarL 


70^4 ~ 
/ U J 4 


bna 


7 1 P R 
/ X O D 






none 


Score 






Exons 


70^4 71 ft S 








Seq. No. 


37779 


Seq. ID 


OJ990929_14.0103 


.C16 


Gene No. 


77666 


Strand 


+ 






4 11 
ft X X 




4 1 
fi D X 




Name 


nTQQ0Q9Q 14 0 1 O PI ^ nc 
UJyyUi7Zy Xfl . UXUO . t^X D . OX . y S 


jyte unoQ 


p IT M c p n M 




oLai; L. 


4 11 
fl X X 


tna 


4i O X 






none 


Score 


c 
. 0 




Exons 


411 4 ^^1 
4XX. .4DX 








Seq. No. 


37780 


Seq. ID 


OJ990909_16.0118 


.CI 


Gene No. 


77667 


Strand 


+ 




O t aiTU 


O J D 


CjIlCL 


843. 




Name 


HTQQOQOQ If^ Oil ft PI r^^ no 
VU ^7"U-3U-/ XD.UXXO.UX.OX.yS 


lYie Lnoa 


GENSCAN 




o La J_ U 


-J -J D 


iiina 


843 




\j ± ■ ' 


none . , 


Score 


. 63 




Exons' 


'^^f^ t^40 f^Rf^ P4'^ ' ■ • 








oeq . LNo . 


"o, / / O X 


oeq . X u 


":'bLf9^90W9-'TF:trrilTCT'^ 


Gene No . - 


'77668 ' : ■. ' ' : 


Straiid 






Start 


1 ' 


End 


317 




Name 


UuyzfyJzfUy X O . U X X 0 . U-j . O X . np 


Method 


AAT/NAP . ■ . 






X 


End 


317 




P T 


/I /TO n 1 "7 Q 
DO u X / y 


Score 


429 




Exons 


X . . J X / 








GI Descrip. 


{AF111709) polyprotein [Oryza 


sativa subsp. indica] 




Seq. No. 


37781 


Seq. ID 


OJ990909_16.0118. 


.C3 


Gene No. 


77668 


Strand 






Start 


1 


End 


317 




Name 


OJ990909 16.0118.C3.ol.tw 


Method 


TBLASTX: Wheat 





37428 






1 

X 


jDna 


9 Q/l 

z y ft 






C T 


none 


Score 


X 41 






Exons 


1 9Q4 9 9RQ 7 9f^1 
X. , C^H f c, * , £.0^ f /. .ZDX 










Seq. No. 


37781 


Seq. ID 


OJ990909_16 


.0118 


.03 


Gene No. 


77668 


Strand 










1 


tna 


JX / 






Name 


ujyyuyuy xo . uiib . . ox . qs 


Method 


r M o A M * 
bblMbLAiN 






o car L. 


9 0 "~ 


ona 


O O £^ 






r* T 


none 


Score 


,97 






HiXorio 


90 00 f, 










Seq. No. 


37781 


Seq. ID 


OJ990909_16 


.0118 


.03 


Gene No. 


77668 


Strand 








o u ax L. 


1 

X 


onu. 


317 






NaiTie 


ujyyuyur? X D . U X X o . U J . O X . x.m 


Method 


TBLASTX: Maize 






R 9 




316 








none 


Score 


109 






/*\ 


DZ..OX0, OO..JXD/ DO..ZDO 










beq . NO . 


o 7 Q O 


beq. xu 


OJ990909_16 


.0118 


. C4 




. .„2Ig 69^.-™.,:..™ . . _ 


„„_"S^tr a ndL _ 








Start,. 


, 263,. . ..... • .. . 


. 7 . ..End^ T 


,5.2 9 






Name 


OJ990909 16.0118.C4.ol.gp 


Method 


AAT/GAP 






b L aiTi, 


263 


End 


529 






C T 


uC-osflcyp033a04bl 


Score 


432 






Exons 


263.. 529 










tjri uescirxp . 


•601684 5/dbj | AP000570 . 1 | AP000570 3.0e- 


59 Oryza sativa genon 




DNA, chromosome 1, clone: 


P0711E10' 








Seq. No. 


37783 


Seq. ID 


OJ990909 16 


.0118 


.05 


Gene No. 


77670 


Strand 


-f 






bi, air u 


523 


End 


941 






Name 


OJ990909 16.0118.C5.ol.gs 


Method 


GENSCAN. 








523 


End 


941 






oX 


none 


Score 


.97 






Exons 


523.. 941 










Seq. No. 


. 37783 


Seq. ID 


OJ990909_16 


.0118 


.05 


Gene No. 


77671 


Strand 


+ 






Start 


1256 


End 


2076 






Name 


OJ990909 16.0118.C5..ol.np 


Method 


AAT/NAP 






Start ■ 


1256 ." " - • ■■ ' . 


"End • 


2076 ■ ■ 






GI • . 


■5091513 ' ■ ' . ' 


Score 


734 * 
















GI be scrip . 


(AB023482) ' Hypothet xcal.'proteiri"' tOryza 


sativa] 






Seq. No. 


- 37783 . . 


. .'Seq. ID . 


qJ990909_.16 


.0118^ 


.05 


Gene No. 


77671 


Strand " 


+ 






Start 


1256 


End 


2076 






Name 


OJ990909 16.0118.C5.o2.gs 


Method 


GENSCAN 






Start 


1516 


End 


1932 






GI 


none 


Score 


. 95 






Exons 


1516. . 1932 










Seq. No. 


37783 


Seq. ID 


OJ990909_16 


0118 


.05 


Gene No. 


77672 


Strand 


+ 







37429 



start 


4636 


End 


Name 


OJ990909 16,0118.C5.o4.np 


Method 


Start 


4636 


End 


GI 


4680186 


Score 


Exons 


4636. .4770, 6380. .6585 




GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


beq. JNO . 


37783 


Seq. ID 


Gene No. 


77672 


Strand 


Start 


4636 


End 


Naiue 


OJ990909 16.0118.C5.o3.np 


Method 


o tar L 


6223 


End 


T 
bl 


5852180 


Score 


Exons 


6223. .6283, 7456.. 7824, 7921. 


.8045 


GI Descrip. 


(AL117265) zhbOOOlO.l [Oryza 


sativa] 


O e 4 . LN O . 


37783 


Seq. ID 


(^pnp No 


77673 


Strand 


Start 


159 


End 


Name 


OJ990909 16.0118. C5.ol.gp 


Method 


Start 


159 


End' 


GI 


_ 7^2,524_1 . R1P84_ _ 


...^ScQje^:.- ^, 


.Ex,o.ns. .... ^. 


_.j.5i./4A3 . _ 




GI Descrip. 


'5091496/dbj | AB023482 . 2 | AB023482 3 . Oe- 



8045 
AAT/NAP 
6585 
241 



OJ990909_16.0118.C5 
+ 

8045 
AAT/NAP 
8045 
106 



OJ990909_16.0118.C5 
443 

AAT/GAP 
44 3 

355 . . . . . ' 



DNA, chromosome 6, clone P0680A03, complete sequence* 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI . . 

Exons 

GI Descrip. 



OJ990909 16. 0118. 05 



37783 
77674 
1968 

OJ990909_16.0118 .C5.02 .gp 
1968 

uC-osflcyp053f07al 
1968. .2239 

'5091496/dbj IAB023482.2 IAB023482 3.0e-38 Oryza sativa genomic 
DNA, chromosome 6, clone P0680A03, complete sequence' 



Seq. ID 

Strand 

End 

Method 

End 

Score 



2239 
AAT/GAP 
-2239 
348 



37783 
77675 
3203 . . : 

OJ990909_16.0118.C5.o2.np 
3203 

6063554 ' 



Seq. ID 
Strand 
End 

Method 
End 
Score ' 



OJ990909 16.0118.05 



Seq. No. ... 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



8045 
AAT/NAP 
8045 
171 

3203.";3375, 4'53i; . 4773, 7738 .. 7 919, *" 8005 8045 
JAP000615) ESTs. AUQ756Q9 (063344 )^ 07 18_50 (E04 64 ) ,'098 611 (E04 64) 
~cb'tre¥p'bW--F6'^a''''f^^^ 

-protein [Oryza sativa]- " ." - , ' . / .. 

37783 . . . , Seq. ID OJ990909_16 . 0118.. 05 

77675 ' • ' Strand - ' 

3203 End 8045 

OJ990909_16.0118 .O5.o3.gp Method AAT/GAP 

6132 End 6513 

uO-osflcyp033a04bl Score 671 

6132. .6513 

' 6016845/dbj IAP000570. 1 IAP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P07 IIEIO * 



37430 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

,Gene_No.,__^ 
,.St,arL 

Name 

Start 

GI 

Exons 



37783 

77675 

3203 

OJ99090 

6978 

6907087 

6978. .7 

(APOOll 

region 

sativa] 

37784 



9_16.0118.C5.o5.np 



Seq. ID OJ990909_16.0118.C5 
Strand 

End 8045 
Method AAT/NAP 
End 804 5 

Score 603 

079, 7619. .8045 

29) ESTs C72771 (E2215) ,AU082313 (E2215) correspond to 
of the predicted gene.; hypothetical protein [Oryza 



Seq. ID OJ990909 16. 0118. 06 



77676 Strand + 

1 End 11507 

OJ990909_16.0118 .C6.ol .np Method AAT/NAP 

1 End 1905 

5091513 Score 390 
1..51, 1142. .1905 

(AB023482) Hypothetical protein [Oryza sativa] 



37784 Seq. ID 

.2132&^^^%. Strang 

-1..: . End, : 

OJ990909_16.01.18.G6.ol.gs Method 
1102 End 
none Score 

1102. .1395, 1400. .1601, 1844. .2109, 5150 

7016. .7118.> •7422. .7543, 7810.. 8278, 8383 



OJ990909_16.0118.C6 

-i- - -. ■ . - 



GENSOAN 
11507 
.52 

5257, 5499. .5589, 
8566, 8792. .8977, 



9367. .9535, 9988. ,10177, 11397. .11507 



Seq. No. 37784 Seq. ID 

Gene No. 77676 Strand 

Start 1 End 

Name OJ990909_16 . 0118 . 06 . ol . gp Method 

Start 2917 End 

GI 72524^1. R1084 Score 

Exons 2917.. 2942, 3538., 3844 

GI Descrip. * 50914 96/dbj | AB023482 . 2 | AB023482 3.0e-84 Oryza sativa genomic 
DNA, chromosome 6, clone P0680A03, complete sequence ' ' 



OJ990909_16.0118.O6 

11507 
AAT/GAP 
3844 
419 



Seq. No. 

Gene No. 
■Start '■■ 
Name 
^'St'i^^ 
-Gt . 
Exons 



37784 
77676 

•1 ' ' 

OJ990909 16.0118.06.ol.tm 



nohe- 
8124.. 
87 8.9: 
9386. 



Seq. ID 

Strand 
End 

Method 
^"^Encf""™ 
- - ; ... . ..J: \- .Score - - • 

8273, 8177.. 8272, 8395.. 8430, 83 
8977,. .8789. .8941, '.-87.91-. .8979., 88 
9544, 9387. .9512, 9988. .10176, 9 



OJ990909_16.0118.C6 
+ 

11507 . " - 

TBLASTX: Maize " 



117/ . 
96. .8569 
II. .8 987 
989. .101 



, 8506.. 
, 9379.. 
77, 9990 



8568, 
9534, . 
. .10175, 



102 94. .10428, 10295. .10429 



Seq. No. 37784 Seq. ID 

Gene No. 77676 Strand 

Start 1 End 

Name OJ990909_16 . 0118 . 06 . o2 . np Method 

Start 8157 End 

GI 2459446 Score 



OJ990909_16.0118.C6 

+ ■ 

11507 

AAT/NAP 

10420 

674 



37431 



Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start' 

Exons ■ - 



8157. .8277, 8394. .8566, 8792. .8977, 9367. .9542, 9995. .10182, 
10296. ,10420 

(AC002332) putative cinnamoyl-CoA reductase [Arabidopsis 
thaliana] 



37784 
77676 
1 

OJ990909_16.0118.C6.o2.tc 

8180 

none 



Seq. ID OJ990909_16.0118.C6 

Strand + 

End 11507 

Method TBLASTX : Cress 

End 8851 

Score 70 



8180. .8287, 8181. .8255, 8405. .8569, 8405. .8566, 8768. .8851 



37784 
77676 
1 

OJ990909_16.0118.C6.o2.gp 
8235 

uC-osf Icyp037c05bl 



Seq. ID OJ990909_16.0118.C6 

Strand + 

End 11507 

Method AAT/GAP 

End 9422 

Score 831 



8235. .8278, 8397. .8566, 8792. .8978, 9367. .9422 
'2459448 7.0e-33 (AC002332) putative cinnamoyl-CoA reductase 
„ [ AraMjdc;)p_^i s, „t ha I : ; ^ 



37784 
77 676 
1 

OJ990909_16. 0118.C6.ol. tc 

9379 

none 



Seq. ID OJ990909_16.0118.C6 

Strand + 

End 11507 

Method TBLASTX : Cress 

End 10399 

Score 118 



9379. .9489, 9995. .10180, 9996. .10178, 10295 .. 10399, 10297. .10383 



37785 
77677 
164 

OJ990909_16.0118.C7.ol.gs 

164 

none 

164. .576, 753. .901 

37786 
77678 
2025 

0 J99d 90 9_1 6 : 0 i i 8 . C8'. ol . gs 
2025 • . 

■2025V. 2.112 



Seq. ID OJ990909_16.0118.C7 

Strand + 

End 901 

Method GENSCAN 

End 901 

Score . 6 



Seq. ID OJ990909_16.0118.C8 

Strand + 

End 2112 . 

Method - GENSCAN ' ' - ~ 

End ■ '2112 



Seq. No. . 37787 ... ... 

Gene No. 77679 
Start 1 

Name OJ990909_16 . 0118 . C9 . ol . np 

Start 1 
GI 6063554 
Exons 1..322, 984. .1014, 1651. .1824 

GI Descrip. (AP000615) ESTs AU075609 (C63344) , C71850 (E0464 ) , C98611 (E0464 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq.. ID OJ990909_16.0118.C9 

Strand ' + 

End 1824 

Method AAT/NAP 

End 1824 

Score 355 



37432 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



37787 
11619 
1 

OJ990909 
66 

none 
66. .335, 



16,0118,C9.ol.gs 



389. .474, 986. .1086 



Seq. ID OJ990909_16.0118. 

Strand + 

End 1824 

Method GENSCAN 

End 1086 

Score .78 



C9 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

^Start:^ 

.^Narae... . . 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start - 
GI 

Exons 

•Seq. "No. - 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 



37787 Seq. ID OJ990909_16 . 0118 . C9 

77679 Strand + 

1 End 1824 

bJ990909_16. 0118.C9.ol.gp Method AAT/GAP 

480 End 1216 

101153_1 .R1084 Score 395 
480. .517, 966. .1216 

' 5852170/emb|AL117265. 1 IOST17804 l.Oe-115 Oryza sativa 

indica(GLA4) genomic DNA, chromosome 4, BAG clone : 1 17804 * 



37787 Seq. ID 

77680 Strand 

:^2 5 a2_ :.^End__:.. 

.d.J990"969_i6..0118.C9..a3..gp „ .Metihiod... 

2193 End 

61605__1.R1084 Score 

2193. .2450 

'5852170/emb|AL117265.1iOST17804 1 . Oe-137 . Oryza sativa 
indica{GLA4) genomic DNA, chromosome 4, BAG clone : t 17804 ' 



OJ990909_16.0118.C9 
+ 

4 70,9.. 

AAT/GAP_. , 
2450 
423 



37787 Seq. ID 

77680 Strand 

2582 End 

OJ990909_16.0118,C9.o2.gs Method 

2582 End 

none Score 

2582. .2715, 4498. .4709 



OJ990909_16.0118.C9 
+ 

4709 
GENSCAN 
4709 
.99 



37788 
77681 
3406 

OJ990 909_16. 0118.C10.o2.gs 
3406 

none • ■ ' 

J4 06_.^.38J7^, 3^0 1_^. 4 008, 4016^47^3, 4"497 _ 4803 



Seq. ID OJ990909_16. 0118. CIO 

Strand + 

End 4803 

Method GENSCAN 

End - 4803 : ^ , . 

Score .54 " ' ' ' 



37789 ■- 

77682 

1 • 

OJ990909__16.0118.Cli.ol.np 

1 

4206306 

1...42, 353.. 18,56 
(AF049110) prpol [Zea mays] 

37789 
77682 
1 



Seq.' -ID bJ990909_16;0ll8.Cll 

Strand + ' 

End 185-6 . . . . . - - 

Method AAT/NAP 

End 1856 

Score 784 



Seq. ID OJ990909_16,0118.C11 
Strand + 
End 1856 



37433 




Name 


OJyyuyuy iD.uiio.cii.oi 


.gs 


Method 


GENSCAN 




Start 


217 




End 


13/4 




GI 


none 




Score 


n o 




Exons 


zl / . . 1 J /4 










Seq. No. 


37789 




Seq. ID 


OJ990909_16.0118 


Cll 


Gene No. 


77682 




Strand 






Start 


1 




End 


1 O C £ 




Name 


OJ990909_16 . 0118. Oil. o2 


. ts 


Method 


TBLASTX : Soybean 




Start 


4 57 




End 


o o o 

oil 




GI 


none 




Score 


134 




Exons 


A Cin aO^ £ZQQ QOO 










Seq, No. 


37789 




Seq. ID 


OJ990909_16.0118 


Cll 


Gene No. 


77682 




Strand 


+ 




Start 


1 




End 


1856 




Name 


ojyyuyuy lo. uiio .cii .oi 


. tw 


Method 


TBLASTX: Wheat 




Start 


6iy 




End 


1023 




GI 


none 




Score 


82 




Exons 


Diy..0/0, DZ4..DCiO, O/U 


..1023, 678. .980, 679. .1023 




S,eg^.^.„No^._^, 


37789 ■ , , ; / 




-Se.q.T .:IQ.. 


0 J 9 9.0 9 0 9^1„6^.,CL1 IJ, 




.Gene...No 


. :^ 7 768r2.._.-,. \... 




Strand,.... 






Start 


1 . ■ ■ 




End 


1856 * ^ " ' '-^ 




Name 


OJ990909 16 . 0118 . Oil . o2 


. tm 


Method 


TB£ASTX: Maize 




Start 


673 




End 


891 




GI 


none 




Score 


293 




Exons 


/"TO Oni /^TO OTO 

673. .891, 673. .87o, d7o 


. .887 








Seq. No. 


37789 




Seq. ID 


OJ990909_16.0118 


Cll 


Gene No. 


77682 




Strand 


+ 




Start 


1 




End 


1856 




Name 


OJ990909 16.0118.Cll.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


892 




End 


1353 




GI 


none 




Score 


564 




Exons 


892. .1353, 892. .1281, 1227.. 


1352 






Seq. No. 


37789 




Seq. ID 


OJ990909_16.0118 


Cll 


Gene No. 


77682 




Strand 


+ 




Start 


1 




End 


1856 




Name 


OJ990909 16. 0118. Oil. o2 


.tw 


Method 


TBLASTX: Wheat 




Start 


1024 . 




End 


.1359 . 




GI - 


■ none 




Score 


206 ' 




Exons 


1024.'. 1359, 1041. .1304 








Seq.; No . 


37789 ' * ' 




Seq. ID- 


■OJ990909_1'6.0118' 


Cll 


Gene No . 


77682 




Strand 


+ ' 




Start 


1 




. - End 


.1856 




Name 


■ OJ990909* 16. 0118. Oil. ol 


.'ts 


Method 


TBLASTX : Soybean 




Start 


1039 




End 


1320 






none 




Score 


223 




Exons 


1039. .1320, 1077. .1172 










Seq. No. 


37790 




Seq. ID 


OJ990909_16.0118 


C12 


Gene No. 


77683 




Strand 


+ 




Start 


1 




End 


1247 




Name 


OJ990909 16.0118.C12.ol 


.np 


Method 


AAT/NAP 





37434 




bran. 


1 




End 


1226 




4544372 




Score 


593 


Exons 


1. .1226 








bi uescnp. 


(AC006920) putative retroelement pol polyprotein [Arabidops 




thaliana ] 








Seq. No. 






Seq. ID 


/^TAAAAAA t^t aito oia 

OJ9y0909 16.0118.C12 


Gene No. 


1 /doJ 




Strand 






1 




End 


124 7 


Name 


OJy90909 16 . 0118 . C12 . ol 


.gs 


Method 


GENSCAN 


ot art 


333 




End 


1247 




none 




Score 


.79 


Exons 


000. .00// Dbo..lz4/ 








Seq. No. 


T T n A 

J77 90 




Seq. ID 


/^TAAAAAA I/" A110 /^TA 

OJ990909_16 . 0118 . CI 2 


Gene No. 


"7 1 0 y1 

77 684 




Strand 






1558 




End 


4797 


Name 


OJ990909 16 . 0118 . C12 . o2 


ts 


Method 


TBLASTX : Soybean 


b tar L 


333 




End 


554 


bl 


none 




Score 


188 


Exons 


JJJ..5o4, i50..466 








..Seq.i :No,.. „ 


— „ . — .„.„_^ „ 

.37 79.0„,„ v.... _ „ 




— 

...s:eq:. ..XP., 


. .OJ-990.9;03_1.6,. DH8..,C.1.2 


Gene No. 


77684 




Strand 




b rar L 


1558 




End 


4 7 97 


Name 


OJ990909 16 . 0118 . C12 . o2 , 


tw 


Method 


TBLASTX : Wheat 


o tart 


401 




End 


767 


bi 


none 




Score 


196 


Exons 


4Ui..o//, 4UZ../6/ 








Seq. No. 


O T T A n 

0 / / 90 




Seq. ID 


OJ990909 16.0118.C12 


Gene No. 


T T ^ 0 /I 

/ / DO 4 




Strand 




04- -a v'4- 

b tart 


1 d EI 0 




End 


47 97 


Name 


OJ990909 16 . 0118 . C12 . ol . 


tw 


Method 


TBLASTX: Wheat 


O 4- >-4- 

bt art 


804 




End 


1211 


C T 
bl 


none 




Score 


223 


Exons 


804. .1211, 1004. .1177 








Seq. No. 


37790 ■ 




Seq. ID 


OJ990909 16.0118.C12 


Gene No. 


77684 




Strand 




bt art 


1558 




End 


4 797 


Name 


OJ990909 16.0118.C12.ol. 


ts 


Method 


TBLASTX : Soybean 


btart 


987 




End 


1232 " • - " 


bl 


none 




• Score 


246 ■ " ■ 


tiXons 






Seq. No. 


37790 




Seq. ID 


OJ990909_16.0118.C12 


Gene No . - - 


77684 




Strand 




b t art 


1558 . ■ ' 




"End 


'4797 • ' 


Name 


OJ990909 16.0118.C12.o2. 


gs 


Method 


GENSCAN 


C 4 1 ■»~4- 

btart 


1558 


End 


4797 


GI 


none 




Score 


.96 


Exons 


1558.. 2244, 2322.. 2426, 


2711. 


.3020, 3214.. 4601, 4700.. 4797 


Seq. No. 


37791 ■ 




Seq. ID 


OJ990909 16.0118.C13 


Gene No. 


77685 




Strand 




Start 


98 




End 


159 



37435 



Name 

Start 

GT 

Exons 



OJ990909_16 . 0118 . C13 . ol . gs Method GENSCAN 

98 End 159 

none Score 1 
98. .159 



Seq. No. 37792 Seq. ID 

Gene No. 77686 Strand 

Start 171 End 

Name OJ990909_16 . 0118 . 014 . ol . gs Method 

Start 171 End 

GI none . Score 

Exons 171.. 387, 1090.. 1230 



OJ990909_16.0118.C14 
+ 

1230 
GENSCAN 
1230 
.65 



[ J 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq^_..Np„,..„_, 
.Gene No...._, 
Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
Start ' 
GI^ 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



37793 Seq. ID 
77687 Strand 
329 End 
OJ990909_16. 0118. 015. ol.gs Method 
329 End 
none Score 
329. .502, 788. .852, 1097. .1322 

J77 93_,____.,, , ^„-..;_™ Seq ID 

JJBBQ.. . ! _ I: .s.trana., . 

2309 * ' - • . ■ 

OJ990909_16 . 0118 . C15 . o2 . gs Method 
2309 End 
none Score 
2309.. 2464, 2573.. 2776 

37794 Seq. ID 
77689 Strand 
2367 End 
OJ990909_16. 0118. 016. o2.np Method 
2367 End 
5852180 Score 
2367.. 2420, 3408., 3524, 5769.. 6180 
(AL117265) zhbOOOlO.l [Oryza sativa] 



OJ990909_16. 0118. 015 

1322 
GENSCAN 
1322 
.62 



Q.J 9 9 0 9 09^^16.., 0 1 1J„^C1^5„^ 

27 7^6 -^---^ 

GENSCAN 

2776 

.81 



OJ990909_16. 0118. 016 
+ 

6180 
AAT/NAP 
6180 
590 



OJ990909 16.0118.016 



37794 Seq. ID 

77690 Strand 

1 End 1339 

OJ990909_16. 0118 .016. ol.np Method- AAT/NAP • 

1 . - ' End 1339 

729704 . - ■ : . Score 84 . ■ - ^ - 

DNA-BINDING PROTEIN HEXBP ( HEXAMER-BINDING PROTEIN) 
gi I 1078700 I pirJ I A4.7156 hexamer-binding protein HEXBP - 
Leishmania. major gi|159342 (M94390) .HEXBP. DNA binding protein 
[Leishmania major] 



37794 Seq. ID 

77690 Strand 

1 End 
OJ990909_16.0118.016.ol.gs Method 

50 End 

none Score 
50. .753 



OJ990909_16. 0118. 016 

1339 • 

GENSCAN 

753 

.51 



37436 




Seq. No. 


37794 




Seq. ID 


OJ990909_16.0118.C16 


bene wo . 


/ / o y 1 




brranu 




Start 


1 O Q O 




End 


O O T rt 

2279 


Name 


ujyyuyuy lo. uiio .lid. o^ 


.gs 


Mernoa 


GENSCAN 


btart 


1 O Q 0 

y z 


End 


O O T O 

2279 




none 




Score 


■ . 7 


Exons 


IQIt^ IQ/IT 




■ O O "7 Q 

. / y 




Seq. No. 


37794 




Seq. ID 




Gene No. 


77692 




Strand 




Start 


2281 




End 


2654 


Name 


OJ990909 16.0118.C16.ol, 


• gp 


Method 


AAT/GAP 


Start 


2281 




End 


2654 


GI 


uC-osflcyp033a04bl 




Score 


4 93 


Exons 


2281. .2654 








GI Descrip. 


' 601684 5/dbj |AP000570.1| 


IAP000570 3.0e- 


■59 Oryza sativa genomic 



DNA, chromosome 1, clone : P0711E10 * 



Seq. No. 

Gene No. 

, Start_ 

_Nanie .^, . . 

^ Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



37794 Seq. ID OJ990909_16 . 0118 . C16 

"77693 Strand 

. 4717 „ 1. End ^AMQ^^^:^: . 

, OJ9^0 9,d9_^l 6.. D 118 .-Ci6 ,.oi . gp Me t hod„ . ^ AAX/ G^P , i^lS.Z . Z\ 1, 

4717 End ' 4840 

uC-osflcyp033a04bl Score 196 ■ 

4717. .4840 

'6016845/dbj IAP000570.1IAP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 ' 

37794 Seq. ID OJ990909_16 . 0118 . C16 

77694 Strand 

8236 End 8806 

OJ990909_16 . 0118 . C16 . o3 . np Method AAT/NAP 

8236 End 8806 

6721561 Score 371 

8236. .8539, 8565. .8806 

{AP001073) EST AU082058 (C1297 6) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi I 6815086 I dbj IBAA90372.il (AP001081) EST AU082058 (C12 97 6) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. - No. 
Gene No. ' 

Name 

Start 

GI 

Exons 

GI Descrip. 



37795 

77695 _ " _^ 

OJ99096'9_i6 . 0118 .017 \ o3 . np ' 
1075 
4680186 

1075.. i095', 5262.. 5315,' 6151.. 6356 
(AF111709) unknown [Oryza sativa subsp. indica] 



Seq. ID OJ990909_16.0118.C17 
Strand + 

"Method " ■ AAT/NAP'* ' 
End 6356 
Score 249 



Seq. No. 37795 Seq. ID OJ990909_16 . 0118 . C17 

Gene No. . 77696 Strand 

Start ■ 1 End 6285 

Name OJ990909_16 . 0118 . C17 . ol . np Method AAT/NAP 

Start 1 End 3964 

GI 4680179 Score 4665 



37^37 



Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1..2869, 2903. .3964 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



37795 
77696 
1 

OJ990909_16 . 0118 . C17 . o7 : tm 
2 

none 

2. .190, 3. .191 



Seq. No. 37795 

Gene No. 77696 

Start 1 

Name OJ99G909_16 . 0118 . C17 . o2 . tw 

Start 6 

GI none 

Exons 6.. 416, 11.. 472, 3586.. 3636 



Seq. ID OJ990909__16.0118.C17 
Strand 

End 6285 

Method TBLASTX : Maize 

End 191 

Score 108 



Seq. ID OJ990909_16,0118.C17 
Strand 

End . 6285 

Method TBLASTX : Wheat 

End 3636 

Score 187 



Seq. No. 

Gene No . 
,St.art,..,.. 
. Name • 

Start 

GI 

Exons 



37795 
77696 . ■ 

1 ^ „ ... _ 

QJ993.909 J6 .mi.8 ..CIJ.. oi.„gs 
69 

none 

69... 3961, 4185. .4213, 4252. .5017, 6115. .6180 



Seq. ID OJ990909_16.0118.C17 
Strand - . 

. End. „ 62a5_ , ; 

..Method ... GENS.CAN,.,. . 

End 6180 
Score .47 



Seq. No. 37795 

Gene No. 77696 

Start 1 

Name OJ990909_16 . 0118 . C17 . o2 . tm 

Start 194 

GI none 

Exons 194.. 502, 197.. 514, 252.. 503 

Seq. No. 37795 

Gene No. 77696 

Start 1 

Name OJ990909_16 . 0118 . C17 . o2 . ts 

Start 430 

GI none 

Exons 430.. 561, 431.. 691, 432.. 686 
Seq. No'. ' 377 95 ■ - ■ ■ - ' 

Start ' 1 " : .■ " • ■ 

Name OJ990909_16 . 0118 . C17 . ol . tc 

-Start 455 
GI * none 

Exons 455.. 598, 456.. 596, 599.. 772 



Seq. ID OJ990909_16.0118.C17 
Strand 

End 6285 

Method TBLASTX : Mai ze 

End 514 

Score 182 



Seq. ID OJ990909_16.0118.C17 
Strand 

End * 6285 

Method TBLASTX : Soybean 

End 691 

Score 152 



Seq. JED OJ990_90'9_16 . 0118 . C17 

^Sf rand' ^^^^-^ -:^T.-:;^r.::.-^r:3:==rrr=r:=::: 



^End . 
Method 
End 
Score 



Seq. No. 37795 Seq. ID 

Gene No. 77696 Strand ' 

Start 1 End 

Name OJ990909_16 . 0118 . C17 . ol . tw Method 

Start 479 End 

GI none Score 



6285 ^- ■ 
TBLASTX : Cress 
772 , .. 
7 6 



OJ990909_16.0118.C17 
6285 

TBLASTX: Wheat 

1218 

260 



37438 




P von Q 


479. .943, 479. .1057, 483. .1046, 1144, 


• X ^ J. o 




Seq. .No. 


37795 








Seq. ID 


OJ990909_16.0118 


.017 


Gene No. 


77696 








Strand 








1 








End 






LN dillC? 


OJ990909 16 


.0118 


.017. o4 


.tm 


Method 








515 








End 


0 ^ ^ 




\3 ± 


none 








Score 


X X «J 




F von s 


515. .829, 516. .719 










Seq. No. 


37795 








Seq. ID 


OJ990909_16.0118 


.017 


Gene No. 


77696 








Strand 






Start 


1 








End 


U ^ 0 




Mo m P> 

In dilLC 


OJ990909 16 


0118 


.017. ol 


. tm 


Method 


i D J-irao ± /\ t L'i d X ^ c 




O U d J. L, 


1046 








End 


1 4 nn 

XH \J\J 






none 








Score 






F. X o n s 


1046. .1399, 


1050 


. .1400 










Seq. No. 


37795 








'Seq. ID 


OJ990909_16.0118 


.017 


Gene No. 


77696 








Strand 






Start 


1 








End 


6285 




Name 


OJ990909...J6^ 


-0118„ 


.Cli:o5. 




_ Method _ 


TBLASTX: Wheat 




„ o,,u;.d i. ^ , . 


.,._.105.8:._ _ 


, 


■ . , „. 


„ 


"^..End.. ,r 


..-.1372.....,.;. _ 


- -^.—j. . 


GI 


none 








Score 


86 




F von Q 


1058. .1141, 


1059 


. .1142, 


1220. 


.1372, 1221. .1367 




Seq. No. 


37795 








Seq. ID 


OJ990909_16.0118 


.017 


Gene No. 


77696 








Strand 






Start 


1 








End 


6285 




Name 


OJ990909 16. 


0118 


.017. o3 


. ts 


Method 


TBLASTX : Soybean 




Start 


1220 








End 


1465 




GI 


none 








Score 


93 




F V o n ^ 


1220. .1465, 


1221 


. .1448 










Seq. No. 










Seq. ID 


OJ990909_16.0118 


.017 


Gene No. 


77696 








Strand 






Start 


1 








End 


6285 ' 




Name 


OJ990909 16. 


0118 


.017.03 


tw 


Method 


TBLASTX: Wheat 




O L. d X L. 


1373 








End 


1774 




GI 


none 








Score 


317 




Fvon Q 


1373. . 1774, 


1374 


. . 1772 










q*=»rr ■ Mo 


■37795 ■ 








Seq. ID- 


• OJ990909_16;0118' 


.'01 7: 


Gene No : ■ 


77696 ' ' 








■ Strand 






""STart;^*''"-"^. 










^Erfd''''-^-"-"'"-'' 






Name 


■ 6J99d909' 16: 


0118 


"C'17V63" 


tm' - 


Method 


TBLASTX: Maize' V 




^■|-;^ri- 
o 1- d X. L 


.1436 








End 


1936 




GI 


none . . • 








Score 


.50 




F V o n CI 


1436. .1771, 


1479 


.1529, 


1557. 


.1610, 1754. .1828, 1757. .1936, 




1806.. 1928 














Seq. No. 


37795 








Seq. ID 


OJ990909_16.0118 


017 


Gene No. 


77696 








Strand 






Start 


1 








End 


6285 




Name 


OJ990909 16. 


0118 


017. ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


1487 








End 


1882 




GI 


none 








Score 


186 





37439 



Exons 



1487. .1846, 1488. .1772, 1806. .1844, 1850. .1882, 1851. .1880 



Seq. No. 37795 

Gene No. 77696 

Start 1 

Name OJ990909_16 . 0118 . C17 . o4 . tw 

Start 1823 

GI none 

Exons 1823.. 2200, 1826.. 2191, 1866. 



Seq. ID OJ990909_16.0118.C17 
Strand 

End 6285 

Method TBLASTX : Wheat 

End 2309 

Score 214 
.2309, 2255.. 2305 



Seq. No. 37795 

Gene No. 77696 

Start 1 

Name OJ990909_16 . 01 18 . 017 . o2 . tc 

Start 1859 

GI none . 

Exons 1859.. 2176 



Seq. ID OJ990909_16.0118.C17 
Strand 

End 6285 

Method TBLASTX : Cress 

End 217 6 

Score 180 



Seq. No. 37795 

Gene No. 77696 

Start 1 

Jlame _ „„0 J 9^9 OJ 0 9^^^^ 

..St:art 20.04... _ 

GI none 

Exons 2004.. 2294, 2006.. 2293 



Seq. ID OJ990909_16.0118.C17 
Strand 

End 6285 

. Me t hod, ._^,T BLASTX;: M,a i z e 

.End ,229.4 .\. _ 

Score 185 



Seq. No. 37795 

Gene No. 77696 

Start 1 

Name OJ990909_16 . 0118 . C17 . o7 . tw 

Start 2420 

GI none 

Exons 2420.. 2587, 2475.. 2588, 2633. 



Seq. ID OJ990909_16.0118.C17 
Strand 

End 6285 

Method TBLASTX : Wheat 

End 2842 

Score 71 
.2842, 2634. .2786 



Seq. No. 37795 

Gene No. 77696 

Start 1 

Name OJ990909_16 . 0118 . C17 . o8 . tm 

Start 2525 

GI none 

Exons 2525.. 2848 



Seq. ID OJ990909_16.0118.C17 
Strand 

End 6285 

Method TBLASTX: Maize 

End 2848 

Score 188 



Seq. No.- 37795' 

Gene No. ' .' '77696 

:Nam-e' ~ ' OJ9909d9_16 . Oll'S . C17 . o6*\ tw. 
Start 3155 . " . 

GI none 

Exons 3155.. 3505, 3312. '.3506 



Seq. ID' OJ990909_16.0118:C17 

Strand - 

Method " TBLASTX: Wheat " ' 

End 3506 

Score • 107 



Seq. No. 37795 

Gene No. 77696 

Start 1 

Name OJ990909_16 . 0118 . C17-. o6 . tm 

Start 3200 

GI none 

Exons 3200.. 3505, 3375.. 3491 



Seq. ID OJ990909_16.0118.C17 
Strand 

End 6285 

Method TBLASTX: Maize 

End 3505 

Score 85 



37440 



Seq. No. 37795 Seq. ID OJ990909_16 . 0118 . C17 

Gene No. 77 696 " Strand 

Start 1 End • 6285 

Name OJ990909_1 6 . 01 18 . C17 , ol . gp Method AAT/GAP 

Start 4288 End 4742 

GI 95437_1 .R1084 Score 774 

Exons 4288.. 4742 

GI Descrip. M 512226/db j | AB014738 . 1 | AB014738 l.Oe-134 Oryza sativa 

gypsy-type retrotransposon RIRE3 DNA, internal region, complete 

"^r ■■ sequence' 



Seq. No. 37795 Seq. ID OJ990909_16 . 0118 . 017 

Gene No. 77696 Strand 

Start 1 End 6285 

Name OJ990909_16 . 0118 . C17 . o2 . gp • Method AAT/GAP 

Start 5900 End 6285 

GI uC-osflcyp033a04bl Score 669 

Exons 5900. . 6285 

GI Descrip. ' 6016845/dbj | AP000570 . 1 1 AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 ' 



_S,ejq...No,., 
Gene No. 
Start 
Name 
Start 
GI 

Exons 



-377 9.6, : 



.....Seq.. .ID . ..O.a,9_aa9„Q5__1.6 ...0.1 1.8.,,q.l.8^ 



77697 Strand + 

29 ■ End 3115 

OJ990909_16 . 0118 . C18 . ol . gs Method GENSCAN 

29 End 3115 

none Score .43 
29. .243, 314. .608, 1001. .1100, 1989. .2271, 2340. .2501, 
2863. .2941, 3023. .3115 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 

Gi 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



37796 
77698 
235 

OJ990909_16.0118.C18.o2.np 
235 

6721512 



Seq. ID OJ990909_16.0118.C18 
Strand 

End 2040 

Method AAT/NAP 

End 2040 

Score' 103 



235. .295, 1654. .1722, 1765. .1897, 1925. .2040 
(AP001072) hypothetical protein [Oryza sativa] 



37796 
77698 . 
235 

OJ990969_16.0118.C18.ol,np 
^^34-Z'^'"^"^-^ 
6907089 ■ 
342.'. 1106 . . 
(AP001129) hypothetical protein [Oryza sativa] 



Seq. ID OJ990909_16. 0118. 018 

Strand - , . , 

End ' 2040* ' ■ / - ~ r 

Method AAT/NAP 

Score ' ' 25 6 ■ . . 



37797 Seq. ID 

77699 Strand 

4427 End 
OJ990909_16. 0118 .019.01. gp Method 

4427 End 

569410 Score 
4427. .4501 



OJ990909_16. 0118.019 
+ 

4501 
AAT/GAP 
4501 
131 



37441 




Seq. No. 


37797 


Seq. ID 


OJ990909_16 


0118 .C19 


Gene No. 


77700 


Strand 






Start 


590 


End 


3857 




Name 


OJ990909 16 . 0118 . C19 . ol . gs 


Method * 


GENSCAN 




Start 


590 


End 


3857 




GI 


none 


Score 


. 61 




Exons 


590.. 742, 2135^^2197, 2637.. 


2780, 3090 


. . 3266, 3626 


. 3651, 




3740 . . 3857 








Seq. No. 


37798 


Seq. ID 


OJ990909_16, 


0118 .C20 


Gene No. 


77701 


Strand 


+ 




Start 


617 


End 


6319 




Name 


OJ990909_16 . 0118.C20.ol.gs 


Method 


GENSCAN 




Start 


617 


End 


6319 




GI 


none 


Score 


. 63 




Exons 




z D / 9 , zo yz 


. . 3147, . 3257 . 


. 337 6, 




5312. .5467, 6119. .6319 








Seq. No. 


37798 


Seq. ID 


OJ990909_16. 


0118 .C20 


Gene No.. 


77701 


Strand 


+ 




Start 


617 


End 


6319 




.JJ.aiR^,.-,^» ™ 


OJ990909 16.0118.C20.o2.np 


Me Jthod 


AAT/NAP ■ . 




„S t:artL ^ 


.„24k3... :: , 


,Z:Enxi /I '7.^, 


.3941. /'.J.: 




GI 


6523547 


Score 


300 




Exons 


2483. .3639, 3886. .3941 








GI Descrip. 


(AJ242540) hydroxyproline-rich glycoprotein DZ-HRGP [Volvox 




carteri f. nagariensis] 








Seq. No. 


37798 


Seq. ID 


OJ990909_16. 


0118,020 


Gene No. 


77702 


Strand 






Start 


1 


End 


1450 




Name 


OJ990909 16.0118.C20,ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1450 




GI 


2992160 


Score 


200 




Exons 


1..96, 170. .451, 1258. .1450 








GI Descrip. 


(AB012392) MuDR-like element 


[Oryza sativa] 




Seq. No. 


37798 


Seq. ID 


OJ990909_16. 


0118. C20 


Gene No. 


77703 


Strand 






Start 


5691 


End 


6895 




Name 


OJ990909 16.0118.C20.o3.np 


Method 


AAT/NAP 




Start 


5691 . . ■ ^ 


End 


6895 .- 




GI * ■ 


2586082.' " ' : -.■ " ■ 


" Score ' 


■4-4-7- ■ ' ' • 




Exons 


5691. .6173, ' 6845.;. 6895' ' ■ 








'6I'*'^*Desc'Ff^T 


^^^( 0 7^T25=rWiE5^Tr^f^ 




Seq. No. 


37798 


Seq.,. ID 


OJ990909_16. 


0118.020 


Gene No. 


77703. . ■ 


Strand 






Start 


5691 


End 


6895 




Name 


OJ990909 16.0118.C20.ol.ts 


Method 


TBLASTX: Soybean 


Start 


5742 


End 


6084 




GI 


none 


Score 


51 




Exons 


5742.. 5957, 5823,. 5912, 5963 


..6076, 5971. .6084 




Seq. No. 


37798 


Seq. ID 


OJ990909_16. 


0118.020 


Gene No. 


77703 


Strand 






Start 


5691 


End 


6895 





37442 



Name 

Start 

GI 

Exons 



OJ990909_16. 0118 .C20.O1 . tm Method TBLASTX : Maize 
5748 End 6084 

none Score 83 

5748. .5912, 5748. .5969, 5854. .5934, 5971. .6033, 6040, .6084 



Seq. No. . 37799 

Gene No. 77704 

Start 129 

Name OJ990909_16 . 0118 . C21 . ol . gs 

Start 129 

GI none 
Exons 



Seq. ID OJ990909_16.0118.C21 
Strand 

End 4814 

Method GENSCAN 

End 4814 

Score .45 



129. .331, 420. .713, 1036. .1278, 1479. .1552, 1586. .1799, 
1931. .2260, 3049. .3187, 3375. .3791, 4242. .4814 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Se,q,.,-,Ro. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



37800 
77705 
1111 

OJ990909_16. 0118. 022. ol.gs 

1111 

none 



......37800.. ... . 

77706 
3861 

OJ990909_16. 0118. 022. o2.gs 
3861 
none 



Seq. ID OJ990909_16. 0118 .022 

Strand + 

End 1831 

Method GENSCAN 

End 1831 

Score .54 



1111. .1300, 154 4. .1627, 1691. .1831 



Seq . .. I.D QJ33a9Q,9^1.6...0 1.1B.. Q22^. 

Strand + 

End 47 4*5 • 

Method GENSCAN 

End 4745 

Score .75 



3861. .4140, 4154. .4408, 4586. .4745 



Seq. No. 37800 

Gene No. 77707 

Start 2480 

Name OJ990909_16 . 0118 . 022 . ol . gp 

Start 2480 

GI none 

Exons 2480-. .2929 



Seq. ID OJ990909_16.0118.C22 
Strand 

End 2929 

Method AAT/GAP 

End 2929 

Score 653 



Seq. No. 37800 

Gene No. 77708 

Start . 3758 

Name OJ990909_16 . 0118 . C22 . o2 . gp. 

Start - ' 3758 ' • ' 

GI ■ ' ' none 



Seq. ID OJ9909a9_16. 0118. 022 
Strand 

End 4202 

Method AAT/GAP 

'End ' • '4202 ' ■ - : " " 

Score 671 - 



Seq. No. 37801 

Gene No. 77709 

Start 6062 

Name OJ990909_1 6 . 0118. 023 . o2 . gs 

Start 6062 

GI none 
Exons 



Seq. ID OJ990909_16. 0118. 023 

Strand + 

End 9119 

Method GENSCAN 

End 9119 

Score .8 



6062. .6216, 6496. .6695, 6862. .6986, 7054. .7246, 7316. .7374, 
7460. .8223, 8358. .8503, 8602. .9119 



Seq. No. 
Gene No. 



37801 
77709 



Seq. ID OJ990909_16. 0118. 023 
Strand + 



37443 




start 6062 End 9119 

Name OJ990909_16. 0118 .C23. ol . np Method AAT/NAP 

Start 6990 End ' 8224 

GI 6721561 Score 1068 

Exons 6990.. 7248, 7316.. 7375, 7460.. 8224 

GI Descrip. (AP001073) EST AU082058 (C12976) corresponds to a region of the 
predicted gene,; hypothetical protein [Oryza sativa] 
gi I 6815086 I dbj IBAA90372.il (AP001081) EST AU082058 (C1297 6 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 


37801 


Seq. ID 


OJ990909_16.0118 


.C23 


Gene No. 


77710 


Strand 






Start 


85 


End 


4104 




Name 


OJ990909 16.0118.C23.ol.gs 


Method 


GENSCAN 




Start 


85 


End 


4104 




GI 


none 


Score 


.57 




Exons 


85.. 130, 2620.. 2790, 2926. 


.3087, 3562.. 


3709, 4036. .4104 




Seq. No.. 


37801 


Seq. ID 


OJ990909_16.0118 


C23 


Gene No. 


77711 


Strand 






.^SJ:art, 


.^35 


En^_ 


.212.41„„ 




. Name... .. _ J, 


. .oj.99.oira9 . i6.:.diis .'c23,.x)i .:gs 


Method.'.:..'. 


.gen^Can 




Start 


9735 


End 


14 834 




GI 


none 


Score 


.46 




Exons 


9735.-9982, 10085 .. 11224 , 


11371. .11905, 


12065. .12230, 





12272. .12686, 12931 .. 13518 , 13624 .. 14457 , 14579 14633, 
14700. .14834 



Seq. No. ' 


37801 


Seq. ID 


OJ990909_16.0118. 


C23 


Gene No. 


77711 


Strand 






Start 


9735 


End 


21241 




Name 


OJ990909 16.0118.C23.o2.np 


Method 


AAT/NAP 




Start 


9738 


End 


12855 




GI 


5902445 


Score 


3065 




Exons 


9738.. 10975, 11015.. 12855 








GI Descrip. 


(AB030283) GAG-POL precursor 


[Oryza sativa] 




Seq. No. 


37801 


Seq. ID 


OJ990909_16.0118. 


023 


Gene No. 


77711 


Strand 






Start 


9735 


End 


21241 




Name . 


OJ990909 16.0118.C23.o3.tw 


Method 


-TBLASTX: Wheat 




Start ■ ' 


'9747 . " \ ' ' 


End*- 


10355 - 




GI 


none 


Score ' 


'80 • ■ " 












Seq. No. ' 


37801 


Seq. ID 


OJ990909_16.0118. 


023 


Gene No. 


77711 


Strand 






Start 


9735 


End 


21241 




Name 


OJ990909 16.0118.C23.o5.tm 


Method 


TBLASTX: Maize 




Start 


9783 


End 


10049 




GI 


none 


Score 


48 




Exons 


9783. .9866, 9817.. 9873, 9861. 


.9980, 9867. .10049 




Seq. No. 


37801 


Seq. ID 


OJ990909_16.0118. 


023 


Gene No. 


77711 


Strand 






Start 


9735 


End 


21241 





37444 






Nsme 




o4 • tw 




TRT ZiQTY • Whcin-h 






10479 ~ 






1 Oft 

J. U 0 D*^ 




GI 


none 






21 Q 




P von c 


10479 10862 10480 


1 OR S4 

X W 0 ^ T 








Seq. No. 


37801 




Seq. ID 


OJ990909_16. 0118. 023 




Gene No. 


77711 




Strand 






Start 


9735 




End 


21241 

^ X ^ ri X 








- 

Oo . cm 


L*Jc LIiUvJ. 


1 DiurtO i A , lYid X z e 




Start 


10557 ~ 




FnH 


1 nR ^^9 

X U 0 




GI 


none 




CI r'OT'O 
0 t—WX C 


171 

X / X 




F.xons 


10557 10862 105^8 


1 084 S 

X u 0 1 J 








Seq. No. 


37801 




Seq. ID 


OJ990909_16.0118.C23 




Gene No. 


77711 




Strand 








y 1 oo 




bna 


0 1 0 >i 1 




Name 


OJ990909 16 0118 C23 


o9 . tw 


i IV Li 1 iV^\.X 


X OXJrtO X/\ . IftliCClL. 




Start 


11067 ~ 




End 


1 1 ^79 

X X J / ^ 




GI 


none 




o^-L^x c; 






Exon ^ 


11067 11372 11071 


1 1 32S 

X X ^ ^ J 








Se q^., Np:. 


■ 37801 ■ 






OJ990909 16.0118.023 ■ 




^...G.ene . No... 


_7771i.„ . . . 




Strand , . 






Start 


9735 




End 


"21241^'"^"'' ^ '"^■—"■^-"^ 




Name 




0 b . L w 


Method 


TBLASTX: Wheat 




Start 


X JL J / J 




End 


11771 




GI 


none 




Score 


57 




F" von <5 




1 1 Rn7 

X X J U / f 


1154 4. .11771, 1154 6. .11770 


iy 


Sea No 


37801 




Seq. • ID 


OJ990909_16. 0118. 023 






77711 




Strand 




f y 


Start 


9735 




End 


21241 




Name 


OJ990909 16. 0118 .C23. 


o4 . np 


Method 


AAT/NAP 




Start 


11379 




End 


21241 




GI 


1076802 




Score 


118 




R von s 


1137 9 11413 11 872 


11951, 


13034. .13075,... 16773. .16892, 






1 7201 1782^ 178^2 


17974, 


21205. .21241**^ 




r^T npQr'r'in 

wJ. 0 X L/ • 


CAUClloXll X X kJXvJL-tiXi] 


- maize gi | 60011 


3 1 emb|OAA84230| {Z34 4 65 






PvhPD^^i n — 1 "i Vp 'piT'O'hoi n 


[Zea mays] gi | 1096557 | prf | | 2111476A 






px'hpn^in — 1 i H om sin 


[Zea mays] 






Seq. No., 


37801 




Seq. ID 


OJ990909_16. 0118. 023 




'* Gene ' No . ■ 


777.11" - " - ■ ; 




' Strand ' 






Start 


9735 




End ' 


.21241 • ■ ' 




**^"N aM^*"^^' 


'^'C)r(<\^(\^'(\^ ^ t T'ff^ r2''?" - 

WiJ_7-7U^U;? XD. UXXO .k^^j. 


o2:W' 








' -Start" • ■ - 


1 1 ftRQ ^ " ~ ' * ' 

- X X 0 J ^ • V , . . 




- End^ ■ - / ■ 


12285" V.".:"*; ""V. ■ \ . 




GI 


none 




Score 


90 




J-J \p/ 1 1 0 




12285, 


12101... 12259 ' . • 




Seq. No. 


37801 




Seq. ID 


OJ990909_16. 0118. 023 




Gene No. 


77711 




Strand 






Start 


9735 




End 


21241 




Name 


OJ990909 16.0118.C23. 


o2. tw 


Method 


TBLASTX: Wheat 




Start 


11935 




End 


12339 




GI 


none 




Score 


274 




Exons 


11935. .12339, 11936. . 


12292 







37445 



Seq. No. 


37801 




Seq. ID 


OJ990909_16.0118 


.023 


Gene No. 


77711 




Strand 












xLtll\JL 


91941 

Z X Z rt X 




N3irie 


O.TQQDQDQ Ifi 01 1 ft 


* KJ*i m LIU 


i*i C L X 1 L/ U 


1 OXjrlO 1 A . L*id A. 




Ol-cLL L 


1 ?m ^ ~ 

X ^ U X o 






X z ^ 7 0 












14 4 

X *1 *i 






1901 ^ 1 2^Q6 1 201 4 


1 9999 

. X z z ^z 








Seq. No. 


37801 




Seq. ID 


OJ990909_16.0118 


.023 


Gene No. 


77711 




Strand 








97 




End 


21241 




Nsnie 


n.TQQOQDQ Tfi 01 1 ft 
\juz/^\jy\jy X\j.uxxo.v_'^o 


n9 i-m 

. UZ. ■ Liu 


Method 


TBLASTX: Maize 






1 9494 ~ 

X ^ *i Z. *t 




End 


12744 






/-\ T-i 




Score 


218 




Th" von Q 


19494 19744 1944fi 


1971ft 

. X Z / X 0 , 


12478, .12726 




Seq. No. 


37801 




Seq. ID 


OJ990909_16.0118 


.023 


Gene No. 


77711 




Strand 






O U d I. L, 






End 


21241 




Nsme 


riTQQOQOQ Ifi 011ft r9'^ 
wuj;?ui7u^ xo.uxxo.v^z^ 


1 

. 0 X . t W 


Method 


TBLASTX: Wheat 




CJ-h :3 -r-l- 
O L dl. L 


1 9 4 R4 

X Z *2 *a 




End 


12883 




yj -L - 






Score,,, _ 


334 ■ 






1 94 S4 1 9ftft 9 1 94 SS 


1 9ftft ^ ' 

;JL ^ 0,0, ~J . , 








sVq . No . 


37801 




Seq. ID 


OJ990909_16.0118 


.023 


Gene No . 


77711 




Strand 






O L di. L. 


97 




End 


. 21241 




Nsine 


riTQQOQOQ 1 011ft r9'^ 
XD.uxxo.k^zo 




Method 


TBLASTX : Soybean 




O L dX L 


1 9 RO R ~ .. • . 




End 


12870 






none 




Score 


99 




£xon s 


19^0^ 19fi'^Q ^'?(^Af, 


1 9ft70 
. X 0 / u 








O C . LN U • 


^7ft01 

J / 0 X 




Seq. ID 


OJ990909_16.0118 


P9^ 


Gene No. 


77711 




Strand 






Start 


9735 




End 


21241 




Nsirie 


OJ990909 16.0118.C23 


. o3 . np 


Method 


AAT/NAP 




O U d i. L. 


12923 




End 


16849 




PT 


5902444 




Score 


995 




Elxon s 


12923. .14579, 14751. 


. 14858, 


16796. . 16849 






(AB030283) GAG-POL precursor 


[Oryza sativa] 




O t; . L\ (J . 


37801 • 




Seq. ID 


OJ990909_16.0118 


r9 ^ 


Gene No. 


77711 • • • . . 




'strand 






Start 


9735 




End 


21241 ^' ' 




LN dllLC 


-^^"ojg^sfo^w^gTtri^rc^ 




7"tM:?KST}CfWh^e^"^''^ 


^ .J . ^ 


O L dX L 


-13103 : ..' • 




■ ' End ^ ' . 


"13558 .'. 'V: 




CJ 
\j ± 


none 




Score 


102 




Exon s 


13103. .13339, 13124. 


. 13327, 


13221. . 13337, 13376 .. 13558, 






13377.. 13550 










o e q , LN o . 


37801 




Seq. ID 


OJ990909_16.0118 


P9 "5 


Gene No. 


77711 




Strand 






Start 


9735 




End 


21241 




Name 


OJ990909 16.0118.023 


. 08 . tw 


Method 


TBLASTX: Wheat 




Start 


14141 




End 


14530 




GI 


none 




Score 


243 




Exons 


14141. . 14530 











37446 





Seq. No. 


37801 




Seq. ID 


OJ990909_16.0118.C23 






7771 1 




iCH~ r*a r»H 






Q-i- a >-+- 


Q7 




bna 






Nsme 




. o4 . gs 


ixie unoa 












Cina 


X D 0 O 4 






none 




Score 


7 
. / 








. X Do 0 fl 








Seq. No. 


37801 




Seq. ID 


OJ990909_16.0118.C23 






7771 1 










O J- L 


^ f 




una 


010/11 
Z XZfl X 




NBiue 




. ol . gp 




7\ 7\ T /P n D 






X O D 






1 Q1 (^1 






none 




Score 


H ZZ 




Exon s 


lOQOf: iQi*;7 

X0_7Z.D. . X^XD / 










Seq. No. 


37801 




Seq. ID 


OJ990909_16.0118.C23 






7771 1 




Q-l- r-a nrJ 






O U a. J- L 


Q7 

i? / JO 




tina 


0 10/11 
Z 1 Z 4 X 




N3.ine 




od , gs 


Method 


P T M C P 7i M 




: 




— — ' — - - 


Cj rici_ , ^ 


9 1 07 fi 




(ZT" ' 


..-..,nonj8. . ■•. , 




Score . 


/I o - 




Exons 




0 1 n "7 Q 








C . LN*^^' • 


37801 




Seq. ID 


OJ990909_16.0118.C23 


? 1 1 


Gene No. 


77711 




Strand 




1 J 


Start 


9735 




End 


21241 






OJ990909 16. 0118. 023 


o5 . np 


Method 


AAT/NAP 


LU 




20764 




End 


21241 






6623973 




Score 


417 


- ~ 


Exons 


20764 . .21241 








s 




(AC007505) Highly similar to 


Tal-3 polyprotein [Arabidopsis 


C3 




. thaliana] 








""-4 


Seq. No. 


37801 




Seq. ID 


OJ990909_16.0118 .C23 


r " 


Gene No. 


77711 




Strand 




'^3 


Start 


9735 




End 


21241 




Name 


OJ990909 16.0118.C23. 


ol . tm 


Method 


TBLASTX : Maize 




Start 


20773 




End 


21195 




GI 


none 




Score 


284 




Exons 


. 20773. .21195, 20777... 


21163,. ' 


20779. .21168 



Seq. No. 

. Start-*. - 
Name 
Start 
GI 

Exons 



■ 37801 ■ 

. : 9735"^ . ; : / 

OJ990909_16.0118.C23, 

20782 

none 

20782. .20880, 20899.. 



' ■ Seq. ID OJ9:90909_16.0118.C23 

. End^',. :.'2i2'4i :'rr\~\' \ 

ol.ts " Method TBLASTX: Soybean 

End 21174 

Score 161 
21174, 20902.. 21165 



Seq. No. 37801 

Gene No. ,77711 
Start 9735 

Name OJ990909_16 . 0118 . C23 , 

Start 20800 
GI none 



Seq. ID OJ990909_16.0118 .C23 
Strand 

End 21241 

o7.tw Method TBLASTX : Wheat - 

End 21222 

Score 53 



37447 








20800. .21000, 20801. .20989, 21019 .. 21222 , 21032. .21163 






• 1>U • 


37802 


Seq. ID 


OJ990909_16.0118 






(^pnp No - 


77712 


Strand 








Start 


1 


End 


1448 






Name 


OJ990909 16.0118.C24.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


1448 






\D X 


6623973 


Score 


1132 






P von Q 


1. .1448 












(AC007505) Highly similar to 


Tal-3 polyprotein [Arabidopsis 






thaliana] 










Seq. No. 


37802 




\juyyuy\Jz/ XD.UXXO 






Gene No, 


77712 


C +* V a n /H 










1 


FnH 


1 /1 4 P 






Name 


OJ990909 16.0118.C24.ol.tm 


lYie L nou. 


i oj_t/io i A . iYiai ze 






Start 


3 


FnH 










none 


Score 


Q7 






F.xon ^ 


3. .431, 136. .432 










Seq. No. 


37802 ' 


oeq . X u 


niQQnQriQ i niip 

XO.UXxO, 


. CZ 4i 


- — 




^JJ712._ 


St r^and^^^ 




« 




, Star.t ■ 


...A .... ... „ :^ - , 


Htna , 


^ A A Q 








OJ9909d9 16.0118. C24.o3.tw 










Start 


9 , 








f r3 


X 


none 


Score 


1/1 




\ ~ 


F. V n n 


9. .104, 99. .269 








r ^ 


Seq. No. 


37802 




OJ990909_16.0118, 


.024 




Gene No. 


77712 


o urana 








Start 


1 


Hjna 


1448 




i h:^ 


V* aiiic 


OJ990909 16.0118.C24.ol.ts 


Me unou 


TBLASTX : Soybean 






o i_ d X u 


18 


lijnci 


407 




E 


GI 


none 


Score 


116 




f ^ 


P, von 


18. .407, 60. .242, 115. .405 










Seq. No. 


37802 ' 


oeq . X u 


OJ990909_16.0118, 


.024 




Gene No. 


77712 


Strand 








Start 


1 


iiino 


1448 






Name 


OJ990909 16.0118.C24.ol.gs 


rje unoQ 


GENSCAN 






O U d X L. 


206 


Hina 


1420 






GI 


none , . . " 


Score 


. 68 






* F. von <=! 


"206; .49"7, * 63"9. .-749; '835. :i420 












^'''3'7^15'2"'^''^'^'''='^''^^^'^^^ "'-^ 










':7.77i2:-::> : 'y--- . " ■ . 


Strand 








Start 


■ 1 ■ • • • 


End 


1448 






Name 


OJ990909 16. 0118.024. o2.tc 


Method- 


TBLASTX: Cress 






, O l_ d X L 


225 


End 


431 






GI 


none 


Score 


61 






F V on Q 


225. .431, 259. .426 










Seq. No. 


37802 


Seq. ID 


OJ990909_16.0118. 


024 




Gene No. 


77712 


Strand 








Start 


1 


End 


1448 






Name 


OJ990909 16.0118.C24.ol.tw 


Method 


TBLASTX: Wheat 






Start 


273 


End 


699 





37448 



GI 

Exons 

Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 
..Start:^__ 
„ Name. 

Start 

GI 

Exons 



none Score 
273. .698, 274. .699 

37802 
77712 
1 

OJ990909_16. 0118 .C24 .o2.ts 
899 
none 

899.. 1036, 1034.. 1363, 1035.. 1355 



37802 
77712 
1 

OJ990909_16.0118.C24.ol. tc 

908 

none 



401 



Seq. ID OJ990909_16.0118.C24 
Strand 

1448 

TBLASTX : Soybean 
1363 
139 



End 

Method 
End 
Score 



37802. 
77712 

, 1, J.-. . ™ 

,0 J9 9 6i Q 9_1 6 ..01 18 . C.Z4 . o2 . tw , 

932 

none 

932.. 1036, 1053.. 1112, 1054, 
1221. .1448 



Seq. ID OJ990909_16.0118.C24 
Strand 

End 1448 

Method TBLASTX : Cress 

End 1330 

Score 58 



908. .1036, 978. .1034, 1052. .1330 



Seq. .ID OJ990909_16.0118.C24 
Strand" 

End _ _,14 4 8_ „ 

.Method TBLASt3< : Wheat 

End 14 4 8 

Score '38 ■ 
1113, 1145. .1375, 1145. .1447, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

■ Seq. No. 
Gene No. 
Start 
Name 
Start 

GI ■ 

■ Exons ' 

GI Descrip, 

Se'q\ No . 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



37802 
77712 
1 

OJ990909_16.0118.C24.o2.tm 

974 

none 



Seq. ID OJ990909_16.0118.C24 
Strand 

End 14 4 8 

Method TBLASTX : Mai ze 

End 1390 

Score 111 



974.. 1039, 1055.. 1390, 1233.. 1376 



Seq. ID OJ990909_16.0118.C25 
Strand 

End 2398 

Method AAT/NAP 

End 2398 

Score , 416 



37803 
77713 
1 

OJ990909__16.0118 .C25.ol.np 
1 

3402755. 

i-. .1187, 2372. .2398 ' ' 
(AIj031187) putative t'ransposable element [Arabid'opsis thaliana 

■37 8.03': . V ' ' " ' " 

77713 ■ 
1 

OJ990909_16.0118.C25.o2.tw 
666 
none 



Seq. ID- . OJ990909_16:.0118.-C25: 
Strand 

End " 2398 
Method TBLASTX : Wheat 
End 969 
Score 54 

666. .737, 726. .836, 738. .818, 821. .967, 822. .968, 823. .969 



37803 
77714 
2342 

OJ990909 16.0118.C25.ol.tw 



Seq. ID OJ990909_16.0118.C25 
Strand 

End 2626 

Method TBLASTX : Wheat 



37449 
















End 


2626 








r* T 


none 








Score 


95 












9 "^7 fl 


9 R 1 Q 


9^7 0 


.2459, 2513. .2626, 


2532. .2624 




Seq. No. 


37804 








Seq. ID 


OJ990909_ 


_16.0118 


.026 




Gene No. 


77715 








Strand 


+ 








O Lair L 


7 








End 


162 








N3ine 




n 1 1 Q 
. U X X o 


. o . ox 


. gs 


Method 


GENSOAN 








O Lair L 


/ J 








End 


162 








T 

KDl. 


none 








Score 


A A 










7 ^ 1^9 

/ .3 . . X OZ 


















Seq. No. 


37805 








Seq. ID 


OJ990909_ 


_16.0118 


.027 




Gene No. 


77716 








Strand 


+ 








O Ldl. L 


1 n Q 








End 


709 








N3ine 


u J y y u yu y i o 


n 1 1 Q 

. U X X o 


.C27.01 


.gs 


Method 


GENSOAN 








0+- a 

O La. J- L 


I u y 








End 


709 








o± 


none 








Score 


. y 










1 n Q 7 0 0 


















Seq. No. 


37806 








Seq. ID 


OJ990909_ 


16.0118 


.029 




Gene_ No,.._. 


2211Z_ 


' 




..Strand 












Q 








. End 


rjii.^.: 






s. -J 


Name 


uj y yuyuy xo 


n 1 1 Q 

. U 1 Xo 


.C29.ol' 


.gs 


Method 


GENSOAN 






\J' 


C 4- ^ v-i- 

b rar L 


R Q Q 








End 


912 






rn 




none 








Score 


.5 






fll 


Exons 


C Q o Q 1 O 


















oeq. Mo . 


J / c5 u / 








Seq. ID 


OJ990909_ 


_16.0118 


.031 


y 


Gene No. 


77718 








Strand 


+ 






%'j 


Start 


285 








End 


1081 






fii 


Name 


OJ990909 16 


.0118 


.C31.01. 


.np 


Method 


AAT/NAP 








o Lar L 


285 








End 


1081 






5 




4512231 








Score 


1232 






if ^ 


Exons 


285. .1081 


















oi. uescnp. 


(AB014741) ORFO ] 


protein 


[Oryza sativa] 










beq. No. 


37807 








Seq. ID 


OJ990909_ 


_16.0118 


.031 




Gene No. 


77718 








Strand 


+ 








O L d I. L 


285 








End 


1081 






- — 


Name 


OJ990909 16 


.0118 


.031. ol. 


.gs 


Method 


GENSOAN 








OLalTL, 


339 . 








End 


1073 










none ' • 








Score 


.by 








Exons 


"339. .1073 






































" Seq.- 'No; ' - ' 


; 37807" . ' 








S^q-.*-'.iD- 


OJ9909tl9 


_L6^;:0118. 


.031 




Gene No. 


77719 








Strand 


- 








C4- -a Y'-i- 

O Lair t 


1839 








End 


2054 








Name 


OJ990909 16. 


.0118 


.031. o2. 


gs 


Method 


GENSOAN 








bLaj-L 


1839 








End 


2054 








GI 


none 








Score 


.99 








Exons 


1839. .2054 


















Seq. No. 


37808 








Seq. ID 


OJ990909^ 


_16.0118 


.032 




Gene No. 


77720 








Strand 










Start 


18 








End 


1353 








Name 


OJ990909 16. 


.0118 


.032.01. 


gs 


Method 


GENSOAN 







37450 



start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

S.eq.. No„. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



18 End 1353 

none Score . 66 

18.. 120, 242.. 352, 1280. .1353 



37808 Seq. ID 

77721 Strand 
450 End 
OJ990909_16.0118.C32.ol.gp Method 
450 End 
uC-osf Icypl04cl2al Score 
450. .588 

'5852170/emb|AL117265.1 IOST17804 3.0e- 
indica(GLA4) genomic DNA, chromosome 4 

37808 Seq. ID 

77722 Strand 
2233 End 
OJ990909_16 . 0118 . 032 . o2 . gs Method 
2233 End 
none Score 
2233. .2294, 3268. .3481 

3 7.8.0? ' . 17 . TIT . - - - "Z77.7seqZ ID 

77723 ' Strand 
4084 End 
OJ990909_16. 0118 .C33.o2.gs Method 
4084 End 
none Score 
4084. .4329, 4427. .5237, 6974. .7139 



OJ990909_16.0118.C32 
588 

AAT/GAP 
588 ' 
177 

29 Oryza sativa 

, BAG clone: tl7804 • 

OJ990909_16.0118.C32 

3481 
GENSCAN 
3481 
. 94 



..0,J9.9a9D_9_1.6 . 01ia.X:.a3 

7139 
GENSCAN 
7139 
.44 



Seq. No. 37810 Seq. ID 

Gene No. 77724 Strand 

Start 220 End 

Name OJ99090 9_1 6 . 01 18 . C37 . ol . gs Method 

Start 220 End 

GI none Score 

Exons 220.. 317 



OJ990909_16.0118.C37 
+ 

317 

GENSCAN 
317 
. 62 



Seq, No. 

Gene No. 

Start 

Name 
■ Start ■' 

GI ^ ■ ■ ' 
''Exbrrs'^^' 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



37811 
77725 
846 

OJ990909_10.0114 .C2.ol.tm 

'846 ■ / " - " ■ ' • • " r 
none . ' . 



Seq. ID OJ990909_10. 0114 .C2 
Strand 

End 1199 

Method .. TBLASTX: Maize 

End ■ ' 1199 ' ■■ ""^ 

Score 7'8 



37812 
77726 
235 

OJ990909_10.0114 .C3.01 .gs 

235 

none 



Seq. ID OJ990909_10.0114 .C3 

Strand + ■ , ■ 

End 13154 

Method GENSCAN 

End 9688 

Score .42 



235. .283, 2365. .2649, 2743. .3064, 31 61 .. 3430, 3773 .. 38 66, 
4159. .4492, 4527. .4701, 5967. .6164, 6558. .6606, 6935. .7085, 
7578. .7851, 8314. .8559, 8589. .8650, 8724. .8989, 9488. .9688 



Seq. No. 



37812 



Seq. ID OJ990909_10.0114.C3 



37451 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



Seq, No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 

_Narfie 

Start 

GI 

Exons 



77726 Strand + 

235 End 13154 

OJ990909_10.0114 .C3.ol.gp Method AAT/GAP 

2348 ' End 2868 

76629_1 .R1084 Score 746 
2348.. 2649, 2743.. 2868 
M454483/gb|AAD20930| 5.0e-ll 



(AC006234) putative kinase, 5' 



partial [Arabidopsis thaliana] ' 

37812 Seq. ID 

77726 Strand 

235 End 

OJ990909_10.0114 .C3.ol.np Method 

'2556 End 

1041702 Score 



OJ990909_10.0114.C3 
+ 

13154 
AAT/NAP 
3467 
913 



2556. .2649, 2743. .3064, 3161. .3467 

(U30476) expansin At-EXPl [Arabidopsis thaliana] 



37812 Seq. ID 

77726 Strand 

235 End 

„0 JtaOJO 9^1 0,,.0 n 4„.i:,3.. o2.. 3p_ Method.,., 

,3.408 .End . 

' 6012874 • Score 

3408.. 3932, 3993.. 4014 



OJ990909_10.0114.C3 
+ . 

13154 

AAT/GAP , ■ 

:-..46i4.. 

'1002 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI • 

Exons 

"•cr^D^^cripr: 



37812 Seq. ID 

77726 Strand 
235 End 
OJ990909_10.0114 .C3.o3.np Method 
7699 End 
6041804 Score 
7699.. 7721, 8830. .8952, 13137. .13154 

(AC009755) putative protein kinase [Arabidopsis thaliana] 
gi|6513945|gb|AAF14849.1|AC011664_31 (AC011664) putative protein 
kinase [Arabidopsis thaliana] 



OJ990909_10.0114.C3 
+ 

13154 
AAT/NAP 
13154 
46 



37812 Seq. ID 

77726 Strand 

235 End 

OJ990909_10. 0114 .03.02 .np Method 

8296 ' End 

6539574' " • - ■ Score 
8296.. 8484, 12762 .. 127_97 

^'^(KP^OW g 3&) S-f mi T aff " ttf ^hfSfna'f f iK ■ '^i: Smi 1 "■JiTF'siSW^TT'^^Roml^ 

{U75321)'.. [Oryza'satlya] ' ' . '." ^ 



OJ990909__10.0114.C3 
+ 

13154 

AAT/NAP 

12797. 

101 ■ ' ■ 



Seq. No. 37812 ... -Seq. ID 

Gene No. 77726 Strand 

Start 235 End 

Name OJ990909_10 . 0114 . C3 . o3 . gp Method 

Start 10168 End 

GI uC-osflcyp084e03al Score 

Exons 10168.. 10321 : 

GI Descrip. ' 5441877/dbj | BAA82375 . 1 | l.Oe-13 (AP000367) Similar to 

glycogenin glucosyltransf erase (EC 2.4.1.186). (Z97341) [Oryza 

sativa] ' 



bJ990909_10. 0114X3 
+ 

13154 
AAT/GAP 
10321 
206 



37452 



Seq. No. 37812 
Gene No. 77727 
Start 10169 

Name OJ990909__10 . 0114 . C3 . ol . tm 

Start 2594 
GI none 

Exons 2594.. 2650, 2595.. 2651, 2741, 

2886. .3095, 3152. .3238, 3155, 
3297.. 3464 



Seq. ID OJ990909_10.0114 .C3 
Strand 

End 23954 
Method TBLASTX: Maize 
End 34 64 

Score 103 

.2872, 2742.-2873, 2885.. 3094, 
.3223, 3156. .3239, 3296. .3463, 



Seq. No. 37812 
Gene No. 77727 
Start 10169 

Name OJ990909_10 . 0114 .C3.o2.ts 

Start 2594 
GI none 

Exons 2594.. 2650, 2595.. 2651, 2741. 

2889.. 3065, 3143.. 3223, 3158. 
3308.. 3463 



Seq. ID OJ990909_10.0114 .03 
Strand 

End 23954 

Method TBLASTX : Soybean 

End 3470 

Score 95 

.2839, 2742. .2861, 2888. .3058, 
.3235, 3159. .3290, 3297.. 3470, 



Se.a^.,.-NQ.r 

.Gene ,Nq.. 

Start 

Name 

Start 

GI 

Exons 



J7812„__ : 

-77727 „ ;l 

10169 

OJ990909_10.0114 .C3.ol.tc 

2595 

none 



.;i ... strand .... : ... ... „ j:. , . . . 

End 23954 

Method TBLASTX: Cress 

End 3466 

Score 94 



2595. .2651, 2609. .2650, 2741. .2896, 2742. .2897, 2900. .3064, 
2901. .3065, 3140. .3238, 3159. .3239, 3294. .3464, 3296.-3466 



Seq. No. 37812 
Gene No. 77727 
Start 10169 

Name OJ990909_10 . 01 14 . C3 . o2 . gs 

Start 10169 
GI none 

Exons 10169. .10232, 10765 .. 10953, 

11619. .11755, 11863. . 11973, 
13590. .13998, 15480 16432, 
18 436. .18500, 18 624. .18 999, 
20573. .20727, 22301 .. 22391 , 



Seq. ID OJ990909_10.0114.C3 
Strand 

End 23954 

Method GENSCAN 

End 23954 

Score .75 
11047. .11246, 11394, .11507, 
12874. .13126, 13225 .. 13257 , 
1772 9. .17839,' 17935. .18012, 
19401. .19601, 20156. .20300, 
22861. .22927, 23888.-23954 



Seq. No. 
Gene No . 

• Name" 
Start 
GI 

Exons 



GI Descrip. 



37812- 
77727 
"10 IW""" 

■0j990'909lT0V0114:c3Vo4\np 
10515 ■ * 
6730659 . 
10515. .10674, 
11619. .11755, 
13590. .13775 

(AC007945) F28C11.9 [Arabidopsis thaliana] 



Seq. ID 
Strand _ - 

MetHo'd "AAT/NAP ■" 
End 13775' 
Score 1256 
10765. .10953, 11047 .. 11246, 11394 
11863. .11973, 12874. .13126, 13225 



0 J 9 9 0 9 0*9 ■' 1 0". 0 1 14 C 3' 



11507, 
13323, 



Seq. No. 
Gene No. 
Start 
Name 



37812 
77727 
10169 
OJ990909 



10.0114 .03. o4 .tc 



Seq. ID 

Strand 

End 

Method 



OJ990909_10.0114.O3 
23954 

TBLASTX :Oress 



37453 



start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10524 
none 



End 
Score 



11153 
139 



Seq. No. 

Gene No. 

Start 

Name 

Start 

,GI 

. Exans^. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10524. .10676, 1074 1 10953, 10788 .. 10955, 11046.. 11153 



37812 
77727 
10169 

OJ990909_10.0114 .C3.o3.tm 
10524 



none 

10524. 

11029, 

11394. 

11616. 



Seq. ID OJ990909_10.0114.C3 
Strand 

23954 

TBLASTX: Maize 
13069 
36 



.10676, 10566. 

11247, 11046. 

11510, 11406. 

11756, 11629. 



End 

Method 
End 
Score 

10676, 10795. . 10956, 10803 10955 , 
11288, 11046. . 11153, 11380 .. 11511 , 
11516, 11414. .11512, 11616. . 11726, 
11757, 11809. . 11901, 1184 4 .. 11984 , 



11861. . 11974, 12875. .13069, 12876. .13067 



OJ990909_10.0114.C3 
23954 

TBLASTX: Soybean 
11507 
124 



37812 Seq. ID 

77727 Strand 
10169 End 
OJ990909_10.0114 .C3.04 .ts Method 
10524 End 

-npne_ Score ^ 

10 5 2 A 1 D 67 ,IC)Jj:o::..„l.a9.5.5 ,„ IQlll 93.6 . l:IQiX.:.-ll 2.4.2 ,1. 

11046. .11153, 11211. .11249," 11394. .11*507, 1 1395 1 1505 

37812 Seq. ID OJ990909_10 . 0114 . C3 

77727 Strand 

10169 End 23954 

OJ990909_10.0114.C3.o4.gp Method AAT/GAP 

10593 End 10921 

2796587 Score 430 

10593. . 10674, 10765.. 10921 

5441877/dbj IBAA82375.il l.Oe-13 (AP000367) Similar to glycogenin 
glucosyltransferase (EC 2.4.1.186). {Z97341) [Oryza sativa] 



37812 Seq. ID 

77727 Strand 

10169 End 

OJ990909_10. 0114 .C3.ol.tw Method 

10819 End 

none Score 



OJ990909_10.0114 .03 
23954 

TBLASTX: Wheat 

11462 

79 



10819. . 10926, 10821. .10955, 10966 .. 1 1007., 11046.. 11153, 
11394. .11462*- * : ' " • . - ■ - ■ 



'Gene -No. ' ' 7772'7"' '" ; r r " ; 

Start 10169 

Name OJ990909_10 . 0114 . C3 . o3 . tc 

Start 11439 
GI none 
Exons 11439, 

11629. 

12876. 

13671. 



S e q .""TD'-" 0 J 93D SO^J^l^Va^^^^ 
Strand" •* ■ ' ' ' - ' ' ' 

23954 

TBLASTX: Cress 
13865 



End 

Method 
End 
Score 



72 



,11510, 11440. .11508, 11616. .11723, 11616. 

11757, 11859. .11981, 1 18 61 . . 1 1974 , 12866. 

13121, 13225. .13326, 1322 6. .13315, 13566. 
13865 



.11756, 
.13129, 
.13667, 



Seq. No. 
Gene No. 



37812 
77727 



Seq. ID 
Strand 



OJ990909 10. 0114. C3 



37454 



start 


iui by 




End 


23954 




Name 


OJ990909 10. 0114. C3 


. o3 . ts 


Method 


TBLASTX : Soybean 




Start 


11679 




End 


13652 






none 




Score 


57 




Exons 


1TC7Q IITC^C ITTTH 


1 n -7 c 7 
. . X X / D / , 


11859. .11903, 11861. . 11905, 






ITQHQ IIQT/I 11QOO 


. . X X y Id, 


12884. . 13129, 12885 .. 13127 , 






1'500'5 I'^ooc; 


1 "3 "5 0 "3 


13547. .13630, 135 66 .. 13652 , 
















beq . MO . 


'^'7 Q 1 O 
^ / 0 lil 




Seq. ID 


OJ990909_10.0114, 


c 0 
, Co 


Gene No . 


/ / / Z / 




Strand 






Start 


10169 




End 


23954 




Name 


OJ990909_10.G114 .C3 


. o5 . tm 


Method 


TBLASTX: Maize 




ouar u 


UZZO 




End 


13929 






none 




Score 


99 




Exons 


1*5000 lOOOC 1000Q 

ioZZo . . i o JZ 0/ ioZZo 


1 0 "3 0 £^ 

. . XooZ b. 


13238. .13330, 13566. .13733, 






I'^RQQ lOi^TO 10c;Qn 


1 0 T n 0 
. . X 0 / Uo , 


13674. .13742, 13674. .13928, 






10CQ1 10Q0Q 










Seq. No. 


37812 




, Seq. ID 


OJ990909_10.0114 . 


X3 


Gene No. 


77727 




Strand 






O 4- -i^-l- 

pxar.T:„ 


1 Pi 1 Q 


^-^ — 


„_^End_;^_, 


23954 






. ujy;yu.yu.y, xu.,uxx4., c^j, 


,. o5,..gp 


Method,; 


,..AAT/.GAP_ .... 


' — 


brar L 


X4 boo 




End 


15098 






7 c -1 1 c n 
o / b X / 0 u - 




Score 


807 




Exons 


X ft boo . . xouyy 










Seq. No. 


37812 




Seq. ID 


OJ990909_10.0114 . 


.03 


Gene No. 


11121 




Strand 






C -f- a 

o tar u 


xu X by 




End 


23954 




Name 


ujyyuyuy xu.uxx4.lo 


. ox . ts 


Method 


TBLASTX: Soybean 




btar r 


xo 4 bx 




End 


16036 






none 




Score 


397 




Exons 


i^im^; 1^/^:0 
X04 bX . . X bUob, Xo4bo 


. . X bUZo 








beq . NO . 


T 7 Q 1 0 
0 / 0 xz 




Seq. ID 


OJ990909_10.0114 , 


, Co 


Gene No . 


1 1 1 ^ f 




Strand 






Start 


10169 




End 


23954 




Name 


OJ990909 10. 0114. C3 


. o5 . np 


Method 


AAT/NAP 




b L.ar u 


15479 




End 


19678 






2655031 




Score 


2467 




Exons 


15479. .16432, 16933 


. . 17106, 


1758 6. ..17 630, 1772 9. .17839, . 






.17935. .18012/ 18436 


. . 18500, 


. -18624. . 19008,; 19401'. .19678'-'" 




GI_ Descr ip . 


CAF019297) starch synthase" 


isofdrm ■zSTSII-2 [Zea- mays]' 




Seq. No. - 


37812 . ... ... 




... Seq. ID . 


.OJ990909_l:0. 011.4 . 


C3. 


Gene No. 


77727 




Strand 






b car t 


10169 




End 


■ 23954 




Name 


■'OJ990909 10. 0114. C3 


.02. tc 


Method 


TBLASTX: Cress' 




btiar c 


15503 




End 


16060 






none 




Score 


247 




Exons 


15503. .15679, 15662. 


. .16060, 


15663. .16031, 15782. .16036 




Seq. No. 


37812 




Seq. ID 


OJ990909_10.0114. 


C3 


Gene No. 


77727 




Strand 






Start 


10169 




End 


23954 




Name 


OJ990909 10. 0114. C3, 


.o2.tm 


Method 


TBLASTX: Maize 





37455 



start 
GI 

Exons 



15503 
none 



End 
Score 



16349 
243 



15503. .15694, 15666 .. 16109, 15668 1 6102 , 16151 .. 16348, 
16155. .16349 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start 

.EXQXIS..;.. . 



37812 
77727 
10169 

OJ990909__10.0114 .C3.o5.ts 

16358 

none 

16358. .16435, 16359 164 33, 
16940. .17107, 16944. .17114, 
17732. .17842, 17757. .17843, 
18418. .18501, 18425. .18502, 



37812 
77727 
10169 

OJ990909_10.0114.C3.o4 

16927 
^ nbne , _ 
..a 692Z.-.i7.U2.,. XBSZT ' 

17709.' .i7840, 17731 

17934.-. 17969 



Seq. ID 
Strand 
End 

Method 

End 

Score 
16922. . 17107, 
17574. .17633, 
17935. . 18012, 
18622. .18693, 



OJ990909 10. 0114. C3 



23954 

TBLASTX : Soybean 
18694 
98 

16933. .17109, 
17584 . .17631, 
17939. .18013, 
18623. .18694 



tm 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990909 10. 0114. 03 



23954 

TBLASTX: Maize 
17969 

235 „ _ ^ • ^ 

17.1..07., :i 7.5.83 ..17 63.Q,.J758:4.,.,. 1X631 ™. 

17841, 17732. .17842, 17 933 .. 17 968 , 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI' 

■ Exons 

'Gl'*'DWsCt^ip". 

Seq. No. 

Gene No. 

Start" 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



37812 Seq. ID OJ990 909_10 . 0114 . C3 

77727 Strand - . ■ 

10169 End 23954 

OJ990909_10. 0114 .C3.o6.gp Method AAT/GAP 

18701 End 19547 

uC-osflM202062g01bl Score 813 

18701. .18999, 19401. .19547 

'5441877/dbj IBAA82375.il l.Oe-13 (AP000367) Similar to 
glycogenin glucosyltransf erase (EC 2.4.1.186). (Z97341) [Oryza 
sativa] * 



378*13 Seq. ID 

77728 Strand 

3785 End 

OJ990909_10. 0114 .C4 .o2.np Method 

3785 End 

3821254 : " ' • ~ ' Score" 

J785. .3930, _ 4111-.-. 4470,- 5J3.5". .5590, 567 6 . . 610_8 
;* {A J 0 0" 7 7'g 9 ) ge f kny fge r ahy 1" re diJc t a s e''" [ Nic 6 1 i¥na^''^'abl'cdm]' 



OJ990909_10.0114.C4 

+ 

6467 
AAT/NAP 
6108 
1723 



37813 

77728- 

3785 

OJ990909_10.0114.C4.o2.gs 

5112 

none 

5112.. 5590, 5676.. 6111 

37813 
77728 
3785 



Seq. ID 
Strand- 
End 

Method 

End 

Score 



Seq. ID 

Strand 

End 



OJ990909_10.0114.C4 
+ 

6467 
GENSCAN 
6111 
. 92 



OJ990909_10.0114.C4 
+ 

6467 



37456 




Name 


OJ990909 10.0114.C4.ol.gp 


Method 


AAT/GAP 


Start 


5521 


End 


6467 


\j J. 


9605 1.R1084 


Score 


1644 


R V n n 


5521.. 5584, 5670.. 6467 " 






\D A. O ^ X. _1_ « 


'3202030 9.0e-78 {AF069318) 


geranylgeranyl hydrogenase 




[Mesembryanthemum crystallinum] ' 




Seq . No . 


37813 


Seq. ID 


ojyyuyoy iu.uii4.C4 


Gene No. 


77729 


Strand 




Start 


1 


End 


1 1 T Q 


Name 


OJ990909 10.0114.C4 .ol.np 


Method 


AAT/NAP 




1 


End 


1179 


GI 


6907086 


Score 


1218 


P, V n n 


1..368, 426. .1179 






n T Dp p t 1 d 

\J J- 1— ' O .i. _L. • 


{AP001129) hypothetical protein [Oryza 


sativa] 


Seq. No. 


37813 


Seq. ID 


OJ990909_10.0114.C4 


Gene No. 


77730 


Strand 




Start 


6521 


End 


9513 


Name 


OJ990909 10.0114.C4.ol.tm 


Method 


TBLASTX: Maize 


Start 


4 U D / 


End 


6137 


GI 


n o ne_ _ _ , _ „ ^ . 


Score.. _ 


68 - . - 




j4.65.7\>..All-0"^ -,.40-57 . L.ixOX - AO.16 


. .J 1 2f , . 4 133..:. 4.4 8,0 , 2,0.4.... 4AZ9_ 




5124. .5591/ 5132. .5596, 5673 


..6119, 5674. .6102,' 6090.". 6137 


spa No 


37813 


Seq. ID 


OJ990909_10.0114.C4 


Gene No. 


77730 


Strand 




Start 


6521 


End 


9513 


Name 


OJ990909 10.0114 .C4'.ol.tc 


Method 


TBLASTX: Cress 


>-j u a. J- u 


4193 


End 


6104 


GI 


none 


Score 


405 


Exons 


4193. .4471, 4204. .4386, 5124 


..5222, 5207. .5590, 5208. .5591, 




5674. .6102, 5688. .6104 






Seq, No. 


37813 


Seq. ID 


OJ990909_10.0114.C4 


Gene No. 


77730 


Strand ' 




Start 


6521 


End 


9513 


Name 


OJ990909 10.0114.C4.ol.ts 


Method 


TBLASTX : Soybean 


Start 


4193 


End 


6110 


GI 


none 


Score 


409 


Exons 


4193. .4471, 4204. .4386, 5124 


..5222, 5198. .5590, 5214. .5591. 




5486. .5605, 5664.. 5807, 5674 


..5814, 5814. .6110, 5815. .6102 


Seq. No.' 


37813 . 


Seq. ID 


OJ990909 10. 0114. C4 






""^tr^mT"^-""^"""-""^" ""^""^-'"^^"-^"^ 


Start . 


.652 1 . ' . 


"End 


9513 - - . . . : ' 


Name 


OJ990909 10.0114.C4.o3.np 


Method 


AAT/NAP. 


Start- 


6521 


End 


9513 


GI 


6539250 ' 


' Score • 


24 6 


Exon «^ 


6521. .6636, 6805. .7011, 7451 


. .7844, 9483.^9513 




(AC011765) hypothetical protein [Arabidopsis thaliana] 


Seq. No. 


37813 


Seq. ID 


OJ990909_10.0114.C4 


Gene No. 


77730 


Strand 




Start 


6521 


End 


9513 


Name 


OJ990909 10.0114 .C4 .o3.gs 


Method 


GENSCAN 


Start 


6826 


End 


8717 



37457 



GI 

Exons 



none Score .92 

6826. .7011, 7454. .7800, 7905. .7987, 8192. .8302, 8616. .8717 



Seq. No. 37814 

Gene No, 77731 

Start 543 

Name OJ990909_10 . 0114 . C5 . ol . gs 

Start 543 

GI none 
Exons 



Seq. ID OJ990909_10.0114.C5 
Strand 

End 4976 

Method GENSCAN . 

End 3568 

Score .92 



543. .632, 913. .1047, 1140. .1238, 1324. ,1398, 2117, .2182, 
2268. .2360, 2417. .2491, 2632. .2742, 3061. .3123, 3185. .3568 



Seq. No. 37814 

Gene No. 77731 

Start 543 

Name OJ990909_10 . 0114 , C5 . ol . ts 

Start 679 

GI none 
Exons 



Seq. ID OJ990909_10,0114.C5 
Strand 

End 4 97 6 

Method TBLASTX : Soybean 

End 984 

Score 95 



679, .759, 681. .767, 771. ,818, 776. .820, 778. .819, 911. .982, 
911, .982, 913. .984 



. :$.eq.. . Np;,_ 
.Gene .Np.^._:.^ 

Start' 

Name 

Start 

GI 

Exons 



37814 _ _ _ . , 

.27.73.i,..^^_-- . 

543 

OJ990909_10,0114,C5.o2.tc 

679 

none 



.. Seq. ID_ OJ990 909^1 0,0 114^. C.5„ 
..^Strand.^ . -t.. . . . 

End 4976 

Method TBLASTX: Cress 

End 994 

Score 95 



679. .771, 681. .782, 776. .820, 911. ,994, 913. .993 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



37814 
77731 
543 

OJ990909_10.0114.C5.ol.np 
684 

6056208 



Seq. ID OJ990909_10.0114.C5 
Strand 

End 4 97 6 

Method AAT/NAP 

End 4853 

Score 1077 



684. .817, 913. .1047, 1140. .1238, 1324. .1398, 2117, ,2182, 
2268. .2336, 2632. .2742, 3061. .3123, 3217. .3396, 4634. .4853 
{AC009400) putative ATPase [Arabidopsis thaliana] 



Seq. No. 37814 

Gene No. 77731 

Start 543 

Name • ■ OJ990909_10 . 0114 . C5 ,ol . tm '~ 

Start ; _ 11J> „ _ _ 

"Qt'"'''' - ■ *'rione ■ '---^ - 
Exons 



Seq. ID OJ990909_10.0114.C5 
Strand 

End 4 97 6 .. . 

Method'- ■ TBLASTX: Maize " 
End 1369 _ ^ 

' Score ^ --' ■^Q ^-'-- 



776. .820, 776. . 820, . .777 ... 824 , 907. ,1047, -911... 1048,- 913. .104 
1137.. 1238, 1138.. 1239, 1178,.1249, 1313.. 1369, 1316.. 1369 



Seq, No. 37814 

Gene No. 77731 

Start 543 

Name OJ990909_10 . 01 14 . C5 . ol . tc 

Start 2629 

GI none 
Exons 



Seq. ID OJ990909_10.0114.C5 
Strand 

End 4 97 6 

Method TBLASTX : Cress 

End 3372 

Score 123 



2629, .2748, 2633. .2743, 3058. .3123, 3062. .3127, 3217. .3372, 
3221. .3322 



37458 




Seq. No. 


37814 








Seq. ID 


OJ990909_ 


10 


.0114 


.C5 


Gene No. 


77731 








Strand 












54 3 










4976 








Nsme 


\ju ^ y \j y \j ^ xu 


0114 

. U X X 4 


o9 






TBLASTX: Maize 




O L.Cli. U 


3??fi ~ 

.J ^ ^ u 








FnH 


3372 








ox 


n on ^ 








Score 


78 








F von s 


3226 3372 


3227 


3370 














Seq. No. 


37814 








Seq. ID 


n TQ QO Qn Q 
\JO y yu yu y 


1 0 

X U 


0114 
. U X X 4 


.C5 


Gene No. 


77731 








Strand 










Start 


543 








FnH 


4 Q7fi 
4 ^ f u 








Name 




0114 

. U X X 4 


o9 


• gs 




\a Ej LN 0 v^rtlN 










4 D ^ 0 










4976 










n n 0 








S core 


.7 








F" von <5 


4fi?R 4730 


4895 


4 Q7 














Seq. No. 


37815 








Seq. ID 


n TQ QO QO Q 
VJU y jU ^u y 


1 0 

X u . 


ni 1 4 
. u 1 1 fl 


.06 


Gene No. 


77732 








Strand 










Start 


483 








EjI iKjL 


7 4ft 
/ 4 0 










O.TQQDQnQ 1 n 
wu_7_/u^u^ xu 


0114 

. U X X 4 


Pfi o1 


; gs 












oLdx L 










FnH 

xjnQ 


748 








vJ.X ^ ^ ; 






■ ~ — '-- 


- ... 












"W von Q 


4 fi ^ 74ft 




— ■ — 






. 


■' - 




ra. 


Seq. No. 


37816 








Seq. ID 


0 TQ QH Qn Q 
yy\jy\jy 


1 0 

X U , 


ni 1 4 

. U X X fi 


.07 


Gene No. 


77733 








Strand 


4- 








O I- d X L. 


U T VJ 0 








PnH 


U 0 X yj 








Name 


n.TQQD QD Q 1 0 
xu 


0114 

. U X X 4 




gp 


"H V\ /^ 


rxril / \3r\E: 








O L- dx u 


f^4 DR ~~ 
u 4 u 0 








FnH 

HdlO 


6815 








w X 


none 








Score 


735 








P von Q 


fi4nR fiRI s 


















Seq. No. 


37816 








Seq. ID 


n TQ Qfl QH Q 
VJU yyyjyKjy 


1 0 
X u . 


m 1 4 

I U X 1 fi 


.07 


Gene No. 


77734 








Strand 










Cf ^ rt* 

O L. d X L. 


X ^ 








PnH 
HiI lU 


1 fiQI 

X U ^ X 








Name 


\juyy\jy\jj xu. 


.0114, 


.C7.01. 


gp 


A "H <^*^ 
LYic unOQ 


A AT ZriAP 








O C dX L. 


X ^ 








FnH 


1691 








K3± 


none 








Score 


848 








R von c; 


12 76 682 


. ..734,. 841. . 


934 


1 4 1 fiQI 










Seq. No. 


37816 








Seq. ID 


OJ990909_ 


10. 


.0114 


.07 


Gene No. 


77735 








Strand 










O U d X L. 


J 0 T 0 








■ End 


6793 








Name 


n TQQH QH Q 10 
XU , 


.0114. 


.C7.02. 


gs 


Method 


GENSCAN 








o i_ d X (_ 


0 D *i 0 










"e7 93'""*-™ 










none 








Score • 


.56 








Exons 


'^f.AQ 4 914 


5026. 


. .5277, 


3 J 4 0 


..5615, 5950.. 5999, 


6552. .6793 


Sea No 


3781 6 








Seq. ID 


OJ99090-9_ 


10: 


0114 , 


.07 


Gene No. 


77735 








Strand' 










Start 


3648 








End 


6793 








Name 


OJ990909 10. 


.0114 . 


,C7.ol. 


np 


Method 


AAT/NAP 








Start 


3666 








End 


5256 








GI 


6665552 








Score 


944 








Exons 


3666. .4214, 


5026. 


, .5256 















GI Descrip, {AO013289) putative sterol desaturase [Arabidopsis thaliana] 



37459 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 

Gl^- 

.Expns _ „ 



37816 
77735 
3648 

OJ990909_10.0114 .C7.ol.ts 

3667 

none 



Seq. ID OJ990909_10.0114.C7 

Strand . - 

End 67 93 

Method TBLASTX : Soybean 

End 5145 

Score 141 



3667. .3807, 3681. .4205, 3853. .4176, 5021. .5137, 5023. .5145 



37816 
77735 
3648 

OJ990909_10.0114 .C7.ol.tm 

3711 

none 

3711. .4130, 3730. .4128 

37816 
77735 
3648 

OJ990909_10.0114.C7.o2.gp 

4117 

4879612 

4iii,,.Aiu r-ioie.^Sisj 



Seq. ID OJ990909_10.0114 .C7 
Strand 

End 67 93 

Method TBLASTX : Mai ze 

End 4130 

Score 508 



Seq. ID OJ990909_10.0114 .07 
Strand 

End 67 93 
Method AAT/GAP 
End 5391 
..Scpre_ _ ,.8 4 9 



Seq. No. 37817 

Gene No. 77736 

Start 52 

Name OJ990909_10 . 0114 . C9 . ol . gs 

Start 52 

GI none 

Exons 52.. 228 



Seq. ID OJ990909_10.0114.C9 

Strand + 

End 228 

Method GENSCAN 

End 228 

Score . 67 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. ' 

^Stare""'^-"^' 
Name. 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 



37818 
77737 
1 

OJ990909_10.0114 .ClO.ol.gp 
1 

342_1.R1084 

1..896, 932. .951, 1034. .1131 



Seq. ID OJ990909_10. 0114 .010 
Strand + 

1754 
AAT/GAP 
1584 
2348 



End 

Method 
End 
Score 
1241. .1584 

M574406/gb|AAD24042.1 I O.Oe+00 {AF121139) RIM2 protein [Oryza 
sativa] ' 



37818 

77737 _ . ^_ ■ 

OJ990 909_10. 01 14 .0.10.02. gp 
1 . . 
342 1.R1084 



Seq.' ID- OJ990909_10. 01I4\C10 
Strand +" 

Method • AAT/GAP. 

End 1578' 
_ Score 2336 

1..896, 932. .951, 1034. .1131, 1241..1578 ■ 

M574406/gb|AAD24042.1| O.Oe+00 (AF121139) RIM2 protein [Oryza 
sativa] * 



37818 
77737 
1 

OJ990909_10. 0114 .010.03. gp 
1 



Seq. ID OJ990909_10. 0114. 010 

Strand + 

End ■ 1754 

Method AAT/GAP 

End 1754 



37460 





o*i ^ x.r\xwoT 




Score 


2653 


XT' V /^Ti o 


1 R^Qfi 10*^4 


.1131, 


1241. .1754 






O.Oe+00 (AF121139) RIM2 protein [Oryza 




Q a "f~ "i Tra 1 * 
o d u X V d J 








o e q . ln o . 


O / O X o 




Seq. ID 


OJ990909_10. 0114 .CIO 


Gene No. 


77737 




Strand 


+ 


Start 


1 




End 


1754 


LNCtillC 


OJ990909 10. 0114. CIO. ol 


.np 


Method 


AAT/NAP 


Q-l- a r"f- 


1 




End 


803 


Vj J. 


4680203 




Score 


770 


III io 


1. .803 










(AF114171) TNP2-like protein 


[Sorghum bicolor] 


Seq. No. 


37818 




Seq. ID 


OJ990909_10. 0114 .CIO 


Gene No. 


77737 




Strand 


+ 


Start 


1 




End 


1754 


Name 


OJ990909_10. 0114 .CIO. ol 


. gs 


Method 


GENSCAN 


O L d I. L 


A A 

4 4 




End 


824 




none 




Score 


. 9 




44. .824 














..Se,q.., „ID. 


.jDa9. 90 909^1 0 .JDllA,. C 1,0.. 


Gene No. 


77738 




Strand 


+ 


Start 


2438 




End 


2803 




OJ990909_10. 0114 .CIO. ol 


. tw 


Method 


TBLASTX: Wheat 


o ua J- u 


4 




End 


749 




none 




Score 


75 


IT" v n c 


4. .63, 15. .62, 69. .350, 


98. .334, 345.. 


389, 349. .384, 392. .487, 




396. .455, 434. .574, 435 


. .575, 


588. .668, 657. .749 


Seq. No. 


37818 




Seq. ID 


OJ990909_10. 0114. CIO 


Gene No. 


77738 




Strand 


+ 


O L. d X L 


2438 




End 


2803 


Name 


OJ990909 10 . 0114 . CIO . o2 


.gs 


Method 


GENSCAN 


O L d X L 


2438 


End 


2803 


o X 


none 




Score 


.81 


Exons 


2438. .2803 








Seq. No. 


37819 




Seq. ID 


OJ990909_10.0114.C11 


Gene No. 


77739 




Strand 


+ 


Start 


818 




End . 


1061 


Name 


OJ990909 10.0114 .Cll.ol 


.gs • • 


Method 


• GENSCAN 


o udx i_ 


818 * 




End. 


1061 


G I 






' SGO're * 


. " -r;~r...r'^^:,..._^^r:.^.,-v• 




818... 1061 • . 








Seq. No. 


37820 ' 




Seq. ID 


OJ990909_10.0114 .C12 


Gene 'No. 


77740 




Strand 




O L. d X L 


334 




End 


471 


Name 


OJ990909 10.0114 .C12.01 


.gs 


Method 


GENSCAN 


Start 


334 




End 


471 


GI 


none 




Score 


.62 


Exons 


334.'. 471 








Seq. No. 


37821 




Seq. ID 


OJ990909_10.0114.C13 


Gene No. 


77741 




Strand 


+ 



37461 



start 
Name 
Start 
GI 

Exons 

GI Descrip, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 

.Name__ 

..Star.t.. 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



' Se-qV 'No'. ' " 
Gene No . ■ 
Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 



980 



End 

Method 
End 
Score 



2279 
AAT/GAP 
1617 
855 



OJ990909_10.0114.C13.ol.gp 
980 

13283_3.R1084 
980. .1250, 1393. .1617 

• 4262186/gb|AAD14503| 5.0e-47 (AC005508) Highly similar to 
cullin 3 [Arabidopsis thaliana] ' 



37821 
77741 
980 

OJ990909_10.0114 .C13.ol.np 



Seq, ID 
Strand 
End 

_ Method 
1074 ' End 

1076748 Score 
1074. .1137, 1313. .1652, 2239. .2279 

major intrinsic protein - rice gi | 4 408 69 | dbj | BAA04257 | (D17443) 
major intrinsic protein [Oryza sativa] 



OJ990909_10.0114 .C13 
+ 

2279 
AAT/NAP 
2279 
107 



37821 Seq. ID 

77741 Strand 
980 End ' 

_OJ990il0.9JP,,^0Ui,^.CL3^„pl^^^^^^^ Method^, 

i.l.bi , . End,,: 

none Score 
1101. .1250, 1393. .1482, 1484. .1615 



OJ990909_10.0114.C13 
+ 

2279 
GENS CAN 

Seib^ 

.93 ' ■ 



37821 
77741 
980 

OJ990909_10.0114 .C13.ol.tm 

1112 

none 

1112. .1264, 1113 
1502. .1618, 1508 

37821 
77741 
980 

.OJ990909_10.0114 .C13.ol.tw 
1112 
none 



1202, 1148.. 1231, 1390 
1615 



Seq. ID OJ990909_10.0114.C13 

Strand + 

End 2279 

Method TBLASTX : Mai ze 

End 1618 

Score 99 

,1467, 1390.. 1467, 



Seq. ID OJ990909_10.0114.C13 
Strand 
End 

Method 
End 
Score 



+ 

2279' 

TBLASTX: Wheat 

1588 

119 



1112.. 1249, 1113. .1202, 1182.. 1259, 1194.. 1253, 1390.. 1470,- 
1390. .1467, 1501. .1587, 1502. .1588,- 1508. .1588 



77742 : . ■ '. . 

1 

OJ990909_10.0114 .C14 .ol.np 



2832619 
1. .38, 221 
(AL021711) 
thaliana] 

37822 
77742 
1 



.340, 

ma j or. 



■Seq." ID 

.Strand- 
End 

Method 
End 
Score 
445. .506, 855. . 1071 

intrinsic protein (MlP)-like [Arabidopsis 



0 J'9 9a9,0'9::l D" . 01 1 4vC r4 
+ . ■ ■ , - ■ 
1417 
AAT/NAP 
1071 
230 



Seq. ID OJ990909_10.0114.C14 
Strand + 
End 1417 



37462 



Name 

Start 

GI 

Exons 



OJ990909_10.0114 .C14 .ol.tm Method 
130 End 
none Score 



TBLASTX: Maize 

987 

89 



130. .219, 130. .339, 134. .307, 146. .343, 292. .342, 324. .359, 
418. .525, 443. .526, 443. .532, 838. .984, 852. .986, 855. .986, 
856. .987 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



37822 
77742 
1 

OJ990909_10. 0114 .014. ol.tw 

130 

none 



Seq. ID OJ990909_10.0114 .C14 

Strand + 

End 1417 

Method TBLASTX : Wheat 

End 4 90 

Score 69 



130. .219, 130. .339, 134. .307, 149. .343, 292. .342, 416. .490, 
445. .489 



Seq. No. 
Gene No. 
Start 
Name 
Start 

,. Ex'o n s , 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 

Name- 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



37822 
77742 
1 

OJ990909_10. 0114 .C14 .ol . ts 

133 ■ ■ . ■ ' ' 

none ■ , _ / ' 



Seq. ID OJ990909_10.0114 .C14 

Strand + 

End 1417 

Method TBLASTX : Soybean 

End ■ 1056 

Score _ ,.-.1.23 • • : 



.13.3 .....a3.9,,..13.4,.,.JpJ.,_i4Z.-...5J2 4 8. ..5.D7 ,;....858 . .. 1.052.,. . a59..„., 1-0.5.6,... 



37822 
77742 
1 

OJ990909_10. 0114 .014. ol.gs 
145 
none 

145. .340, 445. .506, 855. .1119 



Seq. ID OJ990909_10. 0114. 014 

Strand + 

End 1417 

Method GENSOAN 

End 1119 

Score . 64 



37822 
77742 
1 

OJ990909_10. 0114 .014 .ol.gp 
367 

13283_2.R1084 
367. .506, 855. .1417 

'5139541/emb|OAB45652. 1 1 3.0e-20 (AJ243308) nodulin2 6-like major 
intrinsic protein [Pisum sativum] * 



Seq. ID OJ990909__10. 0114. 014 

Strand + 

End 1417 

Method AAT/GAP 

End ' 1417 

Score 1336 



37822 • ' . 

77 7 42. _ ■ 

. O J 9 90 90 9_1.0-.'.0 1 1 4 .0 14 .:o 2 . t w 
859 
none 



Seq. ID •OJ990909_10.0li4-.C14 - 
Strand + 

"End'"'- " ■^--^^■j^^^'^---^^^^^^^^-^:--^^^^^^^ 
Method ■ TBLASTXrWheat ' . 
End 1011 
Score 169 



859. .1011, 861. .905, 871. .993, 945. .1010 



37823 
77743 
319 

OJ990909^10. 0114 .015. ol.np 
319 

4539658 

319. .441, 2911. .2955 



Seq. ID OJ990909_10. 0114 .015 

Strand + 

End 3130 

Method AAT/NAP 

End 2955 

Score 70 



374'€3 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



„Sei5,._No^._ 
_G.ene....No,...., 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
Start 

Exons-. - 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



(AF061282) serine carboxypeptidase-like protein [Sorghum 
bicolor] 



37823 
77743 
319 

OJ990909_10.0114 .C15.ol.gs 

2092 

none 

2092. .2153, 2911. .3130 



Seq. ID OJ990909_10.0114.C15 

Strand + 

End 3130 

Method GENSCAN 

End 3130 

Score .58 



Seq. ID OJ990909_10..0114 .C15 

Strand + 

End 3130 

Method AAT/GAP 

End 2870 

Score 774 



37823 
77743 
319 

OJ990909_10. 0114 .015. ol.gp 
2484 

uC-osflcypl72d03al 
2484 . .2870 

■»5852182/emb|CAB55420.1| 9.0e-13 {AL117265) zhb0012.1 [Oryza 
sativa] ' . 

^37-a23_.. .. •S.eq..._,ID. „OJ990909,_^,10.. 0111. C15„- 

JJIAA . - . - _S±r.and,„„:r-^ 

3674 ■ ' End ' 7560 

OJ990909_10.0114 .C15.o2.gs Method GENSCAN 

3674 End 7560 

none Score .55 

3674. .3798, 3827. .3866, 4196. .4297, 4610. .4827, 5174. .5315,. 
5'4-53. .5570, 6547. .6600, 6711. .6742, 7079. .7191, 7485. .7560 



37824 
77745 
1 

OJ990909_10.0114 .C16.ol.np 
1 

4680203 
1. .1137 

(AF114171) TNP2-like protein [Sorghum bicolor] 



Seq. ID OJ990909_10.0114.C16 
Strand 

End 1501 

Method AAT/NAP 

End 1137 

Score 1381 



37824 
77745 
1 

OJ990909_10. 0114 .C1.6 .ol; tc 

-4. . 345.,- 8. .160,. -200.. .352 ■ 

37824 
77745 
1 

OJ990909_10.0114.C16.ol.tm 
4 

none 



Seq. ID OJ990909_10.0114.C16 
Strand 

End 150-1 
Method TBLASTX:Cress 
End _ 352 



Seq. ID OJ990909_10.0114 .C16 

Strand- - 

End 1501 

Method TBLASTX : Maize 

End 345 

Score 115 



4. .216, 4. .240, 5. .217, 256. .345 



37824 
77745 



Seq. ID OJ990909_10.0114.C16 
Strand 



37464 



O U Cli. u 


1 






1 SOI 
X v.; \j X 




OJ990909 10 0114 Clfi ol 


. gs 


L it:; L. ilV^rU 




O L. d i- U 


17 ~ 




Fnd 


1117 

X X ,^ / 


ox 


none 




O X c 


87 




17 . ,1137 








Seq. No. 


37824 




Seq. ID 


OJ990909_10.0114 .C16 


Gene No. 


77745 




Strand 




Start 


1 




FnH 


1501 

X ^ V X 




0.1990909 10 0114 PI n1 

WOZ^-Z^JI/VJ.? XVJ.VJXX'ii.v.^XU.V^X 










85 ~ 




FnH 


SI 4 

J X *i 




none 




o L-vj X cir 


1 2 1 

X ^ X 


F. V o n *5 


85 381 103 327 376 


.438, 


431 514 


439 S13 


i3 C ^ • L>HJ • 


J / O ^ 






n.TQQOQOQ in 0114 PI *^ 


Gene No. 


77745 




strand 




Start 


1 




End 


1501 


Name 


OJ990909 10 0114 Clfi ol 

\JKJ Z/\J Zf\J Zf XVJ.VXX'J.V.^XU.^^JX 








Start 


100 ~ 




FnH 


7 1 S 


GI 


none 




Score 


4 S 


LJ ^ \y XliJ 


100 228 226 345 287 


14 9 


?7 0 4 41 


171 41R 427 71S 


' ' 


4^1 S 6 2 




— " 


, ™.,.^^...,.. ^_^^„,„,>...,^ , 


O C . 1.N o • 


37824""** " ' 




Seq. ID 


\J\j yy\jy\jy XU.UXX'J .v^lD 




77745 




Strand 




Start 


1 




End 


1501 


Name 


OJ990909 10.0114 .C16.01 


gp 


Method 


AAT/GAP 


Start 


191 




End 


1501 


GI 


2310235 




Score 


309 


F von Q 


191. .225, 998. .1137, 1464, .1501 






5852182/emb|CAB55420. 1 | 


9.0e- 


13 (AL117265) zhb0012.1 [Oryza 




sativa] 








Seq. No. 


37825 




Seq. ID 


OJ990909_10.0114 .C17 


Gene No. 


77746 




Strand 


+ 


Start 


5532 




End 


10722 


Name 


OJ990909 10.0114 .017. o2 


np 


Method 


AAT/NAP 


Start 


5532 




End 


10722 


GI . 


6069646' ■ 




Score 


703 


Exons 


5532. .5552, 9033. .9828, 


10111 


. . 10722 





GI Descrip. 



(AP000616) similar to putative reverse transcriptase (AC005315) 
[Oryza sativa] gi I 6907 112 | dbj 1 BAA90639 . 1 1 (AP001129) Similar to 
Arabidopsis thaiiana chromosome II BAG F90r3' genomic sequence/ 
putative ^non-LTR retroelemenf reverse transcriptase, {AC006248) 

"^[Ofyza'^a:tlWp"^'' ' '-^ — — 



Seq. No. 37825 . Seq. ID OJ990909_10 . 0114 . 017 . 

Gene No. 77747 Strand 

Start 1375 End 1528 

Name OJ990909__10 . 0114 . 017 . ol . gp Method AAT/GAP 

Start 1375 End 1528 

GI 61605_3.R1084 Score 248 

Exons 1375.. 1528 

GI Descrip. ' 14 02 920/emb | OAA66965 | 2.0e-20 {X98321) peroxidase [Arabidopsis 
thaiiana] ' 



Seq. No. 



37825 



Seq. ID OJ990909_10. 0114. 017 



37465 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



77748 Strand 
1538 End 7196 

OJ990909_10.0114 .C17.ol.np Method AAT/NAP 
1538 • End 7196 

6063554 Score 318 

1538. ,1712, 2352. .2382, 3036. .3267, 5038. .5142, 7130. .7196 
(AP000615) ESTs AU075609 (C63344 ) , C71850 (E04 64 ) , C98611'(E04 64 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 37825 Seq. ID 

Gene No. 77748 Strand 

Start 1538 End 

Name OJ990909_10 . 0114 . C17 . o3 . gp Method 

Start 2149 End 

GI 101153_1.R1084 Score 

Exons 2149.. 2379, 2840.. 2885 

GI Descrip. ' 5852170/emb | AL117265 . 1 | OST17804 l.Oe-115 Oryza sativa 

indica(GLA4) genomic DNA, chromosome 4, BAG clone : tl7804 * 



OJ990909_10.0114 .C17 

7196 
AAT/GAP 
2885 
381 



Seq, No. 37825 Seq. ID 

^ Ge n e^.No,.„„_-: 77 7 4 9 ,^ „ „. ^ . ^ . „ „_S t r a nd , „ 

...Staxt..._.. .,..7357.,_„ . „ . _ "End,..:!.' . 

Name OJ990.909_10 . 0114 . 017 . o5 . tm Method 

Start 7957 End 

GI none Score 
Exons 7957.. 8094, 8098.. 8202 



OJ990909 10.0114.017 

^8^ 21™ 

TBLASTX: Maize 
8202 
134 



Seq. No. 37825 Seq. ID 

Gene No. 77749 Strand 

Start 7957 End 

Name OJ990909_10 . 0114 . 017 . o3 . tw Method 

Start 8041 End 

GI none Score 

Exons 8041.. 8421 



OJ990909_10. 0114. 017 
8421 

TBLASTX: Wheat 

8421 

178 



Seq. No. 


37825 








Seq. ID 


OJ990909_10.0114 


Gene No. 


77750 








Strand 




Start 


8413 








End 


8843 ■ ■ 


Name 


OJ990909 10. 


0114 


017. o3 


tm 


Method 


TBLASTX: Maize ■ 


Start 


8413 








End 


8843 


GI 


none 








Score 


276 


Exons 


- 8413. .8733, 


-8455 


.8583, 


8571. 


8756, 8 


742. -.8843 ' • 


s'e-qT' ^isfo/y^'^'-* 










"S'^'q- : ' ib' 


r"-"0 J'9 905'0'92l'0"r01W 


Gene No ' * 


7 7 751- 








•Strand ' 




Start . . . 


8922 








End 


9428 


Name 


■OJ990909 10. 


0114. 


017. o2. 


tw 


Method 


TBLASTX: Wheat 


Start 


8922 








End 


9257 


GI 


none 








Score 


87 


Exons 


8922. . 9062, 


9051. 


.9257 








Seq. No. 


37825 








Seq. ID 


OJ990909_10.0114 


Gene No. 


77751 








Strand 




Start 


8922 








End 


9428 


Name 


OJ990909 10. 


0114. 


017. ol. 


tm 


Method 


TBLASTX: Maize 


Start 


9003 








End 


9428 



37466 






none 


Score 


Aid 




Expns 










Seq. No. 


37825 


Seq. ID 


OJ990909_10.0114 


.C17 


Gene No. 


77752 


Strand 






o Lai u 




End 


10277 




Naitie 


piTQonor^Q in mi/i pi*7 y^o -i-m 

ujyyuyuy lu . Uii4 . / . o^ . tm 


Method 


TBLASTX: Maize 






y 41 jz 


End 


10045 




r* T 


none 


Score 


404 




Exons 


y4oz. .iuu4sj, y^oz, .yoiZ/ yoyu 


. .9694, 9770. .10045 




Seq. No. 


37825 


Seq. ID 


OJ990909__10.0114 


.C17 


Gene No. 


77752 


Strand 






C-H 3 •^-f- 




End 


10277 




Na.ine 


ujyyuyuy lu . uix4 , li / . oi . ts 


Method 


TBLASTX: Soybean 




Start 


17 U O J 


End 


10202 




o 1 


none 


Score 


179 




Tj^ V 


yoDo. .luuio, iuu/41. .luzuz 








Seq. No. 


37825 


Seq. ID 


OJ990909_10.0114 


.C17 


Gene No. 


77752 


Strand 






Q -J- 3 y-h 
, O La rL ^.^^ „^ 


Q/! TO 


,.^End 


10277 




Name,., , 


_..L)j.y.yuyu.i^ , i,u,,.u.H4 ._ci:y...pi...tw 


.^Method,, 


.TBLASTX.: Wheats. 




o Lar L 


y DO 4 :. 


End 


10124 






none 


Score 


252 




Exons 


QtflQjl QQQ^ Q£Q£ QCn^: Q Q it C 

ybofi. .yyoD, yoob. .yy/b, yybb. 


.10124, 10031. .10120 




Seq. No. 


37825 


Seq. ID 


OJ990909_10.0114 , 


.017 


Gene No. 


77752 


Strand 






O Lai L 


9432 


End 


10277 




Name 


OJ990909 10.0114.C17.o4.tm 


Method 


TBLASTX: Maize 




o Larc 


10062 


End 


10277 






none 


Score 


223 




Exons 


10062. .10277, 10077. .10241, 10079.. 10276 




oeq . NO . 


37826 


Seq. ID 


OJ990909_10.0114 . 


. C18 


Gene No. 


77753 


Strand 


+ ' 




Start 


1 


End 


4909 




Name 


OJ990909 10.0114.C18.ol.np 


Method 


AAT/NAP 




oLar L 


1 


End 


1490 






4680186 


Score 


109 




Exons 


1..163, 1458.. 14-90 








o± uescrxp. 


' (AFlil709) unknown [Oryza sativa subsp. 


: indica] 




'Se^;~No7""~~ 




'^SecfT' "ID;- 


d jg"909 0^9^Q7m'^1 CTSr" 


Gene 'No 




Strand'' 


+ ■ " ■ * ■ " . " 




oLarL 


. 1 


End 


4909 




Name 


OJ990909 10.0114 .C18.ol.gs 


Method 


GENSCAN 




o Lar L 


1200 


End 


1515 






none 


Score 


.5 




Exons 


1200. .1318, 1458. .1515 








Seq. No. 


37826 


Seq. ID 


OJ990909_10.0ai4 . 


,C18 


Gene No. 


77753 


Strand 


+ 




Start 


1 ■ 


End 


4909 




Name 


OJ990909 10.0114 .C18.o2.np 


Method 


AAT/NAP 




Start 


1300 


End 


4909 





37467 





GI 


6069653 


Score 


1040 




Exons 


1300.. 1367, 1892.. 3490, 3517. 


.3937, 4830.. 4909 




GI Descrip. 


(AP000616) hypothetical protein [Oryza 


sativa] 




Seq. No. 


37826 


Seq. ID 


OJ990909 10.0114 CIS 




Gene No. 


77753 


Strand 






Start 


1 


End 


4 909 




Name 


OJ990909 10.0114.C18.o2.gs 


Method 


GENSCAN 




Start 


2229 


End 


3488 




GI 


none 


Score 


. 72 




Exons 


2229.. 2721, 2821.. 3147, 3214. 


.3488 






Seq. No. 


37826 


Seq. ID 


OJ990909 10.0114 C18 




Gene No . 


77753 


Strand 


+ ~ 




Start 


1 


End 


4909 




Name 


OJ990909 10.0114 .C18.o3.np 


Method 


AAT/NAP 




Start 


4404 


End 


4888 




GI 


6069646 


Score 


218 




Exons 


4404 . .4888 








GI Descrip. 


(AP000616) similar to putative reverse 


transcriptase (AC005315) 






[Oryza sativa] ' gi | 6907112 | dbj | BAA90639 


.11 '(AP001129) Similar to 






_Ar ab i dpp s i s„ th al i an a, .^Jir pmo s p.m^^^ I , BAG ^ 


..F,9p.lj3. 9P.npmic,„s„eque,nc„e,_ „ 






. . .put .at 1 y s non — jLi.TR .r,e.,t jr,o. e.lem^ n t 


.xeyers.e, transcriptase..... .(AC.0C162A8J 






[Oryza sativa] 








Seq. No. 




Seq. ID 


OJ990909_10. 0114 .018 




Gene No. 


1 1 1 0^ 


Strand 




rii 


Start 


J W *i O 


End 


5853 


f 1 


Name 


OJ990909 10.0114.C18.ol.tm 


Method 


TBLASTX: Maize 




Start 


4417 


End 


4681 




GI 


none 


Score 


77 




Exons 


4417. .4599, 4417. .4599, 4418. 


.4681, 4424. .4603 


= 


Seq. No. 


37826 


Seq. ID 


OJ990909__10. 0114 .018 


=:=! 


Gene No. 


77754 


Strand 






Start 


5048 


End 


5853 


- ~" 


Name 


OJ990909 10.0114.C18.ol.tw 


, Method 


TBLASTX: Wheat 




Start 


4469 


End 


4870 


f ^ 


GI 


none 


Score 


119 


f i 


Exons 


4469. .4618, 4697. .4870 








Seq. NOi -> 


37826 


Seq. ID 


OJ990909_10. 0114 .018 




Gene ■ No . ' ' ' 


'77754 * • ' . 


'Strand ■ 






Start 


5048 


End 


5853 




" ' 'Name**" -—-v. 


''oSm (J 9 C5"9"'rG .'GYi^TCt 8-;'o 


yMeThb'd^""^'*" 


^^GENSCmJ 




Start ' 


■5048 ■ ■ • - 


■ End ■ , ' 


5853 * • - • 




GI 


none 


Score 


.67 




Exons 


5048. .5187;' 5793. .5853 








Seq. No. 


37827 


Seq. ID- 


OJ990909_10. 0114 .019 




Gene No. 


77755 


Strand 


+ 




Start 


93 


End 


563 




Name 


OJ990909 10.0114 .019. ol.gs 


Method 


GENSOAN 




Start 


93 


End 


563 




GI 


none 


Score 


.87 




Exons 


93. .267, 418. .563 







37468 



Seq. No. 37827 Seq. ID OJ990909 

Gene No. 11156 Strand + 

Start 1235 -End 1877 

Name OJ990909_10 . 0114 .C19 . o2 . gs ' Method GENSCAN 

Start 1235 End 1877 

GI none Score .66 

Exons 1235.. 1250, 1500.. 1767, 1772.. 1877 



10.0114.C19 



Seq. No. 37827 

Gene No. 77757 

Start ' 3097 

Name OJ990909_10 . 0114 . C19 . o3 . gs 

Start 3097 

GI none 
Exons 



Seq. ID OJ990909 10.0114.C19 



Strand 
End 

Method 

End 

Score 



+ 

4686 
GENSCAN 
4686 
.49 



3097. .3142, 3213. .3281, 3767. .3973, 4538. .4686 



Seq. No. 
Gene No. 
Start 
Name 
Start 

_..GI_ 

._Ex,ons..,. . 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 



37827 Seq. ID 

77758 Strand 

5666 End 

OJ990909_10. 0114 .C19.04 .gs Method 

'5666 ' End 

..none. „ „ . ' : „ _ Score 

.5.6,'66.„..5.7 4A, J 0A,9 . .. 1 UZ, 7 7 K9_..„, 19.62 i 

37827 Seq. ID 

77758 Strand 
5666 End 
OJ990909_10. 0114 .C19.ol.np Method 
7802 End 
4262186 Score 
7802. .7962, 8464. .10500 
(AC005508) Highly similar to 

37827 Seq. ID 

77759 Strand 
11222 End 
OJ990909_10.0114.C19.o5.gs Method 
11222 End 
none Score 
11222. .11296, 11391.. 11984 



OJ990909_10.0114 .C19 
+ 

10503 

GENSCAN 

10503 

..8 8...„-™_™, 

,6.4.. ..i 051', . JU3.... 105.03 

OJ990909_10.0114.C19 

10503 
AAT/NAP 
10500 
2998 



cullin 3 [Arabidopsis thaliana] 



OJ990909_10.0114.C19 
+ 

11984 
GENSCAN 
11984 
.75 



Seq. No. 


37827 






Gene No. 


• • 7:77 60' 






Start 


10070 






Nartie"'^7""' 






";;c 1^:63^ 


Start 


' 7798 ^ 






GI 


none 






Exons 


7798. .7962, 


7799 


. .7963,' 


Seq. No. 


37827 






Gene No. 


77760 






Start 


10070 






Name 


OJ990909 10. 


0114 


.C19.05 


Start 


7813 






GI ' 


none 






Exons 


7813. .7962, 


7814 


. .7963, 



. -Seq. ID OJ990909_10.0114 .C19 
' 'Strand' - ' ,/ ' ' ' ■ 

End 10562 _ 

;f]S ■'^-^"'iM^tfiod''^"'*^ 2^"^'-^- ' 

' End ■ -8551 T '"*-" - " ■ ■ 
Score 207 
7845. .7964, 8456. .8551 - . 

Seq. ID OJ990909_10. 0114 .C19 
Strand 

End 10562 

. tc Method TBLASTX : Cress 

End \ 8575 

Score 215 
8431. .8568, 8456. .8575, 8461. .8571 



37469 




Seq. No. 


37827 








Seq. ID 


OJ990909_10.0114 


.C19 


Gene No. 


77760 








Strand 






q-|- a r+- 


10070 








End 


10562 




Ns-ine 


\J\J ^ ^ \J ^ \J ^ XU 


0114 

U X X *i . 


ri Q nS 


•I- Q 


Method 


TBLASTX : Soybean 




O Udi. L. 


781 ^ ~ 








End 


7964 






none 








Score 


225 




TT von Q 


7ft 1 7 Qfi? 

/OX.J. . i J \J ^ f 


7ft 1 4 

/ O X *3 • 


. / 17 D J / 


7 ft 


.7963, 7839.. 7964 




Seq. No. 


37827 








Seq,. ID 


OJ990909_10.0114 


C19 


Gene No. 


- 77760 








O L X dl 






O L. CI J- U 


10070 








End 


10562 








0114 

U X X *i . 






Method 


TBLASTX : Soybean 




O Cti. L, 


ft 4 Sft ~ 

O *i ^ O 








End 


8851 






n on o 
1 n^ji It; 








Score 


506 






ft4^fl ft74S 


R4 fi9 

O I D ^ . 


ft ft SI 

• O O J X f 


R 4 7 1 

O 4 / X . 


.8851 






Seq. No. 


37827 








Seq. ID 


OJ990909_10.0114 . 


C19 


Gene No. 


77760 








C -h r~ a -n (H 

o L X dna 






O L. dx u 


X u u / u 








End 


10562 




Nsirie 


n.TQQDQDQ 1 (1 

vJUI7_7U!/U-7 XU. 


0114 

U X X 4 . 


n Q o9 
1^ X ^ . oz . 




Method 


TBLASTX: Maize 




O L. d X u 


ft SfiT ~ 
O *J U X 








End 


9094 




f^T - - 










Sjcore 


„.650 _^„.. 






ftSfil QnQ4 


ft Sfil 


QO Q1 


ft ft 


.90.93... : 


, ^„ 




Seq. No. 


37827 








Seq. ID 


OJ990909_10.0114 . 


C19 


Gene No. 


77760 








q-f- r*^ nH 






o u d X u 


1 0070 
J. \j \j f \j 








End 


10562 




NsruG 


n TQQOQOQ 1 0 


0114 

U X X *± . 


PI Q o9 
v^x ^ . oz . 


cc 


Method 


TBLASTX: Cress 




O L. dX L. 


ft (=;n*^ ~ 

O U VJ u 








End 


9058 




GI 


none 








Score 


568 




£j2\.\JI io 


ftfiOfi QOSft 


ft (=;oR 

Q \J VJ o . 


ft 7 ^0 


ft (^OQ 

O D U -7 . 


9058 






Seq. No. 


37827 








Seq. ID 


OJ990909_10.0114 . 


C19 


Gene No. 


77760 








Strand 






Start 


10070 








End 


10562 . 




iNdiiic; 


O.TQQOQOQ ^ 0 

WU^-7U^U-7 XU. 


0114 

U X X 4 • 


n Q 

X ^ . O D . 


L o 


Method 


TBLASTX: Soybean 




O L. d X u 


8852 ~ 








End 


8998 






none 








Score 


196 






ft ft SP' ft QQft 


ftft S4 

O O .J 4 . 


ft Q(^7 


flft SS 


8992 






q<=>rr Mo 

O C . (J • 


'^7 ft 97 








Seq. ID 


OJ990909_10.0114. 


C19 


Gene No. 


777-60 








Strand . 






Start ' ■ 


"10070- - - • 








End-' ■ 


10562 -. ■ - ; - 




Name 


n TQQOQOQ 1 0 

WU^^UI^U^ XU. 


0114 

U X X 4 . 


PI Q o1 


tm 


Method 


TBLASTX: Maize 




1 o L. dX u . • , 


X X *i 










^ TO 5^5 0' ^-^^^^^^^-^^--^-^^ 


ox 


none 








Score • 


428 ' 




F' V o n <3 

ill A. 1 0 


Q1 1 4 Q7 4 0 

_?XX*i. t ^ i H \J f 


Q'1 1 4 

_7 X X 4 . 


Q74 0 


9115. . 


9759, 9524.. 9754, 9733.. 10506, 




Q74ft 1 09^^ 


Q7 fi:? 


1 0 s so 

• . X U O J u 


, 9780.. 10499, 


10273. .10506 




Sea No 


37827 








Seq. ID 


OJ990909_10.0114. 


C19 


Gene No. 


77760 








Strand 






Start 


10070 








End 


10562 




Name 


OJ990909 10. 


0114. 


C19.04. 


ts 


Method 


TBLASTX: Soybean 




Start 


9138 








End 


9327 




GI 


none 








Score 


114 




Exons 


9138. .9323, 


9138. 


.9326, 


9139. . 


9327 







37470 






Seq. No. 


37827 








Seq. ID 


OJ990909_10. 0114 .019 




Gene No. 


77760 








Strand 






C-t- a *~4- 


X \J \J f \J 










X U O DZ 




Nsine 


n.TQQOQOQ 1 0 


U X X 4 


PI Q od 




Me unou 


L dIiAo i a : L^ress 






-/^ X ;? 








tjna 








Tl Pi C3 








Score 


"^7 1 
oil 




Exons 




^Z z u 


Q4 7 1 










o e q . LN u . 


-37097 








Seq. ID 


OJ990909_10. 0114. 019 




Gene No. 


77760 








Strand 






Start 


10070 








End 


10562 






O.TQQO QOQ 1 0 


0114 


.019. ol. 


ts 


Method 


TBLASTX : Soybean 




C 4- a r--|- 


J? 0 f± D 








End 


10144 




oX 


none 








Score 


205 






-?04D. . ^HOUf 


9348 


. . 9479, 


9471. 


.9737, 9475. .9738, 9551. .9763, 








9776.. 10144, 9780.. 10130 






Seq. No. 


37827 








Seq. ID 


OJ990909_10. 0114 .019 




Gene No. 


77760 








Strand 








1 0070 
X u u / u 








End 


10562 




Nsme 


n TQ QO QO Q 1 n 


0114 


.019. o2. 


tw 


Method 


TBLASTX: Wheat 


' 


Q +- :a -r -t- • 










End - ■ 


1011-6 ■ ...... 




- >^ ^„ . -^ 


. n 0 0 e_ . , ^ 








_Saor.e 


...68.... ._.:„_^_,_ 




TJ' V /~\ T~* o 


Q£;^7 Q7QQ 


9721 


9954, 


9973. 


.10116 ; 






o e q . IN o . 


J / 0 Z / 








Seq. ID 


OJ990909_10. 0114 .019 




Gene No. 


77760 








Strand 






Start 


10070 








End 


10562 




Name 


n TQQOQOQ T 0 


0114 


.019.01. 


tc 


Method 


TBLASTX :Oress 


i. li 


o Larn 










End 


10153 




ox 


none 








Score 


52 






QaCkO Q7'^Q 


9693 


. .9740, 


9694. 


.9741, 9754. .10143, 9773. .10153, 






Q7 09 T m 97 
y / i?Z . . X U XZ f 














beq. INO. 


"3 T Q 0 T 








Seq. ID 


OJ990909_10. 0114 .019 




Gene No. 


77760 








Strand 






Start 


10070 








End 


10562 




Name 


OJ990909 10. 


0114 


.019.01. 


gp 


Method 


AAT/GAP 




Start 


10070 








End 


10562 




GI 


2799005 








Score 


820 




Exons 


10070. .10562 













GI Descrip. 4262 18 6/gb 1 AAD14 503 t 5.0e-47 (AO005508) Highly similar to cullin- 
■ '\ ' ' ' ' 3 [Arabidopsis thaiiana*] ' ' [ ■ - • ' ' ' " ■ ■ ' - • ' 



Gene No. . 


77760 ■ 




' 'Strand 




Start 


10070 




End 


10562 


Name 


OJ990909 10.0114.019 


.o2 . ts 


Method 


■ TBLASTX : Soybean 


Start 


10146 




End 


10509 


GI 


none 




Score 


138 


Exons 


10146. .10502, 10147. 


.10509, 


10218. . 10508 


Seq. No. 


37827 




Seq. ID 


OJ990909_10.0114' 


Gene No. 


77760 




Strand 




Start 


10070 




End- 


10562 


Name 


OJ990909 10.0114.019 


o3 . tc 


Method 


TBLASTX: Cress 


Start 


10225 




End 


10539 



37471 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



,„Sec3^.-„ No , 

..G„e.ne.'..No 

Start 

Name 

Start 

GI 

Exons 

GI- Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

~Ejci5^rs^^'~~''^ 

Seq. No. 
Gene No. 
Start' 
Name • 
Start 
GI 

Exons 

Seq. No. 

Gene No. 
Start 



none 



Score 



402 



10225. .10503, 10227. .10499, 10270.. 10539 



37827 
77760 
10070 

OJ990909_10.0114 .C19.01. tw 

10248 

none 

10248.'. 10499, 10255. . 10515 



Seq. ID OJ990909_10.0114 .C19 
Strand 

End 10562 

Method TBLASTX: Wheat 

End 10515 

Score 212 



Seq. ID OJ990909_10. 0114 .C20 
Strand 

End 1097 

Method AAT/GAP 

End 489 

Score 512 



37828 
77761 
1 

OJ990909_10.0114 .C20.ol.gp 
1 

LIB34 34-030-P1-K1-E6 
1..30, 240. .489 

•3461817 4.0e-35 {AC004138) unknown protein [Arabidopsis 
thaliana] ' 

..^7 8 2 8__ . ..^ ...-„__.Seq 0 J99PJ0^9^1 0_.J l,li^^^^^ 

, ,.7J„7 6a _ Strand . _ ^.^ 

1 . End 1097 

OJ990909_10.0114.C20.ol.np Method AAT/NAP 
1 End 1097 

3461817 Score 568 

1..30, 240. .418, 503. .761, 1058. .1097 
(AC004138) unknown protein [Arabidopsis thaliana] 



37828 
77761 
1 

OJ990909_10.0114 .C20.O1. tm 

238 

none 



Seq. ID OJ990909__10.0114.C20 
Strand 

End 1097 

Method TBLASTX : Mai ze 

End 7 62 

Score 165 



238. .417, 240. .419, 240. .416, 501. .761, 505. .762 



37828- 
77761 
1 

OJ990909_10.0114 .C20.ol.ts 

238'; ■ ' ' ■ -■. ** " . 

none 

^38'r^^1^r;"^"23^-r: S^^^r^^S^OTTJSD^" 



Seq. ID OJ990909__10.0114 .C20 
Strand 

End 1097 

Method TBLASTX : Soybean- 

End' -386 - ■ - " '~ 
Score .14 3 



37828 . 

77761 

1 

OJ990909_10.0114 .C20.O1. tw 

303 

none 



Seq. ID . OJ99090.9_10.0114.C20 
Strand 

End 1097 

Method ' TBLASTX: Wheat 

End 7 64 

Score 8 6 



303. .422, 307. .420, 534. .764, 547. .762 



37828 
77761 
1 



Seq. ID OJ990909_10.0114.C20 
Strand 

End 1097 



37472 




Nsine 


Kjuyyuyuy xu.uxxfi.uzu.ox.LC i-ieunoa 


TBLASTX: Cress 






ox^ ona 


TCI 








none ocore 


Qn 






Exons 


'^l 9 499 T^^l CTRn 7/1/1 








Seq. No. 


37828 Seq. ID 


OJ990909_10 


0114 


.C20 


Gene No. 


77761 Strand 








O UciX U 


X Lna 


iU 9 / 






Nsme 


vjjyyuyuy xu . uxi^ . u^iu . oi . gs Meunoa 


r? XT O O 7\ M 

bhNbCAN 








/ / tjna 


7 c; Q 








iioiic ocore 


CI 1 






T o 


/IT 7 7 Q 
4//.. / Oy 








oeq . iNO . 


J / o ^ y beq . i u 


OJ990909_10. 


0114 


. Czz 


Gene No. 


77762 Strand 


+ 






Start 


26 End 


5436 






Na.me 


OJ990909 10.0114.C22.ol.np Method 


AAT/NAP 






O L a J- U 


26 End 


4573 








4262176 Score 


756 








26. .212, 938. .1242, 1561. .1694, 4325. 


.4573 








(AC005508) 18857 [Arabidopsis thaliana] 






.Se.q>. ..No. 


_37a2'9.-- .S.eq.„m 


r'ojs 9 as 0.9^ .1 oZo.LL4.,.i 22" 


Gene No . 


777 62 ' Strand ' 


+ 






o (- d I. u 


26 End 


5436 






Name 


OJ990909 10.0114.C22.ol.gs Method 


GENSCAN 






oua J- L 


35 , End 


2229 








none Score 


.84 






Exons 


35. .212, 938. .1242, 1687. .2229 








o c q . ln (J . 


37829 Seq. ID 


OJ990909_10. 


0114 


.C22 


Gene No. 


77762 Strand 


+ 






Start 


2 6 End 


5436 






Name 


OJ990909 10.0114.C22.o2.np Method 


AAT/NAP 






o L.ar T_ 


2339 End 


5433 








6850880 Score 


721 






Exons 


2339. .2549, 3865. .4013, 4206. .5060, 5158. .5433 






bi uescrip. 


(AL137898) putative protein [Arabidopsis thaliana] 






Seq. No. 


37829 Seq. ID 


OJ990909_10. 


0114 


.C22 


Gene No. 


77762 Strand 


+ 






O L d X C ■ 


2 6 End 


5436 








OJ990909 10'.bli4 .C22.o2.gs Method 


GENSCAN" " - 






C4- -a y--|- 

ouaxu 


^ 3858 ^ ^ • ' ; ■ End 


5436 " ' 






GI 




^r9'6"^"' ■^•^•'^^ 






TT" v /~A T~i o 


3858. .5060, -5158. .5436 , 








.Seq. No. 


37829 . .Seq. ID 


OJ990909_10. 


0114 


.C22 


Gene No. 


77763 - Strand 


+ 






O l_ Cl X L 


9082 End 


11971 






Name 


OJ990909 •10.0114.C22.o4.gs Method 


GENSCAN 






Start 


9082 End 


10102 ■ 






GI 


none Score 


.89 






Exons 


9082. .9171, 9218. .9368, 9882. .10102 








Seq. No. 


37829 Seq. ID 


OJ990909_10. 


0114 


.C22 


Gene No. 


77763 Strand 


+ 







37473 




start 


9082 


End 


11971 




Naine 


OJ990909 10.0114.C22.o3.np 


Method 


AAT/NAP 




Start 


9206 


End 


11971 




GI 


2702273 


Score 


184 




P, von s 


9206. .9253, 10770. .11020, 11940. .11971 






GI DescriD. 




[Arabidopsis thaliana] 




Seq. No. 


37829 


Seq. ID 


OJ990909_10.0114 


.C22 


Gene No. 


77763 


Strand 


+ 




Start 


9082 


End 


11971 




Name 


OJ990909 10.0114.C22.o2.gp 


Method 


AAT/GAP 




Start 


9742 


End 


10292 




GI 


none 


Score 


160 




P V n n ^ 


Zf / ^ ^ a . I^OIU/ X\J ^ f ^ • * \.\J £.Z> ^ 








Seq. No. 


37829 


Seq. ID 


OJ990909_10.0114 


.022 


Gene No. 


777 6^ 


Strand 


+ 




Start 


908? 


End 


11971 




Name 




Method 


GENSCAN 




Start 


10404 


. End 


11211 




GI 


none 


Score 


. 95 ■ 




F xr>n <^ 


10404 1100? 1 1 Ofi? 1107R 


, J 11 83-... n 2 1 1 


— - ' 


Seq. No, 


? 7 8 9 Q 


Seq. ID 


OJ990'9'6'9_1 0.0114 




Gene No. 


77 7 64 • 


Strand . 






Start 


27 65 


End 


3081 




Name 


O.TQQOQOQ 10 0114 r99 n9 


Method 


TBLASTX: Soybean 




Start 


8 


End 


1179 




GI 


none 


Score 


166 




R X o n <^ 


8. .217, 76. .219, 936. .1070, 


951. .1070, 


952. ,1074, 1080., 


1 1 7ft 




1081. .1179 








Seq. No. 


37829 


Seq. ID 


OJ990909_10.0114, 


.C22 


Gene No. 


77764 


Strand 






Start 


2765 


End 


3081 




Name 


OJ990909 10.0114.C22.o2,tc 


Method 


TBLASTX: Cress 




Start 


76 


End 


1179 






none 


Score 


177 




Exons 


76. .216, 77. .226, 943. .1179, 943. .1170 






Sea Nn 


37829 


Seq. ID 


OJ990909_10,0114. 


r99 


Gene No. 


77764 


. Strand 






■ Start ' - 


2765 " " " : 'V' . ' " 


End " 


3081 " " ' * 




Name * 


'OJ990909 10.0114 .C22.o2.tm 


Method 


TBLASTX: Maize 




'"Stflirt^''-''^^'"^^' 








. GI ■ 


' . - none • ' ' ' ' ■ '. ' 


"Score 


67 ' : " . 


• 


P vnn s 


164. .214, 94 0. .1068, 942. .1058, 958. .10 68, 1075. .1182, 






1099. .1170 








Seq. No. 


37829 


Seq. ID 


OJ990909_10.0114 . 


,C22 


Gene No. 


77764 


Strand 






Start 


2765 


End 


3081 




Name 


OJ990909 10.0114 .C22.o2.tw 


Method 


TBLASTX: Wheat 




Start 


951 


End 


1179 




GI 


none 


Score 


155 




Exons 


951. .1064, 952. .1068, 1087. 


.1179, 1096. 


. 1170 





37474 




Seq. No 


37829 








Seq. ID 


OJ990909_10.0114 .C22 


Gene No 


77764 








Strand 




Start 


o "7 c t; 
z / bo 








tna 


T n Q 1 
oOo 1 


Name 


ujyyuyuy lu 


n 1 1 /I 


r'O o ^1 
. CZZ , Ol 


. gp 






Start 


Z / DD 








hna 


"5 n Q 1 
JOo 1 


GI 


none 








Score 


DOO 


Exons 


on CO. "iAOi 
Z / 00 . . JOo 1 












Seq. No 


Q T O O 

o / oz y 








Seq, ID 


OJ990909_10.0114 .C22 


Gene No 


T T *7 C 
/ / / DO 








Strand 




Start 


4130 








End 


5438 


Name 


OJ990909_10. 


0114.C22.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


4 loU 








End 


5436 


GI 


none 








Score 


126 


Exons 


4 I oU . . 4 J(Jo, 


4 1 / b 


. .4301, 


4 4/0 


,.449.9, 4566. .4616, 4637. .4711, 




4 boo . . 4 / z / , 


4/4 0 


. .4781, 


4743 


,.5030, 4829.. 5032, 4839.. 5045, 




oloo. .oiyy, 


5194 


. .5436, 


5196 


, .5429 




Seq. No, 


"3 T O O O 

o /ozy 








Seq. ID 


OJ990909_10. 0114 .022 


Gene No, 


77765 








Strand 




Start 


4130' 








. End 


5438 


Name, , 


^ y U y -,IU,' 


^011 4,^ 


,C22„.o3,..tm 


,Meth.od_„ 


TBLASTX: Maize 


.Start. 


yi o n 

, ,.4Z.D„9., . , 








. JEnd 


.4 931. ■ 


GI 


none 








Score 


81 . ' ' 


Exons • 


4zby . .4 4 09, 


4467 


A A a n 

. .4 4 99, 


A A n C 

4 4 75 


..4609, -4566.. 4622, 4620.. 4727, 




4 / ol . . 4 9oI , 


4740 


. .4781, 


4 839 


. .4931 




Seq. No. 










Seq. ID 


OJ990909_10. 0114 .022 


Gene No. 


77765 








Strand 




Start 


4130 








End 


5438 


Name 


ojyyuyuy lu. 


m 1 >! 
0114 


.022. o3 


tc 


Method 


TBLASTX :Oress 


Start 


4oob 








End 


5045 


GI 


none 








Score 


123 


Exons 


4o«b . .4 /II, 


4587 


.4718, 


4740 


..4781, 4813. ,4845, 4874, .5044, 




4 9UZ . . 0U4 0 












Seq. No. 


37829 








Seq. ID 


OJ990909_10. 0114 .022 


Gene No, 


77765 








Strand 




Start 


/1 1 T n 








End 


5438 


Name 


ojyyuyuy lu . 


0114 


C22.03 


tw 


Method 


TBLASTX: Wheat 


Start 


47 34 








End 


5057 


GI 


none 








Score 


55 


Exons " 


4 /o4 . . 4./ ol , 


4 7 34 


.4835, 


'4 823 


.".5014, "4842. .5057 " " ■ 


'Sg'q\^ 'No^. 












0 J9'9'CrWf;r^^^^ 


Gene - No . 










■'"strand."' 




Start 


4130 








End 


5438 , ; 


Name 


OJ990909 10. 


0114 


C22.01 


tm 


Method 


TBLASTX: Maize 


Start 


5155 








End 


5427 




none 








Score 


42 


Exons 


5155 . .5199, 


5194 


.5427, 


5194 


..5394, 5196. .5426 


Seq. No. 


37829 








Seq. ID 


OJ990909_10.0114 .022 


Gene No. 


77765 








Strand 




Start 


4130 








End 


5438 


Name 


OJ990909 10. 


0114 


C22.01. 


tc 


Method 


TBLASTX: Cress 


Start 


5193 








End 


5436 



37475 



GI 

Exons 



none Score 118 

5193. .5435, 5193. .5429, 5194.. 5436, 5197. .5433 



Corr Mo 


^ f O ^ J 


Con T n 


oTQQnQOQ in mid 


coo 




777 65 


q-t- y--, nH 








4130 




J *a J O 




IN diiic 












5203 ~ 


FnH 


o y J o 




GI 


none 


Score 


301 




Exons 


5203.. 5427, 5208.. 5426, 5322 


. .5438 






Seq. No. 


37829 


Seq. ID 


OJ990909_10.0114. 


.C22 


Gene No. 


77766 


Strand 






Start 


10752 


End 


11008 




Name 


OJ990909 10.0114.C22.o4.tm 


Method 


TBLASTX: Maize 




Start 


10752 


End 


11008 




GI 


none 


Score 


230 




Exons 


10752. .1088 6, 10776. .11006, 


10781. .11008 





Seq. No. 


37830 


Seq. ID 


OJ990729_07.0110.C1 


Gene No. 


. 77767 


Strand 


+ 


Start_.^:„.. 


. „ : „...,1 03 1„ , . 


End 


5630 ' 


N,aine., 


. , .QJ.99D729,,a7.;6ll.a.,CI;..oi"...gp 


...1.^ Method... 


...AAT/GAE , ^ 


Start" 


1031 


■'End* 


i4 65' ' 


GI ■ 


none 


Score 


776 


Exons 


1031. .1465. 







Seq. No. 37830 Seq. ID OJ990729_ 

Gene No. 77767 Strand + 

Start 1031 End 5630 

Name OJ990729_07 . 0110 . CI . ol . gs Method GENSCAN 

Start 1337 End 5630 

GI none Score .81 

Exons 1337.. 1520, 2629.. 3264, 3728.. 3982, 

4880. .5015, 5217. .5366, 5463. .5630 



07. 0110. CI 



4521. .4594, 4693. .4772, 



Seq. No. 37 830 

Gene No. 77767 

Start 1031 ■ 

Name OJ990729_07 . 0110 . CI . ol . np 

Start 1552 

GI 6729024 - - . - . 

Exons' : 1552. .1616, 

- ^ „ ^- . ^4^0- .4608, 



Seq. ID OJ990729_07.0110.C1 

Strand" + 

End 5630 

Method AAT/NAP 

End 5627 

Score- 704 



2418. .2501', 2660 
4880.. 5015, 5217 
(^;0;9TT7r"pix^^ 

thalian'a] . ~— — ' , ' - .."* . " 



:2981/ 3i77.\'3264, 
.5366, .5463. .5627 



37 28.. . 3985V 



Seq. No, 37830 

Gene No. 77768 

Start 2683 

Name OJ990729_07 . 0110 . CI . o2 . gp 

Start 2683 

GI none 

Exons 2683.. 2865 



Seq. ID OJ990729_07.pll0.Cl 
Strand 

End 2865 

Method AAT/GAP 

End 2865 

Score 248 



Seq. No. 
Gene No. 



37830 
77769 



Seq. ID 
Strand 



OJ990729 07. 0110. CI 



37476 




C"i- => r*■^- 
o tar u 


4 U J 0 








tina 


4 JZ 0 


Name 




m 1 n 


, bl . 0-5 . 


gp 


Method 




b ran. 


ft U J 0 








bna 


y1 0 9 0 
4 JZo 


n T 










Score 


R c: 9 
O DZ 


Exons 














Seq. No.' 


37830 








Seq. ID 


OJ990729_07.0110.C1 


Gene No. 


11110 








Strand 






0 ft O J 








njna 


0 0 4 0 


Name 




m 1 n 
. U i lU . 


^'^ r\A 
. bX . 04 , 


gp 


Method 


AAi / bAr 


C -1- 3 r*-(- 

o€ a jt u 


R 0 
O fl 3 J 








tjna 


O 0 4 0 


\j 1 


none 








Score 


o u 0 


IT* V 1^ c 














0 e . LN 0 . 


J / 0 








Seq. ID 


OJ990729_07.0110.C1 


Gene No. 


77771 








Strand 




Start 


7966 








End 


17235 


Name 




, u i 1 u < 


. bl . 0^ . 


uS 


Method 


TBLASTX : Soybean 


0 1 ar L 


'i 9 n 1 








End 


3984 


T 


none 








Score 


74 


Exons 


u 1 . . dU / 


0 7 9 £^ 


0 Q n n 
, . J 0 U u , 


0 T 9 "7 
0 / Z / . 


.3816, 3730.. 3804, 3829. .3984 


. 






, — — 


— ' 






becj , NO , 


0 / 0 J u 






- — 


Seq. ID 


Oj99072937.0110Tc"l 


Gene No. 


• 77771 








Strand 




Start 


7966 








End 


17235 


Name 


n TQ Qn 7 9 Q 07 


n 1 1 n 
. u 1 1 u . 


. bl .01 . 


UC 


Method 


TBLASTX: Cress 


0 uar u 










End 


5012 




none 








Score 


141 


Exons 


"507 1 OQQ /I 


0 Q 7 


0 QQ 0 


/ /I 1 7 
4 41/. , 


.4584, 4439. .4597, 4687. .4773 






yi Q9 
4 by z , 


yl 7 Q 

, .4 / y b , 


/I Q Q n 

4 0 0 U . , 


.4996, 4881. .5012 


oeq . NO . 


7 p "^n 

J / 0 JU 








Seq. ID 


OJ990729_07.0110.C1 


Gene No. 


77771 








Strand 




Start 


7966 








End 


17235 • 


Name 


n TQ Qri7 9 Q n 7 
uj yyu/zy u/. 


n 1 1 n 
1 u 1 1 u . 


, bl . OZ . 


tm 


Method 


TBLASTX: Maize 


0 Eart 


/ /I "5 Q 

4 41 0 y 








End 


4988 




none 








Score 


191 


Exons 


4439. . 4597, 


4 477, 


. .4581/ 


4 680. , 


.4775, 4690. .4773, 4884. .4988 




4oc5y..f±yo/ 












Seq. No.. 


37830 • 








Seq. ID 


OJ990729__07..0110.C1. 


Gene Ro.-'^ 


. 1111 1 • 






- 


Strand 






/ y D D 








■End\ 


.17235 - • • 


Name 


UJ y y u / z y / . 


Ul lU . 


bl . 01 , 


lw 


"M^fffoQ'""*" 




0 tar L. • 


4 4- D 4 ' 








End . 


5003- :\ 


C T 


none 








Score 


64' 


Exons 


44l04i. .41o1d, 


/icon 
4 OZU . 


/I R Q T 

. 40 y / , 


4 bo / . . 


.4773, 48E 


11. .5003, 4889. .4987 


oeq . NO . 


0 / 0 J U 








Seq. ID 


OJ990729_07.0110.C1 




777 71 








Strand 




Start 


7966 








End 


17235 


Name 


OJ990729 07. 


0110. 


C1.02. 


ts 


Method 


TBLASTX : Soybean . 


Start 


4454 








End 


5297 


GI 


none 








Score 


114 


Exons 


4454 . .4546, 


4547. 


.4597, 


4680. , 


,4772, 4688. .4768, 4689. .4769. 




4690. .4773, 


4876. 


.4938, 


4881. . 


,5015, 4889. .5020, 5217. .5297 



37477 





Seq. No. 


T7 Q "^n 
o / o 


Seq. ID 


OJ990729_07.0110.C1 




Gene No. 


77771 


Strand 






Start 


7966 


•End 


17235 




Name 


ujyyu/zy u / . u 1 i. u . bi . o J . cm 


Method 


TBLASTX: Maize * 




btar u 


Q O *7 
D-d 0 / 


End 


■ 5707 




Ox 


none 


Score 


87 




Exons 


ciO^;'7 RTCQ i; o Q n Roort 
DZD/..OODO, DZoU..00OO/ OZoU. 


.5393, 5281.. 5373, 5281.. 5403, 






Dzyi,.Ojyo, 34JU..0DU/, 0400. 


.5496, 5472. .5507, 5511. .5630, 






c^c^TT ci^/io c c A n c cn ^ 
ODii..OD4o, DDJi..Ob4/, OD/O. 


.5702, 5681. .5707 




o e q . IN o . 




Seq. ID 


OJ990729_07.0110.C1 




Gene No. 


77771 


Strand 






Start 


7966 


End 


17235 




Name 




Method 


AAT/GAP 




orarT- 


/ D / 1 


End 


8966 






i / y yu 1 . KiUo 4 


Score 


948 




Exons 




.8755, 8861. .8966 




GI Descrip. 


4 uubo yj/ emo 1 uAbi bozo . i 1 i.ue- 


-100 (Z99708) aminopeptidase-like 






protein [Arabidopsis thaliana 


] ' 






_.-Sec[,,: No ._„; 


-w37j83ja: : . 


.§eq„..„ID., 


_OJ990729 07.0110. CI 




. „. . GBne ..No,. - 


....,-./-/ / /I. . .... ...^ . . 


Strand.. _ 




"Z 


Start 


T Q i:; ^; 
/ y bb 


End 


' 17235.' ™ 




Name 


ojyyu/^y u / . uiiu .ci .oo .gp 


Method 


AAT/GAP 


11 ! 


otart 


T T n R 


End 


7993 


fU 




none 


Score 


570 


[3 


Exons 


/ lUD . . / y y o 






= : § 


o e q . iN o . 




Seq. ID 


OJ990729_07.0110.C1 


. ==: 


Gene No. 


77771 


Strand 






Start 


7966 


End 


17235 




Name 


OJ990729 07.0110.Cl.o7.gp 


Method 


AAT/GAP 




Start 


7821 


End 


8979 




GI 


17990 1,R1084 


Score 


860 




Exons 


7821. .8133, 8409. .8533, 8684. 


.8755, 88 


61. .8979 


L ^ 


GI Descrip. 


M0068 93/emb | CAB16823 . 1 1 1 . Oe- 


-100 (Z99708) aminopeptidase-like 






protein [Arabidopsis thaliana] * 





Seq. No. 
Gene No. 
Start 
Name 
Start ^ 

Exons " 



37830 
77771 

7966 . - . . 

0 j9907'2 9j07'; 0110 .Ci'; bl ; tm 
7957- ■ 



Seq. No. 
Gene No. 



'fiSffe^"""-^ 
• 795 T7:^ 

8410. .8 

8859. .8 

10182. . 

11496. . 

13001. . 

13425. . 

13576. . 

13784 . 

37830 
77771 



130-,'- 7 97 3: . ^KlV 
538, 8685. .8783, 
969, 8860..8970, 
10268, 10183.. 10 
11576, 11520. .11 
13105, 13013.. 13 
13535, 13571.. 13 
13680, 13576.. 13 
13924,. 13784. .13 



End 

Metho'd'' 
r End; ■ 



Seq. ID OJ990729_07.0110.C1 
Strand 

17235 . 

TBL)^TX : M"aTze'" " " 

14056 _ ' . ' /" 



^4 0 0. 78 5? rr " 8 4 b 8 : V8 5 3 a;^''8 4 09 
8686.. 8757, 8858.. . 8968,. 8859.. 8969, 
9480.. 9566, 9501.. 9557, 9511.. 9582, 
269, 10349. .10486, 1034 9 .. 104 86, , 
576, 12802. .12873, 12806 .. 1287 1 , 
102, 13017. .13106, 13420. .13545, 
675, 13572. .13676, 13575 13679, 
680, 13777. .13911, 13777 .. 13887 , 
909, 14024. .14056 



Seq. ID 
Strand 



OJ990729 07. 0110. CI 



37478 



start 
Name - . 

Exons 



7966 End 17235 

.OJ990729__07, 0110. CI. 02.5s Method GENSCAN 

..-"-7 966:- • ^v,;:;. . - ; ;-Eiki' ' ■■ .17235.' ' . " 

none*-..'/ ... ...*. ' " Score' " .84 

7966. .8133, 8409. .8533, 8684. .8755, 8861.. 8965, 9502. .9556, 

10185. .10265, 1034 9. .104 83, 11520. .11583, 12803. .12870, 

13013. .13099, 13420. . 13731, 13787. .13909, 14032. .14316, 

14 967. .15106, 15715. .15778, 1594 8:^1*6159, 16885 .. 1 6998 , 
17122. .17235 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 

Seq;. No:.. 
Gene . No 
Start. ' ■ ; 
Name ' 
Start 
GI 

Exons 



37830 
77771 
7966 

OJ990729_07.0110.Cl.o2.np 

7969 

4006893 



Seq. ID OJ990729_07.0110.C1 
Strand 

End 17235 

Method AAT/NAP 

End 16007 

Score 1834 



7969. .8133, 8409. .8533, 8684. .8755, 8861. .8965, 9502. .9556, 
10185. .10265, 10349. .10483, 11520 11583, 12803 .. 12870, 
13013. . 13099, 13420. .13674, 13787 .. 13909, 14032 .. 14 316, 
14 967. .15106, 15715. .15778, 1594 8. .16007 

(Z99708) aminopeptidase-like protein [Arabidopsis thaliana] 



37830. J . .... 
. 77771- ' ;.V.-.' 
; "7966' * V -"f - 

'OJ990729_07. 

7975 

none 

7975. .8130, 
8413. .8538, 
8859. .8966, 
10349. .10486 
11521. .11577 
13017. .13100 
13784. .13927 



V- L .... , S.eq. . ID ...Qa9.9072 9_07...011i),..Cl,.,^ . .. ... 

, -■ - ^Strand'-. 

" ■ : ' • End ..'■'^<L7235.'. : ' ' . " ' 

OllO'.Cl.ol.ts Method' TBLASTX : Soybean 

End 14199 
Score 109 
7976. .8131, 8400. .8561, 8405. .8533, 8409. .8534, 
8684. .8752, 8685. .8783, 8686. .8757, 8857. .8955, 
8860. .8967, 9500. .9556, 10182 .. 102 68 , 10183 .. 10266, 
, 10349. .10486, 10356 .. 104 96, 11520 .. 11585 , 
, 12802. .12873, 12805 .. 128 94 , 13010 .. 13105 , 
, 13024. .13128, 13420. . 13539, 13585 .. 13680, 
, 13787. .13918, 14021 .. 14 197 , 14029. .14199 



Seq. No. 
Gene No. 
Start 
Name 
Start 
GI' ^ 

Exons ■ ' 
GI Descr^ip . 



37830 Seq. ID OJ990729_07 . 0110 . CI 

77771 Strand 

7966 • End 17235 

OJ990729__07 . 0110 . CI . 08 . gp Method AAT/GAP 

8462 End 9556 

17990_1;R1084 - Score 449 

84-62/ .^8533^r-8"68$: . 8 7 55, • '88-61 . J^S 965 '9502 . -:.9556"v " ' ^ 

*M0068:93/embrCABr6823.. 1 1 1; Oe-100 {Z997.08) aminopeptidase-like 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 



37830 - " Seq. ID 
77771 Strand 
7966 End 
OJ99072 9_07 . 0110 . CI . o2 . tc Method 
10188 * End 
none Score 



OJ990729_07.0110.C1 
17235 

TBLASTX: Cress 

13057 

45 



10188. 
10353. 

37830 
77771 



.10238, 10242. 
,10484, 11520. 



,10268, 10243. .10269, 1034 9 .. 10486, 
,11576, 12811. .12873, 13010.. 13057 



Seq. ID 
Strand 



OJ990729 07. 0110. CI 



37479 



start 
Name 
.Start 
GI 

Exons 



7966 

OJ990729_07. 0110.Cl.o4 .tm 
14110 
none 

14110. . 14238, 14111 

14270. .14314, 14272 

14956. .15087, 14966 

15072. .15107, 15073 

15948. .16058, 15949. .15999 



End 17235 
Method TBLASTX: Maize 
.... • -End 16058. . 

Score 151 
14227, 14227. .14271, 14229 14273, 
14319, 14272. .14310, 14 955 .. 15068 , 
15067,. 14967. .15068, 14 974 15069, 
15159, 15704 . .15811, 15704 .. 15781 , 



Seq. No. 37830 

Gene No. 77771 

Start 7966 

Name OJ990729_07 . 0110 . CI , 

Start 14167 

GI none 

Exons 14167. . 14307, 14228. 

15704. .15781, 15714, 



o3. tc 



14314, 
15779, 



Seq. ID 

Strand 

End 

Method 

End 

Score 

14967 

15948 



.15107, 
.16031 



OJ990729_07.0110.C1 
17235 

TBLASTX: Cress 

16031 

67 

14968. .15108, 



ri5 



Seq. No. 
Gene No. 

,.Start__ 
.Rame„, 
Start 
■GI 

Exons 



OJ990729 07. 0110. CI 



37830 . Seq. ID 

77771 Strand 

a.9 6 6j.^^ ___™-End , _.17 2 3 5.. 

.OJ,99p729^0J ..5ud..cr>;oi.X'S:....,.^ .Method J.„..TBLAaTX:.SQ^^b,ean 
.14203 ■ . ■. • ' /End . 16019 

none - Score 65 

14203. .14304, 14216 .. 14 305, 14967 15107, 14 968 .. 15108 , 

15704. .15778, 157 14 .. 15779, ■ 15951 16019 



Seq. No. 


37831 






Seq. ID 


OJ990729_07.0110.C2 


Gene No. 


77772 






Strand 


+ 


Start 


3320 






End 


3940 


Name 


OJ990729 07. 


0110. 


C2.o2.gs 


Method 


GENSCAN 


Start 


3320 






End 


3940 


GI 


none 






Score 


.9 


Exons 


3320. .3409, 


■3685. 


.3789, 3830 


. .3940 




Seq. No. 


37831 






Seq. ID 


OJ990729_07.0110.C2 


Gene No. 


77773 






Strand 


+ 


Start 


4728 






. End 


11966 


Name 


OJ990729 07. 


0110. 


C2 .o3.gp 


Method 


AAT/GAP 


Start 


4309 






End 


6667 


GI- 


43983 1.R108 


4 




Score 


1557 


Exons" ■ • ■ ' ; :■; 


■43'a9; . 50-4 6 ■ 


'6.599% 


. 6667' 






• GI Descrip 


'•45855.76/gb |AAD25541..1 IAF13.4051 1 2". Oe 


-12-- (AF134051) ' / 




"'Tf uc^b's^e-'Tr<o-Si 






Seq. No. 


37831 






Seq. ID 


OJ9'90729_07.0110.C2.' 


Gene No. 


77773 






Strand 


+ 


Start 


4728 






End 


11966 


Name 


OJ990729 07. 


0110. 


C2.o3.gs 


Method 


GENSCAN 


Start 


4728 






End 


11450 


GI 


none 






Score 


.57 


Exons 


4728. .5046, 


6599. 


.7025, 8118 


..8335, 9240.. 9328, '9505. .9574, 




9769. .9852, 


9956. 


.10032, 10143. . 10207, 


10345. .10387, 




10511. .10574 


, 107 


48. .10876, 


11201. .11247, 11346. .11450 


Seq. No. 


37831 






Seq. ID 


OJ990729_07.0110.C2 



37480 



Gene No. 
Start- 
Name 
Start 
GI 

Exons 



GI Descrip. 



77773 Strand + 

4728 End 11966 

. OJ990729_07.0110.e2.o2.np Method AAT/NAP- "V, : 

4749 End • 11447 

"2827665 Score 1891 

4749. .5048, 6601. .7088, 8118. .8335, 9240. .9328, 9505. .9574, 
9769. .9852, 99561.10032, 1014 3 10224 , 10345 10427 , 
10511. . 10574, 10745. . 10876, 11 14 4 1124 7 , 11346. .11447 
(AL021637) vacuolar sorting receptor-like protein [Arabidopsis 
thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



37831 Seq. ID OJ990729_ 

77773 Strand + 

4728 End 11966 

OJ990729_07.0110.C2.o4 .gp Method AAT/GAP 

6812 End 9273 

27513_1.R1084 Score 995 

6812. .7088, 8118. .8335, 9240. .9273 



07. 0110. C2 



'4 9824 99/gb|AAD36959. 1 |AC000107_5 
[Arabidopsis thaliana] ' 



9.0e-83 (AC000107) F17F8.5 



„.-.SeS^.-«No.. 

, .Gene.,No. . , „. 

Start . 

Name . 

Start 

GI 

Exons 

GI Descrip, 



„37831,^„ „ _ / 

jiyj3,.: .... 

4728 

OJ99072 9_07 .'0110.02 .•o5.gp 
10729 

LIB3431-048-P1-K1-B1 
10729. .10876, 11144.. 11247 

'3252813 9.0e-18 {AC004705) vacuolar sorting receptor-like 
protein [Arabidopsis thaliana] >gi_3810586 (AC005398) vacuolar 
sorting receptor-like protein [Arabidopsis thaliana] * 



.Sec2,_JD_:PJ990729^„^ 

.^S.tr.and. ,.+... ' ,„ ... ... . ^. 

End -.11966 

Method 'AAT/GAP 

End 11247 

Score 292 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



37831 Seq. ID OJ990729_ 

77773 Strand + 

4728 End 11966 

OJ990729_07 . 01 10 . C2 . o6 . gp Method AAT/GAP 

11184 End 11966 

2775_1.R1084 Score 975 
11184 . .11247, 



07. 0110. C2 



11346. 



11451, 11556. .11966 
M585576/gb|AAD25541.1|AF134051_l 2.0e-12 (AF134051) 
f ructose-1, 6-bisphosphatase precursor [Solanum tuberosum]' 



Seq..' No. - 
Gene No. 

. Name' - " ' . ^ . 
Start 
GI 

Exons 

GI Descrip. 



Seq. ■ ID 
Strand, . 



. Method.' 
End 
Score 



OJ990729_07.0110.C2* 



37831 ■'• ' ■ 

77774 ' ~ 

1 .0 J.9 9072 '9 10 7 Oi l 0. . C 2... o 7.*; gp ' 

13482 

LTB34 33-007-Q6-K1-C2 
13482.. 13665 

' 4176420/dbj I BAA37167 I 2.0e-ll (AB008097) cytochrome P450 
[Arabidopsis thaliana] ' 



Mt/gap' 

13665 
321 



Seq. No. 
Gene No. 
Start 
Name 
Start 



37831 Seq. ID 

77775 Strand 

133 ■ End 

OJ9907 2 9_07. 0110.C2.ol .gs Method 

133 End 



OJ990729_07.0110.C2 

2818 

GENSCAN 

1895 



37481 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

. GJ[. J)escr , 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



none Score . 66 

133. .533, 849. .937, 977. .1245, 1662. .1895 



37831 ' Seq. ID 

77775 Strand 

133 End 

OJ990729_07.0110.C2.ol.np Method 

169 End 

585118 Score 

169. .533, 849. .1245, 1662. .1856, 2777. 



OJ990729_07.0110.C2 

2818 
AAT/NAP 
2818 
532 
.2818 



FRUCTOSE-1, 6-BISPHOSPHATASE, CHLOROPLAST PRECURSOR 

(D-FRUCTOSE-1, 6-BISPHOSPHATE 1- PHOSPHOR YDROLASE) (FBPASE) 

gi I 289367 (L15303) f ructose-1 , 6-bisphosphate [Brassica napus] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990729 07. 0110. C2 



2818 
AAT/GAP 
911 
787 



37831 
77775 
133 

OJ990729_07 .0110.C2.ol .gp 
180 

LIB34 32-014-P1-K1-B7 
180. .533, 849. .911 

^ ',6 7 2,4 3 /.p i r J „l. PASPXl 2 .-3 e - 3 8_f,ru„c to se^Ms ase .(EC; 3. 1 . 3.11) 

•chlocopl.as.t....- .spinach .>gi_9.9962.1._.pdh^lS.PI^A „Splha.c.la_.oJ.era,cea„. 
>gi_999622_pdb-^lSPI_B Spinacia oleracea >gi_99:S(^23_pdb_lSPI_C 
Spinacia oleracea >gi_999624_pdb_lSPI_D Spinacia oleracea * 

37831 Seq. ID OJ990729_07 . 0110 . C2 

77775 Strand 

133 End 2818 

OJ99072 9_07 . 0110 . C2 . o2 . gp Method AAT/GAP 

996 End 1698 

4968854 Score 497 

996. .1245, 1662. .1698 

4 585576/gb|AAD25541.1 |AF134051_1 2.0e-12 (AF134051) 

f ructose-1, 6-bisphosphatase precursor [Solanum tuberosum] 



,Seq. No. 


37831 








Seq. ID 


OJ990729_07.0110 


.C2 


Gene No. 


77776 








Strand 






Start 


12624 








End 


14841 ■ 




Name 


OJ990729 


07. 0110. C2 


.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


89 








End 


441 




GI 


none 








Score 


69 




Exons ; ' 


89: . 16.9, 


■12-4 .-.,441,. 


124. 


■;-441. 


















■^qz^Tfr"- 


W9T072^;^-ep?T(m"o" 




Gene. ^ No . . " 


riiie"--': 








Strand" 






Start 


12624 








End 


14841 




Name 


OJ990729 


07. 0110. C2 


..ol. 


tc 


Method 


TBLASTX: Cress 




Start 


126 








End 


541 




GI 


none 








Score 


140 




Exons 


126. .398, 


129. .518, 


133 


. .534, 


136. .534, 


227. .541 




Seq. No. 


37831 








Seq. ID 


OJ990729_07.0110 


.C2 


Gene" No,.- 


line 








Strand 






Start 


12624 








End 


14841 




Name 


OJ990729 


07. 0110. C2 


.o2. 


ts 


Method 


TBLASTX : Soybean 




Start 


187 








End 


1245 





37482 



GI 

Exons 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



.Sejq..,...Ro,. 
Gene No. 
Start ■ 
Name 
Start 
GI 

Exons 



none Score 58 

187. .264, 271. .342, 272. .319, 343. .435, 346. .447, 847. .1032, 
1063,. 1146, 1067.. 1141, 1162.. 1245 ' 



37831 
77776 
12624 

OJ99072 9_07.0110.C2.o3.tc 

919 

none 

919. .1062, 943. .1062, 1070. 



Seq. ID OJ990729_07.0110.C2 
Strand 

End 14841 

Method TBLASTX : Cress 

End 1787 

Score 73 
1144, 1102. .1224, 1103. .1213, 



1181. .1246, 1195. .1245, 1662. .1736, 1731. .1787 



37831 
77776 
12624 

OJ990729_07,0110.C2.o3.tm 

1015 

none 



Seq. ID OJ990729_07.0110.C2 
Strand 

End 14841 

Method TBLASTX: Maize 

End 1799 

Score 208 



1015. .1245, 1070. .1246, 1073. .1249, 1092. .1250, 1662. .1736, 
1731. .1799 



.378.3,1: 

77776 
12624 . 

OJ99072 9_07.0110.C2.o4 . tm 

4827 

none 

4827. .5015 



. S:eq .„_I D,. .0 J9 9.0.729^.07 :.aiX0:....C2. 

Strand - ' ■ 

End ■ 14841 

Method TBLASTX : Maize 

End 5015 

Score 191 



Seq. No. 37831 
Gene No, 77776 
Start 12624 

Name OJ990729_07 . 0110 . C2 . o2 . tc 

Start 4839 
GI none 
Exons 4839 

8115 

9761 

10142. .10207, 10349. .10432, 10350 
10529. . 10567, 1074 6 .. 10877 , 10746 



..4.988, 6598.. 6708, 6703, 
.8336, 8116.. 8337, 9232, 
.9850, 9768.. 9.848, 9939, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990729 07. 0110. C2 



14841 

TBLASTX: Cress 
11405 
167 

6789, 6829. .7089, 6861. .7088, 
9330, 9263. .9331, 9502. .9582, 
10034, 9940. .10032, 1014 0 .. 10223, 
10424, 10528. .10566, 
10898, 10747. .10890, 



11149. . 11247, 11340. .11405, 11348. .11404 



,Seq. No-.' 

"Start ' ■ 
Name 
Start 
GI 

Exons 



37831 . V ■ / 

.'1262 A' ' ■ . . v - 



Seq, ID'.. OJ-99d729_07 . 01-10. C2 

r i,484i"-.:v ' ■ " ' 



OJ99072 9_07.0110.C2.ol.ts 
4890 



TBLASTX: Soybean 

11405 

69 



■ .End - 
Method 
End 

none Score 
4890. .4991, 6601. .6708, 6703. .6786, 6829. .7089, 6861. .7088, 
8115. .8336, 8116. .8337, 9232. .9330, 9266. .9331, 9502. .9582, 
9507. .9584, 9761. .9850, 9768. .9851, 9942. .10034, 9955. .10032, 
10140. . 10220, 10142. .10207, 1034 1 .. 10427, 10343 .. 10429, 
10528. .10566, -.10529. .10567, 10740 .. 10874 , 10747 108 96, 
11340. .11405, 11348. .11404 



Seq. No. 



37831 



Seq. ID OJ990729 07. 0110. C2 



37483 





77776 


Strand 






12624 


End 


14841 


Nsine 


OJ990729 07.0110.C2.o2.tm 


Method 


TBLASTX: Maize 


o Lai L 


6691 


End 


11411 . 


GI 


none 


Score 


100 


Exons 


6691. .6786, 6829. .7089, 6861. .7088, 6940.. 7092, 8115. .8336, 




. 8116.. 8337, 9232.. 9324, 9263.. 9331, 9502.. 9582, 9504.. 9575, 




9761. .9847, 9768. .9851, 9942. .10034, 


9955. .10032, 10140.. 10223 




ini4? 10907 in?4d 10497 


10526. .10561, 10737. .10874, 




XU/^/..lUO/J, IU/OO..IU0//, 


11155. .11247, 11340. .11411, 




IIT/p 11/104 






C £3 rr NT 
O e y . LN (J . 


0 / 0 0 X 


Seq. ID 


OJ990729_07.0110.C2 




77 77 


Strand 




start 


12624 


End 


14841 


Name 


OJ990729 07.0110.C2.ol.tw 


Method 


TBLASTX -.Wheat 




1 n 4 


End 


11382 


P T 


none 


Score 


130 




in'^4'5 in/i'i9 in"^/!/! iri/i'^'5 


10510. .10572, 10511. .10573, 




107'^7 10QQQ in7yl^^ IHQTI 
XU/J/. .XUOO-?, XU/'IO. .XUu/X, 


10747. .10890, 11143. . 11247, 




1114"^ 11947 ll'^/in 11*501 
XXXflO. . XXZfl / , XXjflU. . XXJoX, 


11346. .11381, 11347. .11382 ' 


Saq,. No ,^.. , 


'5 7 Q '5 1 ■ 


.,Seq._JD 




Gene No. 


77776 . 


Strand 






12624 


End 




Name 


nTQQ079Q 07 011 0 r9 n>A rrc 

\jo y yyj ( u / .uxxu.k^z.oi .ys 


Method 


GENSCAN 


C 4- a -r-l- 


1 9 9 /I 


End 


14798 


PT 


none 


Score 


.94 


HiXUI 1 0 


19(^94 1 9704 1*^47^ I'^f^f^'^ 


14655. .14798 


C KT 
o e CJ " o . 


37831 


Seq. ID 


OJ990729_07.0110.C2 


Gene No. 


77776 


Strand 




Start 


12624 


End 


14841 


Kla TTi ^ 


OJ990729 07.0110.C2.o4 .tc 


Method 


, TBLASTX: Cress 


O c air U 


12627 


End 


13657 


\j X 


none 


Score 


89 


Hj Awl io 


12627. .12710, 12640. .12702, 


13478. .13657, 1347 9. .13652, 




13506. .13637 






Seq. No. 


37831 


Seq. ID 


OJ990729_07.0110.C2 


Gene No. 


77776 


Strand 




91- ;i T-h 

O L. a i. L. 


12624 


End 


14841 


Name 


■ OJ990729 07.0110.C2.o3.ts'. 


■ . Method" 


' TBLASTX : Soybean * . 


o Ldr c 


13415 


;■ End- ■ 


,14841 ' ■ 








-Exoris .* . 


.:i3415.. ,1'366'6,- -l3'4T5>.m'63,: 


, -14 650.^..j4,i 


34'i/-.:i4 655:: Vi 4 834vr\; • 


o c ^ , L \ . 


37832 


.Seq. ID 


O.J990729__07.011-0-.C7 


Gene No. 


77777 


Strand' 


+ 


Start 


1 


End • 


2111 


Name 


OJ990729 07.0110.C7.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


2108 


GI 


4760370 


Score 


1511 • 


Exons 


1 ..41, 244 .". 306, 396. .738, 


939. . 1139, 


1279.. 1536, 1635.. 2108 


GI Descrip. 


{AF082565) ATP dependent copper transporter [Arabidopsis 



thaliana] gi I 4760380 | gb | AAD29115 . 1 1 {AF091112) 
copper transporter [Arabidopsis thaliana] 



ATP dependent 



37484 




gi|6850337|gb|AAC79141.2| (AC002342) ATP dependent copper 
transporter (RANI) [Arabidopsis thaliana] 



Seq. No: 


37832 


Seq. ID 


OJ990729 07 0110 C7 


Gene No. 


77777 


Strand 


+ 


Start 


1 


End 


2111 


Name 


OJ990729 07.0110.C7.ol.gs 


Method 


GENSCAN 


Start 


248 


End 


2111 


GI 


none 


Score 


. 82 


Exons 


248. .306, 396. .738, 939. .1139, 1279.. 


1536, 1635.. 2111 


Seq. No. 


37832 


Seq. ID 


OJ990729_07.0110.C7 


Gene No. 


77777 


Strand 


+ 


Start 


1 


End 


2111 


Name 


OJ990729 07.0110.C7.ol.gp 


Method 


AAT/GAP 


Start 


1377 


End 


1884 


GI 


LIB3433-055-P1-K1-C9 


Score 


758 


Exons 


1377. .1536, 1635. .1884 






GI Descrip 


'2660670 6.0e-60 (AC002342) putative Cu2+-transporting ATPase 




LM.raDxaops J. s cnaxianaj 






.Seg._No.. ^ 


_..37 832. . . . 


..Seg^...^ID 


J55,0 7 2 9,_^0 7^,,0 1 ip,.C7 


.,G.ene .^N.o . ^ 


7777ft 


- Strand. 




Start 


4 , J ^ ^ 


End 


6889 ' ■ " ■ 


Name ' 




■ Method 


TBLASfX: Maize' 


Start 


^ o o 


End 


743 


GI 




Score 


88 


Exons 


'^rif^ 9"^^ ?n7 9^fi '^07 


256. .333, 385. .417, 388. ,738, 




395. .457, 396. .743, 397. .738 






Seq. No. 


37832 


Seq. ID 


OJ990729_07.0110.C7 


Gene No. 


77778 


Strand 




Start 


4522 


End 


6889 


Name 


OJ990729 07.0110.C7.o2.ts 


Method 


TBLASTX: Soybean 


Start 


235 


End 


1025 


GI 


none 


Score 


69 


Exons 


. 235. .312, 236. .307, 388. .522, 


3'91..738, 456. .743, 591. .740, 




921. .1025, 929. .1000 




"it' ■ 


Seq. No. 


37832 


Seq. ID 


OJ990729_07 .0110.C7 


Gene No . 


77778 


Strand 




Start 


4522 


■End 


6889 - . 


Name ' 


aJ990729. 07 .0110 .C7'.o2 .tc • 


Method 


TBLASTX: Cress " 


Start 


462 ' . ' 


End 


^15 4 5 _ - , 






'-"seo^F^^"^" 




Exons*" " 


■ ::a 62:.:.: 674 /: .'50:2 .^:.;6zsv"9i^".r: .983',. 


.1083.. :i"] 


.57m4:2:::i5:a^ * . 


Seq. No. 


37832 


Seq. ID' 


OJ990729_07-.0110.C7 


Gene' No. ■ 


77778 


Strand 




Start 


4522 


End 


6889 


Name 


OJ990729 07.0110.C7.o4.tm 


Method 


TBLASTX; Maize 


Start 


929 


End 


1154 


GI 


none 


Score 


147 


Exons 


929. .1141, 931. .1140, 933. .1154, -933.. 


1148 


Seq. No. 


,37832 


Seq. ID 


OJ990729_07.0110.C7 


Gene No, 


77778 


Strand 





37485 





Start 


4522 






End 


6889 




Nams 


OJ990729 07 


.0110 


. C7 . ol . ts 


Method 


TBLASTX : Soybean 




Start 


1041 ~ 






End 


2105 




GI 


none 






Score 


99 




pynns 

J-j \^ 1 1 ^ 


1041 1148 


1073 


1141 1 

. *XX^X, A. -J ^ I 


..1545, 1278. .1538, 1632. .2105, 






1632 . .1748, 


1634 


. .2104 








Seq. No. 


37832 






Seq. ID 


OJ990729_07.0110.C7 




Gene No. 


llllB 






Strand 






Start 


4522 






End 


6889 




Name 


njQ9n7?*^ 07 


. X X u , 


n n"^ txn 


Method 


TBLASTX: Maize 




Start 


1333 ~ 






End 


1748 




GI 


none 






Score 


319 




Exons 


1333. . 1545, 


1333 . 


1548 1622 


.1705, 1632. .1748, 1634. .1747 




Seq. No. 


37832 






Seq. ID 


OJ990729_07.0110.C7 




Gene No. 


77778 






Strand 






Start 


4522 






End 


6889 




Name 


OJ990729 07 


0110 


CI ol tw 


Method 


TBLASTX: Wheat 




Start 


1399 ~ 






End 


1901 




GI 


none 






Score 


70 ■ 




Exons 


1399 1545 


1656 . 


1901 








Seq. - No. 


37832 






Seq. ID 


OJ99072"9_07.0110.C7 




Gene No'. 


77778 






Strand 






Start 


4522 






End 


6889 




Name 


OJ990729 07 


01 1 n 


r7 ol 


Method 


TBLASTX: Cress 




Start 


1629 ~ 






End 


2123 


r 


GI 


none 






Score 


370 


— — 


Exons 


1*629 1874 


1631 . 


1891 1878 


.2111, 1880. .2110, 1956. .2123 




Seq. No. 


37832 






Seq. ID 


OJ990729_07.0110.C7 




Gene No. 


77778 






Strand 




= 


Start 


4522 






End 


6889 




Name 


OJ990729 07 


0110 


P7 o9 i-TTi 


Method 


TBLASTX: Maize 




Start 


1769 ~ 






End 


2134 




GI 


none 






Score 


476 


^ _i 


F! von 


1 7 fi9 91^4 

J. f \J y * m ^ 1. ^ *i f 


1770 

X f f u • 


9111 9nR7 


.2113 




o 


Seq. No. 


37832 






Seq. . ID 


OJ990729_07.0110.C7 


ST 


Gene No. 


77778 






Strand 






Start 


4522 ^ 






End 


6889- 




Name 


. 'OJ990729 07 


.0110. 


C7..o2.-gs" •;. 


Method 


: GENSCAN- • - ; ■ 




Start 


4522 






End. ' 


.688 9 














' X o n ' 


::^^:'":4.522::;335^>: 


^5.7(31': 




63^t;^6OT9: ■r-swa^r-^r™:':"'*":^ 




Sea No 


37833 






Seq. ID 


OJ990729_07.0110.C8 




Gene No. 


77779 






Strand 


+ 




Start 


7657 






End 


10053 




Name 


OJ990729 07, 


.0110. 


C8 .o2 .gp 


Method 


AAT/GAP 




Start 


7657 






End 


10020 




GI 


48621 I.RIO^ 


34 




Score 


1322 




Exons 


7657. .7805, 


7922. 


.8004, 8738. 


.8840, 8923. .9007, 9109. .9225, 






9713. .9822, 


9908. 


.10020 







GI Descrip. ' 4062935/dbj | AB0034 95 . 1 | AB0034 95 3.0e-14 Oryza sativa DNA for 
dihydrof lavonol 4-reductase, complete cds * 



37486 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



37833 
77779 
7657 

OJ990729_07.0110.C8.ol.np 

8761 

2827661 



Seq. ID OJ990729_07.0110.C8 

Strand + 

End 10053' 

Method AAT/NAP 

End 10053 

Score 342 



8761.. 8840, 8923.. 9007, 9109.. 9177, 9713.. 9825, 9993. 
(AL021637) hyuC-like protein [Arabidopsis thaliana] 



10053 





Seq. No. 


37833 






Seq. ID 


OJ990729_07.0110.C8 




Gene No. 


77780 






Strand 






Start 


6561 






End 


7837 




Name 


OtTQQ07?Q 07 


. 0110 


pQ o9 nc3 


Method 


GENSCAN 




Start 


6561 ~ 






End 


7837 




GI 


none 






Score 


.57 




p y n n s 


6561 6760 


6796 


7014 7498 


..7618, 7694. .7837 




^ C U . \m/ . 


37833 






Seq. ID 


OJ990729_07.0110.C8 












Strand 






Start 


7948 






End 


10020 


... 


Name 


,QJ190,729 .Q7, 


.,0110. 


C8,. o2 . tm_,^. 


-.Method^., 


. TBLASTX: Maize ■ 




Start 


7 9 4 8 „ , 




" ' ' . — 


. 'End 


9141..,.. , 




GI 


none 






' Score 


■85 


^3 


P von Q 


7Q4fi' Rnn4 

/^*iO. * O \J \J ^ f 


/ _/ J X 


flnn7 ft79Q 


..8773, 8 


746.. 8841, 8755.. 8832, 












..9007, 8 


924 . .9022, 8925. .9008, 


i: = 
f\ I 




8932 9009 


9079 


Q1 41 
• J. *i J- 










37833 






Seq. ID 


OJ990729_07.0110.C8 


ly 


Gene No. 


77781 






Strand 






Start 


7948 






End 


10020 




Name 


OJ990729 07 


.0110. 


C8.ol.tc 


Method 


TBLASTX: Cress 


I y 


Start 


8751 






End 


10019 




GI 


none 






Score 


93 




Ry on 


8751. .8843, 


8755, 


.8832,' 8917 


..9000, 8 


924 . . 9007, 9076. . 9228, 






9087. .9185, 


9109. 


.9201, 9710 


,.9820, 9712.. 9822, 9905.. 10015, 






9906. . 10019 












Seq. No: • 


■ 37833 






Seq. ID 


■OJ990729_07 .0110.08 " 




Gene No. 


77781 






Strand 






Start 


7948 






End 


10020 




Name 


OJ990729 07 


0110. 


C8.ol.tm 


Method- 


TBLASTX.: Maize 




■Start ■ 


■ 91-54 * ■ *' 






■" End ■•■ 


■ 10020 • - • r 




GI * ■• " 


none 






.Score 


■ 110 : ^ 












■":-57IZ:';^822,. 


9.905~: 


v:rffor5';^' 9^tf. 


Sv-:i:ooi5>: 


:^9(5'^r:;ioxri a;-::¥sroc7^; ii 




Seq. No. 


37834 - 






Seq. ID 


OJ9907.29_07 .0110-.C9 




Gene No. 


77782 






Strand 


+ 




Start 


1 






End 


2064 




Name 


OJ990729 07. 


0110. 


C9.ol.np 


Method 


AAT/NAP 




Start 


, 1 






End 


1906 




GI 


2827661 






Score 


527 




Exons 


1..65, 284.. 


370, 


1040. .1139, 


1191. .1279, 1383. .1511, 1679. .19 




GI Descrip. 


(AL021637) hyuC-like protein 


[Arabidopsis thaliana] 




Seq. No. 


37834 






Seq. ID 


OJ990729_07.0110.C9 



37487 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



77782 Strand + 

1 End 2064 

OJ990729_07.0110,C9.ol.gp Method AAT/GAP 

86 " • . End 1164 

48621_1.R1084 Score 545 

86. .193, 284. .370, 1040. .1164 

M062935/dbj IAB003495. 1 1 AB003495 3.0e-14 Oryza sativa DNA for 
dihydrof lavonol 4-reductase, complete cds * 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



37834 
77782 
1 

OJ990729_07.0110.C9.ol.gs 
88 

none 



Seq. ID OJ990729_07.0110.C9 

Strand + 

End 2064 

Method GENSCAN 

End 1942 

Score .9 



88. .193, 284. .370, 1040. .1279, 1383. .1508, 1616. .1942 



Seq. No. 
Gene . No . 
Start 
Name 

.Start : 

.g:i. 

Exons'- 

GI Descrip. 



Seq. No, 

Gene No, 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



37834 
77782 
1 

OJ990729_07 .01lb.C9.o2 .gp 
,,14 58,„^ : 

i.QO,7D^i-:.ii.o'84.;. :„ 

1458. .1508, 1616. .'2064 ' • . ' - 
'2827661/emb|CAA16615.1| 6.0e-13 (AL021637) hyuC-like protein 
[Arabidopsis thaliana] ' 



Seq. ID OJ990729_07.0110.C9 

Strand + 

End . .2064 

Method AAT/GAP 

. End^ * 2064 - 

.Score ..893^_ .... . 



37834 
77783 
2366 

OJ990729_07.0110.C9.o2.gs 
2366 
none 

2366.. 2470, 2836.. 2937 

37834 
77784 
8867 

OJ990729_07.0110:C9:ol.tm 
85 

none 

85.V195, -SS.:. 195, 86 . . 199,- 87 200, 273.. 371, 281.. 364,, 
-283. .372,-:*283. .3'8i,. 284. ."373,- 1038.'. 1205, 103 a. .1160, " ' 
1039. .1281, • 104 0: .12.82, 1380. .1508, 1382. .1504', 1613 . l'6-96, 



Seq. ID OJ990729_07.0110.C9 
Strand 

End 2937 

Method GENSCAN 

End 2937 

Score .46 



Seq. ID OJ990729_07.0110.C9 
Strand 

End 9483 

Method TBLASTX: Maize 

End 1909 

Score 102 



Seq. No. . . 37834 

Gene No. 77784 

Start 8867 

Name OJ99072 9_07 . 0110 . C9 . ol . ts 

Start 1145 ' 

GI none 
Exons 



Seq. ID ,OJ990729_07.0110.C9 

Strand ' - 

End 9483 

Method TBLASTX : Soybean 

End 1897 

Score 66 



1145. .1225, 1211. .1282, 1219. .1287, 1380 .. 1508 1382 .. 1504 , 
1724.. 18-97, 1729.. 1878 



Seq. No. 
Gene No. 



37834 
77784 



Seq. ID OJ990729_07.0110.C9 
Strand 



37488 



start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start. 
Name 
Star 
. .„,..Gi:.„ 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



.^2 Seq. No. 

Gene No. 

W Start 

I J Name 

[3 start 
• GI- 

■ " Exons' " - ' \ 

. / . GI Descrip." 



8867 End 

OJ990729_07 . 0110 . C9 . ol . tc Method 

1712 End 

none Score 
1712.. 1897, 1723.. 1878 



9483 

TBLASTX: Cress 

1897 .> 

212 



37834 
77784 
8867 

OJ990729_07. 0110.C9.o2.np 
8867 
6721559 
8867.. 9001, 9030.. 9483 

(AP001073) hypothetical protein [Oryza sativa] 
gi I 6815084 Idbj I BAA90370. 1 1 (AP001081) hypothetical protein 
[Oryza sativa] 



Seq. ID OJ990729_07.0110.C9 
strand 

End 9483 

Method AAT/NAP 

End 9483 

Score 392 



37835 
77785 
642 

OJ990729_07. 0110. CIO. ol.gs 

..,6 4 2:.., „ .„ 

/,;none „ ._Scpre, 

642. .706, 1354. .1477, 1972. .2070 



Seq. ID OJ990729_07. 0110. CIO 
Strand + 

2070 
GENSCAN 

2070 • - 



End 

Method 
End 



..6.5. 



37835 
77786 " 
5265 

OJ990729_07. 0110. CIO. o2.np 
5265 
626027 
5265. .5372, 5817, .6048 

fim protein - garden snapdragon gi | 547307 | bbs | 14 94 07 (S71192) 
f im=f imbriata [Antirrhinum majus, Peptide, 429 aa] [Antirrhinum 
majus] 



Seq. ID OJ990729_07. 0110. CIO 

Strand + 

End 6048 

Method AAT/NAP 

End 6048 

Score 154 



37835 
77787 
652 

OJ990729_07.0110.C10.ol.np 
652 

4 6.80183- • ' • 
-652. :743,, 1333'. . 1400;'''' ; 
'(AFiri709)' gag-ppl protein [Oryza sativa, 'sub'sp. 'indica] 



Seq. ID OJ990729_07. 0110. CIO 
Strand 

End 1400 

Method AAT/NAP 

End 1400 

Score 172 



S"S^^'*''Mol':^ 










":^'^secfr"^£[y>' 




•ero 


Gene No. 


77788 








. ' strand 






Start 


4399 








End 


5872 




Name 


OJ990729 07 


.0110. 


C10.O2 


.gs ■ 


Method 


GENSCAN . 




Start 


4399 








End 


5872 




GI 


none 








Score 


.94 




Exons 


4399. .4419, 


5564. 


.5872 










Seq. -No. 


37836 








Seq. ID 


OJ990729_07.0110. 


Cll 


Gene No. 


77789 








Strand 


+ 




Start 


1 








End 


789 




Name 


OJ990729 07 


0110. 


Cll.ol 


np 


Method 


AAT/NAP 





37489 



start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



End 
Score 



789 
414 



4982507 
1..214, 297. .789 

(AC000107) F17F8.13 [Arabidopsis thaliana] 



37837 Seq. ID 

77790 Strand 

140 End 
OJ990729_07,0110.C13.ol.gs Method 

140 ' End 

none Score 
140. .453 



OJ990729_07.0110.C13 
+ 

453 

GENSCAN . 

453 

.75 



Seq. No'. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI- • 

Exons 

GI Descrip. 



Seq. ; No. 
Gene No. 



37838 Seq. ID 

77791 Strand 
1803 End 
OJ990729_07 .0110.C14 .ol.gp Method 
1803 End 
uC-osf Icypl77g01al Score 
1803.. 1957 

'4884864/gb|AAD31846.1|AF133530_l 4.0e-12 (AF133530) water 
, ;.. c ha nnel protein , MipH . [Mesembr yant^^ ^c ry s t aj^ Jj^n um LL 



OJ990729_07. 0110. 014 
+ 

1957 
AAT/GAP 
1957 
254 



Start 
GI 

Exons 

Seq. No. 
Gene No. 
^. Start 
'Name 
Start 
GI 

Exons 



37838 " Seq. ID OJ990729_07 . 01 10 . C14 

77792 Strand - • 
1 End 1760 
OJ990729_07. 0110. 014 .ol.np Method AAT/NAP 
1 End 1760 
4680183 Score 2872 

1. .1760 

(AF111709) gag-pol protein [Oryza sativa subsp. indica] 

37838 Seq. ID OJ990729_07 . 0110 . 014 

77793 Strand 

4226 End 4340 

OJ990729_07 . 0110 . 014 . o2 . gp Method T^T/GAP 

4226 . ..End 4340 

U0-bsflcypl42dl0bl Score 204 

4226. .4340' 

'1420932/gb|U61383|ORU61383 7.0e-21 Oryza rufipogon 

4-coumarate-OoA ligase gene, intron 1, partial sequence* 



" 37838- ■ 
. ■■7 77-94 - 

:noj95ST2S3o7:roi^^^ 
69 ...... 

. hone - • 
69. .470, 202. .471 



Seq. ID- OJ990729_07.pil0;C14 
Strand - ■ _ 

""'"'MgQiod'-"'^-TBi^ 
End ... 471 . 
Score 116 ' • 



37838 
77794 
4399 

OJ990729_07. 0110.014 .o3.gp 
4399 ^ 

17481_1.R1084 

4399. .4491, 4694. .4788, 4905, 



OJ990729_07. 0110. 014 
6174 

AAT/GAP. 
6174 
564 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.4949, 5962. .6041, 6139. .6174 



37490 



GI Descrip. '3033396 8.0e-21 (AC004238) unknown protein [Arabidopsis 
thaliana] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



37838 . 

77794 

4399 

OJ990729_07.0110.C14 .o2 . 

4693 

3033396 



np 



Seq. ID 

Strand 

End 
" Method 
• ^'End 

Score 



OJ990729_07.0110.C14 

6174 
AAT/NAP 
6174 
165 



4693. .4788, 4905. .4949, 5962. .6041, 6139. .6174 
(AC004238) putative thioredoxin [Arabidopsis thaliana] 



37839 Seq. ID 

77795 Strand 

4330 End 
OJ990729_07.0110.C15.o2.gs Method 

4330 End 

none Score 

4330.. 4521, 6362.. 6580, 7922.. 8521 



OJ990729_07 . 0110.C15 
+ 

10221 
GENSCAN 
8521 
.68 



Seq. No. 

.jGene_. No 

,SXart..... „^.„, ; 
Name 
Start 
GI 

Exons 

GI Descrip. 



37839 Seq. ID OJ9907'29_07 . 0110 . C15 

^J,7795_. . Strand; , 

. .4 33,0 .... . , . ■ , .End., . .„ _ .10.2 2.1„. , _ 

OJ990729_07.'0110.C15.ol.np Method AAT/NAP 

6335 End 10221 

4760370 Score 1511 

6335.. 6649, 7922.. 8536, 9043.. 9472, 9644.. 9973, 10167.. 10221 
(AF082565) ATP dependent copper transporter [Arabidopsis 
thaliana] gi | 47 60380 | gb | AAD29115 . 1 | (AF091112) ATP dependent 
copper transporter [Arabidopsis thaliana] 

gi|6850337|gb|AAC79141.2| (AC002342) ATP dependent copper 
transporter (RANI) [Arabidopsis thaliana] 



Seq. No. 
Gene No. 
Start 
Name 
Start 
.GI 

Exons 



37839 Seq. ID 

77795 Strand 

4330 End 
OJ990729_07 . 0110 . C15 . ol . tm Method 

7964 End 

none Score 

7964. .8239, 7990. .8238, 8282. .8416 



OJ990729_07.0110.C15 
+ 

10221 

TBLASTX: Maize 
8416 

382 ■ 



Seq. No. ■ 37839- ■ . . • . 

Gene ;.No. * ■ ;* • ; 77795 
Start' ' " "4 330 • 

Gi none . 

Exons 9024.. 9179, 9028.. 9201, 9034., 



Seq. ID OJ.990729_07..0110.C15 
Strand • + • 
End . 10221 

Score 264 
9201, .9035. . 9202 



Seq. No. 37839 Seq. ID 

Gene No. 77795 Strand 

Start . 4330 End 

Name ' OJ990729_07 . 0110 . C15 . o2 . gp Method 

Start 9030 End 

GI uC-osroM202006b06bl Score 

Exons 9030.. 9472, 9644.. 9706 

GI Descrip. M 062935/dbj i AB0034 95 . 1 | AB0034 95 3.0e-14 Oryza sativa DNA for 



OJ990729_07.0110.C15 
+ 

10221 
AAT/GAP 
9706 
976 



37491 



dihydrof lavonol 4-reductase, complete cds ' 



Seq. No. 


37839 








Seq. ID 


OJ990729 07 QUO 


.C15 


Gene No . 


77795 








Strand 


•f ~ 




Start 


4330 








End 


10221 




Name 


OJ990729 07 


. 0110 


.C15.o3 




Method 


GENSCAN 




Start 


9106 ~ 








End 


9969 




GI 


none 








Score 


. 78 




Exons 


9106. . 9153, 


9376 


. 9472, 


9644 . 


. 9969 






Seq. No. 


37839 








Seq. ID 


OJ990729 07.0110 


C15 


Gene No. 


77795 








Strand 


+ 




Start 


4330 








End 


10221 




Name 


OJ990729 07 


0110 


C15.03 


. tm 


Method 


TBLASTX: Maize 




Start 


9266 








End 


9468 




GI 


none 








Score 


143 




Exons 


9266. .9388, 


9267 


.9467, 


9268. 


.9468 







Seq. No. 37839 

Gene No. 77795 

Start 4330 

_Name_ _._QJ990i29^07 ^PX10.XL5^^^ 

..itar.t ... ... 937-2 . .... 

GI none 

Exons ' 9372.. 9473, 9373.. 9474, 9632, 
9646. .9855 



Seq. ID OJ990729_07.0110.C15 

Strand + 

End 10221 

„ Me.t hod TBLAS TX;. Cr e s s , 

-End.,. 385T., . ■ Z..^.,. 

Score 127 

.9793, 9642. .9857, 9645. .9854, 



Seq. No. 37839 Seq. ID 

Gene No. 777.95 Strand 

Start 4330 End 

Name OJ990729_07 . 0110 . C15 . o2 . tm Method 

Start 9642 End 

GI none Score 

Exons 9642.. 9968, 9643.. 9981, 9670.. 9972 



OJ99072 9_07. 0110. 015 
+ 

10221 

TBLASTX: Maize 

9981 

362 



Seq. No. 37839 Seq. ID 

Gene No., 77795 Strand 

Start 4330 End 

Name OJ99072 9_07 . 0110 . 015 . ol . ts Method 

Start 9702 End 

GI none Score 

Exons 9702.. 9800, 9703.. 9981, 9705.. 9977 



OJ990729_07. 0110. 015 
+ 

10221 

TBLASTX: Soybean 

9981 

109 



Seq. No'. 

' Name 
Start 
GI 

Exons 



37840 ; - • . 

OJ9.90729_07.0110.ClT.ol. 

129 

none 

129. .218, 320. .370 



gs 



Seq". ID 

Method 
End 
Score 



OJ990729 07.0110.017 

GENSCAN 
370 
.96 



Seq. No. 37841 Seq. ID 

Gene No. 77797 Strand 

Start 1142 End 

Name OJ990729_07 . 0110 . 018 . ol . gs Method 

Start 1142 End 

GI none Score 



OJ990729_07.0110.C18 
+ 

2444 

GENSCAN ■ ■ 

2444 

.49 



37492 



Exons 



1142. .1349, 2237. .2444 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



37841 Seq. ID 

77798 Strand 

4 4 69 End 
OJ99072 9_07. 0110.C18.o2.gs Method 

4469 • End 

none Score 

4469. .4559, 4703. .4842 



OJ990729_07.0110.C18 

4842 
GENSCAN 
4842 
.78 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



37842 
77799 
1949 

OJ990729_07, 

1949 

none 

1949. .2166, 
4460. .4514, 
8954. .9010, 



0110.C19.ol.gs 



3309. 
4825. 
9185. 



,3397, 
,4885, 
, 9242, 



3689. 
4997. 
9727. 



Seq. ID 
Strand 
End 

Method 

End 

Score 
.3714, 
.5069, 
.9869, 



OJ990729_ 
+ 

11135 
GENSCAN 
11135 
.49 

3821. .4016, 
5480. . 6048, 



07.0110.C19 



4189. 
7472, 



.4265, 
.7678, 



10399. .10518, 11048. .11135 





Seq. No. 


37842 


Seq. ID 


OJ990729_07.0110.C19 




Q-^.ne . .No 


777 99. „ , 


. S t r a^nd 






. 'startl r 


. .L94 9, ... „ . 


_ End, 


.111.35 „ : 




Name 


OJ990729 07.0110.C19.ol, 


. np . Method 


AAT/NAP 




Start 


3821 


. End 


7 623 


ii ^ 


GI 


4455293 


Score 


299 




Exons 


3821. .4016, 4165. .4269, 


4315. .4439, 4989. .5078, 5471. .5571, 


L": 3 




7584. .7623 








GI Descrip. 


(AL035528) putative protein [Arabidopsis thaliana] 




Seq. No. 


37842 


Seq. ID 


OJ990729_07.0110.C19 


ST 


Gene No. 


77799 


Strand 


+ 




Start 


1949 


End 


11135 




Name 


OJ990729 07.0110,C19.o2, 


. np Method 


AAT/NAP 




Start 


10306 


End 


10443 


* ^ 


GI 


6006359 


Score 


72 


h Si 


Exons 


10306. .10443 






—J 


GI Descrip. 


(AP000559) hypothetical 


protein [Oryza 


sativa] 



Seq. No. 
Gene No. 
Start 
Name . - • 
Start ■ 

■ Bxonsr!"'"''.T"T 
GI Descrip. 



37842 
77800 

13489 ... 
OJ990729_G7 . 0110 . 019 . oi . gp 
13317 _ , 



Seq. ID OJ990729_07.0110.C19 

Strand + 

End 16616- • 

Method AAT/GAP " ' 

End ■ 14 5'53_ - ■ 



T^T\jj::T£':s^y,^ "i'4 wsTri^i 4'3 , ~ 1 A2ro7:ii'T^TT-^ rTgig-n -13 5 53: ^'tt 

M585976/gb|AAD25612.1|AC005287_14 3.0e-21. (AC005287). Unknown, 
protein [Arabidopsis thaliana]* 



Seq. No. 37842 

Gene No. 77800 

Start. 13489 

Name OJ9907 29_07 . 0110 . C19 . o2 . gs 

Start 13489 

GI none 

Exons 13489. .13597, 14085 .. 14 143, 
14718. .14788, 14 94 3 .. 1524 3, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990729_07.0110.C19 
+ 



16616 
GENSCAN 
16369 
.87 

14270. .14344, 14 4 19 .. 14535 , 
15460. .15649, 16290.. 16369 



37493 



Seq. No. 37842 Seq. ID OJ990729_07 . 0110 . C19 

Gene No. 77800 Strand + 

Start 13489 ' End 16616 

Name OJ990729_07 . 0110 . C19 . o3 . np Method AAT/NAP 

Start 13510 End 16341 

GI 4585976 Score 1063 

Exons 13510. .13597, 14085 14143, 14270 14 34 4 , 14 4 19 14535, 

14718. . 14788, 14943 15243, 15460 1574 9, 16290 .'. 1634 1 

GI Descrip. (AC005287) Unknown protein [Arabidopsis thaliana] 

Seq. No. 37842 Seq. ID OJ990729_07 . 0110 . C19 

Gene No. 77800 Strand + 

Start 13489 End 16616 

Name OJ990729_07 . 0110 . C19 . o2 . gp Method AAT/GAP 

Start 15040 End 16616 

GI 24747_1.R1084 Score 1506 

Exons 15040. . 15243, 154 60 .. 1574 9, 16290.. 16616 

GI Descrip. M 58597 6/gb | AAD25612 . 1 | AC005287_14 2.0e-69 (AC005287) Unknown 
protein [Arabidopsis thaliana] ' 

:Seci No 37 8 4 2;;__ „..^__:„ ;™,^eg^, .^R^-^Q J9 9 0 72^^07^ liL C^,^ 

G.eae No, .7Jaoi „ :at.r.and-....:± l I:.-- 

Start 16841 ... . End' 17343 ' ' . " 

Name OJ990729_07 . 0110 . C19',^3 . gp Method AAT/GAP 

Start 16841 End 17343 

GI 1270_1.R1084 Score 970 

Exons 16841. . 17343 

GI Descrip. ' 1362147 /pir | | S56690 2.0e-17 hypothetical protein (clone AFDl) 
wild oat (fragment) >gi_726471 (U19996) putative ORFl [Avena 
fatua] • 

Seq. No. 37842 Seq. ID OJ99072 9_07 . 0110 . C19 

Gene No. 77802 Strand 

Start 17172 End 22454 

Name OJ990729_07 . 0110 . C19 . o3 . tc Method TBLASTX : Cress 

Start 3877 , End 4886 

GI * none * Score 187 

Exons 3877. .4017, 3902. .4015, 3902. .4021, 4188. .4265, 4190. .4264,^ 

4191. .4265, 4821. .4886 

Seq. No.. 37842 . ■ Seq. ID OJ990729_07 . 0110 .-C19 

Gene'No.-- ••77802 ;"■..--•.-. - ' Strand^ - ■ - ' ■ ' 

Start " 17172 ' End . 22454 ' - '\ • • 

'St a ft : :. :'':r^3QW2': ' *■ : ''''7 7: r'Z'r "r ^-TWiS. • '"7: :s8W6r- i;'"^"-^ • 

GI - none . , , Score . 217 , . - 

Exons . ■ 3892.. 4017, 3893.. 4015, 4.188 .. 42.65 , 4 190 .. 4270, 4190 .. 42 64 , 

4457. .4480, 4481. .4516, 4821. .4886, 4823. .4885 

Seq. No. 37842 Seq. ID OJ990729_07 . 0110 . C19 

Gene No. 77802 Strand 

Start 17172 End 22454 

Name " OJ990729_07 . 0110 . CI 9 . o3 . ts Method TBLASTX : Soybean 

Start 14748 End 15246 

GI none , Score 88 

Exons 14748. .14792, 14941 .. 15018, 14 943 .. 15023, 15019 .. 1524 6, 



37494 



15024. .15140, 15028. .15231 



Seq. No. 37842 
Gene No. 77802 
Start 17172' 

Name OJ990729_07 . 0110 . C19 . o2 . tm 

Start 14944 
GI none 
Exons 14944 , . 15252, 

15459. . 15749, 

16288. .16326 



14954. .15277, 
15460. .15750, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
14955. .15185, 15137 
15460. .15750, 15461 



OJ990729_07.0110.C19 
22454 

TBLASTX: Maize 
16326 
481 

15250, 
15751, 



Seq. No. 37842 Seq. ID OJ990729_07 . 0110 . C19 

Gene No. 77802 Strand 

Start 17172 End 22454 

Name OJ990729_07 . 0110 . C19 . ol . tc Method TBLASTX: Cress 

Start 14968 End 16344 

GI none Score 50 

Exons 14968. .15018, 15033 .. 15185, 15034 .. 15252 , 15040 .. 15222, 

15459. .15578, 154 60 .. 15750, 15460 .. 15768 , 16288. .16344 

_-.,.,Seat..XQ.v.™,.-.-.3:7M2___„:„ :_S,eq^.„ID _ p,J990i729 J^i^^ 

Gen,e...NQ.. .... 77.8 0.2 . ,„ • Strand . l.,... 

Start • 17172,;' End ' " '22454 

Name OJ996y2"9_07 . 0110 . C19 . o2 . ts Method TBLASTX : Soybean 

Start 15145 End 16518 

GI none Score 67 

Exons 15145. .15192, 154 56 .. 15734 , 15460 .. 15750, 154 60 .. 15750, 

15521. .15751, 16288. .16380, 16462. .16518 

Seq. No. 37842 Seq. ID OJ990729_07 . 0110 . C19 

Gene No. 77802 Strand 

Start 17172 End 22454 

Name OJ99072 9_07 . 0110 . C19 . o3 . gs Method GENSCAN 

Start 17172 End 22454 

GI none Score .79 

Exons 17172. .17492, 17 600 .. 17806, 17909 .. 18 186, 18316 18429, 

18460. .18597, 1887 1 .. 19016, 19196 .. 19400, 20528 .. 20720, 
20761. .21089, 22343. .22454 



Seq. No. 37842 Seq. ID OJ990729_07 . 0110 . C19 

Gene No. 77802 . • ■ Strand - • 

Start - - • .-17172 - ^ ■ — ■ End ' . 22454 ' '/ " ' 

Name OJ99072 9;_07 :0110 .^9 . ol . tm_ __Method TBLASTX : Maize 

T":Tgl..r ' "'I^"": -"Hone '". :T: ""T'l 37.'-VScx)¥e7^T'^:3 9iD-r'^'"':'ir':Z::'Z':^: ' . 

.Exons ... , 17199. ..17498, -17200. .17490, 17202. .17501, 17 600 .. 1765.9, . 
17604 . .17657, 17605 . .17658 

Seq, No.'' 37842 Seq. ID OJ990729_07 . 0110 .C19 

Gene No. 77802 Strand 

Start 17172 End 22454 

Name OJ990729_07 . 0110 . C19 . o4 . np Method AAT/NAP 

Start 17199 End 18172 

GI 2660676 Score 953 

Exons 17199. .17489, 17600 .. 17806, 17909.. 18172 

GI Descrip. {AC002342) Dreg-2 like protein [Arabidopsis thaliana] 



37495 



Seq. No. 37842 Seq. ID 

Gene No. 77802 Strand 

Start 17172 End 

Name OJ990729_07 . 0110 . C19 . ol . ts Method 

Start 17340 End 

GI none Score 

Exons 17340. .17498, 1734 1 17502 , 17600 

17878. . 18129, 17909 18 190 , 17910 



17830, 
18167 



OJ990729_07 .0110.C19 
22454 

TBLASTX : Soybean 

18190 

120 

17604. .17807, 



Seq. No. 37842 

Gene No. 77802 

Start 17172 

Name OJ990729_07 . 0110 . C19 . o4 . gp 

Start 17590 

GI 9573_1.R1084 

Exons ■ 17590. . 17806, 

GI Descrip. '2660676 2.0e 
thaliana] ' 



17909. .18186, 
67 (AC002342) 



Seq. ID OJ990729_07.0110.C19 
Strand 

End 22454 

Method AAT/GAP 

End 18602 

Score 1124 
18460. .18602 
Dreg-2 like protein 



[Arabidopsis 



OJ990729 07.0110.C19 



Seq. No. 37842 Seq. ID 

„Gene„.Np,,.,. 778.02,,.. : ™„™ ^_.Stxand,,«. 

SLtart.. Jliil2j „ Enci,:._V. 

Name OJ990729_0'7 . 0110 . G19 . o3 . tm ' Method' ' 

Start ■ 17750 End 

GI none Score 

Exons 17750. .17830, 17751 .. 1784 0, 17909 .. 18070, 17 910 18062 , 
17965.. 18063 



,22:^54-::.-..^^^-..: 

TBLASTX: Maize 

18070 

65 



Seq. No. 


37842 


Seq. ID 


OJ990729_07.0110 


Gene No. 


77802 


Strand 




Start 


17172 


End 


22454 


Name 


• OJ990729 07.0110.C19.o5.np 


Method 


AAT/NAP 


Start 


20491 


End 


21029 


GI 


4835761 


Score 


252 


Exons 


204'91. .21029 






GI Descrip. 


(AC007202) T8K14,10 [Arabidopsis thaliana] 


Seq. No. 


37842 


Seq. ID 


OJ990729_07.0110 


Gene No. 


77802 


Strand 




Start 


17172 


End 


22454 


Name 


OJ990729 07.0110.C19.o4 . tm 


Method 


TBLASTX: Maize 


Start - ' ' 


. 20524 ' . " ■ ■ ' 


' ■ Encd 


20763 ^' 


GI 


none • ' . " 


■'Score' ■ 


156 










Seq. No. 


37842 , 


Seq. ID" 


, OJ99672.9_O7.OIIO. 


Gene No... 


7780Z. ... 


Strand. 




Start 


17172 


End 


22454 ■ 


Name 


OJ990729 07.0110.C19.o2. tc 


Method 


TBLASTX: Cress 


Start 


20527 


End 


20763 


GI 


none 


Score 


42 


Exons 


20527. .20577, 20529 .. 20762, 


20602. .20763 


Seq. No. 


37842 


Seq. ID 


OJ990729_07.0110 


Gene No. 


77802 


Strand 




Start 


17172 


End 


22454 



37496 



Name 


OJ990729 07.0110.C19 


.o5 


.ts 


Method 


TBLASTX : Soybean 




Start 


O A C O "7 

20527 






End 


20763 




GI 


none 






Score 


129 




ExonS" 


OACOT OAT/'O AACAA 

2Uo2 / . . 20 /oi, 20529. 


.20762 








Seq. No. 


37843 






Seq. ID 


OJ990729 07.0110, 


C20 


Gene No. 


77803 






Strand 


- 




Start 


O O A 






End 


97 9 




Name 


OJ990729 07.0110.C20 


.ol 


.gs 


Method 


GENSCAN 




Start'' 


329 






End 


979 




GI 


none 






Score 


. 58 




Exons 


'DOA "^AT A01 ATA 

o29..iyl, 921. .979 












Seq. No. 


37844 






Seq. ID 


OJ990729 07.0110. 


C22 


Gene No. 


77804 






Strand 


- 




Start 


172 






End 


308 




Name 


/^toqa"70A at AIIA /^OO 

ojyyu/zy u/.uiio.C22 


.ol 


.gs 


Method 


GENSCAN 




Start 


172 






End 


308 




GI 


none 






Score 


. 72 




Exons 


1 "7 O "5 A A 

172 . , 308 












,Seq, _No,_,„„. 


^37J45_^ .\ _ _ 






„Seq.. ,,ID„_ 


OJ990729 07.0110. 


C23 


G.ene_.Ro ... 


...778.05.... ... .. , 






...Strand..-,- 


J-.... , . ^, 




Start 


71 






End 


218 




Name 


OJ990729 07.0110.C23 


.ol 


.'gS' • 


Method 


GENSCAN 




Start 


71 






End 


218 




GI 


none 






Score 


. 97 




Exons 


71 . .218 












Seq. No. 


37846 






Seq. ID 


OJ990729_07.0110. 


C25 


Gene No. 


77806 






Strand 


+ 




Start 


182 






End 


4 68 




Name 


OJ990729 07.0110.C25 


ol 


. tm 


Method 


TBLASTX: Maize 




Start 


181 






End 


468 




GI 


none 






Score 


168 




Exons 


181. .300, 182. .292, 370 


.462, 


396 . .4 61, 


397 . . 4 68 




Seq. No. 


37846 






Seq. ID 


OJ990729_07 . OllO; 


C25 


Gene No. 


77806 






Strand 


+ 




Start 


182 






End 


468 




Name 


OJ990729 07.0110.C25 


ol 


gs 


Method 


GENSCAN 




Start 


182 






-End . . 


460- 




GI " . ' 


none 






Score 


.73' ' ; • - 




Exons " 


.182. .296,; 398. .460 
























Seq-.'^rNoT^'T'™: 


:"37847 ^'"-7:1 






'"■Seq^-'ID"'" 




Gene No..' 


77 807 






Strand 






Start 


377 






End 


558 




Name 


O'J990729 07.0110.C26, 


ol 


gs 


* Method 


GENSCAN 




Start 


377 






End 


558 






none 






Score 


.56 




Exons 


377. .558 












Seq. No. 


37848 






Seq. ID 


OJ990729_07.0110. 


C29 


Gene No. 


77808 






Strand 






Start 


134 






End 


538 




Name 


OJ990729 07,0110.C29, 


ol. 


gs 


Method 


GENSCAN 





37497 




start 134 End 538 

GI none Score . 97 

Exons 134.. 538 

Seq. No. 37849 Seq. ID OJ990729_01 . 0114 . C2 

Gene No. 77809 Strand + ■ 

Start 11589 End 13782 

Name OJ990729_01 . 0114 . C2 . o3 . gp Method AAT/GAP 

Start 11540 End 13782 

GI none Score 2073 

Exons 11540. , 11785, 11875 .. 11959, 12331 12409, 12533 .. 1264 6, 

12890. .13002, 13211. .13318, 13401. .13782 

Seq. No. 37849 Seq. ID OJ990729_01 . 0114 . 02 

Gene No. 77809 Strand + 

Start 11589 End 13782 

Name OJ990729_01 . 0114 . C2 . o2 . gs Method GENSCAN 

Start 11589 End 13520 

GI none Score .81 

Exons 11589. . 11785, 11875 .. 11959, 12331 .. 12409, 12533 .. 12562, 

/ 12890. . 13002, 13211. . 13318, 13401, .13520 



I Gene No. 77810" Strand + 

I Start . . 17435 End 18418 

Name OJ990729_01 . 0114 . C2 . o4 . gs Method GENSCAN 

Start 17435 End 18418 

GI none Score .89 

Exons 17435. .17515, 17707 .. 17847 , 18011.. 18418 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



37849 
77811 
33 

OJ990729_01.0114 .C2.ol.np 
33 

4263792 



Seq. ID OJ990729_01.0114.C2 
Strand 

End 11093 

Method AAT/NAP 

End 4964 

Score 1324 



33. .284, 886. .1005, 1108. .1255, 2050. .2163, 2682. .2806, 
3287. .3426, 3731. .3912, 4493. .4964 



GI Des crip. (AC006068) unknown protein [Arabidopsis thaliana] 



Seq. No 
Gene No 
Start' 
Name 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



37849 Seq. ID 

77811 Strand. 

33 ■ V V- •• - End " ' 

OJ990729_01.0114 .G2..ol-.gs '* ■ ' -Method ; 

454. .552, 571. ..610, 886. .1005, 1108. .1206, 2843..2937,/ 
3291, .342 6, 3677. .3933, 4 4 93. .5018, 5146... 5297, 9500. .9575, 
9660. .9727, 9827. .10087, 10099 .. 10514 , 11086 .. 11093 " 



OJ990729_01.0114.C2 

11093 " • • • 

GENSCAN " " ■ * 



37849 ■ Seq. ID 

77811 Strand 

33 End 

OJ990729_01.0114 .C2.ol.gp Method 

1097 End 

LIB3477-002-P1-K1-H11 Score 
1097. .1208 



OJ990729_01.0114 .C2 

11093 • 
AAT/GAP 
1208 
181 



37498 



GI Descrip. •360.8127 3.0e-28 (AC005314) unknown protein [Arabidopsis 
thaliana] * 



Seq. No. 37849 Seq. ' ID 

Gene No. 77811 Strand 

Start .33 End 

Name OJ990729_01 . 0114 . C2 . o2 . gp Method 

Start 7586 End 

GI 13768_1.R1084 Score 

Exons 7586.. 8013, 8828.. 8920 

GI Descrip. • 60154 37/dbj | AB008112 . 1 | AB008112 l.Oe-11 Homo sapiens PEXl mRNA, 
complete cds ' 



OJ990729_01.0114 .C2 

11093 
AAT/GAP 
8920 
902 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

,,,__Gr„Desc.i^^^^ 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



37849 Seq. ID 

77812 Strand 
14322 End . 

OJ990729_01 . 0114 .C2 .o4 .gp Method 
14040 End 
15074_1.R1084 Score 

14040. .14 074, 14132. .14391, 14473 

16046. . 16215, 16293. . 16326, 17632 



OJ990729 01. 0114. C2 



17753 
AAT/GAP 
17753 
1227 
14540, 15901. 
17753 



15952, 



. 14391, 
.16326, 

,,.14a6015a/^gbiMQ34 6ij^^^^ ; 

.,DNA-.dir,ect.ed ..R^JA; pQlymer,ase ,JXa:.J.NijQotlan.a./tab^curnl.-^ 

>gi_4 960152_gb_AAD34 614 . 1_AF1532'78_1 (AF153278'') DNA-directed RNA 
polymerase lib [Nicotiana tabacum] * 

37849 Seq. ID OJ990729_01 . 01 14 . C2 

77812 Strand 

14322 End 17753 

OJ990729_01 . 0114 . C2 . o3 . gs Method GENSCAN 

14322 End 16350 

none Score . 91 

14322. . 14391, 14 4 73 .. 1454 0, 15901 15952 , 1604 6 .. 16215, 

16327. .16350 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip ; 



37849 Seq. ID 

^,^77812. Strand 

14322 End 

OJ990729_01 . 0114 . C2 . o2 . np Method 

14325 End 

4960150 Score 
^14 325. .14391, 14473. .14 540, 

16293. .16326, .17632. .1766'3 ' ■ " ; : ■ ■ • " ; ' - 

{Ari53277) DNA-directed RNA polymerase Ila' [Nico'tiaha tabacum] 



OJ990729_01.0114.C2 

17753 
AAT/NAP 
17663 
418 

15901. .15952,. 16046. . 16215, 



Seq. No. 
Gene No, 
Start 
Name ' 
Start 
GI 

Exons 



Seq. ID -OJ990729_01: 0114 .C2 
Strand - • 
End 

Method 
End 
Score 

928. .1002, 931. .1008, 1060. .1095, 1099. .1221, 1100. .1225, ' 
2047. .2163, 2048. .2164, 2049. .2171, 2677. .2736, 2679. .2750 



37849 ■ . ■ 

77813 

22499 

OJ99072 9_01 .0114 .C2.o5.tm 

928 

none 



36606 

TBLASTX: Maize 

2750 

54 



Seq. No. 



37849 



Seq. ID OJ990729 01. 0114. C2 



37499 



77813 
22499 

OJ990729_01 . 0114 . C2 . o5 . ts 

1105 

none 

1105.. 1221, 1106.. 1207, 2043. 
2048. .2164 



Strand 
End 

Method 

End 

Score 



36606 . ; 

.TBLASTX: Soybean 
2164 
70 



.2159, 2047. .2160, 2047. .2163, 



37849 
77813 
22499 

OJ990729_01.0114.C2.o2.tc 

1111 

none 

1111. .1221, 1124. .1225, 2042. 
2679. .2753, 2840. .2953, 2844. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990729 01. 0114. C2 



36606 

TBLASTX: Cress 
3394 
76 

.2164, 2047. .2163, 2049. .2165, 
.2939, 3280.. 3393, 3290. .3394 



37849 
77813 
22499 

OJ990729_01. 0114 .C2.08 .ts- 
3301 



Seq. ID OJ990729_01.0114 .C2 
Strand 

End , 36606 

Method TBLASTX : Soybean 
End • 3814 



:none....--; -.^ . ...... .Scpr^ 121 ...... ^ 

3301. .3429, 3302. ,3430, 3303. .3434, 3671. .3739, 3713. .3814 



37849 
77813 
22499 

OJ990729_01.0114 .C2.04 .tm 

3327 

none 



Seq. ID OJ990729_01.0114 .C2 
Strand 

End 36606 

Method TBLASTX : Mai ze 

End 3850 

Score 71 



3327. .3401, 3328. .3462, 3329. .3403, 3676. .3774, 3677. .3766, 
3758. .3850, 3769. .3846 



37849 
77813 
22499 . 

OJ990729;;^01.0114 .C2.o3.ts 
3887 
none 

3887. .3934, 4494. .4697, 4494. .4700 



Seq. ID OJ990729_01.0il4 .C2 
Strand 

End 36606- 

Method TBLASTX : Soybean 

End 4700 

Score 115 



■ 37849" 
',77813 

.-•■0J99ll7"2g 
11588 - 
none 
11588. 
11874. 
11879. 
12523. 
12889. 
13210. 
13404. 
14343. 



15925. .1 



1635, 
1936, 
1956, 
2660, 
3002, 
3320, 
3511, 
4390, 
5954 



11589. 
11877 . 
12324 . 
12531, 
12916. 
13400. 
14323. 
14473, 



.11636, 
.11942, 
.12392, 
. 12689, 
. 13002, 
. 13519, 
.14391, 
.14541, 



Seq. ID OJ990729_'01,0ir4VC2 
Strand ■ • - - ■ - 



" Me thod- -. .- 
. End 
Score 
11621. .116 



11878, 
12330, 
12532, 
13204. 
13400. 
14328. 
14475. 



,119 
, 124 
,126 
, 133 
134 
143 
145 



TB L AS'TX i.Ma-i' z e. 1 ■ . 
15954 - - 
67 • ■ 

11622. .11684, 
11878. .11955, 
12331. .12411, 
12888 . . 12953, 
13208. .13318, 
13401. .13520, 



98, 
55, 
10, 
69, 
80, 
95, 
93, 
40, 



14329. .14352, 
15898. .15930, 



37500 



Seq. No. 37849 

Gene No. 77813 

Start 22499 

Name OJ990729_01 . 0114 . C2 .o4 . ts 

Start 11881 

GI none 
Exons 



Seq. ID OJ990729_01.0114.C2 
Strand 

End 36606 

Method TBLASTX : Soybean 

End 13511 

Score 124 



11881. .11955, 11882. . 11959, 12330 .. 124 10 , 12331 124 11 , 
12531. .12668, 12532 .. 12 669, 12888 .. 12953, 1288 9 13002 , 
13213. . 13296, 13214 . .13297 , 13400 .. 13498, 13401. ,13511 



Seq. No. 37849 Seq. ID 

Gene No. 77813 Strand 

Start 22499 End 

Name OJ990729_01 . 0114 . C2 . o3 . tc Method 

Start 14328 End 

GI none Score 

Exons 14328. .14393, 14 34 3 14 387 , 14 4 67 . . 1454 1 , 14475 

15898. .15954, 15903 15953, 1604 6 .. 16123, 16048 



OJ990729_01.0114.C2 
36606 

TBLASTX: Cress 
16140 
43 

14540, 
16140 



Seq. No. 37849 

,Gene „No^., ,,,_7„78,13™ . ™. ■™^. 

Starjb,.. ...2.24.93,.." - ..7... .^.S. ^. . 

Name OJ 99072 9_01. 0114. C2.o 6. ts 

Start 14328 
GI ' none 
Exons 14328. 

15898. 

16293. 



.14393, 14346. .14393, 
.15954, 15901. .15972, 

.16325 



Seq. ID 
_S t rand _ 

,End._.:.,. 
Method 
End ' 
Score 



OJ990729_01.0114.C2 

T6;6"p'6'rTrrrrj''r,Tzr.7 

TBLASTX: Soybean 
■16325 
60 



14 4 73. .14541, 14 475 14 54 0, 
16046. .16123, 16048. .16149, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



37849 
77813 
22499 

OJ990729_01.0114.C2.o2.tw 
14346 



OJ990729 01. 0114. 02 



none 
14346, 
14475. 
16046. 



Seq. ID 
Strand 
End 

_ Method 

End 
Score 

14393, 14346. . 14393, 14473 .. 1454 1, 144 75 .. 14 543, 
14540, 15898. .15954, 15901 .. 15963, 1604 6 . . 1 6132 , 
16132, 16047. .16217, 16048. .16167 



36606 

TBLASTX: Wheat 

16217 

61 



Seq. No 
Gene No 
Start 
Name 



37849 
77813 
224 99 

OJ990729' 01.0114.C2.o7.tm 



Seq. ID 
Strand 
End"' 
Method 



OJ990729_01.0114.C2 

3:6606- ' " • ■ 
TBLASTX': Maize ■ 
^1" 6^3^"^*^*^**^^'^^^^ 





none ' 








Score.... 


117-:.:... 




Exons 


' 16046. 


: 16132, 


.16046 


.16132, 


16047. .16217, 16048. 


.16167, 




16062. 


.16217, 


16290 


.16328, 


16293. . 16325 . 




Seq. No. 


37849 








Seq. ID 


OJ990729_ 


01. 0114. C2 


Gene No. 


77813 








Strand 






Start 


22499 








End 


36606 




Name. 


OJ990729 01. 0114. C2 


o5 . gs 


Method 


GENSCAN 




Start 


22499 








End 


36606 




GI 


none 








Score 


.79 




Exons 


22499. 


.22592, 


25389, 


.25511, 


25665. .25908, 26175. 


.26313, 




26378. 


.26605, 


28578, 


.28751, 


28839. .29444, 29549. 


.29872, 



37501 



Seq. No. 37849 
Gene No. 77813 
Start 22499 

Name OJ99072 9_01 . 0114. C2 . o7 . ts 

Start 24355 

GI • none 

Exons 24355.-24489, 24 356 .. 24 4 93, 

25659. .25730, 25664.-25735 



30305. .30734, 32674.-32765, 32767. 
33137. .33270, 33526.-33652, 33881, 
34243- -34313, 35298. .35429, 36154, 



.32910, 32997. .33056, 
,33979, 34056. .34155, 
,36323, 36341--36606 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990729_01.0114.C2 
36606 

TBLASTX: Soybean 

25735 

115 



25370. .25513, 2538 9 .. 25514 , 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



37849 
77813 
22499 

OJ990729_01. 0114 .C2 .o3.np 
24449 
6899899 

24449. .2448.7, 25364 
26378. .26605, 28578 
30305. ,^30734^* ■32674- 
335.22 ... 33652.,.. 3i88i. 
34743. .34814, 35298 
(AL138642) putative 



Seq. ID OJ990729_01.0114.C2 
Strand 

End 36606 
Method AAT/NAP 
End 36303 
Score 3888 
-.25511, 25665- .25943, 2 6030.-26313, 
..28751, 28839.-29444, 2 954 9 . - 2 9872 , ' 
,^^MnO,,::3Z991^.33056,_ --33272/ ■ - 

. ..'339J-9,.... 3A03A.. ..14155.,.,. .3.42 43 ....3. 4.3„ra,^ _. . 
. .35429, 36154- .36303 
protein [Arabidopsis thaliana] 



37849 Seq. ID 

77813 Strand 
22499 End 
OJ99072 9_01 . 0114 . 02 . ol . tc Method 
25388 End 
none Score 
25388. 
25820. 
26053. 
29603. 



OJ990729_01.0114-C2 
36606 

TBLASTX: Cress' 

34811 

86 



.25510, 25389. .25511, 25667.-257 62, 25680.-25772, 

.25942, 25863. .25931, 26029 -. 2 6313, 26030.-26113, 

.26310, 26363.-26527, 26375.-2 64 85, 26525 .. 2 6560, 

.29770, 29771. .29881, 30329. .30397, 34746-. 34811 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI " ■ • 

Exons " 



37849 
77813 
22499 

OJ990729_01.0114.C2.ol.tm 
25388 

none . - . 



Seq. TD OJ990729_01 ; 0114 . C2 
Strand 

End 36606 

Method TBLASTX : Mai ze 

End 29195 

Score ■ 40 * ' • ■ 



Seq.. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25388- .25441, 25389 .. 254 18 ,■ 25390. .25437, 25430- -25513, 

: 256.62.......25:94a,:. .25.6.64 .:..25942;::29'o.7 9:::..29i95 ' ;j 



37849 
77813 
22499 

OJ990729_01.0114-C2.ol.tw 
26035 
none 
26035. 
26128, 
26375, 
33881, 



.Seq. ID 
Strand 
End 

Method 

End 

Score 



OJ990729_01.0114.C2 
36606 

TBLASTX: Wheat 

34811 

121 



.26121, 26037.-26120, 26039 - . 26122, . 26044 .- 26151, 

.26325, 26129. .26203, 26140 - .'26307, 2 6363 -. 26521, 

,26509, 29696. .29770, 29762 .. 29881, 30329 .. 30397 , 

,33955, 34233. .34313, 34746.-34811 



37502 





O c q . t>n_/ . 


J / O 1 _? 




Seq. ID 


OJ990729_01.0114 


P9 
. UZ 




Gene No. 


77813 




Strand 








Start 


22499 




End 


36606 






LN dlllC 


Zf Zf \J f ^ Zf v/x.wxx^*^^^ 




Method 


TBLASTX: Soybean 








^ U U J J 




End 


34815 






\3 ± 






Score 


259 








^fiflS^ 9fi7^A 7f,0^C\ 


. .ZOOXO/ 


29606. .29887, 29607 .. 29873, 








PQfiOQ 7Qftft7 :?Q7'^Q 


9 Qft P ft 


33887. .33955, 34053 .. 34157 , 








^4^'^Q '^4^1^ ^47Sn 


. . O *i O X J , 


34752.. 34811 






o c q . LN u . 


^7fi4 Q 




Seq. ID 


OJ990729_01.0114 


P9 
. UZ 




Gene No. 


77813 




Strand 








Start 


22499 




End 


36606 






LN dltlC 


\JU ^ 1 £. ^ UX.UXX4.V^^ 


. U X . t o 


Method 


TBLASTX: Soybean 






C4- a rt 


^ V ^ u ^ 




End 


32847 






O X 






Score 


65 






ILi2\\Jl Lo 


9P^^^7 9^^Q^ 


. . Z DO U O , 


26520. .26606, 26525 26644 , 








PftSSR ?ft7S? 9RR7S 


9ft7 S 1 


28842. .29072, 28843 29043, 








^n??Q ^04nQ ^044'^ 




32682. .32732, 32767,. 32847 












:-:'-.Sec3^,.^ID^ 


-„OJ99072,9. 01 ,„0U4 . 02 , ; 




..Gene.. .No. . 






.... ,Strand._ 








Start 


22499 




End 


36606" 






Name 


n.TQQn79Q m mi4 c? 

\ju y / ^ y ux.uxx*i.v_,<i, 


• o3 . tm 


Method 


TBLASTX: Maize 




Ill 


O U Ct i- L 


9fi?7R ~ 
^ o o / o 




End 


34811 








none 




Score 


167 




\ y 




^\J«J/0. .^U<^XJ^ ^ \j O f o 


t . O J Z X / 


26497. .26607, 26519 .. 26608, 




f =5 




9(^^9(1 9(^finfi 9RR7'^ 


9P (CQO 
, . Z O O J? 0 / 


28575. .28700, 28575 .. 28697, 








^fT^^Q ^n'^Q7 '^n49P 


. . o u o z o , 


34746. .348 


11 




ry 


Seq. No. 


37849 




Seq. ID 


OJ990729_01.0114 


.02 






/ / O X J 




Strand 








O L- d X L 


99 4 QQ 
^ 1 13 




End 


36606 - 




f ^ 


Name 


\J\J Z> y \J 1 Z/ UX.VJXX'i.^^ 




Method 


AAT/GAP 






O U d X L 


9 SI 7 ~ 

U J X / 




End 


28936 






PT 


4 9 7 QD 




Score 


615 






Exons 


Otf^RIT OC^^nc; OQc;'7Q 


9 Q 7 c: 1 
. ZO / 3 X , 


28839. .28936 




u 


Seq. No. 


37849 




Seq. ID 


OJ990729_01.0114 


.02 




Gene No. 


77813 




Strand 








Start 


9 9 4 QQ 




End 


36606 






Name 


n T Q Q n 790 010114 (^9 


o D . tm 


Method 


TBLASTX: Maize 






q 4- 3 r- h 

O L- d X t_ 


Z ^ C> 4 O 




' End 


33926 






\3X ■ 


none 




^^Stfofg""^ 






.'.^ Exons — >~ . 


'~9 Q S 2l-fi~* ' '9 Q (^ 4 7 ^ 4 ft'R " 
-Z y 3 'I D Z ^ 0 fi- /. / — J O 4 O-J . 




"33512 .V. 33652,/'a3516:.73.3653-;' 








'^'^P7Q '<^Q7f^ '^'^ftfil 


T Tq9 q 

. J J> !?Z J 










Seq. No. 


37849 




Seq. ID 


OJ990729_01.0114 


.02 




Gene No. 


77813 




Strand 








Start 


22499 




End 


36606 






Name 


OJ990729 01. 0114. C2. 


o4 . tc 


Method 


TBLASTX: Cress 






Start 


33524 




End 


33971 






GI 


none 




Score 


116 






Exons 


33524. .33655, 33825. 


.33971, 


33881. .33964 






Seq. No. 


37850 




Seq. ID 


OJ990729_01.0114 


.03 



37503 



# 



Gene No. 


77814 


Strand + 






-7 -? 0 






Name 




jyiernoa tattWoLAN 






y y 0 


tjnQ 






none 


ocore . / y 




Exons 


QQ(^ ^C^1'? 9190 917^; 99'^^ 


9 4 




oec3* i^o . 


0 / 0 0 u 


beg. lu uoyyu/^y 


m mi/i r^'i 
Ul . U114 . C J 


kjene lmo . 


/ / 0 ± 0 


orrana + 




Start 


13375 


End 19787 




LN diilC 


n.TQQh7?Q ni mi4 r? nd rm 


Method AAT/GAP 




Start 


13350 


End 14578 




GI 


73416 1.R1084 


Score 844 




Exons 


13350. .13491, 13599. .13691, 


13807. .13875, 14273. 


.14362, 




14448. .14578 








'3548803 l,0e-38 (AC005313) 


putative DNA-binding protein 




[Arabidopsis thaliana] >gi 


4335770 gb AAD17447 


(AC006284) 




putative SMUBP-2 [mouse] DNA-binding protein [Arabidopsis 




thaliana] ' 






o e . Ln o , 


37850 


Seq. ID OJ990729_ 


01. 0114. C3 


M /*\ ■ ■ 


_77 815_„ _S 


St rand__t ,1. 




u.ar,u . --. ^ 


. 133.7.5 ■ . 


End. 197^7 ... 




Name 


OJ990729 01.0114 .C3.o3.gs 


'Method' GENSCAN 




Start 


13375 


End 19503 




Kj ± 


none 


Score .84 




Exons 


13375. .13653, 1387 6 .. 14055 , 


14273. .14362, 14448. 


.14531, 




14808. .14972, 15715 15902 , 


16083. .16155, 16486. 


.16539, 




16739. .16996, 17 611. .17817, 


18013. . 18116, 18529. 


.18673, 




18828. .18962, 19330. .19503 






Q o n M /-^ 
O c . LN O , 


37850 


Seq. ID OJ990729_ 


01. 0114. C3 


^asne NO . 


77815 


Strand + 




O Car u 


13375 


End 19787 




Name 


OJ990729 01,0114.C3.o2.np 


Method AAT/NAP 




Start 


13438 


End 19500 




GI 


4335770 


Score 2070 




Exons 


13438. .13491, 13587 .. 13691 , 


13807. .13875, 14273. 


.14362, 




14 4 4 8. .14531, 14 808 .. 14 972 , 


15715. .15902, 16083. 


.16155, 




16486. .16539, 16739 .. 16996, 


17611. .17817, 18013. 


.18116, 




18529. .18673, 18828 .. 18 962 , 


19330. .19500 




ox uescnp. 


{AC006284) putative helicase [Arabidopsis thaliana] 


O . IN O . 


37850 


"; Seq.- ID • OJ990729 


01. 0114. C3 


ocllfcr INO • 








c;'f * a"rT' " ' ^ "' 


133.75; :r::~:7":^''"'::"::v''' 7: ^ 


"End: : :'::;'*i,9'7 g 7^";:-' . 




Name 


'OJ990'729 ■ 01 . 0114 . C3 . o5 . gp ' 


Method " AAT/GAP 




0 U ct i. L 


17698 


End 19787 




GI 


■10716 1.R1084 


• Score 1723 




Exons 


17 698. .17817, 18013 .. 1811 6, 


18529. . 18673, 18828. 


.18962, 




19330. .19787 






GI Descrip. 


'3548803 9.0e-62 {AC005313) 


putative DNA-binding 


protein 




[Arabidopsis thaliana] >gi 


4335770 gb AAD17447 


(AC006284) 




putative SMUBP-2 [mouse] DNA-binding protein [Arabidopsis 




thaliana] ' 






Seq, No. 


37850 


Seq. ID OJ990729_ 


01. 0114. C3 



37504 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



77816 Strand + 

21684 End 26620 

OJ990729_01 . 0114 . C3 . o6 . gp Method AAT/GAP 

21572 End 22595 

65544_1.R1084 Score 907 

21572. .21740, 21856 .. 21 906, 22036 22223, 22310 22394 , 

22571. .22595 

'1709203/sp|P54926|MYOl_LYCES 4.0e-59 MYO-INOSITOL-1 (OR 
4)-M0N0PH0SPHATASE 1 (IMP 1) (INOSITOL MONOPHOSPHATASE 1) 
>gi_1098977 (U39444) myo-inositol monophosphatase 1 
[Lycopersicon esculentum] ' 



Seq. No. 37850 

Gene No. 77816 

Start 21684 

Name ' OJ990729_01 . 0114 . C3 . o3 . np 

Start 21672 

GI 1709205 

Exons 21672. .21740, 21856 
22571. .22625, 22721 



Seq. ID 
Strand 

End 26620 
Method AAT/NAP 
End 24350 
Score 781 
21906, 22036. .22223, 22310 
22764, 23768. .23836, 23930 



OJ990729_01.0114.C3 



,22394, 
,24030, 



24119. .24175, 24263. .24350 

; J3 1„, Des c r ip,,_MYp- 1 NOS I TOLrXCQB PHATASE_3.. J I MP_ 3J iMpS I TOL„^_ 

„ MONQP.HOSPHATASE . 3.} :,giJ.109897X:l6390 

monophosphatase 3 [Lycopersicon esculentum] - 



Seq. No. 37850 
Gene No. 77816 
Start 21684 

Name OJ990729_01 . 0114 , 03 . o4 . gs 

Start 21684 
GI none 

Exons 21684 . .21740, 21856 .. 2 1906, 

22571. .22625, 22721 .. 227 64 , 
24119. .24175, 25114 .. 25557 , 



Seq. ID OJ990729_01.0114, 

Strand + 

End 26620 

Method GENSCAN 

End 26620 

Score . 67 
21964. .22223, 22310 .. 22394 , 
23768. .23836, 23930 .. 24030, 
26230. .26620 



03 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons . 

GI Descrip. 



Seq. No. 

Gene' No . 

Start 

Name 

Start 

GI 

Exons 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990729_01.0114.O3 
+ 



26620 
AAT/GAP 
24633 
1126 



37850 
77816 
21684 

OJ990729_01,0114.C3.o7.gp 
22721 

82977_1.R1084 

22721. .22764, 237 68 .. 23836, 
24263.. 24633 • ' — 

• 170_9205/spi P54 928 |MY03_LYCES l.Oe-36. MYO-INOSITOL-1 (OR 

'';;41^o^Wos'Fn^ 

3gJZ'1.0SF971/ ]u39lDB"9) myd-iHositdr monOphospHatase " 3.'- I'-V*. 
[Lycopersicon esculentum] * 



23930. .24030, 24 11 9 .. 24 175 , 



37850 
77816 
21684 

OJ990729_01.0114.C3.o8.gp 

25155 

none 



Seq. ID OJ990729 01. 0114. 03 



Strand 
End 

Method 

End 

Score 



+ 

26620 
AAT/GAP 
26038 
1007 



25155, .25498, 25558 2568 6, 25946.. 26038 



Seq. No. 



37850 



Seq. ID OJ990729_01.0114.C3 



37505 



Gene No. 


77817 




Strand 


+ 


o car u 








^00 o o 


Name 


\Ju^)PKji^y u 1 . u 1 1 *i • L/O . . 




N/T/^ ^ y^ 




o uaiTu 


^ D D y 1 




tina 


^ DO O J 


P T 


none 




Score 




Exons 










oeq . INO . 


0-7 0 c n 

-5 / O 0 U 




Seq. ID 


OJ990729 


(^ipnp No 


77818 




Strand 




Start 


5936 




End 


13478 


Name 


OJ990729 01.0114.C3.ol. 


gp 


Method 


AAT/GAP 


Start 


4994 




End 


6762 


GI 


62345 1.R1084 




Score 


1046 


Exons 


4994. .5165, 5773. .5843, 


5942. 


.6085, 6498. .6566, 


GI Descrip. 


M325324/gb|AAD17333| 4 


.Oe-59 


(AF125574) lysyl- 



01. 0114. C3 



6648. .6762 



LysRS [Arabidopsis thaliana] 

>gi_6041823_gb_AAF02138.1_AC009918_10 (AC009918) lysyl-tRNA 
synthetase [Arabidopsis thaliana] ' 



Seq. No. 
Gene No . 
, SJbart;,,, „ 

.Name„ 

Start 
GI 

Exons 



GI Descrip, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



37850 
77818 

.5936 

5j 9 9.0 7.2. 
57 64 ; 
4325324 
5764 . .5 
7391. .7 
11113. . 
12794. . 
(AF1255 
gi I 6041 
synthet 



9.^0.1.. 01.L4.. .03.. Ql..np„, 



843, 5942. .6085, 6498 
487, 7735. .8017, 8102 
11198, 12049. .12142, 12236 
12881, 13280. .13369, 13454 
74) lysyl-tRNA synthetase; 
823 |gb|AAF02138.1 IAC009918 
ase [Arabidopsis thaliana] 



Seq. ID 
Strand 

End_ 

Method 
End 
Score 
6566, 
8227, 



OJ990729 01. 0114. C3 



13478/, : 
AAT/NAP.;. 
13478 
1822 
6648. .6791, 
8818. .8898, 
12497, 



7129. .7285, 
10707. .10792, 
.12557, 



. 12401, 
. 13478 

LysRS [Arabidopsis thaliana] 
10 {AC009918) lysyl-tRNA 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990729 01. 0114. 03 



37850 
77818 
5936 

OJ990729_01.0114 .C3.o2.gs 
5936 
none 

5936. .6085, 6498. .6566, 6648 
7735. .8017, 8102. .8227, 8818 
11113.. Ill 98, 1204 9. .12142,' 12236. .124 01, - 124 97. .12571, 
12802. . 12877, 12979. . 13067 • 



13478 
GENSCAN 
13067 
.78 

6791, 7129. .7285, 7391. .7487, 
8938, 9769.. 9916, 1004 8 .. 102 66, 



Gene" 'No 
Start 
Name . 
Start 
GI 

Exons 

GI Descrip. 



"Strand^' 
End 

Method 
End 
Score 



■^"ji^j^-:^. giQjT^^: jtL'-.vj:;. xzz^crs^z^ Av.rjsi:n5-^ 

■■"X7818"': ^". v — ' 

"5936 • . . 
OJ990729_01.0114 .C3.o2.gp 
7227 

LIB3477-004-P1-K1-F7 
7227. .7285, 7391. .7487, 7735. 
M325324/gb|AAD17333| 9.0e-85 
LysRS [Arabidopsis thaliana] 

>gi_6041823_gb_AAF02138. 1__AC009918_10 {AC009918) lysyl-tRNA 
synthetase [Arabidopsis thaliana] ' 



13478 ; , 

AAT/GAP 
8202 • 
1012 

8017, 8102.. 8202 

{AF125574) lysyl-tRNA synthetase 



Seq. No. 



37850 



Seq. ID OJ990729_01.0114.C3 



37506 



Gene No. 


77818 


Strand 




O 4- -^4- 

btar u 




End 


13478 


.Name 


/^TQQmoQ ni AIT/I r^'s 

ujyyu /^y ui.uii4.CJ.oo.gp 


Method 


AAT/GAP 


o tar L 


1 O T c: Q 


End 


13165 




OUU JO Uo 


Score 


732 


Exons 


IO^InQ 10/101 lOylQ*? lORTI 


12802. .12877, 12979.. 13165 


beq. NO. 


O -7 Q C n 

o /cf DU 


Seq. ID 


OJ990729_01.0114 .C3 


Gene No. 


77819 


Strand 




Start 


22684 


End 


32556 


Name 


vjjyyu/zy ui . Uii4 . lj . o4 . us 


Method 


TBLASTX: Soybean 


C v+- 

b cart: 


0 / yu 


End 


6545 




none 


Score 


47 


Exons 


5790. .5849, 5809. .5844, 5940 


..6086, 5940. .6086, 5941. .6087, 




5942. .6088, 6498. .6545 






Seq. No. 


37850 


Seq. ID 


OJ990729_01.0114 .C3 


Gene No. 


77819 


Strand 




Start 


22684 


End 


32556 



Name 
Start 

. GI. 

, Exons, 



OJ990729_01.0114 .C3.ol.tm 

5801 

none 

. 5,aol'~ 

5940 
6645 
7385 



.384.5,, ..,5.805 .:. 5 8 52.,..-. 5 8.0 5: 
.6089, 5942.. '6088, 6496 



6803, 6645.. 6803, 6701 
7495, 7390.. 7494, 7391 
7737. .8024, 7742. .8026, 7914 
8099. .8245, 8816. .8911, 8818 
10711. .10797, mil. .11188, 
12016. .12144, 12048. .1214 9, 
12268. .12402, 12493. .12555, 



Method TBLASTX: Maize 
End 12555 

^.Scojre^ _54_^_ , ^ 

. 3 849 ,.1 5.9^ 9 .6 a8 7 ,'1: 5.9 35^f -3oA7.r- Z ^- 

.6567, 6498.. 6566; 6640.. 6792, 
-.6814, 7123.. 7296, 7123.. 7296, 
..7495, 7733. .8017, 7734. .7853, 
..8042, 8098. .8229, 8099. .8242, 
. .8901, 10710. .10796, 10711. .10797, 
11111. . 11200, 11113. . 11202, 
12232. .12399, 12234 .. 12401 , 
12497. .12550, 12498. .12554 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq., No'. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



37850 
77819 
22684 

OJ990729_01 

5815 

none 

5815. .5844, 
6645. .6803, 
7229. .7300, 
7734. .7853, 
814.4.'. 8242," 
12054.. .12143 



0114 .C3.01. tc 



5930. .6088, 5940. 

6646. .6804, 7121. 

7385.. 7495, 7390. 

8026, 7914. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990729 01. 0114. C3 



32556 

TBLASTX: Cress 
12535 
36 

608 6, 5942. .6088, 64 98. .6566, 
7207, 7123. .7296, 7124. .7228, 
7494, 7391. .7495, 7733. .8017, 
8042, 8099.. 8251, 8100.. 8189, 



7742 

10710. . 10796, mil. .11194, 1205i; .1214 9, 
12234. .12401, 12235. ,12402, .124 97 .. 12535 



: 378 So r-':.: ■■; ; _ 

77819 
22684' 

OJ990729_01.0114 .C3.ol.ts 

6546 

none 

6546. .6566, 6631. .6786, 6645, 
7123. .7296, 7123. .7296, 7124. 



Seq.: ID - oj99o729_oi::j3Yi'i:'c3 

Strand . - 

End 32556 

Method TBLASTX : Soybean 

End 8158 

Score 184 

.6803, 6646. .6792, 6651. .6806, 
.7336, 7358. .7477, 7390. .7467, 



7462. .7494, 7463. .7495, 7733. .8017, 7734. .8042, 7734. .-8018, 
8099. .8158 



Seq. No, 



37850 



Seq. ID OJ990729_01.0114.C3 



37507 




Gene No. 


77819 








Strand 




Start 










End 


32556 


Name 


/^TQQmoQ ni 

ujyyu /zy ui 


. U 1 1 4 


. Co . Ol . 


tw 


Method 


TBLASTX: Wheat 


Start 


"7 "3 Q c; 








End 


7969 




none 








Score 


100 


Exons 




"7 Q Q n 

/ oyu 




"7 T Q Q 

/ oy y . 


.7494, 7733. .7969, 7733. .7966 




J / o o u 








Seq. ID 


OJ990729_01.0114 .C3 


Gene No. 


77819 








Strand 




Start 


22684 








End 


32556 


Name 


OJ990729 01 


.0114 


.C3.07. 


ts 


Method 


TBLASTX: Soybean 


Start 


8159 








End 


12535 


GI 


none 








Score 


71 


Exons 


8159. .8245, 


8806 


. .8871, 


10710 


. .10796, 


10711. .10797, 



11111. .11194, 12049. .12144, 12051 .. 1214 9, 12234 .. 124 01 , 
12497. .12535 



Seq. No. 37850 
Gene No. 77819 
Start 22684 

Name OJ99072 9_01 . 0114 . C3 . o6 . tm ' 

...Start ^ „„ JL34 3.1__ _ . ^ . 

. GI-J . aCJie " . _ ■„ ^....J.:., , _ 

Exons 13434 , 

13635, 
13804, 
14265. 
14445, 



,13517,' 13435. 

.13703, 13641. 

,13875, 13807. 

,14363, 14272, 

,14531, 14447, 



.13491, 
.13700, 
.13875, 
.14364, 
.14542, 



Seq. ID OJ990729_01.0114.C3 
Strand 

End 32556 

Method TBLASTX: Maize 

End _j.„ J.i5 4 2„, _ 

Scare .* .....7.6, . 

13598 . . 13690, 13625v.. 13690, 
1377 9. .13874, 137 97. .13841, 
13841. . 13885, 13992. .14 042, 
14273. . 14362, 14 445 .. 14540, 
14447. .14533 



Seq. No. 37850 
Gene No. 77819 
Start 22684 

Name OJ990729_01 . 0114 . C3 . o8 . ts 

Start 13638 

GI none 

Exons 13638. .13703, 1364 9 .. 13690 , 13804 

14279. .14362, 14284 .. 14364 , 14445 
14807. .14962, 14808 .. 14972, 15712 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990729_01.0114.C3 
32556 

TBLASTX : Soybean 

15825 

58 



,13875, 13807, 
14540, 14447. 
15825 



, 13875, 
,14533, 



Seq. No. 

Gene No. 

Start 

Name 

Start. 
^^^^ 

Exons" 



37850 
77819 
22684 : 

OJ99072 9__01.0114-..C3;o3.ts 
15826 



Seq. ID 
Strand 
End • 
Method 
End 



OJ990729_01.0114.C3 

32556. 

TBLASTX : Soybean- 
17757- 



■ : :m 15826'."; i5'89:r,: :i5828 :.:;r5'a9o'; "LeoreT :i6iw;: Y6'4m77r65J97' 

167 42. ;i6984, ' 16807. .16995, 16853'. ..16996,. 16887. .16997, 
16888. .16998, 16908. . 17000, 17605 . .17757 , 17606 .. 17752 , 
17610. .17756 



Seq. No. 37850 Seq. ID 

Gene No. 77819 Strand 

Start 22684 End 

Name OJ990729_01 . 0114 . C3 . o3 . tm Method 

Start 16766 End 

GI none Score 
Exons 



OJ990729_01.0114.C3 
32556 

TBLASTX: Maize 

'194 4 6 

335 



16766. .16987, 16770 .. 16841, 168 4 7 .. 1 6993, 16887 .. 1 6997 , 



37508 




17605. .17820, 
18013. .18117, 
18826. .18939, 
19321. .19446 



17610. .17816, 
18527. . 18673, 
18827. .18964, 



18010. .18117, 
18530. .18676, 
18828. .18950, 




18012. .18122, 
18583. .18675, 
19308. .19445, 



Seq. No. 37850 

Gene No. 77819 

Start 22684 

Name OJ990729_01 . 0114 . C3 . o6 . ts 

Start 18523 

GI none 

Exons 18523. .18675, 18524 .. 1867 6, 
18828. .18950, 18837 .. 18992 , 



Seq. ID OJ990729_01.0114 .C3 
Strand 

End 32556 

Method TBLASTX : Soybean 

End 19508 

Score 204 
18530. .18676, 18827 .. 18973, 
19308. .19508, 19321.. 19500 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



37850 
77819 
22684 
OJ9907 
21684 
none 
21684 . 
_2185^5,„, 
223X0... 
22720. 
23921. 



29 01.0114,C3.o2.tm 



Seq. ID OJ990729_01.0114 .03 
Strand 

End 32556 
Method TBLASTX: Maize 
End 23989 
Score 81 

.21743, 21684. .21740, 21845 .. 21907, 21853 . . 2 1 927 , 
..„2 1 92 9,^... ,22027 2 2 0 68.,-„ 22033^.. .'2 224 8 2 2J) 3 5„..^.,2 2 2 3 2 

..,2239,6.,,; 223ii>,.,.22397,„/225.76 ... 22623, . ..22571 . .,2i6'2.Z, i 

22764, 23759. .23848, 237 66 .. 23831 , 



22764, 22723. 
23989, 23929. 



,23988 





Seq. No. 


37850 








Seq. ID 


OJ990729_01.0114. 


03 


9 • 

i. _« 


Gene No. 


77819 








Strand 






: . 3 


Start 


22684 








End 


32556 






Name 


OJ990729 01.0 


114 .03. 


o2.ts 


Method 


TBLASTX : Soybean 




%J 

rli 


Start 


21689 








End 


24344 






GI 


none 








Score 


55 






Exons 


21689. 


.21739, 


21696. 


.21743, 


21853. .21927, 21855 .. 21929, 




n 




22032. 


.22124, 


22033. 


.22131, 


22180. .222 


48, 22182. .22223, 








22310. 


.22387, 


22311. 


.22397, 


22313. .223 


96, 22571. .22624, 




M 




23765. 


.23839, 


23921. 


.24031, 


23932. .240 


30, 23946. .24035, 








24114. 


.24191, 


24120. 


.24176, 


■24264. .243 


44 




r ^ 


Seq. No. 


• 37850 








Seq. ID 


OJ990729_01.0114'. 


03 




Gene No. 


77819 








Strand 








Start 


22684 








End 


32556 






Name 


■ OJ9907Z9 01. 0114. 03. 


o2.tc 


. ' Method 


TBLASTX: Cress 






Start • - 


21693 








• End 


22397 • ' ' 






GI . 


none 








Score 


62- 






-'Exi6W ""^ 


-^f 6^-3 . - 




"Tr&Sf§rf2^1^73^e7^2'iB^52^:*2i^ 










.'22131,* 


2203 5.: 


722 12 4'," 


221 7 9 .- \ 2 2"2 2 3; " 22 18 O": V 2 2 2 4"8 , T 








■ 22311. 


.22397, 


' 22311. 


.22394, 


22313. .22396 





Seq. No. 


37850 








Seq.. ID 


OJ990729 


_01.0114 


Gene No. 


77819 








Strand 






Start 


22684 








End 


32556 




Name 


OJ9907 


29_01.0 


114.03. 


o2 . tw 


Method 


TBLASTX: 


Wheat 


Start 


22194 








End 


24031 




GI 


none 








. Score 


55 




Exons 


22194. 


.22223, 


22195. 


.22248, 


22199. .22225, 22308 


. .22394, 




22310. 


.22396, 


22311. 


.22397, 


22570. .22620, 22570 


. .22626, 




22723. 


.22767, 


22726. 


.22767, 


23759. .23848, 23765 


. .23851, 



37509 








. 24030, 


23921 . 


. 24031 








Seq. No. 


o o c r\ 








Seq. ID 


OJ990729_ 


01.0114 


Gene No. 










Strand 






o can: 


99 pro /I 








End 


32556 




Name 


OJ9907 


29_01.0 


114. C3, 


o5 .np 


Method 


AAT/NAP 




Start 


22684 








End 


32556 




GI 


452517 








Score 


121 




Exons 


22684. 


.22756, 


25127. 


.25183, 


29556. .29693, 29781. 


.29933, 




30161. 


.30330, 


30545. 


.30619, 


31244. .31336, 31407. 


.31485, 




31728. 


.31830, 


31861. 


.31894, 


32006. .32089, 32538. 


.32556 



GI Descrip. (D26361) KIAA0042 [Homo sapiens] 





Seq. No. 


37850 






Seq. ID 


OJ990729_01.0114 


.C3 




Gene No. 


77819 






Strand 








Start 


22684 






End 


32556 






Name 


OJ9907 


29_01.0114,C3. 


o7 . tm 


Method 


TBLASTX: Maize 






Start 


23989 






End 


24373 








none 






Score 


86 






Exons 


23989. 


.24027, 23990. 


.24031, 


24076. .24171, 24 120 .. 24 176, 








24263. 


.24367, 24264. 


.24350, 


24274 . .24369, 24275. .24373 






,.Seq.. ..No. 








.... S.eq... ID.. 


.'5i9 96y2?^51.Tu 4. 






Gene No. 


77819 






Strand 








Start 


22684 






End 


32556 






Name 


OJ9907 


29_01.0114.C3. 


o4 . tm 


Method 


TBLASTX: Maize 






Start 


25549 






End 


26292 






GI 


none 






Score 


206 






Exons 


25549. 


.25686, 25549. 


.25698, 


25940. .261 


31, 25945. .26133, 








25945. 


.26130, 26209. 


.26286, 


26218. .262 


92, 26219.. 26290 






Seq. No. 


37850 






Seq. ID 


OJ990729_01.0114 


.03 




Gene No. 


77819 






Strand 








Start 


22684 






End 


32556 






Name 


OJ990729 01. 0114. C3. 


o5 . ts 


Method 


TBLASTX: Soybean 






Start 


26218 






End 


26451 






GI 


none 






Score 


192 






Exons 


26218. 


.26313, 26219. 


.26362, 


26225. .26350, 26229. .2 6354, 





26363. .26449, 26380.. 26451 



Seq. No. 


37850 




Seq. ID 


OJ990729__01. 0114 


Gene No. • - 


-77819* 




Strand 




Start 


22684 - - 




End- 


32556 • 


Name 


• OJ990729 01. 0114. C3. 


b8 . tm 


Method 


TBLASTX: Maize 












"Gi: 


' hone ' "T. .7 " 




'.. Score ~"- 


'135 ■V': ":'r:'- 


Exons 


26294 . .26389, 26383. 


.26466, 


26390. .26467., 26393. .26467 


Seq. No. 


37850 ■ 




Seq. ID 


OJ990729_01.0114 


Gene No. 


77819 




Strand 




Start 


22684 




End 


32556 


Name 


OJ990729 01. 0114. 03. 


o4 . np 


Method 


AAT/NAP 


Start 


27218 




End 


29613 


GI 


4938504 




Score 


818 


Exons 


27218. .27475, 27585. 


.28309, 


28407. .28512, 28 663 .. 2 94 99, 




29570. .29613 








GI Descrip. 


(AL078465) putative 


protein 


[Arabidopsis thaliana] 



37510 



Seq. No. 37850 
Gene No. 77819 
Start 22684 

Name OJ990729_01 . 0114 . C3 . o5 . gs 

Start 27227 
GI none 
Exons 27227. .27475, 

29570. .29699, 

31244. .31336, 

32167. .32539 



27585. .28334, 
29787. .29933, 
31425. .31478, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990729_01.0114 .C3 

32556 
GENSCAN 
32539 
.87 



28414 . .28512, 28585 .. 294 99, 
30161. .30306, 30524. .30619, 
31620. .31792, 32006 .. 32089, 



Seq. No. 


37850 








Seq. ID 


OJ990729_01.0114 


.03 


Gene No. 


77819 








Strand 






Start 


22684 








End 


32556 




Name 


OJ990729 01. 0114. 03. 


o5 . tm 




Method 


TBLASTX: Maize 




Start 


27832 








End 


28845 




GI 


none 








Score 


182 




Exons 


27832. 


.28032, 27834. 


.28040, 


27834. .280 


67, 28732. .28779, 






28732. 


.28764, 28774. 


.28845, 


21 


3775. .288 


43, 28777. .28845 




Seq. No. 


37850 








Seq. ID 


OJ990729_^01.0114 


.03 


Gene... .No . 


77819 








Strand 






Start" 


22684 








End 


•32556 ■ 




Name 


OJ990729 01. 0114. 03. 


olO.tm 




Method 


TBLASTX: Maize 




Start 


28067 








End 


28470 




GI 


none 








Score 


136 




Exons 


28067. 


.28225, 28068. 


.28229, 


2i 


3068. .282 


47, 28303. .28332, 






28396. 


.28470, 28416. 


.28457 











Seq. No. 37850 

Gene No. 77819 

Start 22684 

Name . OJ990729_01 . 0114 . 03 . o9 . tm 

Start 29828 

GI none 

Exons 29828. .29863, 



30157. 
30522. 
31234. 
31424 . 



.30222, 
.30620, 
.31338, 
,31483, 



29829. .29861, 
30160. .30222, 



30524. 
31244. 
31608. 



30625, 
31336, 
31673, 



Seq. ID OJ990729_01.0114.O3 
Strand 

End 32556 

Method TBLASTX : Mai ze 

End 31674 

Score 47 
29864. .29941, 29867 .. 29932, 
30211. .30309, 30226. .30345, 
30525. .30620, 31233. .31337, 
31413. .31481, 31422. .31484, 
31609. .31674 



Seq. No. 


37851 






Seq. ID 


OJ990729_ 


_01.0114 


.04 


Gene No. 


77820 






Strand ' 


+ 






Start 


■ 31 






End 


7444 






Name 


OJ990729' 01 


0114 . 


04 .ol.gs 


M'ethod 


GENSOAN 






Start 


31 






End 


7444 






GI 


none 






Score 


. 61 






Exons 


31. .41, 740 


.1104 


, 1734. .1773, 


1812. .IS 


26, 4135 


.4290, 






4801. .4974, 


5342. 


.5434, 6848.. 


7178, 7350.. 7444 






Seq. No. 


37851 






Seq. ID 


OJ990729_ 


_01.0114 


04 


Gene No. 


77821 






Strand 


+ 






Start 


7670 






End 


16355 






Name 


OJ990729 01 


0114. 


04 .o2.gs 


Method 


GENSOAN 






Start 


7670 






End 


16355 






GI 


none 






Score 


.45 







37511 



Exons 



7670. .9789, 1044 9 10533, 1074 4 10900, 13215 1324 9, 
14842. .15402, 15408 .. 15845, 15888. .16355 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



37851 Seq. ID OJ990729_0 1 . 01 14 . C4 

77821 Strand + 

7670 End 16355 

OJ990729_01.0114.C4 .ol.np Method AAT/NAP 

10449 End 11176 

6069646 Score 663 

10449. .11176 

(AP000616) similar to putative reverse transcriptase 
[Oryza sativa] gi | 6907112 | dbj | BAA90639 . 1 | (AP001129) 



(AC005315) 
Similar to 



Arabidopsis thaliana chromosome II BAG F9013 genomic sequence, 









reverse 


transcriptase . (AC00624 8) 






l\JLyz.di odC-LVciJ 








O C ^ . LN (J , 


^7ft SI 
J / O J X 


Seq. ID 


OJ990729_01.0114.C4 






77ft 99 


Strand 








fifil ft 

\J\J ± o 


End 


19607 








Method 


TBLASTX: Wheat 




Start 


4053 


End 


■ 4242 




GI - - 


none ^ . 


Score- 


■58 




^.JLt&SJLX'^^ P 




.A2AZr^AlP^2 ...,.4;2i.2,,.^.1.5X...-421,3^^.^ „ 




Seq. No. 


37851' 


Seq. ID 


OJ990729_01.0114 .04 




t^ene no. 


77822 


Strand 








6618 , 


End 


19607 


I y 


Name 


OJ990729 01.0114.C4.o2.tm 


Method 


TBLASTX: Maize 


C3 


Start 


4053 


End 


4243 


"I 


GI 


none 


Score 


195 




Hi lO 


4053. .4241, 4054. .4242, 4102.. 


.4242, 4109. .4243 


ry 


O C ■ IN (J . 


37851 


Seq. ID 


OJ990729_01.0114.C4 






77822 


Strand 








6618 


End 


19607 




Name 


OJ990729 01.0114.C4.o4.np 


Method 


AAT/NAP 




Start 


6618 


End 


19607 


. '=k 


GI 


6433960 


Score 


56 




Exons 


6618. .6737, 7566. .7681, 8042., 


,8100, 15232. .15280, 19508 . '. 1 9607 




GI Descrip." 


(Y19185) aczonin [Mus musculus] 






Seq. No. 


37851 - ■ 


Seq. ID . 


OJ990729_01.0114 .04 




Gene- No.. '-^ ' 


'-77 82"2-. :- - ' -V- • ' - - • . - 


'Strand^ 






Start 


6618 


End ■ 19607 










. Start- r 




'EndA'r::: 






GI 


none 


Score 


,205 . 




Exons" 


10705. .10917, 10752. -.10877 








Seq\ No. 


37851 • ■ ' • ■ • 


Seq. ID 


OJ990729_01.0114.O4' 




Gene No. 


77822 


Strand 






Start 


6618 


End 


19607 




Name 


OJ990729 01.0114.C4.o2.tw 


Method 


TBLASTX: Wheat 




Start 


10719 


End • 


10920 




GI 


none 


Score 


179 




Exons 


10719. .10910, 10720.. 10920 







37512 






O e CJ . IN U • 


37851 


Seq. ID 


OJ990729_01.0114, 






Gene No. 


77822 


Strand 








Start 


6618 


End 


19607 






Name 


OJ990729 01.0114 .C4 .o2.np 


Method 


AAT/NAP 








12089 


End 


17040 








2586082 


Score 


100 






Exons 


12089. .12286, 12327 .. 12748 , 14861 .. 14931, 17013. .17040 








(U72725) retrofit [Oryza longistaminata] 






O ^ • IN L/ • 


37851 


Seq. ID 


OJ990729_01.0114. 






Gene No. 


77822 


Strand 








Start 


6618 


End 


19607 








OJ990729 01.0114.C4.o5.np 


Method 


AAT/NAP 








17347 


End 


18640 








4680492 


Score 


595 






Exons 


17347. .17796, 18140. .18640 










oX UtioOXXp 


(AF119222) putative reverse transcriptase [Oryza sativa] 






Q o KI 
O ^ • LN • 


37852 


Seq. ID 


OJ990729_01.0114. 






Gene No. 


77823 


Strand 


+ 






Start 


6951 


End 


13696 






^ ^ .^arrie^^^ 


__OJ990,7 29^ 01^114 .05. j)2.^np 


_M^ethod__ 


AAT/NAP 


— 




.oUaZX . ^ , 


_..6Si5i: \: 


"EndZ. Z.1 


...1333.8. 


— — 


"if 


C T 


6063"557. 


Score 


253 






XT' V c? 


6951. .6987, 9934. .10097, 1034 5. .10580, 


13508. . 13538 




cn 


\dx uescxxp, 


{AP000615) similar to dJ522J7 


.2 {Z9888 


5) [Oryza sativa] 




fU 


o e q . LN o . 


37852 


Seq. ID 


OJ990729_01.0114. 






Gene No . 


77823 


Strand 


+ 




==y 


Start 


6951 


End 


13696 






Name 


OJ990729 01.0114.C5.o3.np 


Method 


AAT/NAP 




:=! 

ru 


O L d.X C 


12715 


End 


13013 






oX 


4262176 


Score 


116 




s 




12715. .13013 








f ~H 




(AO005508) 18857 [Arabidopsis 


thaliana] 






Seq. No. 


37852 


Seq. ID 


OJ990729_01.0114. 


05 




Gene No. 


77823 • ' 


Strand 


+ 




f =^ 


o t ar L 


6951 


End 


13696 






Name 


OJ990729 01.0114.05.o4.gs 


Method 


GENSCAN 








12734 


End 


13696 






oX 


none 


Score 


.83 






TT" V r*i c? 


- 12734.:. 13696 : • - . 










o e q . o . 






— - 




:::: 7 7 824 r: ■ 'r7\::':r:.r: 


-[^Strand 








' . Start 


1172 


End 


10194 






Name 


OJ990729 01.0114.O5.ol.np 


Method 


AAT/NAP 






O L.ciX U 


1172 


End 


10194 - 






o X 


5091513- 


Score 


1185 






Exons 


1172. .1298, 3841. .4187, 4341., 


.4547, 5309. .6016, 6765. .7492, 






10155.. 10194 










GI Descrip. 


(AB023482) ' Hypothetical protein [Oryza 


sativa] 






Seq. No. 


37852 


Seq. ID 


OJ990729_01.0114 . 


05 




Gene No. 


77824 


Strand 








Start 


1172 


End 


10194 





37513 



Name 


uj y yu y u i . 


Ul 14 


. Co . OZ 


gs 


Method 


GEN SCAN 




Start 


4 Uol 








End 


4 4 00 




GI 


none 








Score 


. / y 




Exons 




fi J D D 


A A ^1. 










Seq. No. 


37853 








Seq. ID 


OJ990729_01.0114 


C6 


Gene No. 


77825 








Strand 


+ 




b rar t 


1 n /I 
I U4 








bna 


OU / 




Name 


uj y yu / z y u i . 


UI 14 


. Co . OI 


gs 


Method 






Start 


1 n /I 








hna 


OU / 




Gl 


none 








Score 


Q 
. O 




Exons 
















Seq. No. 


37853 








Seq. ID 


OJ990729_01.0114 . 


C6 


Gene No. 


77826 








Strand 






o Lai. L 


± \j ± v.; 










X / O *i 




Name 


UJ y y u / z y u i . 


U 1 1 4 


CD . OZ . 




Method 






btar u 


I D I 0 








IT *-N y-J 

hna 


I / o4 






none 








Score 


. b 




Exons 


IDIO. . 1 / 04 














,Sejq^,Njo.._„_ 


,.i_3X8.51,„ ™ : 








, Seq^._XD_ 


. Pi9 9 0 7,29L_,PX^ 0 JLIA, 




,.Gene... No.. 


.L. *„..j'.18ix_,,, 




... ........ ..^.^ 




.__.Straad,. 


: 





4- -I ^4- " 

ocart: 










- End' 


7 4 64 




Name 


OJy yu /z y ui . 


UI 14 


C / . OO . 


gs 


Method 


GENSCAN 




Start 










End 


7464 




GI 


none 








Score 


.48 




Exons 


ZODZ • . O / o4 , 


0/44 


R Q 1 C 

. oy I D , 


dZ lo 


..6758, 7295. .7464 




Seq. No. ' 


37854 








Seq. ID 


OJ990729_01.0114. 


C7 


Gene No. 


77828 








Strand 






Start 


1 n 1 
lUI 








End 


262 




Name 


(jj y yu / z y u i . 


UII4 . 


C / . Ol . 


gs 


Method 


GENSCAN 




Start 


lUI 








End 


262 




GI 


none 








Score 


.52 




Exons 


1 m o o 
I U 1 . . Z oZ 














Seq. No. 


3785*4 








Seq. ID 


OJ990729_01.0114. 


C7 


Gene No. 


77829- 








Strand 






b rar u 


459 








End 


2035 




Name 


OJ990729 01. 


0114 . 


C7.02. 


.gs 


Method 


GENSCAN 




Start 


459 








End 


2035 




GI 


. none\ 








• 'Score 


-.82 




Exons 


' 459.' ..741, 1251.. 1511, 1926.. 


2035 . 























Seq . > No .. 


■::37.8'54.:'^ r 








" '."Seq."*' ID" 


0 J990 72 9r;;;or : o 1 1 t: 


c7': 


Gene No. 


. 77830 








Strand 






Start 


9769 • 








End 


10015 




Name 


OJ990729 01. 


0114. 


C7.01. 


tm 


Method ' 


TBLASTX: Maize 




O 4- -1 1- 4- 

b tart 


3441 








End 


5897 




GI 


none 








Score 


115 




Exons 


3441. .3596, 


3445. 


.3597, 


3491 


..3664, 3577. .3789, 3586. .3756, 




5704. .5856, 


5741. 


.5860, 


5741 


..5863, 5745.-5897, 5746.. 5874 


Seq. No. 


37854 








Seq. ID 


OJ990729_01.0114 . 


C7 


Gene No. 


77830 








Strand 






Start 


9769 








End 


10015 





37514 




Name 


nTQQmoQ ni m 1 ^ m r\A rrc 
uuyyu/^:i7 ui . Uii4 . u / . Ofi . gs 


^ Vv 

Me L.noa 


17 M 0 p n M 




y / oy 


bna 


1 no 1 c; 




none 


Score 


. D / 


Exons 


QT^^Q QQyin QQt;Q inoic; 






0 e C5 • LN 0 . 


J / 0 J o 






f^icinp No 


77831 


strand 




Start 


1 


End 


703 


Name 


OJ990729 01.0114.C8.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


703 


GI 


5091513 


Score 


303 


Exons 


1. .703 






GI Descrip. 


(AB023482) Hypothetical protein [Oryza 


sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

..Sejq,.,..NQ,, 
Gene No. 
Start 
Name 
Start 
GI 

Exons 



37856 
77832 
8 

OJ991109_11.0207.C2.ol.gs 
8 

none 
8.. 252 



.37a.5J.. ... 1.1. „ 

77833 
10 

OJ991109_11. 0207.C3.ol.gs 
10 

none 
10. .420 



Seq. ID 

Strand 

End 

Method 

End 

Score. 



„aeq... IP, 
Strand 
End 

Method 

End 

Score 



OJ991109_11.0207.C2 
252 

GENSCAN 

252 

.84 



. D 1.1 Oa^l.l 02 Q.7...p.. 
420 

GENSCAN 

420 

.8. 



Seq. No. 37858 Seq. ID 

Gene No. 77834 Strand 

Start 6900 End 

Name OJ991109_11 . 0207 . C5 . ol . gp Method 

Start 6900 End 

GI none Score 

Exons 6900.. 7398 . 



OJ991109_11.0207.C5 

9496 
AAT/GAP 
7398 
982 



Seq. No. 

Gene No. 

Start 

Name 

Start* 

GI 

''•El^tiH'3"*'^' 
''Gr"'DescrT 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



37858 Seq. ID 

77834 Strand 
6900 End 
OJ991109_11 .0207 ,C5.ol.np Method 

6972 " v. ; End : - 

5832750 Score 



OJ991109_11.0207.C5 

9496 
AAT/NAP 

9496- ■ - 

123 



^e9"'r2r?t 0 33', --"t^ 4'4 r7aT23i"-^ g§Wrr 9T 83 f '^"928 2 rrSS^r-^Trrmf^' 
\ Z5007t))'" simiraf'-To ^"E)oTy'"~ (A)" ' pbTy^^^ ykT84eSrT 
comes from this gene [Caenorhabditis elegans]. 
gi|6425432iemb|CAB60582.1| (AL032651) similar to poly (A) 
polymerase; cDNA EST yk4 84e9.'3 comes from this gene 
[Caenorhabditis elegans] 



37858 
77834 
6900 

OJ991109 

7667 

none 



11.0207.C5.ol.tm 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991109_11.0207.C5 
9496 

TBLASTX: Maize" 

9353 

237 



37515 



Exons 



7667. .7879, 7667. .7816, 7669. .7881, 7764. .7892, 7956. .8117, 

7957. .8118, 7961. .8143, 7979. .8125, 8866. .9021, 8885. .9007, 

8887. .9015, 9016. .9183, 9022 9186, • 9268 .. 9348 , 9272. .9349, 
9273.. 9353 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



37859 
77835 
967 

OJ991109_11 . 0207 . C6 . ol . gs 

967 

none 



Seq. ID OJ991109_11.0207.C6 



Strand 
End 

Method 

End 

Score 



2977 
GENSCAN 
2977 
.74 



967. .1167, 2341. .2439, 2529. .2606, 2717. .2977 



Seq. No. 37860 
Gene No. 77836 
Start 855 

Name OJ991109_11 . 0207 .C7 . ol . gs 

Start 855 
GI none 
Exons 855. .1038, 1270. 

2678.. 2873, 3392 
_4^6 3 8 ,,,,^4 8 5 9 ,,,^,05 9. 

^.e^aoa. .7J05,...7A.i6 



Seq. ID OJ991109_11.0207.C7 
Strand + 
End 7887 
Method GENSCAN 
End 7887 
Score . 65 
1990, 2224.. 2405, 2428.. 2595, 
.3856, 4084.. 4236, 4318.. 4500, 
5^ 7 5 5 3 pj ,,,,.5J,5J) SJX^^^^^ 

7.554, .7882,.. 7887'.., . _ 



1362, 1795. 
.3584, 3677 



Seq. No. 37860 

Gene No. 77836 

Start 855 

Name OJ991109_11 . 0207 . C7 . ol . np 

Start 2781 

GI 1073820 

Exons 2781.. 2902, 3706.. 3856, 4022 
5059.. 5175, 5307.. 5450, 5823 

GI Descrip. 



OJ991109_11.0207.C7 
+ 



Seq. ID 
Strand 

End 7887 
Method AAT/NAP 
End 7102 
Score 1126 

4236, 4318. .4500, 4638. .4859, 
5924, 6387.. 6455, 6908.. 7102 
adenylosuccinate lyase (purB) homolog - Haemophilus influenzae 
(strain Rd KW20) 



Seq. No. 
Gene No. 
Start , 
Name 
Start 
GI 

Exons 

GI Descrip. 



""Seq . N6^. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



37860 
77836' 
855 

OJ991109_11. 0207.C7 .ol.gp 
4182 

uC-osflM202097d03bl 



Seq. ID 
Strand 
End 

Method 
End 
Score 

4182.. 4236, 4318.. 4500, 4638.. 4739 

' 283-264 97emb I CAA16724 I 6,-0e-37 ; (AL021710) aderiylosuccinate 'lyase 
- like protein [Arabidopsis thaliana] ' 



OJ991109_11.0207.C7 
+ 

7887 
AAT/GAP 
4739 
636 



77837 , Strand 
.12692 . End 
OJ991109_11.0207.C7.o3.gs . Method 
12692 ' End 
none Score 
12692. .12881, 134 66. .13587 

37860 Seq. ID 

77838 Strand 
20347 End 
OJ991109_11 . 0207 . C7 . o5 . gs Method 



oj5'srLiiD*9:;;;iTVo2or:(^ : 
+ 

13587" 
GENSCAN 
13587 
.65 



OJ991109_11.0207.C7 
+ 

21150 
GENSCAN 



37516 



start 
GI 

Exons 



20347 End 
none Score 
20347. .20406, 21031. .21150 



21150 
.76 



Seq. No. 37860 

Gene No. 77839 

Start 10627 

Name OJ991109_1 1 . 0207 . C7 . o4 . tm 

Start 3537 

GI none 

Exons 3537.. 3578, 3682.. 3855, 3683. 
4081. .4128 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991109_11.0207.C7 
18640 

TBLASTX: Maize 

4128 

54 



.3868, 3691. .3882, 4020. .4091, 



Seq. No. 37860 

Gene No. 77839 

Start 10627 

Name OJ991109_11 . 0207 . 07 . ol . ts 

Start 4049 

GI none 

Exons 4049.. 4081, 4086.. 4238, 4087, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991109_11.0207.C7 
18640 

TBLASTX: Soybean 
4422 
39 

.4245, 4315. .4422, 4317. .4421 



. Se„a,_,Np_. ™.3 7 8 60 

,Geae. No . . 7-783,9". . . \i . . 

Start ■ 10627 

Name OJ991 109_11 . 0207 . C7 . ol . tm 

Start 4131 
GI none 

Exons 4131. .4241, 4132.. 4245, 4132. 

4315. .4512, 4317. .4517, 4636. 
4638. .4862, 5047. .5142, 5058. 



Seq ^. . ID,^.., 0 J9 9 1 10 9^1 1, ^02 a7,,jC7„.„ 

Strand. , „ 

End 18640' 
Method TBLASTX: Maize 
End 5142 
Score 112 

.4281, 4265. .4495, .4314. .4511, 
.4860, 4636. .4854, 4637. .4855, 
.5141 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



37860 
77839 
10627 

OJ991109_11.0207.C7.ol.tc 

4420 

none 

4420. .4512, 4473. .4511, 4591. 
4637. .4855, 4638. .4862, 4731, 
5124. .5180, 5125. .5175, 5304. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991109 11. 0207. C7 



18640 

TBLASTX: Cress 
5398 
65 

4680, 4635.. 4679, 4637. 
4862, 5047.. 5130, 5058. 
5390, 5306.. 5398 



,4849, 
.5123, 



Seq. No.. 37860 

Gene No."- • -77839' ' ' - * - 

Start* * 10627 * • 

St art T" ■ :"^4 ': : "7" 

GI . none 
Exons 



Seq. ID OJ991109_11.0207.C7 

Strand - • ■ * • - ' • '* 

End 18_640 _ 

.: End""" 5i54rT"'r;.;.T;^ - ■*: 

.'Score 89 ' 



4429. .4512, 4636. 
5058. .5153 



.4851, 4637. .4852, 4638. .4862, 5047. .5154, 



Seq. No. 37860 

Gene No. 77839 

Start 10627 

Name OJ991109_11 . 0207 . C7 . o5 . tm 

Start 5143 

GI none 
Exons 



Seq. ID OJ991109 11. 0207. 07 



Strand 
End 

Method 

End 

Score 



18640 

TBLASTX: Maize 

5931 

63 



5143. .5178, 5304. .5450, 5306. .5449, 5777. .5923, 5807. .5926, 



37517 



5808. .5927, 5820. .5927, 5821. .5931 

Seq. No. 37860 Seq. ID OJ991109_1 1 . 0207 . C7 

Gene No. 77839 • Strand 

Start 10627 End 18640 

Name OJ991109_11 . 0207 . C7 . o3 . ts Method TBLASTX : Soybean 

Start 5155 End 6982 

GI none Score 37 

Exons 5155.. 5175, 5302.. 5439, 5304.. 5450, 5306.. 5449, 5807.. 5926, 

5808. .5927, 6387. .6455, 6911. .6982- 

Seq. No. 37860 Seq. ID OJ991109_11 . 0207 . C7 

Gene No. 77839 Strand 

Start 10627 End 18640 

Name OJ991 109_11 . 0207 .C7 . o2 . tm Method TBLASTX : Maize 

Start 6384 End 7160 

GI none Score 80 

Exons 6384. .6458, 6386. .6457, 6387. .6458, 6885. .7016, 6907. .7146, 

6908. .7150, 6910. .7158, 7077. .7160 

Seq. No. 37860 Seq. ID OJ991109_11 . 0207 . C7 

: Gene . Noj.. .,77 839 ^ , , ._^St rand - • 

. Start. Jo.627 _ .^.Znd , .Z,'3si4a.S^ .Z .'.."^ . ... ...™ . 

[1 Name OJ991109_11 . 0207 . C7 . o3 . tm Method TBLASTX : Maize 

.^3 Start 10578 End 10877 

?S GI none Score 275 

i:: Exons 10578. ,10877, 10610. .10756, 10826. .10876 

C3 Seq. No. 37860 Seq. ID OJ991109_11 . 0207 . 07 

Ly Gene No. 77839 Strand 

."5 Start 10627 End 18640 

^il Name OJ991109_11 . 0207 . C7 . o2 . np Method AAT/NAP 

Start 10627 End 17281 

GI 103283 Score 55 

Q Exons 10627. .10797, 14 862 .. 15147 , 17253.. 17281 

~-J GI Descrip. nuclear ' phosphoprotein SRp55 - fruit fly (Drosophila 

1^ melanogaster)- gi|8497|emb|CAA41556J (X58720) SRp55 [Drosophila 
melanogaster] 

53 Seq. No. 37860 Seq. ID OJ991109_11 . 0207 . C7 

U Gene No. 77839 Strand 

Start 10627 End . 18640.- 

" " ' ^Name- " ■OJ9911092ii\-0207\'C7 ; 04 . gs ' - -~ GENSCAN- - - ■ 

Start ' _ 14 394' " ^ • 18640 • • - 

.■T""" "r::: 7 Exons' "^^V 'TS^MZ: 14 5^3':: 1^721 1 . I6^367"l697a. :i6$73r""" - 

17055. .17427, 18483. .18640 

Seq. No. 37861 Seq. ID OJ991109_11 . 0207 . C8 

Gene No. 77840 Strand + 

Start 50 End 486 

Name OJ991109_11 . 0207 . C8 . ol . gs Method GENSCAN 

Start 50 End 486 

GI none Score .96 

Exons 50.'. 156, 369.. 486 

Seq. No. 37861 Seq. ID OJ991109_11 . 0207 . C8 



37518 



Gene No. 


77841 


Strand 


+ 




Start 


2733 


End 


3538 




Name 


OJ991109 11 . 0207 . C8 . o2 . gs ' 


Method 


GENSCAN 




Start 


2733 ~ 


End 


3538 




GI 


none 


Score 


. 67 




F. vons 


2733 2821. 3221 3365, 3459 


. 3538 






Secj. No. 


37861 


Seq. ID 


OJ991109 11 0207 


C8 


rjpnp No - 


77842 


Strand 


+ 




Start 


3713 


End 


3787 




Name 


OJ991109 11.0207.C8.o2.gp 


Method 


AAT/GAP 




Start 


3713 


End 


3787 




GI 


LIB3477-004-P1-K1-C9 


Score 


126 




Exons 


3713. .3787 








GI Descrip. 


'3913425/sp|022899|DD15 ARATH 


1-. Oe-35 


PUTATIVE PRE-MRNA 


SPLICING 




FACTOR ATP-DEPENDENT RNA HELICASE >gi 


2275203 {AC002337) 


RNA 




helicase isolog [Arabidopsis 


thaliana] 






Seq. No. 


37862 


Seq. ID 


OJ991109_11.0207. 


C9 


Gene No. 


77843 


Strand 


+ 




Start 


1 


End 


3292 




Name__ ; 


0 J9 9 1 10 9^1 l.;.02g7 , C9„..pl^ np_,._,.. 


_M^ethpd^ 


AAT/NAP 




S.taxt,.. ... . . 




lEnd_.„l/ 


27U.,.^-,-. . . ^. 




GI 


39134^25 ' ^ ^ ' 


Score 


2807 




Exons 


1..253, 397. .1481, 1859. .1984 


, 2063. .2301, 2384. .2502, 





GI Descrip. 



2590. .2713 

PUTATIVE PRE-MRNA SPLICING FACTOR ATP-DEPENDENT RNA HELICASE 
gi I 2275203 I gb IAAB63825.il (AC002337) putative pre-mRNA splicing 
factor RNA helicase [Arabidopsis thaliana] 



Seq. No, 37862 Seq. ID 

Gene No. 77843 Strand 

Start 1 End 

Name OJ991109_11 . 0207 . C9 . ol . gp Method 

Start 62 End 

GI LIB3477-004-P1-K1-C9 Score 

Exons 62.. 158 ^ 

GI Descrip. ' 3913425/sp | 0228 99 | DD15_ARATH 1. Oe-35 PUTATIVE PRE-MRNA SPLICING 

FACTOR ATP-DEPENDENT RNA HELICASE >gi_2275203 (AC002337) RNA 

helicase isolog [Arabidopsis thaliana] * 



OJ991109_11.0207.C9 
+ 

3292 
AAT/GAP 
158 
158 



Seq. No. 

Gene 'No': 
Start ^ 
"NSfee*""'^'^''" 
■"StaYt"'"'" 
GI 

Exons 



37862 

7^843 --" - • ■ " - ■ ■■ " " 
1 ' 

'"da'9^i1:0^jiTf : 0"2i)-f vc^rair^s" 

" 6^6':::":*T7: ^yv-. --r^-:: • 

none 



Seq. ID OJ991109_11..0207.C9 



- 'Strand - '+ 



End' 

iMeThd'd^ 
'todV." r" 
Score 



66. .253, • 397. .1481, 1859. .1984, 2063. 
2739.. 2845, 3216.. 3292 



__32 92 _ '^^ 
"^GENSCAN"'^:^'''^-''^ -''^ 

: :3'2 92"::": 7 •':.■:'*"'. 
. 9 ' 

.2301, 2384. .2502, 



Seq. No. 37862 

Gene No. 77843 

Start 1 

Name OJ991109_1 1 . 0207 . C9 . o2 . gp 

Start 1085 

GI 9564_2.R1084 

Exons 1085.. 1481, 1859 



Seq. ID 
Strand 
End 

Method 
End 
Score 
1984, 2063.. 2200 



OJ991109_11. 0207 .C9 
4- 

3292 
AAT/GAP 
2200 
1250 



37519 




GI Descrip. ' 3913425/sp I 022899 | DD15_ARATH l.Oe-113 PUTATIVE PRE-MRNA 
SPLICING FACTOR ATP-DEPENDENT RNA HELICASE >gi_2275203 
(AC002337) RNA helicase isolog [Arabidopsis thaliana] ' 





Seq. No. 


37862 




Seq. ID 


OJ991109 11. 0207. C9 




Gene No . 


77844 




Strand 






Start - 


2615 




End 


3120 




Name 


OJ991109 ll.0207.C9.o3. 




Method 


AAT/GAP 




Start 


2615 ~ 




End 


3120 




GI 


none 




Score 


909 




Exons 


2615. .3120 










Seq. No. 


37862 




Seq. ID 


OJ991109 11. 0207. C9 




Gene No . 


77845 




Strand 






Start 


4236 




End 


9043 




Name 


OJ991109 ll.0207.C9.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


81 




End 


2509 




GI 


none 




Score 


121 




Exons 


81. .254, 83. .283, 292.. 


594, 


347. .901, 


392. . 922, 631. . 906, 






929. .1477, 938, .1156, 940. .1293, 1360. 


.1428, 1864. .1977, 






2077 2193 2206 2301 


24 02 


. .2509 




, . 


Sea No 






... S-.eq.. ...ID, 


OJ99ir09 LL. 0207 .C9 




Gene No. 


77845 




Strand 






Start 


4236 




End 


;?043 


^ =. 


Name 


OJ991109 11 0207 C9 o4 


tm 


Method 


TBLASTX: Maize 


f'll 


Start 


391 




End 


571 




GI 


none 




Score 


198 


n 


Exons 


Sfil ^Q? ^71 










Seq. No. 


37862 




Seq. ID 


OJ991109 11. 0207. C9 




Gene No. 


77845 




Strand 






Start 


4236 




End 


9043 




Name 


OJ991109 ll.0207.C9.o5. 


ts 


Method 


TBLASTX : Soybean 




Start 


415 




End 


649 




GI 


none 




Score 


374 




Exons 


415. .648, 416.. 649, 416 


. .649 






f 1 


Seq. No. 


37862 




Seq. ID 


OJ991109_11.0207.C9 




Gene No . 


77845 




Strand 






Start 


4236 




End 


9043 




Name 


OJ991109 ll.0207.C9.ol. 


tm 


^ ■ Method . 


. TBLASTX: Maize 




" Start ' " ■ • " ' 


-;57-2' - ■ .'..^ ..r-:.^- ..:.■^.::y:: 




- End ■ ~ 


-2720 ■-■•-7— 




* GI 


none 




Score 


1507 ' ■ 




""''EkoTYs"'^^"^'"' 

i«J £^ Vh> 1 1 O 4 




-'9rrrr 


4'gt7'"Il 2Cn Tt^'8^57^^ 
















2062. .2304, 2064'. .2303, 


2360 


.'■.2515, '2381. .2509,' 2383.. 2514, 






2,416.. 2520, 2588.. 2716, 


2589 


. .2720, 2591. .2677 




Seq. No. 


37862 




Seq. ID 


OJ991109_11.0207.C9 




Gene No. 


77845 




Strand 






Start 


4236 




End 


9043 




Name 


OJ991109 ll.0207.C9.ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


650 




End 


1081 




GI 


none 




Score 


690 



Exons 650.. 1081, 650.. 1075, 652.. 1080 



37520 




Seq. No. 


37862 








Seq. ID OJ991109 11. 0207. C9 


Gene No. 


77845 








Strand 


c-t- o rf 


4236 








FnH Q043 


IN diiit:? 


\JU Zf ± J.\J XX 




PQ n3 






OL.Cli.l- 


in ft? 

X U Q ^ 








FnH 1 4 *^7 




Finn o 








OO^JXc DZD 




1 OR? 1 4 fi^ 


1 Oftft 
X u 0 0 


1 4 ^9 


1 Oft Q 

X V 0 _? 


-14fi3 119f^ 14f;7* 


O C . Vi\J t 


?7ft fi9 








<^*arr in n.TQQI 1 OQ 1 1 0907 PQ 
OC^. XL/ VJUZ?_?XXUi7 XX.UzU/.^^.? 




/ / O 4 J 








C4--r-anH — ~ 

o u X diiu 


Start 


4236 








End 9043 


Name 


OJ991109 11 


.0207 


.C9.04. 


ts 


Method TBLASTX : Soybean 


Start 


17 38 

X / J o 








Fnd 977R 




none 








OCvJX c DO 




1 7 3fl 1 Qft Q 


1 73Q 


1 ft 1 Q 

• . X 0 X -7 , 


17 4 4 
X f 4 4 . 


IftfiQ 1 773 1 ftft3 1 ft47 1 Q1 ft 

.XOD_7, X//O..XOOO, Xofi/..XjJXO, 




1 ft 4 Q 1 Qft 3 


^ X U D 


9303 


91 07 

Z X U / . 


9304 93^^0 9R0Q 9'^P'^ 9R0fi 




2S88 2689 


9 S<51 

^ -.J 17 X 


9677 


9799 


977R 


O C vj • LN w ■ 


37862 








cjpirf TH n.TQQI 1 OQ 1 1 0907 PQ 




77845 








O L X dilLi 


Start 


1 ^ J vj 








FnH Q04 3 


Name 


O.TQQ1 1 0 Q 11 


0907 


PQ n9 




Mol-hnH TRT Z\ CITY • Mja -1 70 


Start 


4 073 








FnH ■ (^1 99 




none 








OCOx c Z X X 


Exons 


4073. .4141, 


4210 


. .4395, 


4216. 


.4395, 4230. .4406, 4467. .4571, 




4471. .4578, 


4472 


. .4573, 


4474 . 


.4578, 4669.-4728, 4670. .4726, 




4fi71 473Q 


4ft93 
1 0 J 


4 ft Q4 


4 ft 31 
4 0 0 X . 


4ftQfi 4ft34 4ftQQ 4Qft(^ R07R 






4 Qft ft 


RO Q9 


R 1 R7 
J X D / . 


R94'^ RT(^9 R94c: c; 1 T /l c;o/ic 
.jZfiO, JXDZ. OX/fl. .0Z40, 




SRI 3 R (^47 


R Rl 4 
0 0 X 


R (^4 ft 

• . J D 4 0 , 


R R 1 4 
0 J X 4 . 


R^4ft R790 RPOQ R791 RfilO 
.3D40/ O/ZU. .OOUlJ/ O/ZX. .OOXU, 




S7 33 sft 1 n 


S7 Q9 


RQftO 


Rfti 1 
J 0 X X . 


RQ7fl Rft17 RQftI Rftlfl RQRft 




fins4 fii 




(^1 99 






'^(^n Kin 


378 62 








c;<=»rT TD niQQIIOQ 1 1 0907 PQ 


(^ono Kin 


77 ft 4 S 








C-l- r-a nH — 


Start 


4236 








End 9043 


Name 


OJ991109 11 


.0207 


.09. o2. 


gs 


Method GENSCAN 


Start 


4236 








FnH flQ4Q 


PT 


none 








bcore . oz 


L ' -w^ 




ft D / U 


AH 0 a 


D X 0 y . 


c;0/ic; CLINIC c;c3i c.TOO ciqtt 
.oz4o, oolb..obol, o/zz... oy//, 






6644 


.6802, 


7152. 


1M(^ 7'^0'^ 74*^7 0994 fi'^99 
./X/D, /jUj../4j/, OZZ'i,.OOzZ, 




ft3?7 ft37ft 


8708 


.8783, 


• 8881. 


ft Q4 Q 
. 0 _7 4 


•Q'fiarr ' Mn • * " 

O C • IN . 


.- - "070 f. 9~. - -'J " ' . .. - 








o e . X u wo yyxxuy xx.uzu / .uy 


m o n o M 


77fl 4 R 








oLrsna 


Sfi^t^^'^^"' 












rNafneT-...".."/ 


OJT9TI0 9; :ri' 


: oiD7':.c9vo2:: tvir'-::- 


: '"Se t hodT'* ^ TBLASTXiwHea tl ".-Z":': 


O U d X L 


4 94 ft 

"a ^ ^ 0 








FnH R 0 1 
HiOa O U X D 


O X 


Ti nr> 0 








ocore y4 




494ft 441ft 


4264, 


.4401, 


4467'. 


4R71 A A Q'^ zlR7'Q /l4'C!Q /1c;7P 
.40/X, 440J. .40/0, 440y. .43/0, 




4fifiQ 479ft 


4670. 


.4741, 


4831. 


AQQ^ A Q A AQQ^ .4QPQ RHIc; 

.4oyD, 4040. .4oyD, 4yoy. ,ouxd, 














Seq. No. 


37862 








Seq. ID OJ991109 11. 0207. 09 


Gene No. 


77845 








Strand 


Start 


4236 








End 9043 


Name 


OJ991109 11 


.0207. 


C9.03. 


tc 


Method TBLASTX : Oress 


Start 


4248 








End 5578 



37521 








none 








Score 


117 




Exons 


AO AQ A Ana 

ft^40. * H H \J O f 


A A ftl 
ft ft D / . 


4 S7 1 
. fi 0 / X / 


4 4 71 
f± fi / X . 


.4578, 4477. .4587, 4669. .4728, 








ft y 0 D . 


snft 1 


4 QR7 
f± ^ 0 / . 


.5076, 5513.. 5578, 5513.. 5578 














Seq. ID 


OJ991109_11.0207.C9 




art ^ K1 ^ 


77ft 4 ^ 








Strand 






Q +- 3 


^ -3 D 








End 


9043 




Nfline 


0 TQ Q1 1 n Q 11 


, U Z U / ■ 


rQ i^9 
^ . oz . 


t s 


Method 


TBLASTX: Soybean 




Start 


4359 








End 


6120 




GI 


none 








Score 


68 








4 4 ^^7 
*i ft 0 / . 


4 R7 1 


4 4 7n 

fi ft / U . 


.4562, 4471. .4578, 4669. .4794, 






fiD/U. .'I / fix. 


A R 9 
ft 0 Z D . 


4 Qfi n 


4 R "^1 
fl 0 0 X . 


.4896, 4986. .5072, 4987. .5073, 






OXOD. .OZfiO/ 


3 0 X 0 . 


R f^4 7 


R m 4 

D 0 X '1 . 


.5648, 5514. .5660, 5720. .5980, 






R7 9 1 ^Q7ft 

D f ^ L , .0.7/0/ 


^7 '^7 
J / 0 / . 


^ Oil Ok 


o z/ 0 X . 


.5981, 6054. .6119, 6054. .6119, 






DUjO. . DXZU 














Q o rr KI o 
O C 4 . IN U . 


?7 ft ftO 








Seq. ID 


OJ991109_11.0207.C9 




Gene No. 


77845 








Strand 






Start 


4236 








End 


9043 




Name 


0 TQQ1 1 n Q 11 


.0207. 


C9.02. 


np 


Method 


AAT/NAP 




o car u 


0 X u 0 








End 


6745 




GI 


01009 '^A 








Score, 


■776 • 




, Exons. , , 


,. DX,UJD, . .^P Z 41 D 


3.6i7i*I 


'".5.9737 




.. .6,206.,. .664 4.,. ..6145-.. 




(oi uescrip* 




hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


37862 








Seq. ID 


OJ991109_11.0207.C9 




Gene No. 


77845 








Strand 






o L ar U 


4 Z 0 0 








End 


9043 




Name 


PiTQQIiriQ 11 

ujyyxxui? XX 


.0207. 


C9.01. 


tw 


Method 


TBLASTX: Wheat 




o c ar L. 


DD ±0 








End 


5828 


f i I 




none 








Score 


139 




IT" V 1^ o 




5514 . 


.5624, 


5720. 


.5827, 5721. .5828 


^ :=? 


o e cj . IN o . 


07 p (TO 
0/0 DZ 








Seq. ID 


OJ991109_11.0207.C9 




Gene No . 


11 Q A ^ 








Strand 






Start 


4236 








End 


9043 




Name 


,OJ991109_11 


.0207. 


C9.02. 


tc 


Method 


TBLASTX: Cress 




' C 4- >-■♦- 

otarti 


R c; 7 Q 








End 


6183 






none 








Score 


77 


r ~: 


Exons 




5580. 


.5645, 


5717. 


.5824, 5720. .5839, 5721. .5846, 






CO 00 RQQ 1 


5840. 


.5980, 


5854 . 


.5985, 6054. .6170, 6054. .6182, 






DU 0 X . . p X 0 0 














O e q . LN O . 


37862'* * 








Seq. ID 


OJ991109_11.0207-.C9 






"7T84F"^'""^ 














r':gt art :::::: 


,4 236 3 








r;End:.'3::::^:;: 






Name 


OJ991109 11 


.0207. 


C9.04 . 


gp 


Method 


AAT/GAP... 






5741 






End 


6763 






13350 I.R1084 






Score 


927 




Th^ V ^ 


5741. .5977, 


6057. 


. 6206, 


6644 . 


.6763 






GI Descrip. 


'3128234 6.1 


Oe-81 


(AC004077) hypothetical protein [Arabidops: 






thaliana] ' 














Seq. No. 


37862 








Seq. ID 


OJ991109_11.0207.C9 




Gene No. 


77845 








Strand 






Start 


4236 








End 


9043 




Name 


OJ991109 11 


.0207. 


C9.06. 


ts 


Method 


TBLASTX : Soybean 



37522 




start 6120 End 7762 

GI none Score 101 

Exons 6120.. 6212, 6121.. 6207, 6123.. 6212, 6632.. 6805, 6633.. 6755, 

6886. .6921, 7002. .7073, 7009..7071, 7688.-7762' 



Seq. No. 37862 
Gene No. ' 77845 

Start 4236 

Name OJ991109_11 . 0207 . 09 . o3 . 

Start 6123 

GI none 

Exons 6123.. 6212, 6123.. 6212, 

Seq. No. 37862 

Gene No. 77845 

Start 4236 

Name OJ991109_11 . 0207 . C9 . o4 . 

Start 6650 

GI none 

Exons 6650.. 6805, 6651.. 6833, 
'7003.. 7071 

S.eqZ, No". "7 ^iBez .^ZZ^'L"Z-^ ZIZ^".^ 

Gene No. 77845 

Start 4236 

Name ■ OJ991109_11 . 0207 . C9 . o5 . 

Start ■ 7134 

GI 2310941 

Exons 7134.. 7207, 7303.. 7440, 



Seq. ID OJ991109_11.0207.C9 
Strand 

End 9043 

tm Method TBLASTX: Maize 

End 7055 

Score 114 
6600. .6800, 6632. .6805, 7002. .7055 

Seq. ID OJ991109_11.0207.C9 
Strand 

End 904 3 

tc Method TBLASTX : Cress 

End 7073 

Score 86 
6654. .6755, 6736. .6804, 7002. .7073, 



.,Seq.. ID ..3 J9.9U0"9ja.,a2 07^.^:9..^^ 

Strand 

End 9043 

gp Method AAT/GAP 

End 9043 

Score 771 
7668. .7759, 8881. .9043 



Seq. No. 37863 Seq. ID 

Gene No. 77846 Strand 

Start .1356 End 

Name OJ991109_11 . 0207 . CIO . ol . gs Method 

Start 1356 End 

GI none Score 

Exons 1356.. 1511 



OJ991109_11. 0207. CIO 
+ 

1511 
GENSCAN 
1511 
.67 



Seq. No. 

Gene No. 

Start 

Name - 

Start- 

GI ' " 



37863 
77847 
3689 

OJ991109_11. 
' 33-51 - 
4544450 



0207. CIO. pi. np 



Seq. ID 

Strand 

End 

Method 
-End' 
Score 



OJ991109_1.1.0207. 
+ 

5761 

AAT/NAP_ 
856 



CIO. 



"G L... D e s crip */{ AC 00-6 5' 92'. )7;.. hyp 6 1 h e t xc al Ip f 6-lE e 'in~ 4 Arab idd p si s^.It fi ilFa n a 1 'ZI'l *. 



Seq. No. 


378"63 . 


Seq. ID 


OJ991109 


Gene No, 


77847* ■ • 


Strand 


■+ 


Start 


3689 


End 


5761 


Name 


OJ991109 11.0207.C10.o2.gs 


Method 


GENSCAN 


Start 


3689 


End 


5402 


GI 


none 


Score 


.47 


ExQns 


3689. .5402 






Seq. No. 


37863 


Seq. ID 


OJ991109 


Gene No. 


77847 


Strand 





37523 



start 
-Name 
Start 
GI 

Exons 



3689 

OJ991109_11. 0207. CIO. ol.tc 
.3989 
none 
3989, 
4304, 
4750, 
5300, 



End 5761 
Method . TBLASTX: Cress 
End 5389 
Score 132 

.4222, 3992. .4381, 4051. .4275, 4175. .4780, 4295. .4450, 
.4402, 4321. .4467, 4531. .4665, 4535. .5287, 4607. .4762, 
,4848, 4877. .5158, 4946. .5206, 4993. .5265, 5288. .5389, 
,5389 



Seq. No. 37863 

Gene No. 77847 

Start 3689 

Name OJ991109_11 . 0207 . CIO . o2 . ts 

Start 3989 

GI none 

Exons 3989.. 4273, 4298.. 4486, 4601. 

4790. .5170, 4864. .5121 



Seq. ID OJ991109_11. 0207. CIO 

Strand + 

End 5761 

Method TBLASTX : Soybean 

End 5170 

Score 133 

.4762, 4652. .4903, 4717. .4896, 



Seq. No. 37863 
Gene No. 77847 
Start 3689 

Name OJ991109.^11 . 0207^. C10,..ol., tm 

_Start. . 39.8.9 . . „. 

GI none ■ " 

Exons 3989.. 4174, 4075.. 4212, 4076. 

4559.. 5083, 4559.. 5086, 5000. 
5070.. 5105, 5074.. 5109, 5180. 



Seq. ID OJ991109_11. 0207. CIO 
Strand + 
End 5761 

Me t hod_ , TBLASTXiMai ze_^. 

End .5319 ^. 

Score 110 

.4381, 4205.. 4663, 4558.. 5082, 
.5164, 5003.. 5158, 5068.. 5106, 
.5248, 5302. .5319 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name . 
' Start 
_GI. 

Seq. No, 

Gene No . . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



37863 
77847 
3689 

OJ991109_11. 0207. CIO. ol.tw 
3989 



none 

3989. .4279, 



4000. 
4762, 4697. 
5275, 5179. 



4541. . 
5165. . 

37863 : 

77847 

3689 

OJ991109__11. 0207. CIO. ol.ts 
none " ' ' . ' * . " 



Seq. ID 
Strand 
End 

Method 
End 
Score 

4185, 4298. .4462, 4327. .4461, 
4942, 4723. .4938, 4831. .5175, 
5244, 5180. .5308 



OJ991109_11. 0207. CIO 
+ 

5761 

TBLASTX: Wheat 
5308 
135 

4494. .4526, 
4832. .5269, 



Seq. ID OJ991109_11. 0207. CIO. 



Strand 
End 

Method. 
End V ' : 
Score 



+ ■ 
5761 

TBLASTX: Soybean 
'54'64 '"- ' ■ 
283 ■ ■ 



.37.864,- 
•778.48 

1 • > . ■ 

■OJ991109_11 . 0207 . C12 . ol . np 



2129537 

1. .87, '2405. 

3741. .4093, 



.2502, 2957. 
4856. .4917 



Seq". ID 
. Strand 
End " 
Method 
End 
Score 
3030, 3132 



OJ991109_11 .0207.C12 
+ ■ 
•4 91-7- ■' - . 
AAT/NAP 
4917 
506 

3182, 3269. .3345, . . 



AP2 domain-containing protein - Arabidopsis thaliana gi 11209099 
(U40256) AINTEGUMENTA [Arabidopsis thaliana] gi 11244708 {U41339) 
ANT [Arabidopsis thaliana] gi | 44 90720 I emb | CAB38923 . 1 1 (AL035709) 



37524 



ovule development protein aintegumenta (ANT) [Arabidopsis 
thaliana] 



Seq. No, 37864 

Gene No. 77848 

Start 1 

Name OJ991109__11 . 0207 . C12 . ol . gs 

Start 237 

GI none 
Exons 



Seq. ID OJ991109_11.0207.C12 

Strand + 

End 4917 

Method GENSCAN 

End 4234 

Score .97 

237. .319, 2038. .2096, 2414. .2502, 2957. .3030, 3269. .3345, 
3741. .4234 



Seq. No. 37864 

Gene No. 77849 

Start 8461 

Name OJ991109_11 . 0207 . 012 . o3 . gs 

Start 8461 

GI none 
Exons 



Seq. ID OJ991109_11.0207.C12 



Strand 
End 

Method 

End 

Score 



+ 

13367 
GENSCAN 
13367 
.45 



8461. .8464, 8726. .8881, 8922. .9111, 10110 .. 10328 , 10330. .10478 
11879. .11969, 12715. .13064, 13138. .13367 



:,Seq^,,No^. 3786A-.___., ..... , .a.eq,. _ID^., 

. .Gene. .No.., _ 7783.0^„„ ^ ,S±rand-- . 

Start 17156 End 

Name OJ991109_11 . 0207 . C12 . o5 . gs Method 

Start 17156 End 

GI none Score 
Exons 



. 0 J9 9 1 1 0 9_1 1_. 0 20 LtX 1.2, 

.+ _ . „ ,^ _ ^ 

20433 ' ^ ^ ' ^ 

GENSCAN 

20433 

. 69 



17156. .17311, 17481. .174 92, 
18123. .18 641, 19888. .20433 



17 636. .177 67, 17 98 6. .18036, 



Seq. No. 37864 Seq. ID 

Gene No. 77851 Strand 

Start 22962 End 

Name . OJ991109_11 . 0207 . C12 . o6 . gs - Method 

Start 22962 End 

GI none Score 

Exons 22962. .23095, 23134.. 23296 



OJ991109__11.0207.C12 
+ 

23296 
GENSCAN 
23296 
.77 



Seq. No. 37864- Seq. ID OJ991109_11 . 0207 . C12 

Gene No. 77852 Strand + 

Start 24080 End 24472 

Name • OJ991109_11 .0207 . C12 . o3 ._np . • Method AAT/NAR 

/Start - •■-2'40i4- - ■• ' - " - . :::^-.'-End""''"'- ■ 24 425 

Gr_ . • ■ ■ 3643271 " Score* 296 ' * 

*Des'cr ip-V'n 'l^'A E*0 '9.C)'Bj 2pJ33 H) a 1 sb ot e.t 5 r'^frpr oEe In - PO rly £a-.*'sa tT va T-TJgl "*| 3; 

(AF093570)_ 33 kDa secretory protein [Oryza sativa] gi 1 4 
, (AF097724) 33 kDa secretory protein [Oryza sativa] 



E5i3"9:a: 

249681 



Seq. No. 37864 Seq. ID 

Gene No. 77852 Strand 

Start 24080 End 

Name OJ991109_11 . 0207 . C12 . o7 . gs Method 

Start 24080 End 

GI none Score 

Exons 24080. .24472 



OJ991109_11.0207.C12 
+ 

24472 
GENSCAN 
24472 
. 96 



37525 




Seq. No. 


37864 


Seq. ID 


OJ991109_11.0207 


.C12 


Gene No. 


77853 


Strand 






O Ldl. l~ 


4 637 


End 


7758 




Ma mo 


OJ991109 11 0207 C12 o2 as 




Hi LN O ^./^T-IN 




O Lctl. (- 


4 fi'^7 ~ 

*1 U J f 


FnH 


7 622 
1 \j ^ ^ 






none 


Score 


99 

» z/ 






46^7 4731 S2S4 7286 


. .7622 






O C • LN \ J . 


J / O O *! 


. XL/ 


n.T991 109 1 1 0207 


ri 2 


Gpne No - 


77853 


Strand 






start 


4637 


End 


7758 




Name 


OJ991109 11.0207.C12.ol.gp 


Method 


AAT/GAP 




o u d J. u 


4 803 

1 O W J 


End 


74 03 






20117 1 R1 0R4 


^ rr^ KP 
O wx c 


1 0S7 

X U J / 






4fi03 "^^2^4 72ftfi 7403 








GI Descrip. 


» 1 o 1 R Q ^; n 7^=1 TviK ipnntf^QQiTi t n^=i_ 

lyioyDU/emo 1 t^/iADoy io 1 j.ue— 


"in / vm \ 

JU \ IKJ f OOO , 


pept idylproiyl 


isomerase 




fTr"! "hi r^nm a*=>c:'l~'l Tri mn 1 ' 
l_ X J L u X v.* Liiu d o u J. V mm j 








Seq. No. 


37864 


Seq. ID 


OJ991109__11.0207 


.C12 


Gene No. 


77853 


Strand 






O C CtX L 




End 


77 SR 




LNdiiit; 


O.TQQIIOQ 11 0207 ri2 n2 an 




nx\ 1. J 






74 38 


FnH 

£jLj.\JL^, ,„ 


77 Sft 


— - - 


U X 


2 31 1 f^3S 

^ O X X vJ O J 










7 4 38 7 7Sfi 








O C l-^ • LN (J . 


37fi (^4 


Seq. ID 


OJ991109__11.0207 


n 2 

. ^ X ^ 


Gene No. 


77854 


Strand 






Start 


14196 


End 


17053 




Name 


OlT991109 11 0207 C12 nd 


Method 


GENSCAN 






1 4 1 Q ~ 
X 1 X o 


End 


17053 




O X 


none 


Score 


. 68 




£j AWi lO 


14196 1447R 14S67 14772 


15013. .15303, 1614 9. .16288, 






1(=;S44 1fi71ft 1 703fi 170S3 








Seq. No. 


37864 


Seq. ID 


OJ991109_11.0207 


. C12 




77854 


Strand 






O LdX L 


1 4 1 Qfi 

X 1 X -7 D 


End 


17053 




Name 


OJ991109 11 . 0207 .C12 . o2 .np 


Method 


AAT/NAP 




Start 


14199 


End 


16622 




O X 


2ft Q4 Si^R 

^ O -3 *i J O O 


Score 


1185 




Ej A 1.^1 1 O 


141QQ 1 447S 14Sf^7 1 4772 


15013, . 15303, 15383. . 154 34, 






- 1-filftO'- 1 fi40ft 1(^S44 -1(nfi22 

XUXOVJ^iXUrtUO^ XU-Jrt'i..XvJU^i. 








oX L/CoOXJ.^. 


^Z\Tri91ftQn^ rSn-h a f -i TT-o r^-rrii-o-in 


[Arabidopsi 


-s thaiiana] 














:^eqXiTavrr::'v 


:3mT^.'.^r^-::^::^r:-r'::::z:?:::::: 


T":s^eqT'"TExI 






Gene No. " ' 


' 77854 ■ . . . 


Strand 






art- 
O LdX L 


' 1 4 1 9fi 

X *i X ^ U 


End 


17053 




NI a TTi d ■ 
LMdlUt: 


D.tQQI I-OQ '1 1 0207 PI 2 o^- rrn 
wu-j^xxu^ xx.u^u/.'^x^.uj^.y^ 


■Method 


AAT/GAP 




O L d X L, 


1 (^27 2 ~ 


End 


16946 




ox 


94 OR 1 4 7 

Z *i ^ 0 X 4 / 


Score 


772 




Expns 


16272. .16408, 1 654 4 . . 1 6667 , 


16772. .16946 




Seq. No. 


37864 


Seq. ID 


OJ991109_11.0207 


.C12 


Gene No. 


77855 


Strand 






Start 


25668 


End 


25808 




Name 


OJ991109 11.0207.C12.o3.tc 


Method 


TBLASTX: Cress 





37526 



2 End 3871 
none Score 97 

2. .79, 3. .50, 2413. .2499, 2413. .2508, 2413. .2502, 2960. .3031, 
3084. .3182, 3121. .3186, 3130. .3183, 3255. .3347, 3266. .3349, 
3267. .3347, 3782. .3871 

37864 Seq. ID OJ991109_11 . 0207 . C12 

77855 Strand 

25668 End 25808 

OJ991109_11 . 0207 . C12 . o3 . ts Method TBLASTX: Soybean 

3 -End 3868 
none Score 106 

3. .53, 5. .79, 2413. .2508, 2413. .2508, 2413. .2499, 2963. .3031, 
3126. .3182, 3130.. 3183, 3266.. 3322, 3266. .3343, 3267. .3344, 
3732.. 3776, 3782.. 3868 

37864 Seq. ID OJ991109__11 . 0207 . C12 

77855 Strand 

25668 End 25808 

OJ991109_11 . 0207 . C12 . o4 . tm Method TBLASTX:Maize 

2413 End 3847 

_npne„ l ^„ _ „ S_cpr e 82 ^ ^ ^ 

„ 2 4 13..... 2.5.aa, , .31,2.9. ... 3 i'si., . 3 1 3.0.. .3183 2 63 , .33 4.0 ,....32 67.'. Z33AaZ:.. , 

3758. '.3847, 3782. .3847 

37864 Seq. ID OJ991109__11 . 0207 . C12 

77855 Strand 

25668 End 25808 

OJ991109_11 . 0207 . C12 . o2 . tm Method TBLASTX : Maize 

4931 End 7622 

none Score 165 

4931. .4969, 4982. .5008, 5020. .5184, 5058. .5261, 5076. .5261, 
7287. .7622, 7417. .7557, 7500. .7622 

37864 Seq. ID OJ991109_11 . 0207 . C12 

77855 Strand 

25668 End 25808 

OJ991109_11.0207.C12.ol.tc ' Method TBLASTX : Cress 

5113 ^ End 7557 

none Score 69 

5113. .5187, 5121. .5261, 5142. .5282, 7287. .7556, 7288. .7557 

■ 3>a64v " ''': " ' ' : '- seq. ^td- ''oj99Tio-9^^^^ 

77855 ' „_ - strand - ' J' 

T15J^'9lT(i9.^^^ ts" U"'' Ifethod^r *f Bl7^X.T^ ^'1 

5121 End 7613 . . 

none Score 71 ■ 

5121. .52 64, ^53. .5251, : 5154. .5261, 7287-. .7556,' 7342. :7 557, 

7497 . .7559, 7566. .7613 

37864 Seq. ID OJ991109_11 . 0207 . C12 

77855 Strand 

25668 End 25808 

OJ991109__11 . 0207.C12.ol. tw Method TBLASTX : Wheat 

7362 End 7652 

none Score 138 



37527 




Exons 7362.. 7622, 7417.. 7557, 7497.. 7652 

Seq. No. 37864 Seq. ID OJ991109_11 . 0207 . C12 

Gene No. 77855 Strand 

Start 25668 End 25808 

Name OJ991 109_11 . 0207 . C12 . ol . tm Method TBLASTX : Maize 

Start 14444 End 16838 

GI none Score 56 

Exons 14444 , .14479, 14447 .. 14476, 14559 .. 14777 , 14 567 14 773, 

15013. .15306, 15014. .15304, 15022. .15306, 15213. .15314, 

16179. .16409, 16179. . 16409, 16180 .. 164 10, 16189 164 10 , 

16529. .16597, 16539 .. 16658 , 1654 0 .. 16626, 16545 .. 16634 , 

16635. .16670, 1677 1 .. 16836, 16772 .. 16837, 16794.. 16838 

Seq. No. 37864 Seq. ID OJ991 109_11 . 0207 . C12 

Gene No. 77855 Strand 

Start 25668 End 25808 

Name OJ991 109_11 . 0207 . C12 . ol . ts Method TBLASTX : Soybean 

Start 15013 End 16253 

GI none Score 328 

Exons 15013.. 15306, 15014. .15304, 15054 .. 15311, 16168 16242 , 

. ..16179..., 16253 _ _ ■ „ 



Q Seq. No. 37864 Seq. ID OJ991109_11 . 0207 . C12 

..V-: ,2 Gene No. 77855 Strand 

li Start 25668 End 25808 

Name OJ991109_11 . 0207 . C12 . o2 . tc Method TBLASTX : Cress 

start 16185 End 16613 

O GI none Score 104 

IJ Exons 16185. .16394, 16185 16409, 1618 6 .. 164 10, 16539.. 16613 

Seq. No. 37864 Seq. ID OJ991109_11 . 0207 . C12 

Gene No. 77855 Strand 

Start 25668 End 25808 

Q Name OJ991109_11 . 0207 . C12 . o3 . tm Method TBLASTX : Maize 

'-j Start 18306 . End 18574 

il GI none . Score 2l0 

Exons 18306. .18563, 18306 .. 18566, 18446.. 18574 

U Seq. No. 37864 Seq. ID OJ991109_11 . 0207 . 012 

11 Gene No. 77855 Strand 

Start 25668 ■ End 25808 ■ . 

- - * ■■ - - Name ' OJ991 10'9_il'- 0207 .C12'.-o5 vtm t f-Method''-* TBLASTX rMarze- 

' Start ■ ■ 24019. ' End " '24367 

''^r"',L.":rrExons:^ z4ii3;:::j4i:4^r."?T24 6;:'2'4i6:^ 

-24185.. 24367, 24241,. 24366 . . ... 

■Seq. No . " 37864 Seq. ID ■OJ991 109_1 1 . 02<)7 . 012 

Gene No. ' 77855 Strand - 

Start 25668 End 25808 

Name OJ991109_11 . 0207 . 012 . o8 . gs Method GENSOAN 

Start 25668 End 25808 

GI none ' Score .88 

Exons 25668. .25808 

Seq. No. 37865 Seq. ID OJ991109_11 . 0207 . 013 



37528 







77856 


Strand 


+ 




O L.Ct i. U 


1 


End 


1300 




Name 


OJ991109 11.0207.C13.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1300 






J vJ T J ^ 1 X 


Score 


466 




III AL>I io 


X. .JX/ 0<JX. .X.3UU 












protein [Oryza sativa] gi 13851590 








protein [Oryza sativa] gi 14249681 






^firU-? / f ^rt } DO JS-L/cl OCOXti L-wxy 


protein [Oryza sativa] 




Seq. No. 


37865 


Seq, ID 


OJ991109_11.0207.C13 




Gene No. 


77857 


Strand 


+ 






7170 


End 


9170 




Naiue 


OJ991109 11.0207.C13.o4.gs 


Method 


GENSCAN 






7170 


End 


9170 






none 


Score 


.94 






7170. .7175, 7397. .7564, 8189. .8389, 9126. .9170 




O c q . Iv U . 


37865 


Seq. ID 


OJ991109_11.0207.C13 






77858 


Strand 


+ 




C-f- o r-f- 

O L d J- L. 


13871 


End 


14083 




Name 


„ _OJ991109^11.a207.C'13.o2.np 


Method 


, AAT/NAP , . , 




. , . o U a X U . 


. . .1387 1„ . _ 


..'...End',/ 


1,4 08.1 „. . . .: 


f ~1 


GI 


6069646 


Score 


126 


=. 


Exons 


13871. . 14083 






r Ps 


T O T* T 

oX JJfcJoL-XX^ 


(AP000616) similar to putative reverse 


transcriptase (AC005315) 






[Oryza sativa] gi | 6907112 | dbj | BAA90639 


.11 (AP001129) Similar to 


5 y 

f 1 




Arabidopsis thaliana chromosome II BAG 


F9013 genomic sequence. 






putative non-LTR retroelement reverse 


transcriptase. (AC00624 8) 






[Oryza sativa] 








o e q . LN o . 


37865 


Seq. ID 


OJ991109_11.0207.C13 




Gene No. 


77859 


Strand 






Start 


11205 


End 


13795 




Name 


OJ991109 11.0207.C13.o5.gs 


Method 


GENSCAN 




O Lax L 


11205 


End 


13795 


r™ 




none 


Score 


.53 




Exons 


11205. .11326, 11489. .11629,' 


yi2161. .12251, 13006. .13075, 






13554. .13795 






L _J 


Seq. No. 


37865 


Seq. ID 


OJ991109_11.0207.C13 




Gene No. 


77860 . . 


Strand 






O LdX L 


■ i4'285--' " - " - ■ " ' ■ - 


■-■•End-" , 


■ 14'4 57- - . 




Name 


OJ99ri09 il.0207.C13■.o6.gs" 


■ Method 


GENSCAN 




ocarL 


-^^2:8^-^ ^-^-^^--^-^-^"^--^^-^^ .,.^..^rgv.^:v,=::^..i.. 








^'""'n oriel- 'i'"''^rZ. \ Z ■ Z 


Scor^! . " 


- .67 ./ - . ■„ r „ 




Exons 


14285. . 14457 . . ; . 








o t; . Ln tj . 


37866 


Seq: ID 


OJ991109_11.0207.C14 




Gene No . 


77861 


Strand 


+ 




Start 


1 


End 


5151 




Name 


OJ991109 11.0207.C14.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


5151 




GI 


127749 


Score 


71 • . - 




Exons 


1..25, 869. .1033, 1085. .1233, 5127. .5151 




GI Descrip< 


. MYOSIN IC HEAVY CHAIN gi | 71609 | pir M MWAXIC myosin heavy chain IC 



- Acanthamoeba castellanii gi 1155625 {J02974) myosin IB heavy 



37529 



chain [Acanthamoeba castellanii] 





O C • 9 


37866 




nLT991 1 09 11 0907 

\J\J Z/ Z/ X X\J ^ XX . \J £.\J 1 


PI 4 






778 61 


0 i_ X di iu 












FnH 


S1 SI 

X X 






Nam© 


OJ991109 11 0207 ri4 ol aq 


M^l" Vi oH 


f;F.N*^PAN 








324 ~ 


FnH 


579 

^ 1 z/ 








non ^ 


q 00 T^O 


86 






Exons 


324. ,447, 464. .579 










O C • LN » 


37866 


0 C . X 


OJ991 109 11 0907 

\JiJ Zf Z? X X\J ^ X X t \J ^ \J ( 


PI 4 






778 6? 


Qi" T^^> nH 








o u a J- c 


J -7 U J. 


FnH 


S099 

J U ^ -7 






IN diUC 


0.79911 OQ 11 0907 PI 4 o? rrc: 


Mo H oH 


PFN^PAN 






Start 


3961 ~ 

•J \/ ±. 


FnH 


5029 






J. 


non ^ 


0 X c 


fi8 






Exons 


3961. .4079, 4212. .4485, 4952. 


.5029 








<J \^ ■ ■ 


378 66 


0 ■ XL/ 


OJ991 109 11 0907 


. C14 




o n o No 


/ / O U J 


Q-h nH 








O U Ct i. L 


701 


FnH 


770Q 

1 f \J ZJ 




•^^ — 


Nams 


D.TQQIIOQ 11 0907 PI 4 ric; 


Mo H oH 


PFN^PAN 


— ^- 






701 fi 


FnH 


7 70Q 


— **'■ ' ' 






non© 


S cor© 


79 " 






V on Q 


701 7074 7S14 7*^14 7fi1Q 


770 Q 






I LP 


Seq. No. 


37867 


Seq. ID 


OJ991119_11.0207 


.Cl 




f^f^n^ No 


77864 ' 


Strand 






L.J 


start 


\ 


End 


1348 






Nam© 


O.TQQI 119 11 0907 PI n1 nrt 


Method 


AAT/NAP 






Start 




End 


1348 




= =1 


GI 


4fi80903 

T U O W ^ \J J 


Score 


1130 






T*' V on Q 


1 1 ^48 










GI Descrip. 


(AF114171) TNP2-lik© protein 


[Sorghum bicolor] 






Oizjo No 


^78 fi7 


Seq. ID 


OJ991119_11.0207 


Pi 


: . 


o n o No 


778fi4 


Strand 






" =n. 


C-|- a rt 


1 

X 


End 


'l'348 






Nam© 


n.TQQIIIQ 1 1 0907 PI i- q 


Method 


TBLASTX: Soybean 




J 


start 


1 OS ~ 

X J 


End 


339 






GI 


non© 


Score 


73 






Exons 


.105. .338, 114. .314, 178. .339 










Q^rj No 


^7Sfi7 ' * ' ■ 
•J f 0 \) 1 


Seq." ID 


■ 0'j99ill9 "11. 0207' 


rci'"'--' " 






/ / 0 0 4 t 


'''^Straii^r'^ 










'.Ehc£:" 








Nam© 


O.TQQIIIQ 1 1 0907 PI n1 1-m 


Method 


.TBLASTX: Maize 






^t a rf 


174 ~ 


End 


623 - 








non© 


Score 


95 






Exons 


174. .368, 190. .393, 375. .617, 


391. .618 


, 492. .623 






S©q. No. 


37867 


Seq. ID 


OJ991119_11.0207 


.Cl ■ 




G©n© No. 


77864 


Strand 








Start 


1 


End 


1348 






Nam© 


OJ991119 11.0207.Cl.o2.tw 


Method 


TBLASTX: Wheat 






Start 


214 


End 


557 






GI 


non© 


Score 


74 





37530 



Exons 



214. .462, 219. .368, 412. .507, 414. .509, 516. .557 



Seq. No. 37867 

Gene No. 77864 

Start 1 

Name OJ991119__ll . 0207 . CI . ol . tc 

Start 4 62 

GI none 

Exons 462.. 809, 463.. 615, 655.. 804 



Seq. ID OJ991119_11.0207. 
Strand 

End 1348 

Method TBLASTX : Cress 

End 809 

Score 98 



CI 



Seq. No. 37867 

Gene No. 77864 

Start 1 

Name OJ991119_ll . 0207 . CI . o2 . ts 

Start 543 

GI none 

Exons 543.. 806, 544.. 810 



Seq. ID OJ991119_11.0207, 
Strand 

End 1348 

Method TBLASTX : Soybean . 

End 810 

Score 116 



CI 



Seq. No. 37867 

Gene No. 77864 

Start 1 ■ 

.Name OJ99m 3J.l^ 020J^^ 

..Start. ^: 558, . . .. 

GI none 

Exons 



Seq. ID OJ991119_11.0207, 
Strand 

End 1348 
_ Me t hod XBLASJ^X LWhe at, 

_End_, .a-2.3.8 ... 

Score 8 6 



CI 



558. .683, 690. .809, 703. .813, 822. .1238, 949. .1149 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



37867 
77864 
1 

OJ991119_11.0207.Cl.ol.ts 

829 

none 



Seq. ID OJ991119_11.0207. 
Strand 

End 1348 

Method TBLASTX : Soybean 

End 1166 

Score 199 



CI 



829. .1113, 831. .1112, 881. .1153, 1111. .1161, 1119. .1166 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons . . 
GI Descrip, 



Seq.^ 'No." 

■".S±a£t.:'"'- 
Name . 
Start 
GI 

Exons 



37868 
77865 
8885 

OJ991119_11.0207.C2.o8.np 

8885 

4680183 



Seq. ID OJ991119_11.0207, 

Strand + 

End 25277 

Method AAT/NAP 

End 24582 

Score 142 



C2 



8885. .8912, 238 15 .. 23883, , 244 91 .. 24 582 

. (AF111709) gag-pol protein .[Oryza sativa subsp,. indica] 



37868 

* 88 85 : 7' irz 

OJ991119_ll .'0207.C2..O4 .gs 

17831 

none 



Seq. ID _ OJ991119_11.0207, 

' ;:r .Efrid 5 2 77*:. r: ' . . : r."-:^ 

Method GENSCAN 

End -20013 

Score .67 *' 



C2 



17831. .17906, 17911. .18045, 18554 .. 18671, 18877 .. 1 9007 , 
19175. .19401, 19502. .19625, 19631. .20013 



Seq. No. 37868 

Gene No. 77865 

Start 8885 

Name OJ991119_ll . 0207 . C2 . o7 .np 

Start 21451 



Seq. ID OJ991119_11.0207. 

Strand -i- 

End 25277 

Method AAT/NAP 

End 23580 



C2 



37531 






4234852 


Score 


149 








Exons 


21451. .21485, 227 96 .. 23158 , 


23203. .23580 








uescnp . 


(AF082133) gag-pol polyprotein [Zea mays] 








o e q . IN o . 


37868 


Seq. ID 


OJ991119 


1 1 


UZ U / 




Gene No. 


77865 


Strand 


+ 








Start 


8885 


End 


25277 








Nsrne 


OJ991119 11.0207.C2.o6.np 


Method 


AAT/NAP 










22797 


End 


23427 








P T 


4234848 


Score 


149 








iijXons 


22797. .23427 














{AF082131) gag-pol polyprotein [Zea mays] 








Seq. No. 


37868 


Seq. ID 


OJ991119_ 


11, 


0207 


C2 


Gene No. 


77865 


Strand 


-f 








Start 


8885 


End 


25277 








Name 


OJ991119 11.0207.C2.o6.gs 


Method 


GENSCAN 








o T_ ar u 


22967 


End 


25277 








P T 

\3 X 


none 


Score 


.67 








tjXons 


22967. .23138, 238 15 .. 23951 , 


24361. ,24479, 25229. 


.25277 






«-37 8 68^„_ ; 


Seq._ip„ 


„„0J 991119^ 




.0207, 


CO 


Gene,. No:. 


..7,78.66',. , . : „ 


Strand „, 










Start 


106 ■ " ' ■ 


End 


25527 ' 








Name 


OJ991119 11.0207.C2.o2.np 


Method 


AAT/NAP 








Start 


106 


End 


5255 








GI 


6319856 


Score 


81 








Exons 


106. .138, 2852. .3085, 5097. 


.5255' 











Gl Descrip. Active transport ATPase; Adplp gi | 113449 | sp | P25371 | ADP1_YEAST 
PROBABLE ATP-DEPENDENT PERMEASE PRECURSOR gi | 83202 | pir | IS19421 
ATP-dependent permease ADPl precursor - yeast { Saccharomyces 
cerevisiae) gi | 1907154 | emb | CAA42328 | (X59720) YCROllc, len:1049 
[Saccharomyces cerevisiae] 



Seq. No. 


37868 






Seq. ID 


OJ991119_11.0207.C2 


Gene No. 


77866 






Strand 




Start 








End- • 


25527 


Name 


OJ991119 11 


.0207,02.03. 


tm 


Method 


TBLASTX: Maize 


Start 


975 






End 


1200 


GI 


hone 






Score 


223 


Exons 


975. .1199, 


976. .1200 








'Seq: -"No.-' ' 


-37 8^8~--- ' ~- 






Seq;.- Ip/ 


-•_6cJ991'i;i Ol • 0207^02- 


Gene No . 


778 66 ■ 






Strand. 












-Name" 


.:'..':6j"59rii9:.ii 


rd207:;c2;or: 




Method 




Start. 


1544 






End 


'4394 


GI 


none 






Score 


292 • ■ 


Exons 


1544, .1828, 


1551. .1823, 


4314.- 


,4394 ■ 




Seq. No. 


37868 






Seq. ID 


OJ991119_11,0207.C2 


Gene No. 


77866 






Strand 




Start 


106 






End 


25527 


Name 


OJ991119 11 


,0207. 02. ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


1557 






End 


1904 


GI 


none 






Score 


157 


Exons 


1557. .1742, 


1857. .1904 









37532 



Seq. No. 


37868 




Seq. ID 


OJ991119_11.0207.C2 




77866 








C+- -a y-+- 
O L CZi- L 


106 




End 


^ ^ J ^ / 




\JKJ Zf ^ J- J- J. ^ XX. 


0901 C7 








1878 ~ 

X o / u 




End 














I*' von Q 


1878 18Q7 










^78 68 




Seq. ID 


OJ991119_11.0207.C2 


Hene No - 


77866 




Strand 




Start 


106 




End 


25527 


Name 


OJ991119 11, 


0207.C2.o3.gs 


Method 


GENSCAN 


Start 


3700 




End 


15049 


GI 


none 




Score 


.44 


Exons 


3700. .3754, 


4315. .4376, 4547. 


.4614, 5342. .5471, 6074. ,6296, 




6422. . 6529, 


8239. .8416, 9406, 


.9492, 10917. .11034, 127 61 12834 , 




13041. .13257 


, 13477. .13569, 15044. .15049 





Seq. No. 


37868 


Seq. ID OJ991119_ 


11. 0207. C2 




Gene No, 


77866 


Strand 






Starts 


106 „ „_™_._J ^, 


End^. . 25527 .™. 






Name 


....QJSiilia, ii .52.07 .,.ci...o,4 ...np „ 


Me£hod . ,,AAT;/}iAP.. 






Start ' 


8450' 


End 9585 






GI 


5042463 


Score 187 






Exons 


8450. .8507, 8555. .8728, 9406. ,9585 






GI Descrip. 


(AC007789) unknown protein 


[Oryza sativa] 






Seq. No. 


37868 


Seq. ID OJ991119 


11. 0207. C2 




Gene No. 


77866 


Strand - ■ 






Start 


106 


End 25527 






Name 


OJ991119 11.0207.C2.o5.np 


Method AAT/NAP 






Start 


13607 


End 25527 






GI 


5295955 


Score 148 






Exons 


13607. .13699, 15644 .. 15736, 


18580. .18656, 18713, 


.18928, 






• 19293. .19593, 19810 .. 20011 , 


21934. .22039, 25488. 


.25527 




GI Descrip. 


(AB026295) Similar to Epstein-Barr virus (EBV) genome. (V01555) 






[Oryza sativa] 








Seq. No, 


37868 


Seq. ID OJ991119 


11. 0207, C2 




Gene No, 


77866 


Strand 






Start 


• 106- . - 


End 25527 






• " Najne"^ - ' - ; ; ;~ 


- bJ99ill9 -ll,0-207.C2.-o2";gp 


■ -Method- ~ "AAT/GAP '"" 






'start • 


- 15792; ' 


End " ' ■'16848 ' 












^^^^Exbns""-' 


.'16.7.92 :::TB.8:4 8::":Lrr::: 







GI Descrip. 



5803242/dbj 1 AP000399. 1 ! AP000399 7.0e-10 Oryza sativa genomic 
DNA, chromosome 6, clone : P0535G04 



Seq.' No. 


37868 




Seq. ID 


OJ991119_11.0207 


Gene No. 


77866 




Strand 




Start 


106. 




End 


25527 


Name 


OJ991119 11.0207.02 


.o5.gs 


Method 


GENSCAN 


Start 


20851 ' 




End 


22195 


GI 


none 




Score 


.53 


Exons 


20851. .21053, 21218 


. .21260, 


21643, .21778, 2194 6 .. 22081, 




22132. .22195 









37533 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
.Start 

Name 

Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



37868 
77866 
106 

OJ991119_11.0207.C2.o2.tm 

22786 

none . 



Seq. ID OJ991119_11.0207.C2 
Strand 

End 25527 

Method TBLASTX : Maize 

End 23558 

Score 86 



22786. .22932, 22796 22933, 22930 2307 6, 22931 .. 23155, 
23060. .23095, 23329 23421 , 23493.. 23558 



37869 
77867 
1 

OJ991119_11.0207.C3.ol .np 
1 

4234852 
1..119, 491. .3503 

(AF082133) gag-pol polyprotein [Zea mays] 



Seq. ID OJ991119_11.0207.C3 

Strand + 

End 5526 

Method AAT/NAP 

End 3503 

Score 3118 



37869 Seq. ID OJ991 119_11 . 0207 . C3 

77867 Strand + ' 

A _ . .,:,_End._., _^„^5.526 ^ . 

Djiilif9Ai.02.Q7....ca,.o,2..np. Method. .„:AAT/NAP, . 

1 *' End 5272 

6671178 Score 45 

1..114, 4885. .5104, 5219. .5272 

{AF193607) truncated SON protein [Mus musculus] 



37869 Seq. ID 

77867 Strand 

1 End 

OJ991119_11.0207.C3.o2.ts Method 

742 End 

none Score 
742. .1140 



OJ991119_11.0207.C3 
+ 

5526 

TBLASTX: Soybean 

1140 

305 



Seq. No. 37869 

Gene No. 77867 

Start 1 

Name OJ991119_ll . 0207 . 03 . o2 . tw 

Start 916 
GI • - none - . 
Exons ' " • 



Seq. ID OJ991119_11.0207.O3 

Strand + 

End 5526 

Method TBLASTX : Wheat 

End 1578 

Score 220 - 



916.'. 1155V 1056.-. 1154, -1195. ;1500, 1218; .1304'/- '1324- .■;-i4 4 3 , 
14-^8.'. 1578 • ' ' ■ . ■. 



-.Seq.. ..No. - 3j:8 6i£ii- L..::.z^:,-:::j:i-:z:^:s.:s\ 

Gene No. , ' 77867 
Start 1 • 

Name OJ99111 9_11 . 0207 . 03 . o3 . tm 

Start 931 
GI none 

Exons 931.. 1155, 1201.. 1389, 1206. 

Seq. No. 37869 
Gene No. 77867 
Start 1 

Name OJ991119 11 . 0207 . 03 . o4 . ts 



..Seq. --.ID.--'. OJ9ail.L.9^a.l ...0.2.0X..G3 
Strand + 

5526 

TBLASTX :'Maize 
1389 
122 



End 

' Method 
End 
Score 
,1388 



Seq. ID OJ991119jll.0207.O3 

Strand + 

End 5526 

Method TBLASTX : Soybean 



37534 



start 
GI 

Exons 



1194 
none 

1194. .1403, 1195. .1404, 1407. 
1512. .1580 



End 1581 
Score 155 

.1469, 1408. .1470, 1510. .1581, 



Seq. No. 37869 Seq. ID 

Gene No. 77867 Strand 

Start 1 End 

Name OJ991119_ll . 0207 . C3 . o4 . tw Method 

Start 18 97 End 

GI none Score 

Exons 1897.. 2100, 1932.. 2096 



OJ991119_11.0207.C3 
+ 

5526 

TBLASTX: Wheat 

2100 

175 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

[3 .Seq. /.tJo 
, 1 Gene No. 

Start 

Name 

Start 
iJ GI 
Lj . Exons 

pfs Seq. No. 
^" Gene No. 
= Start 

Name 
y Start 

Exons 



37869 
77867 
1 

OJ991119_11.0207.C3.ol.ts 

1981 

5509260 

1981. .2190, 1984. .2442, 1992. 



.,.37a6.9 

77867 
1 

OJ991 119_1 1.0207. 03. ol .tc 

2071 

none 

2071. .2331, 2073. .2330 

37869 
77867 
1 

OJ991119_11.0207.C3.ol.tw 

2112 

none 

2112.. 2201, 2113.. 2457, 2268. 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.2420 



.Seq... ID. 
Strand 
End 

Method 

End 

Score 



OJ991119_11.0207.C3 
+ 

5526 

TBLASTX: Soybean 

2442 

372 



.OJ9aill9__^ll ..0,2.0X..C3. 

+. 

5526 

TBLASTX: Cress 

2331 

253 



Seq. ID OJ991119_11.0207.C3 

Strand + 

End 5526 

Method TBLASTX : Wheat 

End 2 902 

Score 339 

.2456, 2516.. 2902, 2553.. 2891 



Seq. No. 37869 . 

Gene No. 77867 
Start 1 

Name = ■■ OJ991119_l 1 . 0207 . C3 . o2 ..tm 

:Start/*\ 'v-':-2113 . V' 

GI ■ " " riorie 



Seq. ID OJ991119_11.0207.C3 

Strand + 

End 5526 

Method TBLASTX: Maize 

End - ■ . 24^21 i ~ 

Score 2 68 



Seq.' Nor 37869 

Gene No. 77867 

Start 1 . 

Name OJ991119_ll . 0207 . C3 . ol . tm 

Start 2556 

GI none 

Exons 2556,. 2714, 2691.. 3005, 2699, 



Seq. ID PJ991119_11.0207.C3 

Strand + " 

End 5526 

Method TBLASTX : Mai ze 

End 3005 

Score 71 
.2986 



Seq. No. 
Gene No. 
Start 



37869 
77867 
1 



Seq. ID OJ991119_11.0207.C3 
Strand + 
End 5526 



37535 





OJ991119 11 


. 0207 


.C3.o3. 


ts 


Method 


TBLASTX : Soybean 


Start 


2877 ~ 








End 


3449 


GI 


none 








Score 


230 


Exons 


2877. .3242, 


2936 


. . 2959, 


3041. 


.3175, 3267, .3449 


Seq. No. 


37869 








Seq. ID 


OJ991119_11.0207.O3 


Gene No. 


77867 








Strand 


+ 


Start 


1 








End 


5526 


Name 


OJ991119 11 


. 0207 


.03. o3. 


tw 


Method 


TBLASTX: Wheat 


Start 


2985 ~ 








End 


3452 


GI 


none 








Score 


285 


Exons 


2985 . . 3452, 


3080 


. . 3283, 


3338 . 


.3451 




Seq. No. 


37869 








Seq. ID 


OJ991119_11.0207.O3 


Gene No. 


77867 








Strand 


+ 


Start 


1 








End 


5526 


Name 


OJ991119 11 


. 0207 


.C3.o4 . 


tm 


Method 


TBLASTX: Maize 


Start 


3006 ~ 








End 


34 64 


GI 


none 








Score 


130 


Exons 


3006. . 3221, 


3282 


. . 3464 








™.-';.Sec3^.,_Np:i, 


^-3786^9^ 








™Seq^._ID, 


OJ991119 11.0207.03 


. „ .G.ene. No . 


,.77.8 67 


- 






Strand. 


+ 


Start 


1 








End 


5526 


Name 


OJ991119 11 


, 0207 


. C3 , o2 . 




Method 


GENSCAN 


Start 


4786 ~ 








End 


5526 


GI 


none 








Score 


1 


Exons 


4786 . . 5526 












Sea No 


37870 








Seq. ID 


OJ991119_11.0207.O4 




77868 








Strand 




Start 


191 








End 


6046 


Name 


OJ991119 11 


0207 


.04. ol. 


gs 


Method 


GENSCAN 


Start 


191 








End 


6021 


GI 


none 








Score 


.69 


Exons 


191. .341, 580. .732, 811 


1697 


, 1785.. 2231, 2310.. 2534, 




2610. .3041, 


3678 


. .4071, 


4548 . 


.5298, 5355.-5482, 5519. .5780, 




5865. .5954, 


5976 


. . 6021 








Seq. No. 


37870 








Seq. ID 


OJ991119_11.0207.O4 


Gene No. 


77868 








Strand 




Start 


191 








End 


6046 


'Name * ' ' ' ■ * 


0'J991li9 ri 


0207 


;0^..pl-; 


np. . 


Method ■ 


■ AAT/NAP - 


Start 


2310 








End ■ 


4069 




^^80F2^4'^'-'^^-' 








--'S^&r^'^'^"*^ 




..-w Exons.. Z Z , ■ 


3 10 v. .2.4:057- 


3797- 


:r:4069"" 








GI Descrip. 


{AF114171) hypotheticai 


.protein -'[Sorghum bicbior] . , 


Seq. No. 


37870 








Seq. ID 


OJ991119_11.0207.C4 


Gene No 


77868 








Strand 




Start 


191 








End 


6046 


Name 


OJ991119 11. 


0207 


04 .ol. 


tw 


Method 


TBLASTX: Wheat 


; Start 


4619 








End 


5868 


GI 


none 








Score 


75 


Exons 


4619. .4738, 


4739 


.4843, 


4740. 


.4844, 4862. .4915, 4915. .4959, 




4916. .4966, 


4982 


.5122, 


4983. 


.5108, 5120.. 5266, 5130.. 5267, 




5275. .5319, 


5324 


.5824, 


5326. 


.5868 





37536 



Seq. No. 


37870 




Seq. ID 


OJ991119_11.0207.C4 


f^f^np No . 


77868 




Strand 




o L, d i. u 


191 




End 


6046 


Kla mo 


OJ991119 11 


0207 C4 ol ts 


Method 


TBLASTX : Soybean 


q+- a v--f- 
O L. d I. L. 


4 682 ~ 




End 


4930 




none 




Score 


90 




4682 4930, 


4746. . 4928 






Seq. No. 


37870 




Seq. ID 


OJ991119_11.0207.C4 


Gene No. 


77868 




Strand 




Start 


191 




End 


6046 


Naine 


OJ991119 11 


.0207.C4.o2.np 


Method 


7\AT/NAP 


Start 


5037 ~ 




End 


6046 


GI 


6742729 




Score 


820 


Exons 


5037. .6046 










(AF121139) 


RIM2 protein [Oryza sativa] 




Seq. No. 


37870 




Seq. ID 


OJ991119_11.0207.C4 


(^finp No 


77868 




Strand. 






191 




End 


604 6 ■ 




„,.,0 J9J 1 1 1 9^XL.- oj.,^ei, p 


__Hethod^.,_ 


TBLASTXi Cr.ess:„ „ 


.0 u,d4-_u^ 


. .5a56.„. 




Z Ead'."^'' 


...5.58,1 J.. , . 


GI 


none 




Score 


45 


P von Q 


010 0. . OZ DO/ 


5160.. 5267, 5275 


..5319, 5324.. 5581, 5326.. 5577 


Seq. No. 


O T Q T A 




Seq. ID 


.OJ991119_11.0207.C4 




/ / 0 Do 




Strand 




Start 


1 y i 




End 


6046 


KTaTTiP 

IN dlLlC 


OJ991119 11 


.0207.C4.ol.tm 


Method 


TBLASTX: Maize 


Start 


5512 




End 


5827 


GI 


none 




Score 


162 


R von Q 


5512. .5826, 


5531. .5827 






Seq. No. 


37870 




Seq. ID 


OJ991119_11.0207.C4 


Gene No . 


77868 




Strand 




0 I. d I. 


191 




End 


6046 


Naiue 


OJ991119 11 


.0207.C4.o2.ts 


Method 


' TBLASTX: Soybean 


Start 


5524 




End 


5907 


GI 


none 




Score 


64 


R von Q 


5524. .5769, 


5525.. 5650, 5779 


. .5907 




Seq." No". 


' 37871 • - ■ 




; Seq.- TD 


■OJ991 11 9-II-. 0207^ C5 


Gene No. ' 


77869- ' 




Strand 




'S'tWttf ""^"'""^ ' 










.Naine» ' » 


:/ 019:9 111 9:":!]: 




"r 'Method^ r 


. aa¥ 7n A ^:"':7Z::'7' 


Start 


998 




■/End 


4322 




4680199 




Score 


369 


P.von q 


998. .1017, 


2306. .2799, 2878. 


.3009, 3396'. .3972, 4022 :. 4322- 


riT npQr^T'i 0 


(AF114171) 


hypothetical protein [Sorghum bicolor] 


Seq. No. 


37871 




Seq. ID 


OJ991119_11.0207.C5 


Gene No. 


77870' ■ 




Strand 




Start 


5142 




End 


7150 


Name 


OJ991119 11 


.0207.C5.ol. tw 


Method 


TBLASTX: Wheat 


Start 


2307 




End 


2532 


GI 


none 




Score 


149 



37537 




Exons 


^ ~J\J / . * C. ^ O X f 


9 3nft 

0 u 0 


9^39 










Seq. No. 


37871 








Seq. ID 


OJ991119 


_11.0207;C5 


Gene No. 


77870 








Strand 






Q-i- a -rf- 


S 1 4 9 

.J X 'i ^ 










71 SO 




Nfime 


VJU-?-7XXX^ XX 


0907 


PR 0I 


UIU 


rie unoa 




Mai ze 


O Ua J- U 


9*^1 Q ~ 

^ J X 








Hjna 


9 Q9 7 




P T 


none 








Score 


■J 0 




Ej A. LJ i i o 


9 ^1 Q 9 S4 ^ 


2571 


9ft01 


9ft SO 
^ 0 .J u . 


9 Q97 






Seq. No. 


37871 








Seq. ID 


OJ991119 


_11.0207.C5 


Gene No. 


77870 








Strand 








SI 49 

sJ X *i ^ 








End 


7150 




Nsrcie 


O.TQQl 1 1 Q 11 

vyU^_?XXXj7 XX 


0907 


PS o9 


Lin 


Method 


TBLASTX: 


ridX Ze 


O t, cil. U 


o o o u 








End 


4324 




GI 


none 








Score 


61 




P von ^ 


-JOJVJ. » -J ^ ^ *i f 


3830 
J 0 J \j 


. .3934, 


3850. 


.3936, 4106. .4324, 


417Q 4313 

4X f y * .fiOXO 


Seq. No. 


37871 








Seq. ID 


OJ991119 


_11.0207.C5 


Gene No. 


77870 . 








Strand 






o l_ d -L (_ 


S 1 4 9 








End 


7150 




N H^lTie, 


n TQQ 1 1 1 Q 11 


0907 


'S3^:^q2^qs: 


_Method,.._ 


„ GE.NSCM- 


, , — — 


, . o t di 1- 


R 1 4 9 


* ^ 


— 




End... ' 


..715.d. . . 


• - — : ™— ' 


r T 


none 








Score 


.47 




P V Tl G 


■=114 9 s 3 


S3R9 
^ ~j u ^ 


. . 5391 , 


6233 . 


.6254, 7039. .7150 




Seq. No. 


37872 








Seq. ID 


OJ991119 


__11.0207.C6 


Gene No. 


77871 








Strand 


+ 




O L. d I. L. 


1 77 S 








End 


4521 




Nsirie 


O.TQQI 1 1 Q 11 


0907 


.C6.0I. 


gs 


Method 


GENSCAN 




O L-di t. 


1 7 7 R ~ 

X / / J 








End 


4521 






none 








Score 


.43 






177S IQIfi 


4 370 


. .4521 












37ft 79 








Seq. ID 


OJ991119 


1 1 oom pi^ 




77ft 79 








Strand 






Of- ^-rt 

kJ L. Cl 1. U 


S01 4 

sj U X *3 








End 


5539 




NcLine 


PiTQQIIIQ 11 




.C6.0I. 


tm 


Method 


TBLASTX:! 


Mai ze 


O U d X L 


5014 








End 


5539 






none 








Score 


93 




C V 7*^ o 


5014 . .5151, 


5020, 


. .5136, 


5028. 


.5150, 5028. .5126, 






5046. .5132, 


5080, 


. .5190, 


5080. 


.5181, 5139. .5240,. 


5140. .5256, 





- ' •5141-. .-5239, ' 


5231, 


:'.5359, 


■5247. 


.'5399, ■ 5-250 .- . ^ 381, 


■5 2 5 2. -5 3 77 , 




.5252. 15374, 


5253, 


. .5369, 


5255. 


.5350, ■5260'.*. 5382, 


DZoz . . o J y y , 







r75^e67 






DO^D . .DO U 1 , 




53*88-.v54 95,''' 


5397': 


5:498,' 


*, 53.98:. 


'."5517, .5400..::5495,;. 






5407 . . 5517, 


5414, 


...5506, 


5425. 


.5502, 5425. .5514, 






5425. .5517 














oeq , NO . 


37873 








Seq. ID 


6J991119 


1 1 . UzU / . C / 


Gene No. 


77873 








Strand 


+ 




Start 


79 








End 


526 




Name 


OJ991119 11, 


.0207. 


.C7.01. 


gs 


Method 


GENSCAN 




Start 


79 








End 


526 




GI 


none • 








Score 


.74 




Exons 


79. .526' 















37538 





37873 




Seq. ID 


OJ991119 


_11.0207 






77874 




Strand 








O t a J- U 


9971 




End 


12527 






Name 


OJ991119 11. 0207. C7 


. ol . tm 


Method 


TBLASTX: 


Maize 




Start 


9793 




End 


12480 






oX 


none 




Score 


53 






r V 1^ o 


9793. .9855, 9968. .10396, 9969. .10511, 


10332. .10427, 










11797. .11982, 11801 


1 1 Qfift 
. . X X ;? DO , 






XXOUO. . XX«70^, X^UOO 


1914 4 


12090. .12245, 12226 


. . X ^ Z fJ D , 






IP^fifi 1947? 19?fifi 


1 9 4 7 Q 


12367. .12480 






Seq. No, 


J / O / J 




Seq. ID 


OJ991119 


1 1 0907 


.C7 


Gene No. 


77fi74 




Strand 








o C d L L 


9971 




End 


12527 






Name 


OJ991119 11. 0207. 07 


, o3 . gs 


Method 


GENSCAN 












End 


12527 








/-s ri O 




Score 


.99 






Exons 


QQ71 1 nSI n 11 7Q7 


.11982, 


12090. .12244, 12365. 


1 9 R 9 7 




O t: . L\ w • 


?7 ft 7 ? 




Seq. ID 


OJ991119 


1 1 0907 

XX . \J Z\J 1 


P7 


Gene No. 


77 ft 7 4 




Strand 








Start 


_997i_ 




End 


^;.12527_._ 






,Ji?a.me 


'rdj:99 1115 Ti^ 5 2X) 7 . c7. 


. 0.1 . np. . 


Method... 


. ..AAXy NAP.. . 








9974 




End 


12527 ' 






LiX 


3668115 




Score 


1406 






IT' V O 


9974. .10510, 11797. 


. 11982, 


12090. .12244, 12365. 


.12527 




T o v~ T y\ 
\j ± Lyc:oC^XX£J. 


(Y15069) cinnamoyl- 


CoA reductase [Zea 


mays] 






Sea No 


37873 




Seq. ID 


OJ991119 


_11.0207 


CI 


Gene No. 


77874 




Strand 








Start 


9971 




End 


12527 






Name 


OJ991119 11. 0207. C7 


.ol.ts 


Method 


TBLASTX: 


Soybean 




Start 


9993 




End 


12465 




GI 


none 




Score 


301 






Exons 


9993. .10511, 10013. 


.10396, 


10448. .10513, 11797. 


.11982, 





11801. ,11968, 12051. .12242, 12079. .12141, 12366. .12464, 
12367. . 12465 



Seq. No 
Gene No 
Start 
Name 
Start 
GI • _ 



37873 
77874 
9971 

OJ991 119__11 . 0207 . 07 . o2 . tc 

10004 - ■ r" ■ . . . 

none - . 

rOD^(?^T^TCrf95f"T01^ 



Seq. ID OJ991119_11.0207;O7 
Strand 

End 12527 

Method TBLASTX: Cress 

End / '10196' : ■ - ' 

Score • 120' : ' ' ' - • 



Seq. No. 


37873 


Seq.' ID 


Oj991119_11.0207 


.07 


Gene No. 


77874 


Strand 






Start 


9971 


End 


12527 




Name' 


OJ991li9 ll.'0207.C7.ol.tw 


Method 


TBLASTX: Wheat 




Start 


10022 


End 


10382 




GI 


none 


Score 


207 




Exons 


10022. .10228, 10026. . 10229, 


10223. .103( 


31, 10224. .10382 




Seq. No. 


37873 


Seq. ID 


OJ991119_11.0207 


07 


Gene No. 


77874 


Strand 






Start 


9971 


End 


12527 





37539 



Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



[J GI Descrip. 



OJ991119_ll . 0207 .C7 , ol . tc Method 
11794 End 
none Score 



TBLASTX: Cress 

12471 

120 



11794. .11982, 11801, .11968, 12088 .. 12 138 , 12090 .. 12242 , 
12345. . 12470, 12367. .12471 



37873 
77874 
9971 

OJ991119_11.0207.C7.o2.tw 

12090 

none 



Seq. ID OJ991119_11.0207.C7 
Strand 

End 12527 

Method TBLASTX : Wheat 

End 12471 

Score 62 



12090. . 12278, 12091 .. 12138 , 12351 .. 12458 , 12367 .. 12423 , 
12369. .12470, 12370. .12471 



37874 
77875 
972 

OJ991119_ll. 0207. CIO. ol.np 
972 

6498441 



Seq. ID OJ991119_ll. 0207. CIO 

Strand + 

End 6619 

Method AAT/NAP 

End 6619 

Score 6901 

_9J2 2,036,._2367^. .A83p,,;„. 2J„91.^267 , 3451. . 3585, 3260^. 41:00^ _ 

A2^x..,.Ae2,b., .Aul.^.^^^^^ . 

(AP000815)' EST C72786 (E2258 ) corresponds to 'a region of the* 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 





Seq. No. 


37874 








Seq. ID 


OJ991119_ll. 0207. CIO 




Gene No. 


77876 








Strand 






Start 


7249 








End 


10494 




Name 


OJ991119 11. 


0207 


.C10.O6. 


tw 


Method 


TBLASTX: Wheat 




Start 


1121 








End 


1513 




GI 


none 








Score 


58 




Exons 


1121. .1168, 


1175 


. .1273, 


1180 


..1272, 1240. .1479, 1256. .1513 




Seq. No. 


37874 








Seq. ID 


OJ991119_ll. 0207. CIO 


r — 


Gene No. 


77876 








Strand 




. 


Start 


7249 








End 


10494 




Name 


OJ991119 11. 


0207 


.C10.O4. 


tm 


Method 


TBLASTX: Maize ' 




Start 


1126 








End 


1411 




GI 


none 








Score 


193 




Exons 


. 1126. . 1410, ■ 


1163 


. .1411 










Seq. No'. 


37874 • 








'Seq. ID 


OJ991119_ll. 0207. CIO 












=^^sff ana 






■ :start' * T' 


72.4'9:: . : 








'End' -V 


■ 10-494 ■ . ' ... 




Name 


. OJ99111911. 


0207' 


.C10.O5. 


tw 


Method ■ 


TBLASTX: Wheat 




start 


1521 








End 


4981 




GI ' 


none 








Score 


236 




Exons 


1521. . 1574, 


4 547 


. .4798, 


4 547 


..4744, 4612. .4788, 4 832 .'. 4 981 , 






4843. .4980 














Seq. No. 


37874 








Seq. ID 


OJ991119_ll. 0207. CIO' 




Gene No. 


77876 








Strand 






Start 


•7249 








End 


10494 




Name 


OJ991119 11. 


0207 


.C10.O3. 


tw 


Method 


TBLASTX: Wheat 




Start 


2251 








End 


2710 



37540 



GI 

Exons 



none Score 
2251. .2388, 2252. .2710, 2446. .2706 



404 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



37874 
77876 
7249 

-OJ991119_ll. 
2901 
none 

2901. .3344, 

37874 
77876 
7249 

OJ991119_ll. 

2942 

none 

2942. .3166, 



Seq. ID OJ991119_ll. 0207. CIO 
Strand 

End 10494 

0207 .CIO. oli'tw Method TBLASTX : Wheat 

End 3364 

Score 215 
2902. .3357, 2903. .3364, 2903. .3358 

Seq. ID OJ991119__ll. 0207. CIO 
Strand 

End 10494 

0207 . CIO . o3 . ts Method TBLASTX: Soybean 

End 3307 

Score 117 

3173. .3307 



Seq. No. 

Gene No. 

.S,tart 

,Name _ ■ _ 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



37874 
77876 

:7.24J._: ._.„..:,. 
,D J3 91119 Jix, 
3032 
none 

3032. .3388, 

37874 
77876 
7249 

OJ991119_ll. 

3415 

none 

3415. .3780, 



Seq. ID OJ991119_ll. 0207. CIO 
Strand 

■ ■ 10494 ■ 



^- , : , - End _ _ 

0203. CIO. oi.tm Method. ... TBLASTX.: Maize 

""End ' 3388' 
Score 390 
3067.. 3378, 3083.. 3388 



Seq. ID OJ991119_ll. 0207. CIO 
Strand 

End 10494 

0207 . CIO . o3 . tm Method TBLASTX : Maize 

End 3799 

Score 364 

3416. .3799 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

''C?&iYe''NS^; 
Start."""'"- 
Name 
Start 
GI.- 
Exons 



37874 
77876 
7249 

OJ991119_ll. 

3472 

none 

3472. .3885, 



37874 

':7249'"" 

OJ99111 9_1I. 

3551 

none 

3551. .3922, 



Seq. ID OJ991119_ll.0207.Cip 

Strand - . 

End 10494 

0207 . CIO . o2 . tw Method TBLASTX : Wheat 

End 3892 
Score 



490 



3473. .3892- 



Seq. ID OJ9_9111_9_11.0_207.C10 

. . "J,::: "End 'r:-'^:* io:^9a'v: 

0207.010. ol.ts^.. .Method . TBLASTX: Soybean 
End 
Score 

3568. .3711 



3922 
282 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



37874 
77876 
7249 

OJ991119_ll, 

4670 

5666795 



Seq. ID OJ991119_ll. 0207. CIO 
Strand 

End 10494 

0207 . CIO . o2 . ts Method TBLASTX : Soybean 

End 5236 

Score 68 



37541 






Exons 


4670. .4768, 


4844 


. .4981, 


5036 


. .5236 








GI Descrip. 


4206306 2.0e-10 


(AF049110) prpol [Zea 


mays ] 






Seq. No. 


37874 








Seq. ID 


OJ991119_11.0207. 


,010 




Gene No. 


77876 








Strand 








Start 


7249 








End 


10494 






Name 


OJ991119 11 


.'0207 


.010. o8. 


. tw 


Method 


TBLASTX : Wheat 






Start 


4984 








End 


5296 






GI 


none 








Score 


190 






Exons 


4984 . . 5160, 


5036 


. . 5296 












Seq. No. 


37874 








Seq. ID 


OJ991119_11.0207. 


010 




Gene No. 


77876 








Strand 








Start 


7249 








End 


10494 






Name 


OJ991119 11 


.0207 


.C10.O2. 


,tm 


Method 


TBLASTX: Maize 






Start 


5489 








End 


5851 






GI 


none 








Score 


365 






Exons 


5489. 5812, 


5506 


. .5799, 


5804 


. .5851 








Seq. No. 


37874 








Seq. ID 


OJ991119_11.0207. 


OlO 




Gene No . 


77876 








Strand 








^Start_. „ 


_7249. 








End 


10494 


— 




^Name 


. .Qa991119.il 


..Q201.ri.a.o4... 


tw_. 


„. Method.,..., 


..JBLASTX^i.V^h.eat^. 






Start 


5626 








End 


5980 






GI 


none 








Score 


371 




il 2 


Exons 


5626. .5682, 


5627 


. ,5980, 


5723, 


..5968, 5728. .5976 




s Li 


Sea No . 


37874 








Seq. ID 


OJ991119_11.0207. 


•CIO 


r '"^ 


Gene No. 


77876 








Strand 








Start 


7249 








End 


10494 






Name 


0J991119 11 


.0207 


.C10.O7. 


tw 


Method 


TBLASTX: Wheat 






Start 


5999 








End 


6607 






GI 


none 








Score 


265 






Exons 


5999. .6109, 


6008 


. .6292, 


6034, 


..6111, 6148. .6318, 6148. .6291, 






6484 6606 


6485 


. .6607 












Seq. No. 


37874 








Seq. ID 


OJ991119_11.0207. 


010 




Gene No. 


77876 








Strand 








Start 


7249 








End. 


10494 






Name 


OJ991119 11, 


.0207, 


.010. o2. 


gs 


Method 


GENSOAN 






Start 


7249 








End 


10494 






.GI 


none 








. Score 


.98 . , ' - - 






Exons 


•7 24 9;,. .7911,- 


•7 926, 


. : 9138," 


9234. 


/.9376, -9391.;. 10494 - ; V 






"^':'S'el5T*'^S^^^^ 












Ge'ne ■ NoT ^T"" 










'Strand^r: 








Start . 


7249 








' End 


. 104 94" . . 






Name 


OJ.991119 11, 


.0207, 


.010.02. 


np 


Method 


AAT/NAP 






Start 


7252 








End . 


10494 






GI 


5803259 








Score 


4943 






Exons 


7252. .9138, 


9234. 


. .10494 












GI Descrip. 


(AP000399) hypothetical 


protein [Oryza 


sativa] 






Seq. No. 


37875 








Seq. ID 


OJ991119_11.0207. 


oil 




Gene No. 


llSll 








Strand 


+ 






Start 


335 








End 


1504 






Name 


OJ991119 11, 


.0207. 


.011. ol. 


gs 


Method 


GENSCAN 





37542 



start 
GI 

Exons 



335 End 1504 

none Score . 4 

335.-447, 677. .831, 1488. .1504 



Seq. No. 37875 
Gene No. 77878 
Start 1 

Name OJ991119_ll . 0207 . Cll . ol . np 

Start 1 
GI 5922623 
Exons 1..80, 248. .404, 784. .864 

GI Descrip. (AP000492) hypothetical protein [Oryza sativa] 

gil 6016856|dbj IBAA85199. 1 1 (AP000570) hypothetical protein 
[Oryza sativa] 



Seq. ID OJ991119_ll. 0207. Cll 
Strand 

864 

AAT/NAP 
864 
206 



End 

Method 

End 

Score 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons . 



37876 
77879 
1820 

OJ991119_l 1.0207. 012. ol.gs 

1820 

none 



Seq. ID OJ991119_ll. 0207. 012 

Strand + 

End 5200 

Method GENSCAN 

End 5200 

Score .56 



1 8 2 0^._. IJ 7 3.,_ JJ7^9 3 9^79v _4 1 5 Lr-„,A4 7.9 ,_4 5 0 7:^^,_5;2 0 



Seq. No. ' 37876 

Gene No. 77880 

Start 5688 

Name OJ991119_ll . 0207 . 012 . o2 . gs 

Start 5688 

GI none 
Exons 



Seq. ID OJ991119_ll. 0207. 012 

Strand + 

End 6166 

Method GENSCAN 

End 6166 

Score .67 



5688. .5744, 5919. .6058, 6103. .6166 



Seq. No. 37876 

Gene No. 77881 

Start 8350 

Name OJ991119_ll . 0207 . 012 . ol . np 

Start 8350 

GI 4584522 

Exons 8350. . 8655 

GI Descrip. {AL049607) putative protein [Arabidopsis thaliana] 



Seq. ID OJ991119_ll. 0207. 012 
Strand 

End 8655 

Method AAT/NAP 

End 8655 

Score 234 



[J Seq. No. 
Gene No. 
• Start 
Name ' 



GI"'.. 
Exons 



37876 

77881 . • . . 

-8350 • ^ ■ *■ 

OJ991119jll. 0207.. 01-2. oi-.tc . 



Seq. ID OJ991119_ll. 0207. 012 
Strand • - 

End ■ 8655- ; . 

Method TBLASTX : Cress • " 



none.'. ■ ■ ...... . ■ .. ■ ' ' -.7,. Score-. " ' '4.4 ' . 

8366. .843*4/ 8371. .'8550, 8542. .8652, 8555.. 8650 



Seq. No. • 37,877. . 

Gene No. 77882 

Start 2075 

Name OJ991119_ll . 0207 . 013 . ol . gp 

Start 2075 

GI none 

Exons 2075., 2485 



Seq. ID OJ991ir9_ll. 0207, 013 

Strand ' ' + 

End 2485 

Method AAT/GAP 

End 2485 

Score 783 



Seq. No. 



37877 



Seq. ID OJ991119 11,0207.013 



37543 





Gene No. 


77883 








Strand 






O L d X. U 


1282 








End 


1596 




Nsitie 


\JKJ ^ J X. J. J- ^ XX 


. 0207 . 


C13 . ol 


CI ^ 


1" Vi oH 

Lie L-ii^U 


u LN O \_<'rt.LN 




O Ldl. u 


1282 ~ 








End 


J. 'J Zf \J 






none 








Score 








12fiP 13S7 


1505 . 


. 1596 










O C ^ • IN VJ • 


37877 








Seq. ID 


OJ991119_11.0207.C13 






/ ZOOM 








Strand 






C-|- a >--|- 


324 5 








End 


5429 




Name 


OJ991119 11 


.0207. 


013. ol 


. tm 


Method 


TBLASTX: Maize 




Start 


3152 








End 


4455 




GI 


none 








Score 


35 




XLi ^ 1 i O 


^ J- ^ t .•JXUrif 


3196 . 


. 4083, 


3198 


..3425, 3199. .3732, 3209. .4228, 








3639 . 


. 4226, 


3784 


..4245, 4133. .4378, 4138. .4266, 








4 333 . 


. 4377 , 


4 360 


..4455, 4374. .4409, 4375.. 4410, 






4375 4413 














c Kin 










Seq. ID 


OJ991119_11.0207.C13 




Gene No. 


77884 








Strand 






Start 


3245 








End 


5429 


, 




^ js. -t X^X _^X X^ 


. 0207 . 


C13 .61 


.to 


Me t^h o d 


XBLASTXj,Cress .._ , _ ^ 




4- r- -h 
^ o. L.a.,i. U , 


' ? 9 3 ^ ~ 






- — 


,^nd'^'l*l. 


.3a32;,_ , 






none 








Score 


131 




^ W i 1 o 


373fi "^4 S7 


3261 . 


.3425, 


34 67 


.,3832, 3477. .3539, 3513. .3593, 


in 
















I y 




^7R77 








Seq. ID 


OJ991119_11.0207.C13 




Gene No. 


77884 








Strand 






Start 


3245 








End 


5429 




Name 


OJ991119 11 


. 0207 . 


C13 . ol 


ts 


Method 


TBLASTX: Soybean 


FLI 


O Ldi. u 


'^94 9 ~~ 

J ^ ri ^ 








End 


4199 






n on o 








Score 


163 




von Q 


^949 ^^4^7 


3255 . 


?4 fil 


^9 SR 


..3425, 3262.. 3465, 3482.. 3538, 


f1 




^JlOJ. m -J ^ \J ^ f 


^ SI 0 


. O J J J / 


^Sl s 


..4198, 351 


8. .4057, 3639. .4199 


= ? 
r ™ 


^f^n No 

O C ^ • LN \ J t 


37877 








Seq. ID 


OJ991119_ll. 0207.,C13 




rZc^ry Mo 


77884 








Strand 






start 


3245 








End 


5429 




Name 


OJ991119 11 


.0207. 


C13.01, 


np 


Method 


AAT/NAP 




Start 


3245 








End 


5429 






-3367534 . 








Score 


2618 




* F' von Q ~ 


3245. .5429 














r^T no<50T~io 


{AC004392) Strong 


similarity 


tb ■ coatamer alpha subiinit " (HEPCOP) 


, . . • . .. 












Seq. No. 


37877 








Seq. ID 


OJ991119_11.0207.C13 




Gene No. 


77884 








Strand 






O UdX L. 


3245 








End 


5429 . 




Name 


OJ991119' 11 


.0207. 


C13.02. 


ts 


Method 


TBLASTX: Soybean 




O LdX L 


4345 








End 


5059 




GI 


none 








Score 


119 




Exons 


4345. .4623, 


4345. 


.4599, 


4398 


.5057, 441 


8. .5059, 4449. .5054 




Seq. No. 


37877 








Seq. ID 


OJ991119_11.0207.C13 




Gene No. 


77884 








Strand 






Start 


3245 








End 


5429 



37544 








OJQ91119 11 

\J\J J ^ X J~ J- ^ X J- 


0207 


n 3 o2 




Method 


TBLASTX: Cress 






4 4 61 ~ 

*! "a \J -J 








End 


4921 






n 1^ Fl 








Score 


342 






4463 4498 


4493 


4921, 


4497 


..4913, 4514.. 4921 






37877 








Seq. ID 


OJ991119_11.0207.C13 




Gene No. 


77884 








Strand 






Start 


3245 








End 


5429 




LN dillC 


OJ991119 11 

Z/ Zf X X X Z? XX 


0207 


. C13 . o2 


. tm 


Method 


TBLASTX: Maize 






4 ~~ 

1 J u o 








End 


5206 




\J ± 


none 








Score 


562 






4S68 496Q 

I^UO. » ^ Zf \J Zf f 


4 569 

*i *J U -7 1 


4 97 3 


4 963 


..5160, 4970. .5206, 4971. .5201, 






5002 5202 














Seq. No. 










O . X LJ 


OJ991119 11 0207 ni 

\J\J Zf Zf X X X ^ X X m KJ ^ \J f t \^ X ^ 




Gene No. 


77884 








O L. X di l\J. 






^■t-;5 rt 


3245 








End 


5429 




LN dUlC 


OJ991119 11 


0207 


. C13 . o4 


. tc 




TRT.ASTX * Prpc? q 
J. iZ3Xir\tZ> x/\ . ^^xcoo 




C-|--iy--|- 


4 922 ~ 

*3 ^ ^ ^ 








End 


5104 














Score 


176 






4922 5104 


4923 . 


. 5102 










. .Sei3 ...uNQ^,,: , 










...S,eq.„ I.d 


\76.J3 9iri?riT.5 2p^^ 


r ~ 


Gene No.. 


^77884 








Strand 






O I. di. u 


324 5 

«J ^ *i J 








End 


5429 


r 1 ; 


N3ine 


O.T991 119 11 

^;7XXX_7 XX 


0207 


n 3 n3 


. L o 


Method 


TBLASTX: Soybean 




o L dL L 


^060 ~ 








End 


5291 


flJ 


o X 


livjl LC 








Score 


230 




TT V n c; 


5060 5290 


5061 

•J \J \J X t 


.52 91 










Seq. No. 


31dll 








Seq. ID 


OJ991119_11.0207.C13 




Gene No. 


77884 








Strand 




i y 


O L- d i. L. 


324 5 








End 


5429 




Nsme 


O.T9 91 119 11 
\JKJ ^ y X X X z/ XX 


0207 


n 3 o3 




Method 


TBLASTX: Cress 




o Udi. i_ 


5141 ~ 

J X 1 X 








End 


5337 


- : 


\3 X 










Score 


220 






5141 517 9 


5154 


5327 


5159 

^ X ^ y 


..5332, 5166. .5336, 5203. .5337 




Seq. No. 


37878 








Seq. ID 


OJ99iri9__ll.0207.C14 


L >-£ 


Gene No. 


77885 








Strand 


+ 




Start 


295 








End 


576 




LN dUlC 


O.T991 119 11 


.0207. 


,014 .ol 


. np 


Method 


AAT/NAP. 




O L d X L- 


2 95' ~ 








: End — . 


576 • • - ■' ■ * 




w X 


U J O -7 J O O . 








Score 


88 ■ 






















hypothetical 


protein [Or.yza = sativa] - ■ 




Seq. No. 


37878' 








Seq. ID 


OJ991119_11.0207.C14 




Gene Ncy. ..... 


77886 ; 








Strand 






O U a i. L 


»J o o 








End 


474 ■ ' • 




Name 


n.T991 1 1 Q 11 
\JOyyxxxy xx 


,0207. 


,C14.ol 


.gs 


Method 


GENSCAN 




Start 


388 








End 


474 




GI 


none 








Score 


.48 




Exons 


388. .474 














Seq. No. 


37879 








Seq. ID 


OJ991109_10.0203.C1 




Gene No. 


77887 








Strand 





37545 




start 


1 


End 


303 






OJ991109 10.0203.Cl.ol.np 


Method 


AAT /NAP 

**** J. f L^T^L 






1 


End 


303 






4512231 


Score 


503 




P von Q 


1. .303 








f^T np <^ p T 1 n 

X C ai^? J- -1. ■ 


(AB014741) ORFO protein [Oryza sativa] 






Seq. No. 


37879 


Seq. ID 


OJ991109_10.0203 


.01 


Gene No. 


77887 


Strand 






Start 


1 


End 


303 




Name 


OJ991109 10.0203.Cl.ol.gs 


Method 






Start 


73 


End 


303 




GI 


none 


Score 


. 55 




F.xons 

1-J 1 1 


73. .303 








Seq. No. 


37880 


Seq. ID 


OJ991109_10.0203 


.02 


Gene No. 


77888 


Strand 






Start 




FnH 


617 




Name 


OJ991109 10.0203.C2.ol.gs 


Method 


GENSPAN 

J-J LN \_^r^LN 




• Start 


90 


End 


617 




GI 


none 


Score 


. 51 




R X n n - 


90^._.2JJ,„324 _ 61i™_ 







"*""*• 


Seq. No.' 


„ _ , .„■._, . . ■ „ 

37881 


Seq. ID 


OJ991109_10,0203 


."C3 


Gene No. 


77889 


Strand 


+ 




Start 


2943 


End 


3870 




IN a.iLlC 


OJ991109 10.0203.C3.o2.tm 


Method 


TRT.A9TX • Ma 1 7P 

1 JJ J_J/^0 J. . L Id X ^ 




O L. d i- u 


460 


End 


94 9 

Zf *i Zf 






none 


Score 


87 




F. X n n 


460. .522, 476, .565, 616. .786, 


617. ,865, 


848 . .94 9 




Seq. No. 


37881 


Seq, ID 


OJ991109_10.0203 


,03 


Gene No. 


77889 


Strand 


+ 




Start 


2943 


End 


3870 






OJ991109 10.0203.C3.o3.tw 


Method 






O L. da. U 


827 


End 


± J — 1 J 




\J X 


none 


Score 






Exon s 


827. .1153, 866... 1105, 946. .1143 






Seq. No. 


37881 


Seq. ID 


OJ991109_10.0203 


.03 


Gene No. 


77889 


Strand 


+ 




Start 


294.3 - - 


. End. 


3870 




Name - . ■* • 


■OJ9911d9 10.0203.C3.ol.tm 


Method 


TRT.A9TX • M;^ 1 Vp ^ ' 




Start ^ ■ ' 


950 • 


End 


± \j -J -J 






fi&Tih''^'^''" ' ^ 


■'S(56W-^''"*'^'' 


X *J *J 




Fxnri ^- 

llj V*** liO- ^* '* 


--:;-9.5fi^:.;4irL7' "^9.5-8 ; :.:i i33:;ci 2 S'SV'.::! 


483>?l5:iX. 


;vX_533 .7 J.- . - L 




■Seq. No.' 


-37881 


Seq. ID 


6j991109_10.0203 


.03 


Gene No. 


77889 • 


Strand 


+ 




Start 


2943 


End 


3870 




INdiUC 


OJ991109 10.0203.C3.ol.ts 


Method 


TBLASTX: Soybean 




Start 


1259 


End 


1897 




GI 


none 


Score 


109 




Exons 


1259. .1486, .14 96. .1594, 1685. 


.1747, 1874. .1897 




Seq. No. 


37881 


Seq. " ID 


OJ991109_10.0203 


.03 


Gene No. 


77889 


Strand 


+ 





37546 




C-l- a v-t- 
O LaZTL 


9 Q4 ^ 








End 


3870 




Name 




. uz u 0 . 


ri9 
J . OZ . 


T_ W 


Method 


TBLASTX : 


wnea L 




X D X i7 








End 


1954 




r'T 


none 








Score 


183 




oxons 


1 fil Q 1 ft 9 


X OZ X . 


1 flon 

■ X 0 U U / 


17^9 

X / OZ . 


.1800, 1834. .1950, 




Seq. No. • 


37881 








Seq. ID 


OJ991109 


_10.0203.C3 


Gene No. 


77889 








Strand 


+ 














End 


3870 




Name 


Uu^^XXU^ xu 


. u z u 0 . 


00 . U 4 * 






TRT ZiQTY • 
1 DXirlO 1 A . 


nax ze 




X Do *i . 








End 


2002 






none 








Score 


144 




XT V n o 


1 a^A 1 ft 9 R 


X D -7 0 . 


1 ft94 
• X 0 z 1 / 


X / U 1 . 


.1844, IE 


J23. . 1900, 


1 ft Q9 9009 


Seq. No. 


37881 








Seq. ID 


OJ991109 


_10. 0203.03 


Gene No. 


77889 








Strand 


+ 




C-t- a y-t- 
O L Cl i. L. 


^ -7 4 O 








End 


3870 




Name 


Pi TQQI 1 HQ 1 fl 


n 9 n 
. u z u 0 . 


P"^ 


Lin 




TRT a QTY • 


Mai ze 


o raru 


9 9 9 
Z Z 0 Z 








End 


2567 






none 








Score 


96 




Exons 


9 9 9 9 T R 


9 /I Q 

z 0 fi y . 


9 ^^7 
.ZOO// 


Z 4 Z . 


.2555 






...S,eq. . .No.. 


.378,81..,,. 




• 





.Tseq... ID^ 




^.10.,.02I).3.O3. 


Gene No. 


77889 








Strand 


+ 




o t art 


z y 4 J 








End 


3870' 




Name 


Pi TQQI 1 n Q 1 H 

u J yyxiuy lu, 


09 n 
. Uz U J . 


PT o>1 

uo . 01 . 




Method 


TBLASTX: 


Cress 


C-l- a v-t- 


Z O 4 U 








End 


3289 




PT 


none 








Score 


351 




Exons 


9ftdn ^9ftQ 


9ft4 ft 
z 0 y 0 . 


^9ft R 
* OZ 0 0 / 


9ft R9 
z 0 0 z . 


.3289 






oeq . iNo . 


07001 
0 / 0 0 X 








Seq. ID 


OJ991109 


1 0 090"^ P'5 
xu . UZUO . UO 


uene ino. 


7 7 ft ft Q 








Strand 


+ 




Start 


2943 








End 


3870 




Name 


OJ991109_10, 


.0203. 


03. ol. 


tw 


Method 


TBLASTX: 


Wheat 


Q4- a v-t- 

o L.ar L. 


9 ft Ri 
z 0 0 X 








End 


3865 






none 








Score 


508 




Exons 




9 ft c: 9 
Z 0 Dz . 


. 0 / Z , 


Ofi DO . 


.3510, 3467.. 3511, 


9/57n 9C:i1 
041 / U. .OOIX 




oo x4 . . obUy / 


oolo . 


. 00 / / , 


9 c c c 

OOOD . 


.3681, 3557.. 3685, 


9^09 9'7n9 

000 / . . 0 / Do 




o/zo. .o/yU/ 


'57 7 Q 


"5 Q c: 
. 00 DD , 


97 Q "5 


.3854 






oeq. ln o . 


"^7 ft ft 1 

0 / 0 0 X 








Seq. ID 


OJ991109 


in n9n9 P9 
xu . U^Uo . Uo 


Gene No . 


77889 








Strand 


+ 




Start ■; ■ 


2:943 ' . ■ - ■ - 








;End ■" * 


V 3870 ■ 


■ ■ " "* - - - 


Name 


OJ991109 10. 


.0203. 


C3.02. 


np 


Method 


AAT/NAP 




■ oT-aru 










'"End'-''^ ^" 


'•^3-8W^''^' 






.4 68020^3:::':' 








Score ^ - 


:::9oo' 


. - 

... „ ... .... 


m" V C* 


'2943. ■.'3870 














uescrip. 


(AF114171) TNP2-like pxotein' 


[Sorghum 


bicolox] 




O C • LN , 


37882 








Seq. ID 


OJ991109 


in 090? cd 


Gene No. 


77890 








Strand 






Start 


1447 








End 


3751 




Name 


OJ991109 10, 


.0203. 


C4 .ol. 


np 


Method 


AAT/NAP 




Start 


1447 








End 


3751 




GI 


4680204 








Score 


777 




Exons 


1447. .2839, 


2952. 


.3502, 


3717. 


.3751 







GI Descrip. (AF114171) hypothetical protein [Sorghum bicolor] 



37547 




Seq. No. 


37882 




Seq. ID 


OJ991109_10.0203 


.C4 


f!finp No 


77890 




Strand 


+ 




o U d i. L. 


1447 




End 


3751 




LN Clitic 


OJ991109 10 0203 C4 ol 


i-w 


Method 


TBLASTX: Wheat 




O L. d i. I.. 






End 


2457 






none 




Score 


201 






20S6 22^52 2056 2199 


2112 


.2297, 2287. .2457, 2340. .2456 


Seq. No. 


37882 




Seq. ID 


Ot79 91 109 10 0203 


04 


(^pne No . 


77890 




Strand 


+ ~ 




lO L. d J- U 


T 4 4 7 




End 


3751 




Nsme 


0.7991109 1 0 0203 04 n2 




Method 


TBLASTX: Wheat 




Start 


2458 ~ 




End 


3161 




GI 


none 




Score 


68 




Exons 


2458 2538, 2771 2842- 


2946 . 


.3161 






Seq. No. 


37883 




Seq. ID 


O.7991 109 10 090^^ 


o s 


npnp No 


77891 




Strand 


+ ~ 




O L. CL i. U 


69 




End 


2156 




LN dilLC 


0.7991 1 09 10 0203 05 nl 


tw 


Method 


TBLASTX: wheat 




Start 


55 ~ ... 




.-End_;::,_- 


410 






n on 




.Score^, ... 


...i4 5 ; 






5S 25 2 "5fi 2S2 271 


312, 326.. 403, 


330.. '410 




Seq. No. 


37883 




Seq. ID 


0.7Q91 1 09 10 090'^ 


OR 




77891 




Strand 


+ ~ 




OL.di.l- 


69 




End 


2156 




Name 


OJ991109 10.0203.C5.ol. 


gs 


Method 


GENSCAN 




Start 


69 




End 


2156 




GI 


none 




Score 


.67 




P von Q 


69. .242, 1908. .2037, 2073. .2156 






Seq. No. 


37884 




Seq. ID 


0. 7991 1 09 10 090? 


Ofi 




77892 




Strand 


+ ~ 




Qi- o rt 


1014 




End 


2044 




KI;3 mo 

iX dlLlC 


OJ991109 10.0203.C6-.ol. 


gs 


Method 


GENSCAN 




o uar I, 


1014 




End 


2044 




GI 


none 




Score 


.4 




P. V o n Q 


1014. .1422, 1953. .2044 










Seq. No. . 


37885 




Seq. ID 


OJ991109_10. 0.203 


.CI 


fipn p No ~ 


'77893 — 




Strand 






o i_ di. u . 


61 • 




End 


324 




"'WT^YtT^ r*!'"-,: -""™.. --rr-i. 

LNdlllC 






Me t hod'" ' 


GENSCAN-'^- 




] S^t a r t *'n " * Z. 




-End "'' 


324: /.T"." 




GI , 


none . 




Score 


.86 ■'■ 




P von Q » 


61. .107, 231. .324 










Seq. No. 


37886 




Seq. ID 


OJ991109_10.0203 


C8 


Gene No. 


77894 




Strand 


+ 




Start 


1 




End 


3646 




Name 


OJ991109 10.0203.C8.ol. 


np 


Method 


AAT/NAP ' 




Start 


1 




End 


3646 




GI 


4680179 




Score 


1785 




Exons 


1..1245, 3564. .3646 










GI Descrip. 


(AF111709) polyprotein 


[Oryza 


sativa subsp. indica] 





37548 



Seq. No. 37886 Seq. ID OJ991109_10 . 0203 . C8 

Gene No. 77894 Strand + 

Start 1 End 3646 

Name OJ991109_10. 0203 . C8 . ol . gs Method GENSCAN 

Start 4 End 1323 

GI none • Score . 64 

Exons 4.. 1323 

Seq. No. 37886 Seq. ID OJ991109_10 . 0203 . C8 

Gene No. 77894 Strand + 

Start 1 End 3646 

Name OJ991109_10 . 0203 . 08 . o2 . np Method AAT/NAP 

Start 2033 End 3646 

GI 5852180 Score 91 

Exons '2033., 2089, 3264.. 3646 

GI Descrip. (AL117265) zhbOOOlO.l [Oryza sativa] 

Seq. No. 37886 Seq. ID OJ991109_10 . 0203 . C8 

Gene No. 77894 Strand + 

Start 1 End 3646 

.Name PJ^991X09^10., 02P 3 , j: 8,.„o 3:._np __Methpd.__Ml£NAP:,__ 

.Start .218.6 _ End - 2a9l:„..:/I' 

GI 4680186' ' ' Score 185 

Exons 2186. .2391 

GI Descrip. (AF111709) unknown [Oryza sativa subsp. indica] 

Seq. No. 37886 Seq. ID 0 J991109_10 . 0203 . C8 

Gene No. 77894 Strand + 

Start 1 End 3646 

Name OJ991109_10 . 0203 . 08 . o2 . gs Method GENSCAN 

Start 3117 End 3619 

GI none Score .92 

Exons 3117.. 3159, 3168.. 3619 

Seq. No. 37886 Seq. ID OJ991109_10 . 0203 . 08 

Gene No. 77895 Strand 

Start 1938 End '2320 

Name OJ991109_10 . 0203 . 08 . o3 . tm Method TBLASTX : Maize 

Start 1 End 186 

GI none Score 181 

Exons 1 ... 186 . - . - 

Seq. No. 37886 _ , Seq. ID OJ991109__10 . 0203 . 08 

•" ■ G^erNO f^-'^-T- -^7 79^95^-^'^'^-- - : r:-,. ^strand'' ^ ::r^^^^:^^^^r^r,r..:^:.,,^::^^^^:^:. 

^'CJ'start--. 193a-'': ;.v\": .j: 'End .2320./'" ::i:'"^^ 

Name .. ' OJ991109_rO . 0203 . 08 . o2 . tw. Method TBLASTX : Wheat 

start , .31 End ' 403 

. GI none Score 65 

Exons 31. .114, 96. .176, 97. .180, 184. .381, 192. .386, 215. .403, 
286. .402 

Seq. No. 37886 Seq. ID OJ991109_10 . 0203 . 08 

Gene No. 77895 Strand 

Start 1938 End 2320 

Name OJ991109_10 . 0203 . 08 . o2 . tm Method TBLASTX : Maize 

Start 193 End 693 



37549 



GI 


none 


Score 


166 




Exons 


^:ui..j^:U/ o/y.,Dyo/ 


519. .572, 600. .650 




Seq. No.* 


37886 


Seq. ID 


OJ991109_10.0203 


.C8 


Gene No. 


77895 


Strand 






Start 


1 Q Q 


End 


2320 




Name 


ujyyiiuy iu . u^uo . lo . 01 . cs 


Method 


TBLASTX: Soybean 




Start 


/ 


End 


642 




GI 


none 


Score 


57 




Exons 


zfi/..z/y, z4y..^./0/ ^:oo..ufi^, 


285. .320, 351. .641 




Seq. No. 


37886 


Seq. ID 


OJ991109_10.0203 


.C8 


Gene No. 


77895 


Strand 


- 




btart 


1 Q "3 Q 

i y 00 


End 


2320 




Name 


ujyyiiuy lu . u^uo . l,o . 00 . rw 


Method 


TBLASTX: Wheat 




Start 


405 


End 


657 






none 


Score 


320 




Exons 


4Uo. .o4i, 4uy. .00/ 








Seq. No. 


37886 


Seq. ID 


OJ991109 10.0203 


.C8 


Gene No. 


77895 


Strand 


- 




Start ■ 


1 Q T Q , . /. 

. lyjo , . ; 


,^End_ 


2320 




Name. . ,^ . .. 


/^TQQiinQ'in nomr'Q /-\i 

_ U.J y y.i.iuy,.- ly ,„u^uo...uq^..o,i .xw. ^ 


_ M.e.tho.d,... 


.._TBLASTX.:,Wh.ea.t 




Start 


boo 


End 


1161"' ■ *' ' 






none 


Score 


626 




Exons 


£c;q iiici i^on imo 
DDo. .iibi, byu. .iu/y 








Seq. No. 


37886 


Seq. ID 


OJ991109_10.0203 


.08 


Gene No. 


77895 


Strand 


- 




btart 


1 Q "5 Q 

I y 00 


End 


2320 




Name 


(jjyyiiuy lu.uzUo.Lo.oz.ts 


Method 


TBLASTX: Soybean 




Start 


ob4 


End 


909 




GI 


none 


Score 


208 




Exons 


aC^A QriQ i^QI QHQ 

bb4. .yuy/ box, .yuo 








Seq. No. 


37886 


Seq. ID 


OJ991109_10.0203 


.C8 


Gene No. 


77895 


Strand 






Start 


1938 ' 


End 


2320 




Name 


OJ991109 10.0203.C8.ol.tm 


Method 


TBLASTX: Maize 




b tar L 


729 


End 


1092 




OX 


none 


Score 


472 




Exons 


729.. 1079, 730.. 1083, 730. .1092 






beq. No. 


37886 ■ " • 


Seq. ID 


OJ991109_10.0203 




taene wo . 




■'Stfafnd'".' 






Sfart. T .,: ^ 


:.i938/... - ■ " r 


' End 


2320- ::r :\rr:r::z:: 




Name- 


■ , OJ991109 i0.0203.C8.ol.gp 


Method . 


AAT/GAP 




Start 


1938 


End 


2320 




GI 


uC-osflcyp033a04bl 


Score 


. 656 




Exons 


1938.. 2320 








V_J J- \3 kj> ^ J- _1_ • 


' 601684 5/dbj | AP000570 . 1 | AP000570 3.0e- 


■59 Oryza sativa genomJ 




DNA, chromosome 1, clone : P07 IIEIO ' 






Seq. No. 


37887 


Seq. ID 


OJ991109_10.0203 


.C9 


Gene No. 


77896 


Strand 






Start 


1128 


End 


1220 




Name 


OJ991109 10.0203.C9.ol.gs 


Method 


GENSCAN 





37550 






1128 








FnH 


X ^ Z. 








\J X 


none 








O V^t-'X C 










ill AVJilO 


1128 1220 

XX^(J* .x^^u 


















Seq. No. 


37888 








Seq. ID 


OJ991109_ 


10. 


0203, 


.011 


Gene No. 


77897 








Strand 


+ 








O C d X L. 


78 6 








FnH 


X _/ Z/ X 








Ma mo 


n.TQQl 1 HQ in 


1 VJ Z. U J 


■ \^ X X * \J ± 1 


■ y s 




Va I-j LN O V^rtLN 








C-t- ;3 yf- 
O L. CLI. U 


7ft ~ 








FnH 

£jIL\J. 


A. ^ J. O 










none 








Score 


. 67 










7ft 6 1 Q1 ^ 

( O \J a • XJXJ 


















Sea No 


37888 








Seq. ID 


OJ991109_ 


10 . 


0203 . 


.011 


Gene No. 


77897 








Strand 


+ 








Start 


786 








End 


1991 








Name 


OJ991109 10, 


,0203 


.011. ol. 


.np 


Method 


AAT/NAP 








Start 


1038 








End 


1991 








GI 


729704 








Score 


50 








Exons 


1038. .1166, 


1359 


. .1415, 


1658. 


.1787, 1972. .1991 









GI Descrip. DNA-BINDING PROTEIN HEXBP { HEXAMER-BINDING PROTEIN) 



gi I 1078700 Ipir I IA47156 hexamer-binding protein HEXBP - 
Leishmanla,. major .gij 1593:42 . iM9439Q) _HEXBP^..DNA_jDi.ndXn^^^ 
[Lelshmaoia .major] , „ . „ _ 



Clary Ur> 

oeq . wo . 










oeq . 1 u 








77ft Q8 








r-^i nH 






start 


1 








End 


1694 




Name 


OJ991109 10 


.0203 


.012.01 


.np 


Method 


AAT/NAP 




Start 


1 








End 


1694 




GI 


4680179 








Score 


603 




Exons 


1..56, 512. 


.756, 


835. .1694 








GI Descrip. 


(AF111709) 


polyprotein 


[Oryza 


sativa ; 


subsp. indica] 




Seq. No. 


37889 








Seq. ID 


OJ991109_10.0203 


.012 


Gene No. 


77899 








Strand 






Start 


3769 








End 


5529 




Name 


/OJ991109 10 


.0203 


.012.01 


.tw 


Method 


TBLASTX: Wheat 




Start 


855 








End 


1211 




GI 


none 








Score 


86 




Exons 


855. .1211, 


1033. 


.1197 










Seq. No. 


37889 








Seq. ID 


■ OJ9911-09_10.0203 


.012 


Gene No. 


-'77899 " 








Strand 






Start 


3769 








End . 


' 5529 




Name" 


0J99flU9 It) 


-:".020'3 


;ci2'.^r 


:tm 


'Methocf ■ 


' "TBLASTXlMaf ze' ' 




"StartT'.:.. J' : 


:. ::9i.2M. 








^.End. 






GI.'. 


none 








Score ^ 


77 ■ 




Exons 


912. .1211, 


1084 . 


.1197 










Seq. No." 


37889 








Seq. ID 


OJ991109_10.0203 


.012 


Gene No. 


77899 








Strand 






Start 


3769 








End 


5529 




Name 


OJ991109 10 


.0203 


.012.02 


.tw 


Method 


TBLASTX: Wheat 




Start 


1221 








End 


■ 1451 




GI 


none 








Score 


105 




Exons 


1221. .1451, 


1222 


. .1449 











37551 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

.Gene_;No 

StaxJ: Z ZZ 

Name 

Start 

GI 

Exons 



37889 
77899 
3769 

OJ991109_10. 0203.C12.o2.np 

3769 

6907087 



Seq. ID OJ991109_10.0203.C12 
Strand 

End 5529 

Method AAT/NAP 

End 5529 

Score 926 



3769. .3870, 4411. ,4725, 4770. .5529 

{AP001129) ESTs C72771 (E2215 ) , AU082313 ( E2215 ) correspond to a 
region of the predicted gene.; hypothetical protein [Oryza 
sativa] 



37890 
77900 
1 

OJ991109_10.0203.C13.ol.np 
1 

4680179 
1. .1158 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



Seq. ID OJ991109_10.0203.C13 
Strand 

End 1158 

Method AAT/NAP 

End 1158 

Score 1590 



37890 

, 77 9lQ0_._„_„ ,1: 

, 1, .... 

OJ991109_10.0'203.C13.o2."tm 
42 

none 

42. .425, 43. .372 



Seq. ID OJ991109_10.0203.C13 

.„Sjtrand, • - , '^.„,;:j...j 

"Eodl^^r'^ " 
Method 
End 
Score 



.1.15 a ^ 

TBLASTX: Maize 

425 

135 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons ■ ■ " 



37890 
77900 
1 

OJ991109_10.0203.C13.o2.tw 
60 

none 



Seq. ID OJ991109_10.0203.C13 
Strand 

End 1158 

Method TBLASTX : Wheat 

End 4 61 

Score 317 



60. .422, 61. .420, 183. .461, 368. .442 



37890 
77900 
1 

OJ991109_10. 0203.C13.ol.gs 

158 

none 

158. . 1104 ■ ' — • • 



Seq. ID OJ991109_10.0203.C13 
Strand 

End 1158 

Method GENSCAN 

End 1104 

Score .5 



'Seq:""'N6. 
Gene -No. 
Start " " 
Name 
Start 
GI 

Exons 



Seq. No, 
Gene No. 
Start 
Name 



^''37890 ^ ' • 

^. 77.900 . : 

.i ; . ■ . * ' 

OJ991109_10.0203.Cl3.ol. ts 

174 

none 



"^Seq:' I'D" OJ991109rrO'.02lCF3;Cl^^ 
'Strand . ' .'li-. ,.Z / ./.'.W. 

End . 1158 . '. , 

Method "TBLASTX: Soybean - 

End 569 

Score 69 



174. .425, 183. .326, 184. .417, 370. .516, 390. .434, 480. .533, 
490. .531, 536. .568, 537. .569, 537. .569 



37890 
77900 
1 

OJ991109 10.0203.C13.ol.tm 



Seq. ID OJ991109_10.0203.C13 
Strand 

End 1158 

Method TBLASTX : Mai ze 



37552 






4 0 U 






001 




none 




Score 




Th' von c 


4Rn Q?*^ fiftS Q97 








Seq. No. 


37890 




Seq. ID 


OJ991109_10.0203.C13 


Gene No. 


77900 




Strand 




O L.Cti. 








1 1 SR 
X X J o 


Na.ine 


vju^jxxui? X u . u j . X o . ox 


I, w 


LYie t nou 


1 dXjHo iA . wneai- 




RIO ~ 




HinQ 






none 




S core 


91 

Z X -J 




SI n QQ? SI ^ Qll ss^ 

^ X\J m * y ^ f D X O * , ^ f f f DD O 


, y y o 






Seq. No. 


37890 




Seq. ID 


OJ991109_10.0203.C13 


Gene No. 


77900 




Strand 




O O CI J. L. 


1 

X 






1 1 Sfl 
X X O 0 


Name 


\JUlpyX±Uj XU.U^Uj.L/XO.OZ. 


L S 


ixie Lnoo. 


i c3ij/io 1 A . ooyoean 




u 1 ^ 




EjIICI 


Q S 
yD\j 




none 




Score 


1 QP 
X y 0 












Seq. No. 


37890 




Seq. ID 


OJ991109_10.0203.C13 




. 729 00.^,.. „ „ : _ 




„Stj:and 




q+- ^5 T^l- 


1 ' . . . . - 




_ . Ejna,.„ ^. . 


1 1 SR 


Name 


niQQiinQ in noo'^ ri'^ r^'i 

wUr'^XXUi? X U . U iil U O . L. X J . OO . 




^ /.^ /.N 


1 oLiAo 1 A . LYiai ze 


q+- a r-f- 
O LdX t. 


_? sJ U 




HjnQ 


1 n Q1 
X u y X 


oX 


none 




Score 


X U D 




^ou. .xu^x, y / o , .xuoo 








o e q . LN O . 


7 fi Q1 




oeq . X u 






77901 




Strand 




Start 


1 




End 


372 


Name 


OJ991109 10.0203.C15.ol. 


np 


Method 


AAT/NAP 


Start 


1 




End 


372 


ox 


6907087 




Score 


444 


Exons 


1. .372 








OX L^CoOXX^. 


(AP001129) ESTs C72771 (E2215 ) , AU082313 (E2215) correspond to 




region of the predicted 


gene 


. ; hypothetical protein [Oryza 




sativa] 








Seq. No. 


37891 




Seq. ID 


OJ991109_10.0203.C15 


Gene No. 


77901 




Strand 




q-h a rl- • 

O U d X L. 


1 




End 


372 


Name 


- OJ991109 10.0203.C15.ol. 


gs • 


Method 


GENSCAN- - - 


O u d X t_ 


. 38 . 




End 


217 


O X 






''Scofe''" 


'.'45:^'":"^ 


T7 v" n c: 


. .38... .217 • :; ^ ■: ■ 








Seq. No. 


378 92 ... 




Seq.' ID 


. OJ991109_10. 02,03. C16 


Gene No. 


77902 




Strand 




qt ^ 

O L. d X L. 


1014 




End 


1668 


Name 


OJ991109 10.0203.C16.ol. 


gs 


Method 


GENSCAN 


Start 


1014 




End 


1668 


GI 


none 




Score 


.92 


Exons 


1014. .1668 








Seq. No. 


37893 




Seq. ID 


OJ991109_10.0203.C18 


Gene No. 


77903 




Strand 


+ 



37553 



start 
Name 
Start 
GI 

Exons 



1711 End 
OJ991109_10.0203.C18.ol.gs Method 
1711 End 
none Score 
1711. 
3226. 
5-420, 



15207 
GENSCAN 
10145 
.48 

,1886, 2040. .2142, 2341. .2582, 2715. .2845, 2874. .3138, 
,3421, 3439. .3715, 3742. .3886, 4337. .4902, 4992. .5106, 
,5545, 6496. .6593, 6847. .6953, 7869. .8474, 10079. .10145 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



37893 Seq. ID 

77903 Strand 

1711 End 

OJ991109_10. 0203.C18.o3.np Method 

7373 End 

161752 Score 



OJ991109_10. 0203.C18 
+ 

15207 
AAT/NAP 
15207 
76 



7373.. 7399, 13302 .. 13636, 13697 .. 13805 , 15152.. 15207 

(L03710) cnjB [Tetrahymena thermophila] gi | 7374 94 | prf | | 192237 lA 

cnjB gene [Tetrahymena thermophila] 



beq. No, 


37893 




Seq. ID 


uj y yi luy 


_10 


.0203.C18 


Gene No. 


77903 




Strand 


+ 






Start 


1711 




End 


15207 






.Name;_._ 


_.QJa91109 .10:. 020j3 .„C18,. 


o2._gp.__ 


^_Method^_ 


.J\AX/!iGAP_ 








....:92j£^,„.. 




l.End'.. \.L 


Q ^ o t: 






GI 


uC-osflcypb33a04bl 




Score 








Exons 


9253.. 9636 












GI Descrip. 


'6016845/dbj IAP000570 


.1IAP000570 3.0e- 


oy uryza 


sativa genom, 




DNA, chromosome 1, clone : P0711E10 ' 








beq. NO. 


37893 




Seq. ID 


ojy yiiuy 


_10 


.0203. C18 


Gene No. 


77903 




Strand 


+ 






Start 


1711 




End 


15207 






Name 


OJ991109 10.0203.C18. 


o2 . gs 


Method 


GENSCAN 






Start 


12546 




End 


14 522 






GI 


none 




Score 


.55 






Exons 


12546. .13751, 14499.. 


14522 










Seq. No. 


37893 




Seq. ID 


OJ991109 


_10 


.0203. C18 


Gene No. 


77904 




Strand 








Start 


688 




End 


14086 






Name 


OJ991109 10.0203.C18. 


o2 . np 


Method 


AAT/NAP 






Start 


688 




End 


14086 






GI 


5852180 




Score 


700 






Exons ■ ' " • 


• 688. -.728, 7132. -.7214, 


7917-. -.8 


328, 8380 


. .8496, -9 


4 8-6- 


.' .9555r - 




13992. .14086 












Gi" be scrip'*!.' 


^£ f 1 72 6-5^ )^ "2'hb'O 0 0 1 0 : 1 


[Oryza" 


'sativa"] ' 








■Seq. No.' 


: 37893 ■ ' . 




Seq: ID 


OJ991109 


_10 


.0203.C18 


Gene No. 


77904- 




Strand . 








Start 


688 




End 


14086 






Name 


OJ991109 10.0203.C18. 


o 1 . np *• 


Method * 


AAT/NAP 






Start 


6489 




End 


6809 






GI 


4206306 




Score 


202 






Exons 


6489. .6809 












GI Descrip. 


(AF049110) prpol [Zea 


mays] 










Seq. No. 


37893 




Seq. ID 


OJ991109 


_10 


.0203.C18 


Gene No. 


77904 




Strand 









37554 



start 
Name 
Start 
GI 

Exons 



688 End 

OJ991109_10. 0203.C18.ol. tm Method 

6540 End 

none Score 
6540. ,6800, 6565. .6699 



14086 

TBLASTX: Maize 

6800 

95 



Seq. No. 37894 Seq. ID 

Gene No. 77905 Strand 

Start 1 End 1030 

Name OJ991109_10 . 0203 . C19 . ol . np Method AAT/NAP 

Start 1 End 1030 

GI 5042447 Score 674 

Exons 1..1030 

GI Descrip. (AC007789) putative polyprotein [Oryza sativa] 



OJ991109 10.0203.C19 



Seq. No. 37894 

Gene No. 77906 

Start 2979 

Name OJ991109_10 . 0203 . C19 . ol . tm 

Start 248 

GI none 

. Exons^. :_?48:.. v5'53 4,56.. ^539:...__^^^ 



Seq. ID OJ991109_10.0203.C19 
Strand 

End 3360 

Method TBLASTX: Maize 

End 553 

Score 76 



Seq. No. 37894 

Gene No. 77906 

Start 2979 

Name OJ991109_10 . 0203 . C19 . ol , 

Start 434 

GI none 

Exons 434.. 796, 456.. 794 



tw 



Seq. ID OJ991109_10.0203.C19 
Strand 

End 3360 

Method TBLASTX : Wheat 

End 796 

Score 139 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



37894 Seq. ID 

77906 Strand 
2979 End 
OJ991109_10.0203.C19.ol.gp Method 
2979 End 
uC.-osflcyp033a04bl Score 
2979. .3360 

' 6016845/dbj IAP000570.1IAP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P07 IIEIO ' 



OJ991109_10.0203.C19 

3360 
AAT/GAP 
3360 
679 



Seq. No. 


.37895 


Seq. ID 


OJ991109 


_10. 


0203. C20 


Gene- No. 


■ 77907 - • - • " ^ 


'Strand 


-+ 






Start 


375 . " 


End 


2894 






'Name* 


O j9'9^10'9^ liDVO'20'3"'; C'20rol . gs '* ' 


'Miet hbd - 


^•GENSCAK"' 






.Star.t : 




End " . ■ - 


"28 94 






GI 


none' ..... 


Score 


.'4 9 






Exons 


.375.. 522, 1829. .1880, 2621.. 


2894 








Seq. No. ' ' 


37895 


■ Seq. ID " 


OJ991109 


_10. 


0203. C20 


Gene No. 


77908 


Strand 








Start 


2878 


End 


5439 






Name 


OJ991109 10.0203.C20.ol.np 


Method 


AAT/NAP 






Start 


2878 


End 


5439 






GI 


6523547 


Score 


355 






Exons 


2878. .3177, 3318. .3717, 5116 


. .5439 








GI Descrip. 


{AJ242540) hydroxyproline-rich glycoprotein DZ- 


HRGP 


[Volvox 



37555 



carteri f. nagariensis] 



Seq. No. 37896 
Gene No. 77909 
Start 1 

Name OJ991109_10 . 0203 . C21 . ol . np 

Start 1 
GI 4378066 
Exons 1 . .54 9 

GI Descrip. {AF098806) polyprotein [Sorghum bicolor] 

gi|4680208|gb|AAD27571.1|AF114171_12 (AF114171) polyprotein 
[Sorghum bicolor] 



Seq. ID OJ991109_10.0203.C21 
Strand 

End 2965 

Method AAT/NAP 

End 54 9 

Score 4 64 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



37896 
77909 
1 

OJ991109_10.0203.C21.ol.gs 
11 

none 



Seq. ID OJ991109_10.0203.C21 
Strand 

End 2965 

Method GENSCAN 

End 2965 

Score .49 



11. .288, 311. .490, 1986. .2046, 2378. .2491, 2545. .2748, 
2786.. 2965 



.S^q.,,Na. 37S.9.6 , 

Gene No. 77910 

Start 3539 

Name OJ991109_10 . 0203 . C21 . o3 . tw 

Start 44 

GI none 

Exons 44. .289, 45. .269, 137. .292 



Seq.. .ID_ OJ99U0.9._^1D ...020.a..C2.1 . 

Strand- - '^''^ 

End 4675 

Method TBLASTX : Wheat 

End 2 92 

Score . 88 



Seq. No. 37896 

Gene No. 77910 

Start 3539 

Name OJ991109_10 . 0203 . C21 . o2 . gs 

Start 3539 

GI none 

Exons 3539.. 4333 



Seq. ID OJ991109_10.0203.C21 
Strand 

End 4 67 5 

Method GENSCAN 

End 4 333 

Score . 67 



Seq. No. 37896 
Gene No. 77910 
Start 3539 

Name - OJ991109_10 . 0203 . C21 . o2 . np 

Start - 3542 '— , 

GI • _ 4680179 
ExbrVs-''''''^''"'-''=3542. :4675 - -^---^ — - - -.^ -.r.- 

GI Descrip. ^--■^{AEll 1.7'p '9) '. polyprotein [Oryza.'""sa'tiva. suBsp'.: :indi'ca] 



Seq. ID OJ991109_10.0203.C21 
Strand 

End 4 67 5 

Method AAT/NAP- 

End ■ : ^ 4 675 . " 

Score 1734 



Seq . No . 


37896 






Seq. ID 


OJ991109_10.0203 


;c2i 


Gene No. 


77910 






■ Strand 






Start- 


■ 3539 






■ End 


4 675 




Name 


OJ991109 10 


0203 


.C21 .o2 . tw 


Method 


TBLASTX: Wheat 




Start 


3587 






End 


3916 




GI 


none 






Score 


127 




Exons- 


3587. .3916, 


3639 


..3905 








Seq. No. 


37896 






Seq. ID 


OJ991109_10.0203 


C21 


Gene No. 


77910 






Strand 







37556 




start 


3539 








End 


4675 




Name 


OJ991109 10 


.0203, 


,C21.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


3782 - ~ 








End 


4367 




GI 


none 








Score 


77 




Exons 


3782. . 4207, 


3783. 


.3980, 


4047. 


.4208, 4205. .4366, 4212. .4367 


Seq. No. 


37896 








Seq. ID 


OJ991109_10.0203 


.021 


Gene No. 


77910 








Strand 


— 




Start 


3539 








End 


4675 




Name 


OJ991109 10 


. 0203. 


C21 .ol . 


. tw 


Method 


TBLASTX: Wheat 




Start 


3920 ~ 








End 


4546 




GI 


none 








Score 


44 




Exons 


3920. .4546, 


3921 . 


. 3980, 


4041. 


. 4490 






Seq. No. 


37896 ■ 








Seq. ID 


OJ991109_10.0203 


.021 


Gene No. 


77910 








Strand 


— 




Start 


3539 








End 


4675 




Name 


OJ991109 10 


.0203. 


021 .o2 , 


. tm 


Method 


TBLASTX • Maize 




Start 


4415 ~ 








End 


4667 




GI 


none 








Score 


275 




Exons 


4415. . 4666, 


4419. 


. 4667 










S.eq..., No.:..-. 


lZl37a9^r~"I?'^ 


, , . 


, 




. .... . ^ — 

,....S.eq,..„. ID 


.,..OJ9.9I.1.09.^1.Q. .02,03., 




Gene No. 


77910 








Strand 


_ ■ ■ 




Start 


3539 








End 


4675- 




Name 


OJ991109 10 


.0203. 


021 . ol . 


. ts 


Method 


TBLASTX : Soybean 




Start 


4505 ~ 








End 


4675 




GI 


none 








Score 


137 




Exons 


4505. .4675, 


4506. 


.4673, 


4541 . 


.4675 






Seq. No. 


37896 








Seq. ID 


OJ991109_10.0203, 


.021 


Gene No. 


77910 








Strand 


— 




Start 


3539 








End 


4675 




Name 


OJ991109 10, 


.0203. 


021 .o4 . 


. tw 


Method 


TBLASTX : Wheat 




Start 


4553 ~ 








End 


4675 




GI 


none 








Score 


139 




Exons 


4553. .4675, 


4554 . 


.4673 










Seq. No. 


37897 








Seq. ID 


OJ991109_10.0203. 


.022 


Gene No. 


77911 








Strand 


+ 




Start 


170 








End 


427 






■ .OJ991109 10, 


. 0203 . 


022 . ol . 


CIS 


Method 


GENSCAN 




Start 


170 ' ~ - 








■ End- 


427 • - ' ' - • ' - 




GI 


none 








Score 


.63 




*Ex6ns* " ' ' ~ 


' 170.V427'-'' ' 














Seq. No. 


37897 








Seq. ID 


OJ991109_10.0203; 


X22 


Gene No. 


77912 








Strand 






Start 


,1 








End 


4326 




Name 


OJ991109 10. 


.0203. 


022.01. 


np 


Method 


AAT/NAP' 




Start 


1 








End 


4326 




GI 


4378066 








Score 


1126 




Exons 


1..26, 806.. 


.3463, 


3953. . 


4326 









GI Descrip. (AF098806) polyprotein [Sorghum bicolor] 

gi|4680208|gb|AAD27571.1|AF114171_12 (AF114171) polyprotein 
[Sorghum bicolor] 



37557 



Seq. No. 37897 

Gene No. 77913 

Start 6202 

Name OJ991109_10 . 0203 . C22 . oZ. tm 

Start 813 

GI none 

Exons 813. .917, 891. .983, 902. .1117, 1050. .1115 



Seq. ID OJ991109_10.0203.C22 
Strand 

End 8046 

Method TBLASTX : Mai ze 

End 1117 

Score 61 



C(z» rr No 


378 97 


O ?S . JL L/ 




C99 


Gene No. 


77913 


Strand 






Start 


6202 


End 


8046 




Name 


OJ991109 10.0203.C22.o2 


.tw Method 


TBLASTX: Wheat 




Start 


834 


End 


1151 




GI 


none 


Score 


62 




Exons 


834. .899, 835. .897, 908 


..1150, 1083.. 


1151 




Seq. No. 


37897 


Seq. ID 


OJ991109_10.0203 


.C22 


Gene No. 


77913 


Strand 






Start 


6202 


End 


8046 




Name 


OJ991109 10.0203.C22.ol 


. tm Method 


TBLASTX: Maize 




Start 


1121 


End 


1478 




GI' . : 


none_ , 


S^c o^rje 


210 




Exons 1„ 


' L a 1 2 i^. > Tu ir - -4.i'22 a vb . " 









Seq. No. 37897 Seq. ID 

Gene No. 77913 Strand 

Start 6202 End 

Name OJ991109_10 . 0203 . C22 . ol . tw Method 

Start 1151 End 

GI none Score 

Exons 1151.. 1606, 1152.. 1544 



OJ991109_10.0203.C22 
8046 

TBLASTX: Wheat 

1606 

259 



Seq. No. 37897 Seq. ID 

Gene No. 77913 Strand 

Start 6202 End 

Name OJ991109_10 . 0203 . C22 . o3 . tw Method 

Start 1811 End 

GI none Score 

Exons 1811.. 2032, 2039.. 2170, 5153.. 5257 



OJ991109_10.0203.C22 

8046 - 
TBLASTX: Wheat 
5257 
67 



Seq. No. 37897 • Seq. ID OJ991109_10 . 0203 . C22 

Gene No. 77913 - . . • • . - ^- Strand - 

Start:' 6202 . ■ : "• - ■■ - * - End ' '••8046 ■ ' ' ' 

Name - OJ991109_10 . 0203 . C22 ! o2 . np Method AAT/NAP 

Start"""""'- 6202 ■ ' ^'^ "grid" 80-4 6'"' " "--^^ 

"GI./ - : :'..6063.55.c j,. . ..:score. - --:ii4. .v: r: v*'/"' 

Exons ,6202. .6374, 7825. .8046 ' * , . 

GI Descrip. (AP000615) ESTs AU075609 (C63344 ) , C71850 (E04 64 ) , C98611 (E04 64 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] ■ * 



Seq. No. 37898 Seq. ID OJ991109_10 . 0203 . C24 

Gene No. 77914 Strand + 

Start 117 End 487 

Name OJ991109_10 . 0203 .'024 . ol . gs Method GENSCAN 

Start 117 End 487 

GI none Score .71 



37558 



Exons 



117. .198, 393. .487 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
St^arJ:___ 
.Name_. 
Start 
GI 

Exons 



37898 
77915 
998 

OJ991109_10.0203.C24.o2.gs 

998 

none 

998. .1135, 1256. .1381 



Seq. ID OJ991109_10.0203.C24 
Strand 

End 1381 
Method GENSCAN 
End '1381 
Score .67 



37899 
77916 
1 

OJ991109__10.0203.C26.ol.np 
1 

4680185 
1. .307 

(AF111709) unknown [Oryza sativa subsp, indica] 



Seq. ID OJ991109_10.0203.C26 
Strand 

End 502 

Method AAT/NAP 

End 307 

Score 267 



37899 
77 916 

28 

none 
28. .502 



Seq. ID OJ991109_10.0203.C26 
Strand 

,End^: _502___,^ - - 

Method 

End 
Score 



,GENSCAR,., 
502 
.43 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons • - 



37900 
77917 
1 

OJ991109_10.0203.C27.ol.np 
1 

4680179 
1. .859 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



Seq. ID OJ991109_10.0203.C27 
Strand 

End 869 

Method AAT/NAP 

End 859 

Score 712 



37900 
77917 
1 

OJ991109_10.0203.C27.ol.gs 
105 
. none . ^ 

'105.':869-*- - : 



Seq. ID OJ991109_10.0203.C27 

Strand 

End 869 

Method GENSCAN 

End 8 69 

Score ' .74 * - 



Seq.' No: " """ 37900 '''''^ v"^-- • / ■ r - 'seq': ID 

/Gene No.' .J-- . .77918 " : 7."..'.' . ../Strand"" 

Start ' Il'40 ' ' " , . / End 

Name OJ991109_10 . 02.03 . C27 . ol . tw Method 

Start 132 . ' End 

GI • '"none ' Score 

Exons 132.. 458 



0 J9 911 0 9_10\' 0 2 0 3\ Cll 
1331' 

TBLASTX: Wheat 

458 

292 



Seq. No. 37900 

Gene No. 77918 

Start 1140 

Name OJ991109_10 . 0203 . C27 . ol . tm 

Start 153 



Seq. ID OJ991109_10.0203.C27 
Strand 

End 1331 

Method TBLASTX : Mai ze 

End 458 



37559 



GI . none Score 102 

Exons 153.. 458, 249., 458 



Seq. No. 37900 Seq. ID 

Gene No. 77918 Strand 

Start 1140 End 

Name OJ991109_10 . 0203 . C27 . o2 . tw Method 

Start 510 End 

GI none Score 

Exons 510.. 704, 510.. 707, 511.. 708 



OJ991109_10.0203.C27 
1331 

TBLASTX: Wheat 

708 

52 



Seq. No. 37900 Seq. ID 

Gene No. ' 77918 Strand 

Start 1140 End 

Name OJ991109_10 . 0203 . 027 . o2 . np Method 

Start 1140 End 

GI 4512231 Score 

Exons 1140.. 1331 

GI Descrip. (AB014741) ORFO protein [Oryza sativa] 



OJ991109_10. 0203.027 

1331 
AAT/NAP 
1331 
245 



Seq. ID ■OJ991119_13.0207.O3 
^Strand„^:^_:_ ; „c 

.End J7a8 . 



Seq. No. 37901 

,Ge n e„No^ ^JUSl 9 : 

..Start.- 2.9ra . _ 

Name OJ991119_13 . 0207 . 03 . ol . gs Method GENSOAN 

Start 298 End 3788 

GI none Score .74 

Exons 298.. 425, 467.. 545, 624.. 1513, 1601.. 2096, 2193.. 2309, 

3149. .3193, 3750. .3788 



Seq. No. 37902 Seq. ID 

Gene No. 77920 Strand 

Start 306 End 

Name OJ991119_13 . 0207 . 04 . ol . gs Method 

Start 306 End 

GI none Score 

Exons 306.. 470 



OJ991119_13.0207.O4 
+ 

470 

GENSOAN 

470 

.86 



Seq. No. 


37903 








Seq. ID 


OJ991119_13. 


,0207. 


.07 


Gene No. 


77921 








Strand 








Start 


29 








End 


1417 






Name 


OJ991119 


13. 0207. 07 


.ol, 


.gs 


Method 


GENSOAN 






Start . 


29 - - . 








End 


1417- - . 






GI- :. ' 


none ' • • ^ 








' Score /;* 


• v9 






Exons 


29, .522, 


1310. .1417 














Seq.^*. No .:. '^-. 


' .37904' : 








.Seq. ID 


. OJ991119_13. 


t)207. 


.08 


Gene. No. 


,77922,. . 








Strand 








Start 


1, 








End 


4 30 






Name 


OJ991119 


13.0207.08 


.ol. 


. tm 


Method 


TBLASTX-: Maize 




Start 


1' 








End 


372 






GI 


none 








Score 


96 






Exons 


l.,93, 2. 


.94, 133.. 


372, 


, 134. 


.367 








Seq. No. 


37904 








Seq. ID 


OJ991119__13. 


0207. 


,08 


Gene No. 


77922 








Strand 








Start 


1 








End 


430 






Name 


OJ991119 


13.0207.08 


.ol, 


,np 


Method 


AAT/NAP 







37560 




start 


1 






End 


430 




GI 


2815292 






Score 


334 




Exons 


1 . .430 












GI Descrip. 


(Y15962) 


Germin-like protein 


1 [Hordeiam vulgare] 




Seq. No. 


37904 






Seq. ID 


OJ991119_13.0207 


,C8 


Gene No. 


77922 






Strand 


- 




Start 


1 






End 


430 




Name 


OJ991119 


_13.0207.C8,ol. 


tc 


Method 


TBLASTX: Cress 




Start 


1 






End 


357 




GI 


none 






Score 


98 




Exons 


1..93, 2. 


. 88, 130 . .213, 


131 , 


.187, 205. 


,357, 212, .355 




Seq. No. 


37904 






Seq. ID 


OJ991119_13.0207 


,C8 


Gene No. 


77922 






Strand 


— 




Start 


1 






End 


430 




Name 


OJ991119 


_13.0207.C8.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


2 






End 


357 




GI 


none 






Score 


90 




Exons 


. 2 . . 55, 4 . 


.84, 4, ,96, 8. 


.88, 


133. .354, 


133. .357 




Seg^^^No,.,_^„ 


„--37J04 






„_Sei3,.,_ID„ 


OJ991119 13.0207 


. C8 


Gene. No..,. 


.3.7 922,. 






..,Stran,d.^ 






Start ■ 


1 ' ■ 






"End" 


"430 




Name 


OJ991119 


13.0207.C8.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


4 






End 


357 




GI 


none 






Score 


79 




Exons 


4. .93, 5. 


.67, 130. .225, 


130. 


.213, 205. 


.357, 212.. 355 





Seq, No. 37904 

Gene No, 77922 

Start 1 

Name OJ991119_13 . 0207 . C8 , ol , gs 

Start 79 

GI none 

Exons 79.. 355 



Seq. ID OJ991119_13,0207,C8 

Strand 

End 4 30 

Method GENSCAN 

End 355 

Score ,95 



Seq. No, 
Gene No. 
Start 
Name 
Start 

'GI . - . . 

Exons 

■^f Dg^sgrl^. 

Seq. No. , 

Gene No. 

Start 

Name ■ ' 

Start 

GI 

Exons 



37905 
77923 
1 

OJ991119__13.0207.C9.ol.np 

1 - • . 

■4115549 - ■ ' > " 
1. ,112, 152. '. 603' 
""^"C AB0T2"63'5')'"^'lfect in-S^ f)5fy peptide '"'fRobinla^'p^^i^ 



Seq. ID OJ991119_13.0207,C9 

Strand 

End 621 

Method AAT/NAP 

End -603 

'Score-' ' ■ 17 9 ^ " • - ■ • • ' 



37905 .. . 

77923 

1 

OJ991119_13. 0207.C9.ol.gs 
7 

none 
7.. 621 



Seq.. ID OJ991L19_13.0207.'C9 

Strand - • ■ 

End 621 

Method GENSCAN' 

End 621 

Score .53 



Seq. No, 37905 Seq. ID OJ991119_13 . 0207 . C9 

Gene No. 77923 Strand 

Start 1 End 621 



37561 



Name OJ991119_13 . 0207 .C9 . ol . tm Method 

Start 2 62 End 

GI none Score 

Exons 262.. 513, 263.. 475 

Seq. No. 37906 Seq. ID 

Gene No. 77924 Strand 

Start 1 End 

Name OJ991119_13 . 0207 . Cll . ol .np Method 

Start 1 End 

GI 2943742 Score 

Exons 1..108 

GI Descrip. (AB002266) XAl [Oryza sativa] 

Seq. No. 37907 Seq. ID 

Gene No. 77925 Strand 

Start 59 End 

Name OJ991119_13 . 0207 . C12 . ol . gs Method 

Start 59 End 

GI none Score 

Exons 59.. 70, 241.. 1146, 1225.. 1435 



TBLASTX: Maize 

513 

224 



OJ991119_13. 0207. Cll 
+ 

108 

AAT/NAP 

108 

110 



OJ991119_13.0207.C12 

1520 
GENSCAN 
1435 
.96 



Seq... No. 



.Seq... ;I.D.... aj9..9X119^J3.. 02a7..,C12, 





Gene No. 


77925 


Strand 


' + 




Start 


59 


End 


1520 


fU 


Name 


OJ991119 13.0207.C12.ol.np 


Method 


AAT/NAP 




Start 


238 


End 


1520 




GI 


4680179 


Score 


939 




Exons 


238. .1323, 1357. .1520 








GI Descrip. 


(AF111709) polyprotein [Oryza 


sativa 


subsp. indica] 



Seq. No. 37907 Seq. ID 

Gene No. 77925 Strand 

Start 59 End 

Name OJ991119_13 . 0207 . C12 . o2 .-tw Method 

Start 421 End 

GI none - Score 

Exons 421. .468, 481 .. 678, '483 .. 680 



OJ991119__13.0207.C12 
+ 

1520 

TBLASTX: Wheat 

680 

211 



Seq. No. 37907 Seq. ID 

Gene No. 77925 Strand 

Start 59 • - • ' End ■ 

Name : - :OJ99iii9;_13-. 0'207 . Ci2 . ol . tw Method ' 

Start _ '714 ' End ' 

Exons • 714; .'90S.7- 715.:. 1065 ■ ' " : ■ 



OJ991119_13.0207.C12 
+ 

•1520 ■ . • 

- TBLASTX': Wheat ' " - ' ' 
1065 " ' ^ '"" ' 



Seq. No. 


37907 




Seq. ID 


OJ991119_13.0207 


.C12 


Gene No. 


77925 




Strand 


+ 




Start • 


59 




End * 


1520 




Name 


OJ991119 13.0207 


.C12.ol.tm 


Method 


TBLASTX: Maize 




Start 


■715 




End 


1020 




GI 


none 




Score ■ 


232 




Exons • 


715. .1020, 729.. 


845 








Seq. No. 


37908 




Seq. ID 


OJ991119_13.0207 


.C13 


Gene No. 


77926 




Strand 


+ 





37562 



start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons. ; 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name^ ^ 
Start 

-Exons'"" 

Seq. No. 
Gene No'; 
Start ' 
Name 
Start 
GI 

Exons 

Seq. No. 
Gene No. 



OJ991119_13.0207.C13.ol.np 
1 

4680179 
1. .1396 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



End 

Method 
End 
Score 



1396 
AAT/NAP 
1396 
1974 



37908 
77926 
1 

OJ991119_13.0207.C13.o2.tw 
2 

none 

2. .415, 26. .409, 31. .414 

37908 
77926 
1 

OJ991119_13.0207.C13.ol.ts 
203 
none 

. 2 Q 3 2M^v4 62,.„.„_™ 

37 908 ' ' " . ■ •■ ■ 
77926 
1 

OJ991119_13. 0207. 013. o2.tm 
261 
none 

261.. 413, 262.. 549, 263.. 553 

37908 
77926 
1 

OJ991119_13.0207 .C13.ol.tw 

422 

none 

422. .1048, 478. .936, 515. .1045 



Seq. ID OJ991119_13.0207.C13 

Strand + 

End 1396 

Method TBLASTX : Wheat 

End 415 

Score 532 



Seq. ID OJ991119_13.0207.C13 

Strand + 

End 1396 

Method TBLASTX : Soybean 

End . 4 63 

Score 290 



Seq. ID OJ991119_13.0207.C13 

Strand + ' 

End 1396 

Method TBLASTX : Mai ze 

End 553 

Score 75 



Seq. ID OJ991119_13.0207.C13 

Strand + 

End 1396 

Method TBLASTX : Wheat 

End 1048 

Score- 683 



37908 
77926 

1 ' - . • •'. ■ End 
-'OJ9"91119_l-3 . 0207 . CW. ol. tm ' - Method 

602 • ■ ■"' '-End 
'- "".rVonfe'-' " ^ ^ " -" "-'sooi:^ ''"-111 

S'O^. .'763V 610. '.7:5'6, 761. .1201, 763.'. 1185' 



Seq. -ID OJ991119__13.0207.C13 
Strand + 

•1396 

'TBLASTX: Maize ' ' 
1201 



37908 
77926 

1 - ■ ... 

OJ991119_13.0207.C13.o3.tw 

1048 

none 

1048.. 1317, 1049.. 1381, 1052, 

37909 
77927 



Seq. ID OJ991119_13.0207.C13 
Strand + 

1396 

TBLASTX: Wheat 
1381 
319 



End ■ 
Method 
End 
Score 
.1360 



Seq. ID OJ991119_13.0207.C14 
Strand 



37563 



start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

,,Exon,s.,^ 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 

^ Name ' ' " 
Start ■ 

Exons' 

Seq. No. ■ 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ991119_13.0207.C14.ol.np 
1 

4680203 
1. .619 

(AF114171) TNP2-like protein [Sorghum bicolor] 



End 

Method 
End 
Score 



619 

AAT/NAP 
619 
598 



End 

Method 

End 

Score 



37909 
77927 
1 

OJ991119_13.0207.C14 .ol.ts 
27 

none 

27. .215, 27. .239, 79. .240 

37909 
77927 
1 

OJ991119_13. 0207.C14 .ol.gs 
57 

none 

,57,., .,34 6 ; . - - , : , . \ - 

'37 909 
77927 
1 

OJ991119_13. 0207.C14 .ol.tm 
75 

none 

75. .266, 91. .267, 276. .518, 292. .519 



Seq. ID OJ991119_13.0207.C14 
Strand 

619 

TBLASTX: Soybean 
240 
63 



Seq. ID OJ991119_13.0207.C14 
Strand 

End 619 

Method GENSCAN 

End 34 6 

Score . 7 



Seq. ID OJ991119_13.0207.G14 
Strand - 

619 

TBLASTX: Maize 
519 
71 



End 

Method 

End 

Score 



37909 
77927 
1 

OJ991119_13.0207.C14 .ol.tw 

127 

none 



Seq. ID OJ991119_13.0207.C14 
Strand 

End 619 

Method TBLASTX : Wheat 

End 522 

Score 60 



127. .216, 132. .266, 313. .408, 315. .410, 417. .521, 424. .522 



37909 
77927 

1 ■ ■ • • 

• GJ991li9_13.0207-.C14 .ol.tc 
363 • ' ■. 



Seq. ID OJ991119_13.0207.C14 
Strand 

End 619.. 

Method ' TBLASTX: Cress 

End .587. ' . ' ■ ' 

363V. 539, ■■'■364::516r-554:. 586, .5-55. ..5S7''. ' ' ■ . ■ Z::'-' 



37910 
77928 

1 • • 

OJ991119_13. 0207 .C15.ol.np 

1 . 

4680179 
1..955, 4656. .4730 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



Seq. ID OJ991119_13.0207.C15 

Strand + 

End 4730 - 

Method AAT/NAP 

End 4730 

Score 440 



Seq. No, 



37910 



Seq. ID OJ991119_13.0207.C15 



37564 




Gene No. 77928 Strand + 

Start 1 End 4730 

Name OJ991119_13 . 0207 . C15 . ol . gs Method GENSCAN 

Start 334 End 2727 

GI none Score .56 

Exons 334. .578, 1149. .1177, 1458. .1808, 2522. .2727 

Seq. No. 37910 ' Seq. ID OJ991 119_13 . 0207 . C15 

Gene No. 77929 Strand 

Start 3817 End 4187 

Name - OJ99111 9_13 . 0207 . C15 . o2 . gs Method .GENSCAN 

Start 3817 End 4187 

GI none Score .76 

Exons 3817.. 3893, 4122.. 4187 

Seq. No. 37911 Seq. ID OJ991 119_13 . 0207 . C16 

Gene No. 77930 Strand + 

Start 255 End 5915 

Name OJ991119_13 . 0207 . C16. ol . gs Method GENSCAN 

Start 255 End 5590 

GI none Score . 53 

:..,_Exons.,._ 25.5... .329/,. 697,,., 89.9.;;.. .1.686 . .18.05, 2331 ..2555, 2613 .. 2783, ■ 

, . ^. ... 'L..,, ^^.3l2:^,.^.S2i^ 

Seq. No. 37911 Seq. ID OJ991119_13 . 0207 . C16 

Gene No. 77930 Strand + 

Start 255 End 5915 

Name OJ991119_13 . 0207 . C16 . dl . np Method AAT/NAP 

Start 1167 End 5915 

GI 6466937 Score 1439 

Exons 1167.. 1206, 2721.. 5915 

GI Descrip. (AC011621) putative retroelement pol polyprotein [Arabidopsi 
thaliana] 

Seq. No. 37911 Seq. ID OJ991119_13 . 0207 . C16 

Gene No. 77930 ' Strand + 

Start 255 End 5915 *■^• 

Name OJ991119_13 . 0207 . C16 . o4 . tm Method TBLASTX : Maize 

Start 3475 End 4302 

GI none Score 127 

Exons . 3475. .3597,- 3664. .3906, 4 006. .4077, 4168. .4 302 

• . Seq.h No.'. ' ' 37'911*V' V . .■"■■Seq.' ID'. OJ99rli9_13.02d7'.*Ci6"' 

Gene No. 77930 ' Strand + 
-■"^•^t3rt" "^'^■'-2*5^-'^'^''-'^ 

Name ' " V- 0J9 Wll9_13 . 0207". C16'. ol . tw ' .//' Method^^ ... " .'. 

Start 4287 ..... " End 4773 

■ GI none Score 373 - . 

Exons 4287.. 4769, 4291.. 4773 

Seq. No. 37911 Seq. ID OJ9911 19_13 . 0207 . C16 

Gene No. 77930 . Strand -f 

Start 255 ' End 5915 

Name OJ991119_13 . 0207 . C16 . o2 . ts Method TBLASTX : Soybean 

Start 4330 End 4530 

GI none Score 213 

Exons 4330.. 4530, 4333.. 4530 



37565 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



37911 Seq. ID 

77930 Strand 

255 End 
OJ991119_13.0207.C16.ol.tm Method 

4351 End 

none Score 

4351. .4827, 4356.-4457, 4497. .4808 



OJ991119_13.0207.C16 
+ 

5915 

TBLASTX: Maize 

4827 

591 



Seq. No, 37911 Seq. ID OJ991119_13. 0207 .016 

Gene No, 77930 Strand + 

Start 255 End 5915 

Name OJ991119_13 , 0207 . C16 . ol . ts Method TBLASTX : Soybean 

Start 4750 End 5109 

GI none . Score 305 

Exons 4750,. 5109, 4767.. 5108 

Seq. No, 37911 Seq, ID OJ991119_13 . 0207 ,C16 

Gene No, 77930 Strand + 

Start 255 End 5915 

Name OJ991119_13 . 0207 .016 . o2 . tw ' Method TBLASTX : Wheat 

._S tart J:. ..__-^A25 ^ _ End , _:5223 _.„„ 

.,GI„:^.: "... ..^ ...-.nojie _ .... „ S,cor.e .331. 

■Exons' 4825, .5223, 4857. .5189 



Seq. No. 37911 

Gene No, 77930 

Start 255 

Name OJ991119_13 . 0207 . 016 . o2 . tm 

Start 4842 

GI none 

Exons 4842, .5123, 4846. .5373, 4860, 
5246. .5401 



Seq. ID OJ991119_13. 0207. 016 

Strand + 

End 5915 

Method TBLASTX: Maize 

End 5401 

Score 67 

.5372, 5209. .5394, 5232, .5399, 



Seq. No. 


37911 








Seq. ID 


OJ991119_13,0207,Ol 


Gene No. 


77930 








Strand 


+ 


Start 


255 








End 


5915 


Name 


OJ991119 13 


0207. 


016. o3. 


ts 


Method 


TBLASTX: Soybean' 


Start 


5131 








End 


5376 


GI 


none 








Score 


204 


Exons 


5131. .5376, 


5136. 


.5339 








Seq.. No.' 


379ir - 








■ Seq-. - TD 


^ pJ99 1 1 1'9_1 3 .0207". 01 _ 


Gene ' No . ■ ' 


"• 77 930 








- Strand' 


-+ - 


'sittt ''^■'"''^ 














Name ~ 


• OJ991119.V13* 


0207. 


C16.'o3'. 


tm ... 


Method 


TBLASTX :M^ize- "~' . ~" 


Start 


5404 








End. 


5814 


GI 


none 








Score 


169 


Exons 


5404. .5547, 


5412. 


.5543, 


5563 


..5814, 5563.. 5787, 5709.. 5813 


Seq. No. 


37911 








Seq. ID 


OJ991119_13.0207.Ol 


Gene No. 


77930 








Strand 


+ 


Start 


255 








End 


5915 


Name 


OJ991119 13. 


0207. 


016. o3. 


tw 


Method 


TBLASTX: Wheat 


Start 


5569 








End 


5915 


GI 


none 








Score 


299 


Exons 


5569. ,5913, 


5569. 


.5859, 


5700 


, .5915 





37566 




Qorr Mo 


37912 


Seq. ID 


OJ991119 13 0207 C17 


Gene No. 


77931 


Strand 




Start 


1 


End 


633 


Na.nie 


OJ991119 13.0207.C17.ol.np 


Method 


AAT /NAP 




1 


End 


U J J 




5080762 


Score 


^ -J 1 


Exons 


1..633 








(AC007203) Similar to retrotransposon 






Enaxiana j 






Seq. No. 


37912 


Seq. ID 


OJ991119_13.0207.C17 




77932 


Strand 




OT- a J- L 


8017 


End 


R 4 ft 4 

O *i O *i 


KT a TTI o 


OJ991119 13.0207.C17.o2.gs 


Method 




Q-h a "T-l- 


8017 


End 


fl 4 ft 4 
O *i O *1 


ol 


none 


Score 


79 


U" V /*\ r\ o 


8017. .8484 






Seq. No. 


37912 


Seq. ID 


OJ991119_13.0207.C17 




77933 


Strand 






^J^SIS. ; 


_End 




N^nie,. ~ „ .„ 


^...0 J9 9.1,1 1 i-.a 3.02 d7 . .017.. QX..t w , ... . 


_ Methp.d 


TRT A<^Ty • Whfi^t- 


Q-l- a -ri- 
ot aX L 


74 


End 


_L vj J J. 




'none 


Score 




T V ^\ C* 


74. .217, 9893. .10519, 9894. .10517 




Seq. No. 


37912 


Seq. ID 


OJ991119_13.0207.C17 


Gene No. 


77933 


Strand 




Q-f- -rl- 
O C ctX L, 


9515 


End 


1 4 fiS7 

X 1 O J / 


Nsme 


OJ991119 13.0207.C17.ol.tm 


Method 


X 0 Xir-iO 1 A ■ L'Jcl X ^ c 


O LciX C 


98 


End 


X u J 0 


r T 

laX 


none 


Score 


7 9 




98. .217, 338. .376, 9740. .10180, 9753.. 


inm^ iDDft^ ini7ft 

XVJWX^, XVJUOO. .xux/o. 




10178. .10339, 10185. .10331 






Seq. No. 


37912 


Seq. ID 


OJ991119_13.0207.C17 


OCllC LnvJ. 


77933 


Strand 




Q-l- ja r-i- 

o uaxrt. 


9515 


End 


14657 


Name 


OJ991119 13.0207.C17.o5.tm 


Method 


TBLASTX: Maize 


o LaX C 


218 


End 


9703 


O i 


none *' 


Score 


138 




:;2r8-. ;337; :413 : .:646V 542^ ; 6-25, 


- 671. . 733> ;706. ;73;2:, 9.557-::; 9"7p, 


'Se^'r'^o?"^ 




"'•1s'eq, " 'ID- 


0 J 9'91T1 O'^ t5 1^ 


o n o ■ Kt ■ " 


77"933 " ■ . ■ 


'S t rand 




O UaX L 


9515 ^ ' 


End 


14 657 _ 




'OJ991119 13.0207.C17.b6.tw " 


Method 


TBLASTX: Wheat 


O L dX L 


254 


End 


9892 




none 


Score 


67 


Exons 


254. .343, 329. .376, 428. .577, 


9560. .9892, 9561. .9800, 9785. 


Seq. No. 


37912 


Seq. ID 


OJ991119_13.0207.C17 


Gene No. 


77933 


Strand 




Start 


9515 


End' 


14657 


Name 


OJ991119 13.0207.C17.o8.tm 


Method 


TBLASTX: Maize 


Start 


2663 


End 


2929 



37567 



GI none Score 215 

Exons 2663.. 2929, 2677.. 2835 

Seq. No. 37912 Seq. ID OJ991119_13 . 0207 . C17 

Gene No. 77933 Strand 

Start 9515 End 14657 

Name OJ991119_13 , 0207 , C17 . o7 . tm Method TBLASTX: Maize 

Start 5883 End 6347 

GI none Score 38 

Exons , 5883. .5969, 5944. .6120, 5945. .6178, 5946. .6347 

Seq. No. 37912 Seq. ID OJ991119_13 . 0207 . C17 

Gene No. 77933 Strand 

Start 9515 End 14657 

Name OJ991119_13 . 0207 .C17 . o7 . tw Method TBLASTX: Wheat 

Start 5967 End 6332 

GI none Score 276 

Exons 5967.. 6332, 5975.. 6202 

Seq. No. 37912 Seq. ID OJ991119_13 . 0207 . C17 

Gene No. 77933 Strand 

Start - • 9515. _ End ^_14 657^__ ; 

Name.. . .OJ,979,l 11.9.^1.3.. 02.0„7,..ClX.o2..np Methods. ^AAT/NAR...„ . _ 

Start 9515 / ■ End 14657 

GI 4680179 Score 4913 

Exons 9515. .12704, 14635. .14657 

GI Descrip. (AF111709) polyprotein [Oryza sativa subsp. indica] 

Seq. No. -37912 Seq. ID OJ991119_13 . 0207 . C17 

Gene No. 77933 - Strand 

Start 9515 End 14657 

Name OJ99111 9_13 . 0207 . C17 . o3 . tm Method TBLASTX: Maize 

Start 10388 End 10679 

GI none Score 93 

Exons 10388. .10678, 10390 .. 10677 , 10392.. 10679 

Seq. No. 37912 Seq. ID OJ991119_13 . 0207 . C17 

Gene No. 77 933 ■ - Strand 

Start 9515 End 14657 

Name OJ991119_13 . 0207 , C17 . o2 . ts Method TBLASTX: Soybean 

Start 10478 End 10733 

GI . . ■' ■ none . - .Score - 158 - . ■ . 

Exons '"V ■ " ■ 1.04 7 8.J 10732;: r04 79 .. 10733 *: . " ; " ' ;,' ; 

-•"s^7'''N67^"'"""^3m2""""^-^^^ 

Gene No. ' 77933- - iStrand". -/ • " --^ 

Start - 9515 • .. , End 14657 

Name . OJ99111 9__i3 . 0207 . C17 . o3 . tw Method TBLASTX : Wheat 

Start 10526 End 11002 

GI 'none - " Score 255 

Exons 10526. .11002, 10527 1078 1 , 10538. .10972 

Seq. No. 37912 Seq. ID OJ991119_13 . 0207 . C17 

Gene No. 77933 Strand 

Start 9515 End 14657 

Name OJ991119_13 . 0207 . C17 . o2 . tw Method TBLASTX : Wheat 

Start 11003 End 11518 



3756*8 



GI 


none 




Score 


219 




Exons 


11(^0*5 llcilQ 


1 1 /I /I n 


11178. .11486 




Seq. No. 


37912 




Seq. ID 


OJ991119__13.0207 


.C17 


Gene No. 


77933 




Strand 






o care 






End 


14657 




Name 


ujyyiiiy u.uzu/.bi/ 


. oz . cm 


Method 


TBLASTX: Maize 




b tare 


± 1 UO 4 




End 


11446 






none 




Score 


170 




Exons 


TlflQ/l II/I/IT IIHQQ 


1 1 "5 Q "5 

. 1 1 jy o , 


11093. .114 4 6, 11178. .114 4 4 




Seq. No. 


37912 




Seq. ID 


OJ991119_13.0207 


.017 


Gene No. 


77933 




Strand 








O 1 D 




End 


14657 




Name 




. Oo . cs 


Method 


TBLASTX: Soybean 




b raru 


I 1 0 7 

I I Z D / 




End 


11512 






none 




Score 


74 




Exons 


IIOtf^T 119tfCQ 


1 1 /) Q Q 

. 1X4 o y 








Seq. No. 


37912 




Seq. ID 


OJ991119_13.0207 


.C17 


Gene No. 


77933 




Strand . 






^br a rjL_ „ , 


^ .^y g j,p,_ ^ „^ 




End 


14 657 




.,N.ara.e . _ 




. o4„..titi ^ . 


, Method „ 


.TBLASTX: Maize 




btart: 


T 1 yi Q Q 

1 1 4 o o 




End 


11983 






none 




Score 


39 




Exons 


Il/IQ"^ 1100*5 1ic;0i^ 


. X X O / b / 


11601. .11732, 11804. .11983 




Q o \^r\ 
O c . IN O . 


^7 qi 9 




Seq. ID 


OJ991119_13.0207 


n 7 


Gene No. 


77933 




Strand 






Start 


9515 




End 


14657 




Name 


OJ991119 13.0207.C17 


. o5 . tw 


Method 


TBLASTX: Wheat 




Start 


11519 




End 


11821 




GI 


none 




Score 


236 




Exons 


11519. . 11821, 11520. 


.11801, 


11740. .11814 





Seq. No. 37912 

Gene No. 77933 

Start 9515 

Name OJ9911 19_13 . 0207 . C17 . ol . ts 

Start 11534 

GI none 

Exons- • 11534 .. 11893, 11535 11798 , 

Seq. No! ' " 37912 ' " ■ ' " " " ' - • ■ 
'"G^he"'-f^7"^^*^^'7t93^5="^"'''^'^^^ 

Start ' '"9515 ' . .. ■ ' ■ ' 

Name 0J991119_13 . 0207 . C17 . o4 . tw . 

Start 11870 ' ' ' - 

' GI none 

Exons 11870. . 12073, 11913 .. 12074 , 
12077. . 12247 



Seq. ID OJ991119_13.0207.C17 
Strand 

End 14657 

Method TBLASTX: Soybean 

End 11929 

Score 144 
11885. .11929, 11897. .1-1929 



_^Seq. ID- ■OJ991119_13.0207.C17 

. - End : " *i^657'' : ^ ' ' ' : " 

Method TBLASTX: Wheat 
End . 12351 
Score 124 
12067. .12351, 12073. .12240, 



Seq. No. 37912 

Gene No. 77933 

Start 9515 

Name OJ991119_13 . 0207 . C17 , 

Start 12067 



o6 . tm 



Seq. ID OJ991119_13.0207.C17 
Strand 

End 14657 

Method TBLASTX : Mai ze 

End 12340 



37569 



GI 

Exons 



none Score 129 

12067. .12339, 12074 1224 1, 12088 12243, 12302.. 12340 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip". 



37913 Seq. ID 

77934 Strand 
1 End 
OJ991119_13.0207 .C19.ol.np Method 
1 End 
5852180 Score 
1..21, 3372. .3425, 4405. .4523, 4575. 
{AL117265) zhbOOOlO.l [Oryza sativa] 



OJ991119_13.0207.C19 
+ 

4925 
AAT/NAP 
4925 
464 
4925 



Seq. No. 37913 

Gene No. 77935 

Start 109 

Name OJ991119_13 . 0207 . CI 9 . ol . gs 

Start 109 

GI none 
Exons 



Seq. ID OJ991119_13.0207.C19 



Strand 
End 

Method 

End 

Score 



4660 
GENSCAN 
4660 
.49 



109. .770, 1137. .2173, 2453. .2520, 3487. .3582, 4499. .4660 



Seq. No. 37913 Seq. ID 

„Gene_Nq,.._ 7J9J.5, „ Strand 

.StarL .„ , . 103 . : ._ind.,_ , 

Name OJ991119_13 . 0207 . C19 . ol . gp Method 

Start 3274 End 

GI uC-osf Icyp033a04bl Score 

Exons 3274.. 3655 

GI Descrip. ' 6016845/dbj | AP000570 . 1 1 AP000570 3 . Oe 
DNA, chromosome 1, clone : P0711E10 ' 



OJ991119_13.0207.C19 

AAT/GAP 
3655 
687 

■59 Oryza sativa genomic 





Seq. No. 


37914 


Seq. ID 


OJ991119_13. 


0207 


.C20 




Gene No. 


77936 


Strand 


+ 








Start 


1 


End 


2522 








Name 


OJ991119 13.0207.C20.ol.np 


Method 


AAT/NAP 








Start 


1 


End 


2522 








GI 


5852180 


Score 


584 








Exons 


1. .31, 227. .294, 1277. .1394, 


1446. .18 


70, 2476.. 2522 








GI Descrip 


(AL117265) ZhbOOOlO.l [Oryza 


sativa] 










Seq. No. 


37914 


Seq. ID 


OJ991119_13. 


0207 


.C20 


p =. 


Gene No. 


77936 


Strand 


+ 








Start 


1 ' ■ . 


•End 


-2522 - - 








Name. ; ;; ' 


^OJ991119 13-.'0207-.C20.oi ;gs- - 


Method' 


--GENSCAN-' 








Start ' 


-14 39 • ' ■ - - ■ ■•■ • 


End ' 


1992' • ■ " • 






















Exons '1 


1439. .1992 . " " ■ -^^ ' - 












Seq. No.. 


37914 


Seq. ID 


OJ991119_13. 


0207 


.C20 " 




Gene No. 


77937 


Strand 










Start 


" 143 • 


End ■ 


524'"' 








Name 


OJ991119 13.0207.C20.ol.gp 


Method 


AAT/GAP 








Start 


143 


End 


524 








GI 


uC-osf Icyp033a04bl 


Score • 


695 








Exons 


143. .524 











GI Descrip. ' 6016845/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 ' 



37570 




beq, INO . 


37915 




Seq. ID 


ojyyiiiy ij.o^ot 


. C21 


Gene No. 


77938 




Strand 


+ 




Start 


1 




End 


3933 




Name 


OJ991119 13.0207.C21.o3 


. np 


Method 


AAT/NAP 




Start 


1 




End 


3933 




bl 


4680183 




Score 


182 




Exons 


1..119, 3164, ,3234, 3844, .3933 






GI Descrip. 


(AF111709) gag-pol protein [Oryza sativa subsp. indica] 




beq. NO. 


37915 




Seq. ID 


OJ991119 13,0207 


. CZ 1 


Gene No. 


77939 




Strand 


+ 




Start 


4 / 1 y 




End 


5109 




Naitie 


OJ991119 13.0207,021.04 


.np 


Method 


AAT/NAP 




btart 


4719 




End 


5109 




r' T 
bl 


6815109 




Score 


125 






4719. .5109 










GI Descrip, 


(AP001081) hypothetical 


protein [Oryza 


sativa] 




bec5. No. 


37915 




Seq. ID 


OJ991119_13.0207 


. C21 


Gene No. 


77 940 




Strand 






Start 


1 




End 


1233 




Narrije ,* 


^ _0 J 9 9 1 1 19. lA. 020 7^02 1. .,o 1 


,.,np_. 


^.Method 


,AAT/JJAP^ ■ . - . 


™- 


S.tart , . - - 


_ ^ ^ _ ; • 




..End . . .11' 


..1Z33 ^ 





bl 


4680179 ^ • 




Score 


1981 




Exons 


1,,1233 










GI Descrip, 


(AF111709) polyprotein 


[Oryza 


sativa subsp, indica] 




Seq. No. 


37915 




Seq. ID 


OJ991119_13.0207 


.C21 


Gene No. 


77940 




Strand 






b uart 


1 




End 


1233 




Name 


OJ991119 13.0207,C21.ol 


. gs 


Method 


GENSCAN 




btart 


45 




End 


1233 




bl 


none 




Score 


.81 




Exons 


45, ,1233 










Seq. No. 


37 915 




Seq. ID 


OJ991119_13,0207 


.C21 


Gene No. 


77941 




Strand 






Start 


. 1490 




End 


■4849 




Name 


OJ991119 13.0207.C21.ol 


. tm 


Method 


TBLASTX: Maize 




btart 


439 




End 


735 




bl 


none 




Score 


43 




Exons 


.439. .735, 451. .507,- 548 


. . 69:4. 








Seq, No. . 


37 915 ' ' " ■ 




*Seq. ID''" 


. 0 J9 9 1 1 19 ' 1 3 . 020 r.' C2 1 " " 










oraru - . 


' 'i'49'o" " " *: " . . ■ " 




End • - 


'484 9 * ■ *■ 




Name 


OJ991119 13.0207.C21.ol 


. tw 


Method 


TBLASTX: Wheat 




b tart 


616 




End 


979 




CT 
bl 


none 




Score 


107 




Exons 


616. .975, 617. .850, 625 


. .945, 


875". .979 




Seq. No. 


37915 




Seq. ID 


OJ991119_13.0207, 


.C21 


Gene No. 


77941 




Strand 






Start 


14 90 ' 




End 


4849 




Name 


OJ991119 13.0207.C21.o2 


. gs 


Method 


GENSCAN 




Start 


1490 




End 


4849 




GI 


none 




Score 


.42 





37571 



Exons 



1490. .1819, 1863. .2456, 3707. .3826, 4676. .4849 



Seq. No. 37915 

Gene No. 77941 

Start 1490 

Name OJ991119_13 . 0207 . C21 . o2 . np 

Start 1493 

GI 5042448 

Exons 1493.. 1762, 1803.. 2390 

GI Descrip. (AC007789) putative ORFO protein of RIRE8B gypsy-type 
retrotransposon [Oryza sativa] 



Seq. ID OJ991119_13.0207.C21 
Strand 

End 4849 

Method AAT/NAP 

End 2390 

Score 1324 . 



Seq. No. 37916 
Gene No. 77942 
Start 1 

Name OJ991119_13 . 0207 . C22 . ol . np 

Start 1 
GI 5295971 
Exons 1..54, 974.. 3640 

GI Descrip. (AB026295) EST D24 315 (R1718 ) corresponds to a region of the 
predicted gene.; Similar to Tobacco DNA for retroviral-like 
._„^„txaRsppso_n_Jnt,,, 1t9±,JX13J11}_ LQ^:yzA sativaj_.- 



Seq. ID OJ991119_13.0207.C22 

Strand + 

End 3640 

Method AAT/NAP 

End 3640 

Score 2155 



Seq. No. 


37916 






Seq. ID 


OJ99in'9_13. 0207 


C22 


Gene No. 


77942 






Strand 


+ 




Start 


1 






End 


3640 




Name 


OJ991119 13.0207 


.C22.04 


. ts 


Method 


TBLASTX : Soybean 




Start 


999 






End 


1333 




GI 


none 






Score 


248 




Exons 


999. .1307, 1031. 


.1333, 


1095. . 


1175 






Seq. No. 


37916 






Seq. ID 


OJ991119_13.0207, 


C22 


Gene No. 


77942 






Strand 


+ 




Start 


1 






End 


3640 




Name 


OJ991119 13.0207 


.C22.02 


. tw 


Method 


TBLASTX: Wheat 




Start 


1134 






End 


1694 




GI 


none 






Score 


341 




Exons 


1134.. 1595, 1355 


. .1594, 


1599. 


.1694' ■ 






Seq. No. 


37916 






Seq. ID 


OJ991119_13.0207. 


C22 


Gene No. 


77942. 






Strand 


+ 




Start . . 


1 ■ • 






End... • 


. 3640 ■ 




*- 'Name . ^'-^ 


0J9 91 i 1 9 i 3/0 2 6 7*; C2 2'.-o3' 


. tm-' - 


Method"- 


TBLASTX : Maf ze ■ ' " ' ' 




■ Start -- 


1341 






End -- ; 


-1765^'^^ ' ■ 














T z.'sr^:^\i^fCi'j^zi?s;ic:i I'sjcz^fC- 




' - Exons ' -Vr '7. ' v; 


: r34i:::r688,':T35T 


.^ 1687; 


1703'. 


;i7 65*'.: 






Seq. No. 


37916 






Seq. ID 


. OJ991119_13.0207. 


C22 


Gene No. 


77942 






Strand 


+ 




Start 


1 






End 


3640"" * 




Name 


OJ991119 13.0207 


.C22.02 


. ts 


Method 


TBLASTX: Soybean 




Start 


1368 






End 


1843 




GI 


none 






Score 


317 




Exons 


1368.. 1679, 1373 


. . 1636, 


1688. 


.1843 






Seq. No. 


37916 






Seq. ID 


OJ991119_13.0207. 


C22 


Gene No. 


77942 






Strand 


+ 





37572 



start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

.,Exons__ 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start • 
Name '''v^"",' 
Starf ■ 



OJ991119_13.0207.C22.o3.tc 

1407 

none 



End 

Method 

End 

Score 



3640 

TBLASTX: Cress 

1827 

167 



1407. .1676, 1523. .1666, 1715. .1825, 1720. .1827 



37916 Seq. ID 

77942 Strand 

1 End 
OJ991119_13.0207.C22.ol.ts Method 

2159 End 

5509260 Score 

2159. .2662, 2197. .2448, 2488. .2580 



Exons' 



37916 
77942 
1 

OJ991119_13.0207.C22.o2.tm 

2186 

none 

. 21 8 6,,^^ 50 6 2 1 97„,., 2 505„;__._ 

37916 ' " *' ' - - 

77942 
1 

OJ991119_13.0207.C22.o2.tc 

2272 

none 

2272. .2457, 2273.-2545 

37916 
77942 
1 

OJ991119_13. 0207.C22.ol.tw 

2326 

none 

2326. .2457, 2327. .2671, 2488. 

37916 
77942 

1 - . . - " • - • V 

' OJ991119:: 1-3. 0207 :C22 ; o-4-. tm"'-' 
2507 " " " ' - ■ ■ " ' ^• 

2507;72902' " ' : ":. ' ■ ' 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991119_13.0207.C22 
+ 

3640 

TBLASTX: Soybean 

2662 

433 



OJ991119_13.0207.C22 
+ 

.3640 

TBLASTX: Maize 

2506 

404 



OJ991119_13.0207.C22 
+ 

3640 

TBLASTX: Cress 

2545 

243 



Seq. ID OJ991119_13.0207.C22 

Strand + 

End 3640 

Method TBLASTX : Wheat 

End 2872 

Score 313 
.2559, 2663. .2872 

Seq. ID OJ991119_13.0207.C22 
Strand + 
End -3640 ■ 

Method • • -TBLASTX: Maize • 
■ End ' "2902- ' " " 



Seq. No. 37916 

Gene No. 77942 

Start 1 ' 

Name OJ991119_13 . 0207 . C22 . ol . tm 

Start 2969 

GI none 

Exons 2969.. 3208, 2972.. 3181, 3194, 

Seq. No. 37916 

Gene No. 77942 



Seq.- ID OJ991119_13.0207.C22 

Strand + 

End ' 3640 

Method TBLASTX : Mai ze 

End 3424 

Score 275 
.3424, 3223.. 3423 

Seq. ID OJ991119_13.0207.C22 

Strand + 



37573 




start 1 End 3640 

Name OJ991119_13 . 0207 . C22 . ol . tc Method TBLASTX : Cress 

Start 2996 End 3562 

GI none Score 190 

Exons 2996.. 3190, 3034.. 3180, 3200.. 3307, 3234.. 3305, 3302,. 3424, 
3304. .3438, 3422. .3562, 3463. .3561 

Seq. No. . 37916 Seq. ID OJ991119_13 . 0207 . C22 

Gene No. 77942 Strand + 

Start 1 End 3640 

Name OJ991119_13 . 0207 . C22 . o3 . ts Method TBLASTX : Soybean 

Start 3029 End 3630 

GI none Score 133 

Exons 3029. .3202, 3178. .3423, 3218. .3574, 3493. .3531, 3565. .3630 

Seq. No. 37916 Seq. ID OJ991119_13 . 0207 . C22 

Gene No. 77942 Strand + 

Start 1 End 3640 

Name OJ991119_13 . 0207 . C22 . o3 . tw Method TBLASTX: Wheat 

Start 3191 End 3636 

GI none Score 129 

Exons. _„„„319.1,. . 34 27^..,3128,.,.^3JA3^.A425^,^^ ^ 

Seq. No. '37917- Seq. ID OJ991119_13 . 0207 . C26 

Gene No. 77943 Strand + 

Start 3241 End 4291 

Name OJ991119_13 . 0207 . C26 . ol . np Method AAT/NAP 

Start 3241 End 4291 

GI 4505323 Score 107 

Exons 3241.. 3414, 3520.. 3573, 4172.. 4291 

GI Descrip. Wiskott-Aldrich syndrome-like gi | 2116984 | dbj | BAA20128 | (D88460) 
N-WASP [Homo sapiens] 

Seq. No. 37917 Seq. ID OJ991119_13 . 0207 . C26 

Gene No. 77944 Strand 

Start 2585 End 4291 

Name OJ991119_13 . 0207 . C26 . o2 . gs Method GENSCAN 

Start 2585 End 4121 

GI none Score .49 

Exons 2585. .2646, 3195. .3437, 3654. .3851, 3881. .4121 

Seq. No. 37917 . - . Seq. ID OJ99111 9_13 . 0207 , C26 

Gene No:- .V '" 77944 - ' -^ . . - .y.-.g^^j^^ r 

Start- '2585 ' ' - . " - End ■ " ' -4291 ' " - " " 

Namr^'""^"""""""5j^9m'92;i^^^^ 

sEaft- ' ;.. .^382 6/.: , \ :"' :: v Erid--^:::::4*2 9l . 'T ' ; 

GI 4505323 Score 72 . ^ . 

Exons 3826.. 4156, 4220.. 4291 - - ^ 

GI Descrip. Wiskott-Aldrich syndrome-like gi | 211 6984 | dbj i BAA20128 | (D88460) 
N-WASP [Homo sapiens] 

Seq. No. 37918 Seq. ID OJ991119_13 . 0207 . C27 

Gene No. 77945 . Strand + 

Start 952 End 5919 

Name OJ991119_13 . 0207 . C27 . ol . gs Method GENSCAN 

Start 952 End 5869 

GI none Score .81 



37574 



Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



952.. 1551, 1570.. 1742, 1949.. 2033, 2306.. 2789, 2932.. 3009, 
3585. .4423, 4571. .4660, 4766. .5869 



37918 
77945 
952 

OJ991119_13.0207.C27.ol.np 

1030 

6815097 



Seq. ID OJ991119_13.0207.C27 

Strand + 

End 5919 

Method AAT/NAP 

End 5698 

Score 3424 



1030. .1897, 2403. .3013, 3128. .4791, 4933. .5698 

(AP001081) Similar to putative copia polyprotein (AC006248) 

[Oryza sativa] 



37918 
77945 
952 

OJ991119_13.0207.C27.o2.tc 

1096 

none 

1096. .1368 



Seq. ID OJ991119_13.0207.C27 

Strand + 

End 5919 

Method TBLASTX : Cress 

End 1368 

Score 187 



..Seq^.. .No^._:_. 
. Gene ,No.,.„. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
' Name . , 
"Start ' 
GI ^ 

''ExbrtB''"^ ~ 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



„37 918.__ 

77*945'. „ 

952 ■ 

OJ991119_13.0207.C27.ol.ts 

4319 

5509260 



,.Sei5,, m...^.QJ99Xll9Ji3^^^ 

. Strand _ t ..^.^ 

End 5919 

Method TBLASTX : Soybean 

End 4764 

Score 189 



4319. .4657, 4373. .4525, 4684. .4764, 4685. .4756 



37918 
77945 
952 

OJ991119_13.0207.C27.ol.tc 

4372 

none 

4372.. 4632, 4373.. 4633 

37918 
77945 
952 

OJ991119_13.0207.C27.ol.-tw • 

'.4412 - . * ; ^ . - y ■ - 

■ hone ' ' — - 

37 918 
77945 
952 

OJ991119_13.0207.C27.o3.tm 

4421 

none 

4421. .4645, 4685. .4855 

37918 
77945 
952 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 
Strand 
End 

Method 
: End • " 
Score ' 

Seq. ID OJ991119_13..0207.C27. 

Strand + . . 

End 5919 

Method TBLASTX : Mai ze 

End 4855 

Score 138 



Seq. ID OJ991119_13.0207.C27 
Strand + 
End 5919 



OJ991119_13.0207.C27 
+ 

5919 

TBLASTX: Cress 

4633 

188 



OJ991119_13.0207.C27 
+ 

5919 

TBLASTX: Wheat 

5218 ■ r' ; 

152 " ■ - ■ 



37575 








Method 


TBLASTX : Soybean 




0+- -a r-f- 


ft S ~ 

J X O <J 


End 


5773 




O X 


non^ 


Score 


213 




IT" v 7~i <r 
III A. tJIXo 


RIftR SIftQ S^47 


,5466, 5657. .5773 




Seq. No. 


37918 


Seq. ID 


OJ991119_13.0207 


.C27 


Gene No, 


77945 


Strand 


+ 




O U CL i. U 


952 


End 


5919 




Nsme 


O.TQQ1 1 1 Q T 0907 r97 o9 

V_/U-/^XXX-7 XO.U^U / / ((J^. I_IU 


Method 


TBLASTX: Maize 






S9n7 ~~ 
J ^ u / 


End 


S4 Q7 






n on o 


Score 


306 




P von Q 


SP07 S497 S91ft S49fi 








Seq. No. 


37918 


Seq. ID 


OJ991119_13.0207 


.027 


Gene No. 


77945 


Strand 


+ 




c-f- a r1- 


952 


End 


5919 




Nsme 


OtTQQl 1 1 Q 1 ^ 0907 r97 n9 fw 

Ww^^XXX^ X<^.U^\J 1 .v^^ / L.W 


Method 


TBLASTX: Wheat 




C-|- -a y-4- 


S9Q7 ~ 


End 


5551 






none 


Score 


185 




F" von Q 


S9Q7 S^?9 SS9^ 








.,Sei3,._N.o,-.^ _ 


..„:Ji7918^„ 


..„.Seq,_ID„ 


pJ99111-9_13.0207. 


.£2JL._ 


Gexie...N9. 


;i ,7.794.5. 


^,Str-and, ... 


... + _ ; 




O L. d X L 


^ " QS9 ■ ■ - 

Z7 ^ 


'■'End 


5919 ■ 




Nsnie 


D.TQQI 11Q T*^ 0907 r97 oT -t-m 

VJU_7_7XXXI7 X^.U^U / m\^£. 1 .(JX. Ulll 


Method 


TBLASTX: Maize 




O l_ dX L 


QQ ~ 

O 4 _/ O 


End 


5919 ' 




OX 


none 


Score 


148 




IT* V o n G 


S^^Q? RSO? RRQR R*^RO 


.5877, 5654. .5875, 5884. .5919 


O C vj^ • LN . 


^57 Q1 Q 


Seq. ID 


OJ991119_13.0207 


.029 


Gene No. 


77946 


Strand 


+ 




Start 


1 


End 


510 




Naiue 


O.TQQI 1 1 Q 1"^ 0907 r9Q o1 no 


Method 


AAT/NAP 




O L cL X L 


1 ~ 

X 


End 


510 




OX 


Rft S9 1 ft 0 
O O J ^ X o u 


Score 


60 




P V on G 


1 1Q7 41*^ RTO 










fAT.T179fiSl 7hh0001 0 1 rOrv7;:i 


sativa] 






Seq. No. 


37919 


Seq. ID 


OJ991119_13.0207 


.029 


Gene No. 


77947 


Strand 


+ 




Start 


421 


End 


474 




Name * 


D.TQQI 1 1 Q 1^ 0907 ■r9Q o1 rrc: ■ 


Method 


GENSCAN 




O L d X L 


4 91"* " ~ 

" ^ X 


. End 


" 474 








Score 


.82 






, 4^1. .474 








Coo Mo 


^7 Q1 Q 


Seq. ID 


OJ991119__13.0207 


02 9 


r^o Tl o Mo 


77948 


Strand 






start 


323 


End 


510 




Name 


*OJ991119 13".0207.C29.ol.gp 


Method 


AAT/GAP ■ 




Start 


323 


End 


510 




GI 


uC-osflcyp033a04bl 


Score 


322 




Exons 


323. .510 








GI Descrip 


' 6016845/dbj IAP000570, 11 AP000570 3.0e- 


59 Oryza sativa genomic 




DNA, chromosome 1, clone : P07 IIEIO ' 






Seq. No. 


37920 


Seq. ID 


OJ991119_13.0207 


031 



37576 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



77949 Strand 

1 End 1305 

OJ991119_13.0207.C31.ol.np Method AAT/NAP 

1 End 1305 

4680179 Score 1733 
1. .1305 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



37920 
77949 
1 

OJ991119_13.0207.C31.ol.tm 
4 

none 

4. .459, 41. .325 



Seq. ID OJ991119_13.0207. 
Strand 

End 1305 

Method TBLASTX : Mai ze 

End 459 

Score 142 



C31 



Seq. No. 37920 

Gene No. 77949 

Start 1 

Name OJ991119_13 . 0207 . C31 . ol . tw 

Start 79 

.none ^ ^ ^ 

Seq. No. 37920 

Gene No. 77949 

Start 1 

Name OJ991119_13 . 0207 . C31 . ol . ts 

Start 193 

GI none 
Exons 



Seq. ID OJ991119_13.0207. 
Strand 

End 1305 
Method TBLASTX : Wheat 
End 4 80 

Score. . • : 314 



031 



Seq. ID OJ991119_13.0207. 
Strand 

End 1305 

Method TBLASTX : Soybean 

End 588 

Score 202 



C31 



193. .552, 194. .484, 512. .550, 556. .588, 557. .586 



Seq. No. 37920 

Gene No. 77949 

Start 1 

Name OJ991119_13 . 0207 . C31 . o2 . tm 

Start 475 

GI none 

Exons 475.. 906, 482.. 676, 694. .867 



Seq. ID OJ991119_13.0207, 
Strand 

End 1305 

Method TBLASTX : Mai ze 

End 906 

Score 7 9 



C31 



Seq. No. 
Gene- No\ 

•Start' 
Name 

Exons 



37920 
77949 • ' - 

1- ' ■ " ■ ' ■•' - ' • 

OJ991119_i3 . 0207 ■ C31 . o2 . tw 

liohe ' ■" ' ■ 



Seq. ID OJ991119__13.0207, 
Strand 

End ■■ . .■.:"1305- - ■ " 
Method TBLASTX: Wheat ' ' 

" Score ' ' ' 24 5 ' "'' ' ' ' 



C31 



529. .906, 572. .1015,. 961. .1011 . 



Seq. No. 37920 
Gene No. ' 77949 

Start 1 

Name OJ99111 9_13 . 0207 . C31 . ol . tc 

Start 565 

GI none 

Exons 565.. 882 



Seq. ID OJ991119_13.0207, 

Strand " ' 

End 1305 

Method TBLASTX : Cress 

End 882 

Score 180 



C31 



Seq. No. 



37921 



Seq. ID OJ991119_13.0207.C32 



37577 



Gene No. 77950 Strand + 

Start 942 End 2003 

Name OJ991119_13 . 0207 . C32 . o2 . np Method AAT/NAP 

Start 942 End 2003 

GI 4680186 Score 325 

Exons 942.. 995, 1832.. 2003 

GI Descrip. (AF111709) unknown [Oryza sativa subsp. indica] 

Seq. No. 37921 Seq. ID OJ99111 9_13 . 0207 . C32 

Gene No. 77951 Strand 

Start 32 End 1965 

Name OJ991119_13 . 0207 . C32 . ol . gs Method GENSCAN 

Start 32 End 1787 

GI none Score .74 

Exons 32. .446, 534. .695, 1716. .1787 

Seq. No. 37921 Seq. ID OJ99111 9_13 . 0207 . 032 
Gene No. 77951 Strand 
Start 32 End 1965 
Name OJ991119_13 . 0207 . C32 . ol . gp Method AAT/GAP 
Start 1584 End 1965 
, ^_G1^, „___..^uC-as^flcyp^0i33aM^ J.core„.,.-„_695_, ; , ^ ^ 

. ^m-.. £:xans.,.._ ....... J5 81... 1963. . „ 

:5 GI Descrip. * 6016845/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 

IZ DNA, chromosome 1, clone : P07 IIEIO * 

fy Seq. No. 37922 Seq. ID OJ99111 9_13 . 0207 . 036 

O Gene No. 77952 Strand 

iTi start 1 End 918 

Name OJ991119_13 . 0207 . 036 . ol . np Method AAT/NAP 

:i Start 1 End 918 

GI 6742729 Score 751 

s Exons 1..918 

tl GI Descrip. (AF121139) RIM2 protein [Oryza sativa] 

Seq. No. 37922 Seq. ID OJ9911 19__13 . 0207 . 036 

^„ Gene No. 77952 Strand 

■^3 Start 1 • End 918 

Cj Name OJ991 119_13 . 0207 . 036 . ol . tw Method TBLASTX : Wheat 

Q Start 9 End 758 

GI none Score 50 

Exons . '.-9. .209, 19 . . 156,: 214 . . 714 , 216. .758 

■■ " Seq. No.' • 37922 * ' " " Seq. ID OJ991119_13.0207-.C36 

Vstart-'' ' /" 1 - . r End''* 918 " :\ 

Name • OJ991 1 19_13 . 0207 . 036 . ol . gs Method GENSCAN 

Start . 41 . End 911 . , 

GI none _ Score .57 

Exons ' ' 41 . . 911 

Seq. No. 37922 Seq. ID OJ99111 9_13 . 0207 . 036 

Gene No. 77952 Strand 

Start 1 End 918 

Name OJ991119_13 . 0207 : 036 . ol . tc Method TBLASTX : Cress 

Start 45 End 471 

GI none Score 4 8 



37578 



Exons 



45. .209, 49. .156, 214. ,471, 216, .467 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name^ 

s£_axi- . 
' GI 
Exons 

GI Descrip. 

Seq. No, 

Gene No, 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons '* 

GI Descrip. 

. - .Seq. - No'.-.' *. ' 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

GI Descrip, 



37922 Seq. ID 

77952 Strand 

1 End 
OJ991119_13.0207.C36,ol,tm Method 

4 02 End 

none Score 

402. .716, 420, .629, 421. ,717 



OJ991119_13,0207.C36 
918 

TBLASTX: Maize 

717 

94 



37922 
77952 
1 

OJ991119_13.0207.C36,ol.ts 

414 

none 

414. .659, 415. .540, 669. .797 



Seq. ID OJ991119_13.0207.C36 

Strand 

End 918 

Method TBLASTX : Soybean 

End 7 97 

Score 58 



37923 Seq. ID 

77953 Strand 
117 End 
^009 9,11,1 9^1 3^.i) 2 0 7^. C 3 7.^gl np , _ , Me t hod 

SlJ ; End 

5777617 1 Score 

117. .143, 1327. .1425 

(AJ245900) CAA30375.1 protein [Oryza sativa] 



OJ991119_13.0207.C37 
+ 

1425 

AAT/NAP^ „ ^ : 

.142,5 ... ... 

104 



37923 
77954 
4046 

OJ991119_13.0207.C37.o2,np 

4046 

6721512 



Seq. ID OJ991119_13.0207,C37 



Strand 
End 

Method 

End 

Score 



6157 
AAT/NAP 
6157 
113 



4046, ,4106, 4149. .4287, 4314. .4441, 6126. .6157 
{AP001072) hypothetical protein [Oryza sativa] 



37924 
77955 
1256 

OJ991119_13.0207.C38,ol,np 
1256 
6815099 

1256. :-1392, 1964. .2144 - 
(APOOIOSI) hypothetical protein [Oryza sativa] 



Seq. ID OJ991119_13.0207.C38 
Strand + 
End 2144 
Method AAT/NAP 
End 2144 

Score - 97 • 



77956 

1 ■ . - 

OJ991119_13.0207.C39.ol.np 
1 

3193290 
1..113, 156. .541 

{AF069298) contains similarity to a protein kinase domain (Pfam 
pkinase.hmm, score: 165.48), to legume lectins beta domain 
(Pfam: lectin_legB , hmm, score: 125.64) and legume lectins alpha 
domain {Pfam: lectin_legA, hmm, score: 16.72) [Arabido... 



"Seq;\iD' 
Strand 
End 

Method 

End 

Score 



6 J.9 9 1 ir52_i3 ; '6 2 or: 03^ ' 

+ 

541 

AAT/NAP 

541 ■ ' '•• ' 
179 



37579 



Seq. No. 37926 Seq. ID 

Gene No. 77957 Strand 

Start 2374 End 

Name OJ991119_13 . 0207 . C40 . ol . np Method 

Start 2374 End 

GI 6729489 Score 

Exons 2374.. 2695, 2731.. 3150 

GI Descrip. (AL132966) receptor lectin kinase-like protein [Arabidopsis 
thaliana] 



OJ991119_13.0207.C40 
+ 

3183 
AAT/NAP 
3150 
346 



Seq. No. 37926 Seq. ID 

Gene No. 77957 Strand 

Start 2374 End 

Name OJ991119_13 . 0207 . C4 0 . ol . gs Method 

Start 2425 End 

GI none Score 

Exons 2425.. 3183 



OJ991119_13. 0207 .C40 
+ 

3183 
GENSCAN 
3183 
.61 



Seq. No. 37926 Seq. ID 

Gene No. 77958 Strand 

Start 10709 End 

.Name_,; . ^OJ9911A9 ^^^0207 . C4 0..^ 

Star£ _ . „ 107.0.9 . . ^ ..,End._ 

GI LIB3433-026-P1-K1-C1 Score 

Exons • 10709. . 10883 

GI Descrip. ' 5852170/emb | AL117265 . 1 | OST17804 l.Oe-44 Oryza sativa 

indica(GLA4) genomic DNA, chromosome 4, BAG clone : t 17804 ' 



OJ991119_13. 0207 .C4p 
+ 

10883 

AAT/G_AP 

10.883. ■ _ „ 

237 



Seq. No. 


37926 


Seq. ID 


OJ991119 


13.0207 


.C40 


Gene No. 


77959 


Strand 


+ 






Start 


16499 


End 


22212 






Name 


OJ991119 13.0207.C40. 


o3.np Method 


AAT/NAP 






Start 


16499 


End 


22212 






GI 


2943742 


Score 


403 






Exons 


16499. .16863, 18828.. 


19078, 21749. .21836, 22143. 


.22212 




GI Descrip. 


(AB002266) XAl [Oryza 


sativa] 








Seq. No. 


37926 


Seq. ID 


. OJ991119_ 


13.0207 


.C40 


Gene No . 


77959 


Strand 


+ 






Start 


16499 


End 


22212 






Name 


OJ991119 13.0207.C40. 


o4 . gs Method 


GENSCAN 






Start ■ 


•164 99 - - • ■ 


End 


19097. - 






GI' 


none ■ • ■ 


Score 


. 96 - 






Exons 


16499. . 16802, 18799.'. 


19097 - ■ 









-Seq. No.. • 
Gene No . 
Start • 
Name 
Start 
GI 

Exons 

GI Descrip. 



77960 
1 ■ ■ 

OJ991119_13.0207 .C40.ol.gp 

1*' 

-E9 



.Seq.' ID 
Strand 
End • 
Method 
End* 
Score 



. :'<5 J 9 9 iTi9^r3 ic 40 . 

80 ' . 

AAT/GAP 
80 * ■ ■ 
108 



LIB3477-003-P1-K1- 
1. .80 

'2498586/sp|Q40638 |MP01_0RYSA 2.0e-24 MAJOR POLLEN ALLERGEN 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza' 
sativa] ' 



ORY 



Seq. No. 



37926 



Seq. ID OJ991119_13.0207.C40 



37580 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



77961 Strand 

6134 End 

OJ991119_13.0207.C40.o3.gs Method 

6134 End 

none Score 



14716 
GENSCAN 
14716 
.52 



6134. .6637, 6728. .6921, 7340. .7487, 8419. .8878, 8898. .9177, 
10958. .11705, 12201. .12618, 12644 13382, 13625 . .13893, 
14261. .14292, 14381. .14716 



37926 
77961 
6134 

OJ991119_13.0207.C4 0.o2.np 

6194 

6466937 



Seq. ID OJ991119_13.0207.C40 
Strand 

End 14716 

Method AAT/NAP 

End 13506 

Score 2112 



6194. .8029, 11000. .11671, 11721 .. 128 97 , 12937. .13506 
{AC011621) putative retroelement pol polyprotein [Arabidopsi 
thaliana] 



Seq. No. 
Gene No . 
S,t art 

.Name.... 

Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



37926 
77962 
^8897 



Seq. ID OJ991119_13.0207.C40 

Strand' ' - 
End ..22212 



„ OJ.991119 J3...Q207 ..C:4.a..o6,..t.w_.._,, Method.. _ TBLAST.X :,Wheatv 



2371 
none 



End 
Score 



2685 
132 



2371. .2526, 2410. .2499, 2547. .2684, 2557. .2685 



37926 
77962 
18897 

OJ991119_13.0207.C4 0.ol.tc 

2374 

none 



Seq. ID OJ991119_13.0207,C40 
Strand 

End 22212 

Method TBLASTX : Cress 

End 2958 

Score 198 

2374. .2565, 2374. .2493, 2385. .2537, 2553. .2687, 2557. .2685, 
2752.. 2802, 2824.. 2958 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI- 

Exons ' • 

''Se-;§-f^"Nb'V 
■ Gene" "No"!* 

Start; 

Name' 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 



37926 
77962 
18897 

OJ991119_13.0207.C40.o3.ts 
2374 

none - ■ • 

2374 . .2 685,.- 24 87. .2681, 2806. 



Seq. ID OJ991119_13.0207.C40 
Strand 

End 22212 

Method TBLASTX : Soybean 

End 2958 

Score 241 . : 

.2958 " • - ■ - ■ ■ - ■ ■ - 



. ■.j^9 62 

18897 End 
OJ991119_13.0207.C4 0.o5.tm Method- 

.2434 . End 
none Score 



' ■''.^■/'Strahd ^r';-:::'- '-', ';iv ;,-:;7:\: 



22212 

TBLASTX: Maize 
2787 

"394 



2434. .2673, 2434. .2499, 2436. .2672, 2737. .2775, 2752. .2787 



37926 
77962 
18897 

OJ991119_13.0207.C4 0.o2.tm 
6230 



Seq. ID OJ991119_13.0207.C40 
Strand 

End 22212 

Method TBLASTX:Maize 

End 6868 



37581 






GI 


none 








Score 


54 




Exons 


bZOU . . DODO , 


Dz y y 


C C A O 

. . boOo , 


bo43 


. . 6821 






Seq. No. 


37926 








Seq.' ID 


OJ991119_13.0207.C40 




Gene No. 


77962 








Strand 






Start 


1 o o y / 








End 


22212 




Name 


ojyyiiiy ij 


. UzU / 


. C40 . o3 , 


. tw 


Method 


TBLASTX : Wheat 




Start 


d4 OO 








End 


684 4 




GI 


none 








Score 


17 6 




Exons 


C A Q Q CO A A 

d4oo . . Do4 4 , 


d04 J 


. . bo4z 










Seq. No. 


37926 








Seq. ID 


OJ991119_13.0207.C40 




Gene No. 


77962 








Strand 






b tar L 


1 Q Q Q "7 

1 0 o y / 








End 


A A O 1 A 

22212 




Name 


ojyyiiiy li 


A o n T 
, UzU / 


. C4 0 . o4 . 


. tw 


Method 


TBLASTX : Wheat 




Q-l- a v-h 

otar L 


DO y y 










T O Q 1 

/ z y 1 






none 








Score 


A 

34 




Exons 


bo y y . . /z y 1 , 


by iz 


C Q Q O 

. . by 3z , 


(T A O A 

6920 


T O A 1 

. .7291 






Seq. No. 


37926 








Seq. ID 


OJ991119_13.0207.C40 




Gene No. 


77962 








Strand 






. St.art,^_. 


o p y X , . . 




'™~- 





_End.. 


22212 - • 




. Name ' , 


. ..-.r . . « OiXy.9_l 1 1.9. ...J 3. . 


A O A "7 

. Q.2 07. 


. Ci0,.„o.l.,. 


.tra 


Method .. 


TBL;5LSTX:iy^^ize ... 




Start 


6909 








End 


7547 




GI 


none 








Score 


278 


[fl 


Exons 


D9Uy . . f 615 f 


6911 - 


. . 7 Jlo, 


/"An /I 

6914 


..7315, 7326. .7547, 7327. .7545 




Seq. No. 


37926 








Seq. ID 


OJ991119_13.0207.C40 




Gene No. 


77962 








Strand 






otart 


T O O Q T 

loo y / 








End 


22212 




Name 


OJy91119 13. 


. 0207 , 


. C40 . o2 . 


ts 


Method 


TBLASTX : Soybean 


FLf 


Start 


/ 139 








End 


7511 




GI 


none 








Score 


66 


r "s 


Exons 


/i3y . . /3(jy , 


/ 14 9 . 


T O A /I 

, . /304 , 


T "5 A ^ 

7326 


..7511, 7327. .7410 


" y 


Seq. No. 


37926 








Seq. . ID 


OJ991119_13.0207.C40 




Gene No. 


77962 








Strand 




^3 


Start 


18897 








End 


22212 


£3 


Name 


ojyyiiiy ij. 


A O A T 

, 0207 . 


. C4 0 , ol . 


tw 


Method 


TBLASTX: Wheat 




btart 


T Q O '3 

/3d3 








End 


7775 


r J 




none 








Score 


141 




Exons 


/Jb3.-.777o, 


"I 'il A T 

7 387 . 


, .7671 










Seq: No. 


37926 








Seq. ID 


OJ991119_13.0207.C40 




GeTie'"No". 










'St r aVid 






Start- 


' 10 0-97. .... ... 






- ■ ~ 




: :'222i2:: .:r:':zz " , 




Name . 


OJ991119 13. 


0207'! 


, C40 . o6 . 


tm 


Method 


* TBLASTX: Maize ' 




start 










End 


7970 






none 








Score 


157 




Exons 


1 ti A o n 1 1 o 
/ 04 o . . / / / 0 , 


•7 "7 O A 

/ / o2 . 


.7970, 


7801 , 


, .7968, "78 


!39. .'7970 




Seq. No. 


37926 








Seq. ID 


OJ991119__13.0207.C40 




Gene No. 


77962 








Strand 






Start 


18897 








End 


22212 




Name 


OJ991119 13. 


0207. 


C40.O3. 


tm 


Method 


TBLASTX: Maize 




Start 


7971 








End 


11472 




GI 


none 








Score 


86 



37582 






Exons 


7971. , 


8033, 11001. . 11468, 11010.. 11201 


11017 11 990 
, XXUX/..11ZZU, 








11253. 


.11462, 11287. 


1 1 479 

• X X 4 I c. 










Seq. No. 


37926 






Seq. ID 


OJ991119_13.0207 


.C40 




Gene No. 


77962 






0 ux diiU 










18897 








9991 9 






Nsme 


OJ991119 13.0207.C40 


. \Jc. . CW 


LYie unoQ 


TRT ZiQTY - Ta7K q a 4- 

1 £5XiM.O iA . vvnedx. 








11091 






iijnQ 


1 1 4 Q9 
X X 4 ^ Z 








none 






Score 


O D 








11091. 


.11492, 11136. 


. X X Z U X 










Seq. No. 


37926 






Seq. ID 


OJ991119_13.0207 


.C40 




Gene No. 


77962 






Q-t- va nH 








0 L dX L 


18897 






Hina 


9991 9 
Z Z Z X z 






Nsme 


OJ991119 13.0207.C40 


r^1 -he 
. vj X • Co 




ir3Xi/\o iA . ooyoean 






0 LdX (_ 


11217 








1 1 

X X O Dfi 






OX 


none 






S core 


ft (=; 






Exons 


11217. 


.11564, 11256. 


.11459 










Seq. No'. 


37926 






Seq. ID 


OJ991119_13.0207 


.C40 




Gene No. 


77962 






Strand 









^^_,P>^L^ci.X^L^, ^_ 


18 8 97 






-.„End.„. _ 


,^2221 2_„,. 


— 




. NBITie,., 


. ... , _OJ9.9.111,9 ..13 . 02,0.7 . C4D...69.. tm 


.Method^ 


. XBLASTK:.i^ai2e. 






0 L aXT U 


11487 






End 


11645 






oX 


none 






Score 


85 




[fi 




11487. 


.11645, 11514. 




11515. .11637 




ry 


Seq. No. 


37926 






Seq. ID 


OJ991119_13.0207 


.C40 


~ir 


Gene No. 


77962 






Strand 








0 LdX L. 


18897 






End 


22212 






Na.itie 


OJ991119 13.0207.C40 


. o5. tw 


Method 


TBLASTX: Wheat 






0 L dX L 


11541 






End 


12072 






oX 


none 






Score 


79 




= 


Exons 


11541, 


.11717, 11572. 


.11718, 


11707. .12072, 11723. .11992 




^3 


Seq. No. 


37926 






Seq. ID 


OJ991119_13.0207 


.C40 




Gene No. 


• 77962 






Strand 










18897 






End 


22212 




f 1 


Name 


OJ991119 13.0207.C40 


. o4 . tm 


Method 


TBLASTX: Maize. 






0 udxrt. 


11646 






End 


12126 






ox 


none 






Score 


169 








11646. 


.11723, 11716. 


.12126, 


11719. . 12114 






Seq. No. 


37926 






; Seq. ID . 


OJ991119_13.0207 


.C4 0' 




^'-''G'^Ti'^N'oT 








~'"^M'rari,a"~ 




~""""**™'" 




■• "O u d. X 1 — 


: 18:8.97: 








222X2='^:™'; r." I '■•:7; 






. Name 


OJ991119 13.0207.C40", 


. o4 . ts 


•Method 


TBLASTX: Soybean 






0 UdXT L. 


11722 






End 


12036 






oX 


none 






Score 


67 , 








• 11722. 


.11913, 11722., 


.12036 










Seq. No. 


37926 






Seq. ID 


OJ991119_13.0207 


.C40 




Gene No. 


77962 • 






Strand 








Start 


18897 






End 


22212 






Name 


OJ991119 13.0207.C40, 


.08. tm 


Method 


TBLASTX: Maize 






Start 


12279 






End 


12587 






GI 


none 






Score 


105 





37583 






1?Sft7 T?^nfi 1947Q 








Seq. No. 


37926 


Seq. IDv 


O,J991119_13.0207 


.C40 


Gene No. 


77962 


Strand 








18897 


End 


22212 




N3rrie 


O.TQQI 1 1 Q 1^ 0907 P4n o7 -hm 
\_/u :7^xxx^ xo.u^u / .v^TU.tjf ■ uiii 


Method 


TBLASTX: Maize 




0 Ud I. L. 


1 ?7 SI ~ 

X ^ / ^ X 


End 


13212 




ox 


none 


Score 


60 






197S1 19Q7fi 197(^1 


13036. .13212, 13055. .13159 






^7 


Seq. ID 


OJ991119_13.0207 


. \^ 4 u 




77 962 


Strand 






Start 


18897 


End 


22212 




Name 


OJ991119 13.0207.C40.o4.np 


Method 


AAT/NAP 




Start 


18897 


End 


22212 




\j J. 


6721512 


Score 


172 




P von ^ 


18897. .18952, 1907 3 .. 19152, 


20457. .20485, 20527 .. 20660, 






20688. .20811, 22189.. 22212 








\J J. 0 J- . 


{AP001072) hypothetical protein [Oryza 


sat 1 va J 




Seq. No. 


37927 


Seq. ID 


OJ991119_13.0207 


.C41 


.G^ene_No. _ 


, 77963 


_ Strand,_ 


, j: ^ 


— . — 


Start 


. .158 9 „ ., . 


. End ., 


*^263™. 'TZT 




Naitie 


OJ991119 13.0207.C41.ol.gs 


Method 


GENSCAN 




q-|- a >--(- 


1589 


End 


2249 




VJ -L 


none 


Score 


.43 






1589. .2249 










37927 


Seq. ID 


OJ991119_13,0207 


n A 1 


Gene No. 


77963 


Strand 


+ 




Start 


1589 


End 


2263 




Name 


OJ991119 13.0207.C41.ol.np 


Method 


AAT/NAP 






1642 


End 


2263 






2943742 


Score 


692 




von Q 


1642. .2263 








r^T n<^^or'"io 


(AB002266) XAl [Oryza sativa] 






Seq. No. 


37927 


Seq. ID 


OJ991119_13.0207 


.C41 


Gene No. 


77963 


Strand 


+ 




Start 


1589 


End 


2263 




Name 


OJ991119 13.0207.C41.ol.tm 


Method 


TBLASTX: Maize 




0 c d X I, 


■ 1992- • ' - ■ • - - ' . 


End • 


2258 ■ - • 




QI 


' none ' ' 


Score' * ■ 


166' • • 




T*' von Q 


1992. .2150, 1994. .2140, 2171 


..2257, 2175.. 2258 




"Seq^r.^iSfa..." 


...:37 92T- " ; :; 


" Seq-.'. ID 


'603311 i"s::ii-.:o 2 0 itg 4:1 


Gene No. 


77963 


Strand 


+ 




Start 


1589 


End ■ 


2263 




Name 


OJ991119 13.0207.C41.ol.ts 


Method 


TBLASTX; Soybean 




0 L. d X 


2003 ' 


■End" 


2258 ' 




GI 


none 


Score 


79 




Exons 


2003.. 2062, 2004.. 2063, 2070 


. .2258 






Seq. No. 


37928 


Seq. ID 


OJ991119_13.0207 


.042 


Gene No. 


77964 


Strand 


+ 




Start 


1 


End 


1582 • 




Name 


OJ991119 13.0207.C42.ol.np 


Method 


AAT/NAP 





37584 



start 1 End 

GI 2943742 Score 

Exons 1..204, 980.. 1582 
GI Descrip. (AB002266) XAl [Oryza sativa] 

Seq. No. 37928 Seq. ID 

Gene No. 77964 Strand 

Start 1 End 

Name OJ991119_13 . 0207 . C4 2 . ol . gs Method 

Start 30 End 

GI none Score 

Exons 30. ,163, 239. .441, 1246. .1501 



1582 
471 



OJ991119_13.0207,C42 
+ 

1582 
GENSCAN 
1501 
.47 



O ^ . (J . 


37929 


Seq. ID 


n TQ Q 1 1 1 Q 
yJU y X 1. 1 J 


1 

X o 


n 9 07 




oenc iNo . 


77965 


Strand 


T 








o tax L. 


505 


End 


^ r) 4 








Name 


OJ991119 13.0207.C43.ol.gs 


Method 


P TT M C P 2i M 








Start 


505 


End 


994 








GI 


none 


Score 


.88 










505. .652, 912. .994 












. o e q.. , . iN_o 


37930„, . \ 


,Seq,.,. ID 


■PlTQQI 1 1 Q 










.7J7966 ... 


. . Strand.., 


"P , , . . . 










267 


End 


117 7 
IX// 








Name 


OJ991119 13.0207.C44.ol.gs 


Method 


GENbCAN 








Start 


267 


End 


1177 








GI 


none 


Score 


.61 








Exons 


267. .383, 462. .559, 1090. .1177 










beq. iNo . 


37931 


Seq. ID 


u J y y 1 1 1 y 




UZU / . 




oene lno . 


77967 


Strand 










o uar c 


1 


End 


c; Q "7 

DO 1 








Name 


OJ991119 13.0207.C46.ol.np 


Method 










otar L 


1 


End 


COT 

Do / 








GI 


2943742 


Score 


488 








Exons 


1..378, 415. .587 












GI Descrip 


. ■{AB002266) XAl [Oryza sativa 


] 










Seq. No.. 


37931 


Seq. ID 


OJ991119_ 


13. 


0207. 


C46 


Gene No. 


77967 


Strand 










Start 


. 1 


End 


587 








Name 


• OJ^9111'9 13.0207.C46.ol.gs • ~ 


• Method 


GENSCAN 








Start" 


127 - - " . ■ 


End • 


■ -473 








GI 


. none 


Score 


.56 








■Eicon's"'"" 


-r27-.--:3 9*6r SO-- 4 T3- 












Seq. No. 


37932' 


Seq. ID 


OJ991029__ 


11.. 


0207. 


03 


•Gene No. 


77968 . . ' 


Strand 


+ 








Start 


129 


End 


224 








Name 


Oj991029 11.0207. C3.ol.gp 


Method 


AAT/GAP 








Start 


129 


End 


224 








GI 


2311748 


Score 


142 








Exons 


129.. 224 













Seq. No. 37933 Seq. ID OJ99102 9_11 . 0207 . C7 

Gene No. 77969 Strand 

Start 148 End 283 



37585 




Name 


uj iu<:i?_ii .uzu/.u/.oi.gs 




Method 


vatiNbL-AtN 




Start 


1 / Q 




bna 






Oil 


none 




Score 


A ^ 




Exons 


XHO » .Zoo 










beq. EMO. 


o / yofi 




beq . 1 u 


ATQQin9Q 11 0907 

ujyyiu^y ii.uzu/ 






*? 7 07 n 
/ / ^ / u 




St-rand 


+ ~ 




Start 


2871 




End 


3006 




Name 


OJ991029_11.0207.C8.o2.gp 




Method 


AAT/GAP 




otar u 






End 


3006 










Score 


229 




Exons 


9Q71 "^flfl^^ 










GI Descrip. 




ue 


-11 (AL035523) MtN3-like protein 




[ Hrao loops 1 s tnaiianaj 










Seq. No. 


"57 Q'?yl 




Seq. ID 


OJ991029_11.0207 


.C8 


Gene No . 


77 Q7 1 
/ / y / 1 




Strand 






Start 


539 




End 


7740 




Name 


OJ991029 11.0207.C8.ol.tm 




Method 


TBLASTX: Maize 




o car L 


c>97 




End 


1260 






none 




Score 


245 




Ex oils .-_„.^ 


c;9'7 110 ^01 1 c;QO 'TC 




8 4 6 ,.., 911., 


.„.JJX.„v.ai2^r,.Ji7^,,.,9i39,^,_^ 


y,-^..-. . iuo„o , .,.y,y.o...... i.u,oXA.-,.y,y o .... 


IP 61, . 9,94 ..vl.07A,.„ 1.1.2,9...,. 12.6,0..,. 






119Q 10"^ ^; iiVin 19^;^; 

li<cy..iZOD/ 114U..1Z0D 










beq. No. 


37934 




Seq. ID 


OJ991029_11.0207 


.C8 


Gene No . 


77971 




Strand 






b uarti 


539 




End 


7740 




Name 


OJ991029 11.0207.C8.ol.gp 




Method 


AAT/GAP 




Start 


539 




End 


2497 




GI 


29278 1.R1084 




Score 


1233 




Exons 


539. .768, 847. .910, 994. .1050, 


1141. .1239, 2146. .2190, 






2291. .2497 










GI Descrip, 


'3758859/emb|CAB1114 4. 1 | 3. 


Oe- 


■15 (Z98551) predicted .using 




hexExon; MAL3P6.7 {PFC0730w), 


Hypothetical protein, len 


: 222 




[Plasmodium falciparum] ' 










beq. No. 


37934 




Seq. ID 


OJ991029_11.0207 


.C8 


Gene No. 


77971 ■■ 




Strand 






Start 


539 




End 


7740 




Name 


OJ991029 11.0207.C8.ol.tc 




Method 


TBLASTX: Cress 




buart 


664 • - 




End 


1238 






none 




Score • 


96- ■ 




Exons 


664. .780, 668. .769, 847. .909, 


851. .895, 


993.. 1049, 1132 


. !l230 


— ..-^ 


~ ll'4'0\'\-l'2"3'2T-*ll-« 










beq . NO . 


37934 




Seq. ID 


OJ991029_11.0207 


.08 . 


Gene No.- - 


77971 




Strand 






Start 


539 




End 


7740 




Name 


OJ991029' 11.0207 .C8.ol.ts 




Method 


TBLASTX iSoybean 




Start 


667 




End 


1269 




GI 


none 




Score 


81 




Exons 


667. .780, 668. .772, 847. .912, 


847. .909, 


993. .1049, 1140 


. .1259 




1140. .1238, 1141. .1269 










Seq. No. 


37934 




Seq. ID 


OJ991029_11.0207 


.C8 


Gene No. 


77971 




Strand 







37586 



start 


539 








End 


.7740 




KTs mo 


OJQ91029 11 


. 0207 . 


rs oi 




Method 


GENSCAN 






994 ~ 

J -? 








End 


7740 




o± 


rt on 0 








Score 


.47 




IT V /~\ T) c 


994 lOSO 


1141 

X X *i X * . 


1 2 T9 


1512. . 


1561, 3168.. 3263, 


^Q*=;i 4099 

0_?UX. .4UZ_7, 




7126 7226 


7 668 


.774 0 












37935 








Seq. ID 


OJ991029 


1 1 0907 PQ 




77972 








Strand 






Start 


26 








End 


6838 




Name 


OJ991029 11 


.0207. 


C9.01. 


gs 


Method 


GENSCAN 




O L. CL J- L, 


26 






End 


6838 






none 








Score 


.5 




Exons 


26. .585, 662. .777 


94 91 


9 4 R9 


, 3468. .3530, 4260 


. . 4 0 U D , 




*240X. .4JX4/ 


4578. 


4 fiQ7 


J 0 0 ^ • 


.5458, 5545. .5713, 


S747 1 0 




C70Q f^Q'^Q 














Czurr Mo 


0 f -/ 0 0 








Seq. ID 


0.TQQ1 n9Q 


1 1 0907 rQ 


Gene No. 


77 Q79 








Strand 






Start 


D 








End 


6838 






OJ991 029 1 1 


.0207. 


C9.o2. 


np 


Method 


AAT/NAP 






-_30J5,_„."1_ 








End • 


4724 . 


— , — 


AjA.; ....... ^. 


, 653.9,5.88 








Scoxe„ 


. 178 , , 


... , . . . 


T^' V o n G 


3045. .3071, 


'4423. 


,4724 












(AP000837) : 


hypothetical 


protein [Oryza 


sativa] 




Seq. No- 


37936 








Seq. ID 


OJ991029 


_11. 0207. CIO 


Gene No. 


77973 








•"Strand 


+ 






1365 








End 


1457 




Name 


OJ991'029 11 


.0207. 


ClO.ol 


.gs 


Method 


GENSCAN 






1365 








End 


1457 




\3 X 


none 








Score 


.5 




I** V on c 


1365. .1457 














cpa No 


37937 








Seq. ID 


OJ991029 


1 1 0907 n 1 


Gene No. 


77974 








Strand 


+ 




Start 


1 








End 


4394 ' 




Name 


OJ991029 11 


.0207. 


Cll.ol 


.np 


Method 


AAT/NAP 




Start 


1 








End 


4394 




GI 


1657851 








Score 


45 




Exons 


1..57, 1182 


. . 1293 


, 4364 


. .4394 









GL Descrip. (U7.3214) cold acclimation protein WCOR518 [Triticum aestivum] 



Seq. No. 

"Stlrt"r\V 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



"37937 _ 

''^'^7'7S7'^*- ^ :^.::^^:..:.....r..:r..^:.^..:r. 

■ OJ991029_I1.0207.Cll.ol.gs 
1317 
none 



Seq. ID OJ99102_9_11.0207.C11 
"S t rkrM • • — 

:End-"'''":**'::''4394:-: t..: "vv : 

Method GENSCAN . 
End 3781 
Score .78 



1317;. 1457, 1529. .1750, 2012 .. 2081, 3654 .'. 3781 



37937 
77975 
8003 

OJ991029_11.0207.Cll.o2.np 

8003 

6069646 



Seq. ID OJ991029_11.0207.C11 

Strand + 

End 8580 

Method • AAT/NAP 

End 8580 

Score 148 



37587 




Exons 


8003. .8208, 8360.. 8580 






GI Descrip, 


(AP000616) similar to putative reverse 


transcriptase (AC005315) 




[Oryza sativa] gi | 6907112 | dbj | BAA90639 


11 (AP001129) Similar to 




Arabidopsis thaliana chromosome II BAG 


F9013 Qpnomip •=;pcrnpnpp 




putative non-LTR retroelement 


reverse 


transcriotase fAC006248^ 










Seq. No. 


37937 


Seq. ID 


OJ991029_11. 0207, Cll 


Gene No. 


77976 


Strand 


+ 


Start 


16491 


End 


17271 


Na,rne 


OJ991029 11 0207 Cll ol an 


Mp t h nrJ 


AAT /GAP 


Start 


16491 ~ 


End 


17271 


GI 


none 


Score 


1483 


Exons 


16491. .17271 






Seq. No. 


37937 


Seq. ID 


OJ99102 9 11, 02 07. Cll 


Gene No. 


77977 


Strand 


+ ~ 


Start 


22287 


End 


23465 


Narne 


OJ991029 11.0207,011.04 .np 


Method 


AAT /NAP 


Start 


22287 


End 


23465 


GI 


1657851 


Score 


62 


Exons ■ 


,_22287„. 22 362^_2ja 52^w 2JA65_™ . 






(1 T np^ <^p r "i n 


„ .,(.U7.32141.^CQl.d. 3Qcl.irriation ..pr.o.tein_WC0K^18^ ,XTr.iticum ..a.e3J:i-V.uinL. . 


Sea. No. 


37937 


Seq. ID 


OJ991029_11. 0207. Cll 


Gene No . 


77978 


Strand 




Start 


3919 


End 


18096 


Name 


OJ991029 11.0207.Cll.o3.np 


Method 


AAT /NAP 


Start 


3919 


End 


18096 


GI 


4206763 


Score 


183 


Exons 


3919. .3998, 10631 10907 , 16987. .17172 


, 18029.. 18096 


GI Descrip. 


(AF104328) cell wall-plasma membrane linker protein homolog 




[Arabidopsis thaliana] 






Seq. No. 


37937 


Seq. ID 


OJ991029_11. 0207. Cll 


Gene No. 


77978 


Strand 




Start 


3919 


End 


18096 


Name 


OJ991029 11.0207.Cll.o2.gs 


Method ' 


GENSCAN 


Start 


6085 


End 


11002 


GI 


none 


Score 


,43 


Exons 


6085. .6301, 8424. .8760, 8766. 


.8877, 9688. .9759, 10619. .11002 


Seq. No.' 


''37 937 - • • ' ' " • 


Seq*' ID - 


OJ991029_;il.0'207;:Cir . • • 


Gene No, 


77978 


Strand 




* S t $ r~t"*.'- 








Name ■ . 


:i3j9'jr(32-9- Tivozoj ..cii .'bx gs.:': r 


"Method ™ ' 


rcENscANi.. -i;. V": : 


Start 


12244 " 


End 


14564 


GI 


none . . 


Score 


,6 


Exons 


12244. .12599, ,13628. .13752, 14383. .14564 


Seq. No. 


37937 


Seq. ID 


OJ991029_11. 0207. Cll 


Gene No. 


77978 


Strand 




Start 


3919 


End 


18096 . 


Name 


OJ991029 11.0207.Cll.o4.gs 


Method 


GENSCAN 


Start 


15635 


End 


17252 


GI 


none 


Score 


.59 


Exons 


15635. .15769, 16812. .17252 







37588 



Seq'. No. 37937 
Gene No. 77979 
Start 20477 

Name OJ991029_11 . 0207 . Cll . ol . tc 

Start 7294 
GI none 

Exons 7294.. 7362, 7295.. 7357, 7296. 

7357. ,7491, 7358. .7477, 7473. 
7568.. 7618, 7569. .7619, 7629. 
7631. .7684 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991029 11. 0207. Cll 



23379 

TBLASTX: Cress 
7684 
94 

,7382, 7296. .7382, 7356. .7490, 
.7532, 7473. .7535, 7474. .7533, 
.7676, 7630. .7677, 7631. .7681, 



Seq. No. 37937 

Gene No. 77979 

Start 20477 

Name OJ99102 9_11 . 0207 . Cll . ol , tm 

Start 7645 

GI none 

Exons 7645.. 7731, 
7742. .7831 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991029_11. 0207. Cll 
23379 

TBLASTX: Maize 

7831 

150 



7647. .7730, 7651. .7731, 7723. .7791, 7729. .7797, 



Seq^^Np^, 

,Ge.ne.,.N.o, 

Start 

Name 

Start 

GI 

Exons 



37 937 



, ,.Seq.._ ID_.0J9J„1P^2 9^.LUQ2J.7^^ 



„j:7975t__ . ,_Strand_...- ; 

20477 ' " ■ " End 23379 

OJ991029_11 . 0207 . Cll . o5 . gs Method GENSCAN 
20477 End 23379 

none Score .58 



20477. .20690, 22269. 
23245. .23379 



.22416, 22421. .22542, 23093 . .••23240, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons • 

GI Descrip, 



Seq. .No. 
Gene No. 
Start- ■ 
Name 
^-Start"'- 
GI'"":"': . 
Exons 



37938 
77980 
1524 

OJ99102 9_11 .0207.C12.ol.gp 
1524 

10431_1.R1084 
1524. .1721 

' 1256198/dbj | D63711 | RICTNR3 
complete sequence * 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991029_ 
+ 

1721 
AAT/GAP 
1721 
315 



11.0207.C12 



4.0e-82 Rice transposon Tnr3 DNA, 



37938 
-77981 
■6727 

OJ991029_11.0207.C12.o2.gs 

"672 7^ ^.-.v..-„: . • 



Seq. ID 
• Strand 
' -End ■ ~ - 
. Method 

■•"'End 

none' ■ ' " • ' ' ...1- Score ^. 

6727. .6877, 7734. .8345, 8693.-8836, 9172. .9263, 9363. .9692, 
10308. .10352, 10808. .1092-7, 114 39. .1154 6, 11818. .11991, 
12237. . 12374, 12826 .. 12933 , 13269 .. 134 17 , . 14326 .. 14355, 
14648. . 14779, 14 885 .. 15068 , 15156 .. 15239, 15328 .. 155*27 / " 
15658. .15717, 15813. .16017 



OJ991029_11.0207.C12 
+ • 

16367 - ■ - -" 
GENSCAN 

.;5X ':"r™':::' I v 



Seq. No. 37938 . Seq. ID 

Gene No. 77981 , Strand 

Start 6727 End 

Name OJ991029_1 1.0207. C12 . o2 . np Method 

Start 9540 End 



OJ991029_11.0207.C12 
+ 

16367 ' 

AAT/NAP 

16014 



37589 



GI 4539327 Score 2689 

Exons 9540.. 9692, 10308 10352, 10808 .. 10927 , 11006 .. 11113, 

11439. .11546, 11818. . 11991, 12237 .. 12374 , 12826 .. 12928 , 
13044. . 13156, 13269. .13417, 13999 .. 14 152, 14 325 14 4 85, 
14573. .14768, 14802 .. 15068, 15156 .. 15239, 15328 .. 15527 , 
15658. .15717, 15813.. 16014 
GI Descrip. (AL035679) putative proton pump [Arabidopsis thaliana] 



Seq. No. 


37938 


Seq. ID 


OJ991029_11.0207.C12 


Gene No. 


77981 


Strand 


+ 


Start 


6727 


End 


16367 


Name 


OJ991029 11.0207.C12.o3.gp 


Method 


AAT/GAP 


Start 


14111 


End 


14910 


GI 


LIB34 33-04 5-Pl-Kl-BlO 


Score 


754 


Exons 


14111. .14152, 14 32 6. .14 4 85, 


14573. .14779, 14885. .14910 


GI Descrip. 


'5823572/emb|CAB53754 . 1 1 3. 


Oe-21 (AL049730) putative proteir 




[Arabidopsis thaliana] * 






Seq. No. 


37938 


Seq. ID 


OJ991029 11.0207.C12 


Gene No. 


77981 


Strand 


+ 


Start 


6727 


End 


16367 


_Name..._ 


, ,OJ991p29 „ 11 . 020;7 . Q12 . o4 . gp 


Method _ 


, AAT/GAP_ ^ _ 


.Stari ^ .. 


15.81*9. .^^ „ „ 




,.1.6367 . . 


Gl' 


' 5456485 


Score 


1047 


Exons 


15819. . 16367 






GI Descrip. 


4567273/gb|AAD23686.1 IAC006841 14 1 . Oe 


-18 (AC006841) putati^/ 




vacuolar proton ATPase subunit [Arabidopsis thaliana] 


Seq. No. 


37938 


Seq. ID 


OJ991029_11.0207.C12 


Gene No. 


77982 


Strand 




Start 


245 


End 


4888 


Name 


OJ991029 11.0207.C12.ol.gs 


Method 


GENSCAN 


Start 


245 


End 


4882 


GI 


none 


Score 


.51 


Exons 


245. .256, 349. .437, 2670. .2787, 3120.. 


3262, 4186.. 4882 


Seq. No. 


37938 


Seq. ID 


OJ991029_11.0207.C12 


Gene No. 


77982 


Strand 




Start 


245 


End 


4888 


Name 


OJ991029 11.0207.C12.ol.np 


Method 


AAT/NAP 


Start 


4178 


End 


4888 


GI 


6523090 - • 


Score 


556 - - ■ ' 


Exons- - ■ 


'•■'4178. '.4888 "' '. v - * ■ . 






GI Descrip. 


(AL133315) transcription factor Hap5a 


[Arabidopsis thaliana] 


Seq ." No.. 




Seq..". ID 


..O"J99l0Z9jll . 020.7 ; CIS- ' 


Gene No. 


77983 


Strand 




Start 


5510 


End 


6337 


Name 


OJ991029 11.0207.C12.o2.gp 


Method 


AAT/GAP 


Start 


5510 • • 


End 


6337 


GI 


none 


Score 


1589 


Exons 


5510. .6337 






Seq. No. 


37938 


Seq. ID 


OJ991029_11.0207.C12 


Gene No. 


77984 


Strand 




Start 


16127 


End 


21286 


Name 


OJ991029 ll.0207.C12.o2. tc 


Method 


TBLASTX: Cress 



37590 





Start 


4424 




End 


4720 






GI 


none 




Score 


253 






Exons 


4424. .4720, 4446. .4694 










Seq. No. 


37938 




Seq. ID 


OJ991029_11,0207 


.012 




Gene No. 


77984 




Strand 








Start 


16127 




End 


21286 






Name 


OJ991029 11.0207,C12 


.o2 . tm 


Method 


TBLASTX: Maize 






Start 


4424 




End 


4736 






GI 


none 




Score 


425 






Exons 


4424. .4735, 4443. .4736 










Seq. No. 


37938 




Seq. ID 


OJ991029_11.0207, 


.012 




Gene No. 


77984 




Strand 








Start 


16127 




End 


21286 






Name 


OJ991029 11. 0207. 012, 


.o2 .ts 


Method 


TBLASTX : Sovbean 






Start 


4424 




End 


4739 






GI 


none 




Score 


318 






Exons 


4424. .4720, 4443. .4694, 4710. .4739 








Seq. No. 


37938 




Seq. ID 


OJ991029_11.0207 . 


.012 




-.-.,J5§pe_No„. 


..„™™77 984 ^ 




^.^..StrandL. _ 









St art.. _ 


. 1,6 12 7.. , ... .. 




.__.ind "^.^ 


. 2.1 2"8^r ZZ™T'T.T.T 




11 


Name 


OJ991029 11.0207.012, 


. o4 . tm 


Method 


TBLASTX: Maize 




%d 


Start 


7720 




End 


8019 




fft 


GI 


none 




Score 


44 




r i ; 


Exons 


7720. .7842, 7831. .7974, 7975. .8019 






= =f 
c J ; 


Seq. No. 


37938 




Seq. ID 


OJ991029_11.0207, 


,012 


. =r 


Gene No. 


77984 




Strand 






%^ 


Start 


16127 




End 


21286 






Name 


OJ991029 11. 0207. 012. 


, o4 . tc 


Method 


TBLASTX :Oress 






Start 


11060 




End 


14417 






GI 


none 




Score 


66 






Exons 


11060. .11113, 11428.. 


.11529, 


11817. ,12014, 11830. .11991, 




'J 




12236. .12328, 12239. . 


,12355, 


12243. .12377, 12814 .. 12 927 , 








13043. .13165, 13054. . 


,13146, 


13266. .13418, 13274 .. 134 17 , 








13993. .14145, 13994. . 


,14152>- 


r4285. .14416, 14 325 .. 14 4 17 , 




-f^ 
^ =r 




14331. .14417 










fl 


Seq. No. 


37938 




Seq. ID 


OJ991029_11.0207. 


012 




Gene No. 


77984 




Strand 








Start ■• 


■ ^ 16127 ■ ' ' ■ - 




End • 


21-286" - - ■ - 






Name 


OJ991029 11\ 0207. 012. 


o3.ts 


Method 


TBLASTX : Soybean 






'•"■^•"Start^^'" 






'■^"'-•End-'--'' ^ " ' 


■ 13418-"'^^" ""^"^ ' 




" T 


.■-•Gi:'^ ' 


non^ ' . ' ' ■ 




V" - Score " 


'i45' v'':::*r ' : 






Exons 


-11896.'. 11991, 11898.. 


12014, 


12229. ..12336, . 12239 . ,12355 , 








12243. .12377, 12802.. 


12936, 


12813. . 12938, 13055 .. 13165 , 








, 13057. . 13152, 13266. . 


13418, 


13271. .13417 






Seq. No. 


37938 




Seq. ID 


OJ991029 11.0207.012 




Gene No. 


77984 




Strand 








....Start 


16127 




End 


21286 






Name 


OJ99r029 11.0207.012. 


o6. ts 


Method 


TBLASTX: Soybean 






Start' 


14331 




End 


14627 






GI 


none 




Score 


210 






Exons 


14331. .14483, 14341.. 


14469, 


14384. . 14479, 14 553 .. 14 627 , 





37591 



14567. .14626 



Seq. No, 37938 Seq. ID 

Gene No. 77984 Strand 

Start 16127 End 

Name OJ991029_11 . 0207 . C12 . ol . tm Method 

Start 14341 End 

GI none Score 

Exons 14341. .14481, 14343 14 4 83, 14553 

14576. . 14794, 14874 .. 15068 , 14885 

15151. . 15240, 15152. .15232, 15322 

15326. . 15403, 15389 .. 15523, 15392 

15394. .15525, 15655 .. 15717 , 15662 

15814. .16017, 15816. .16028, 16091 



14780, 
15070, 
15423, 
15523, 
15718, 
16168 



OJ991029_11. 0207. 012 
21286 

TBLASTX: Maize 

16168 

207 

14555. .14782, 
14886. . 15071, 
15325. . 15402, 
15393. .15527, 
15799. .16017, 



Seq. No. 


37938 




Seq. ID 


OJ991029__11,0207 


.012 


Gene No. 


77984 




Strand 






Start 


16127 




End 


21286 




Name 


OJ991029 11. 0207. 012 


.ol.tc 


Method 


TBLASTX: Cress 




Start 


14418 




End 


15038 




GI ■ 


none 




Score 


87 




Exons_ , 


14 418,.. , 1 44 83 1 4 421 


.14489, 


..1A552_..,, 1427 9, ^.14.553„._,147 80„,,, 






. .174883. ,,15.0.11/,. .14886.. 


,,£5038,. 


14^8,88.. 1503.7.. 




Seq. No. 


37938 




Seq. ID 


OJ991029_11,0207 


012 


Gene No. 


77984 




Strand 






Start 


16127 




End 


21286 




Name 


OJ991029 11.0207.012 


.o4 . ts 


Method 


TBLASTX: Soybean 




Start 


14700 




End 


15233 




GI 


none 




Score 


93 




Exons 


14700. . 14783, 14709. 


,14777, 


14879, .15052, 14883 .. 15071, 






14888. . 15109, 15189. 


.15233 









Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



37938 
77984 
16127 
OJ991029 
15152 
none 
15152. 
15328. 



11.0207.012.o6.tc 



15235, 
15387, 



154,51. .15525, 



15165, 
15332. 
15662. 



.15239, 
, 15373, 
,15709 



Seq. ID 
Strand 
End 

Method 
End 
Score 

15189. 

15382. 



OJ991029 11.0207.012 



21286 

TBLASTX :Oress 
15709 
77 

15236, 15327. .15371, 
15525, 15417. .15527, 



Seq. No. 

Gene '"No ". 

Start 

Name 

Start 

GI . 

Exons 



37938 ■ 

'16127. — ; ■ - - ; ; ; 

OJ991029_1 1.0207. 012. o5.ts 
1.5328 . ■ " 

none 

15328. . 15396, 15382. . 15525, 
15451. .15525, 15655 .. 15720, 
15814. .16011, 15881. .16012 



Seq. ID 

"'"'Straricr* 

■-."'.End: 
Method 
End 
Score 

15417 

15662 



OJ991029_11. 0207. 012 



-21286 - . 
TBLASTX: Soybean 
. 16012 
60 

15521, 15417. .15527, 
15718, 15813, ,16010, 



Seq. No. 37938 Seq. ID- OJ991029_11 . 0207 . 012 

Gene No. 77984 Strand 

Start 16127 End 21286 

Name OJ991029 11 . 0207 . 012 . o5 . tc Method TBLASTX : Oress 



37592 




o Lan, 


1 c;Q/in 

1 OO fi U 








End 


16005 






none 








Score 


221 




Exons 


15840. 


.15998, 


15841. 


. 1 0 y y u , 


15868. .16005 






37938 








Seq. ID 


OJ991029_ 


11 n o m 
1 1 . uzu / 




.77984 








Strand 








16127 








End 


21286 




Name 


OJ991029 11.0207.C12 


o3 . np 


Method 


AAT/NAP 




Start 


16127 








End 


19945 




GI 


278943^ 


1 






Score 


1310 




Exons 


16127. 


16174, 


16831. 


17068, 


17105. .17196, 17287. 


.17454, 




17540. 


17770, 


17918. 


17992, 


18091. .18171, 18284. 


.18382, 




18530. 


18648, 


18739. 


18859, 


19013. .19063, 19223. 


.19324, 




19841. 


19945 













GI Descrip. (AB001389) CLBl [Lycopersicon esculentum] 



Seq. No. 37938 
Gene No. 77984 
Start 16127 

Name OJ991029_11 . 0207 . C12 . o3 . gs 

Start 16816 

.GI npne^_:_ . ,„_^ _ _ „ 

Exons. .\: a.6.8Jfi... 17 434, .^754.6;.'. 1736^ 
18284 .. 18382, 18530 18648 , 
19223. .19324, 20026 .. 20142 , 



Seq. ID OJ991029_11.0207.C12 
Strand 

End 21286 

Method GENSCAN 

End 21286 

. ....Score,_ . ....68__ 

.179.01. .J79i2,, lM9Xr.iH7X 7 

18718. .18859, 19013. .19063, 
21059. .21156, 21184.. 21286 



Seq. No. 37938 
Gene No. 77984 
Start 16127 

Name OJ991029_11 . 0207 . C12 . o3 . tc 

Start 16819 
GI none 

Exons 16819. .16911, 17284 .. 174 30 , 

17909. .18001, 18089. .18172, 
18285. .18404, 18314 .. 184 03 , 
18531. .18650, 18713. .18862, 
19004 . .19066, 19215. .1-9325, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

17537 

18091 

18515 

18738 

19215 



OJ991029 11.0207.C12 



21286 

TBLASTX: Cress 
19339 
178 

17767, 17559. .17777, 
18192, 18091. .18180, 
18646, 18527. .18649, 
18860, 18763. .18864, 
19313, 19217.. 19339 



Seq. No. 37938 
Gene No. 77984 
Start 16127 

Name ■ OJ991029_11 . 0207 . C12 . o3 . tin 

Start' ' , - " i 6.837' • • - 

GI none 
^ Exons' ■ ■ " xm 317': 1 6 9f r, 
: ./ ..I7.53;8.-;.17768, 

18089: .18184, 
18314 . .18403, 
18731. .18814, 



'1-717 6".; 1-7199, 
17927.' .ISS'OL, 
18091. . 18210, 
18500. .18649, 
18738. .18815, 



Seq. ID OJ991029_11.0207.C12 
Strand 

End 21286 
. Method TBLASTX: Maize 
f' End "-18817 - \ - / 

Score ■ 216 ' 
- 1727-2r , rt4-57 r-TtS34'r7^1r7 7 gr/-^"^ 

r7946.:.:i7:99'3, ■'17948 V:.i7998,/: : 

18091. .18180,' 182'85. . 18404, 
18515. .18646, 18528 .. 18 650 , 
18770. .18817 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



37938 
77984 
16127 

OJ991029_11.0207.C12.ol.ts 
17284 
none 



21286 

TBLASTX: Soybean 
18157 
182 

17284 . .17430, 17537 .. 17767, 17538 .. 177 68 , 17 912 .. 17 998 , 



Seq. ID OJ991029_11.0207.C12 
Strand 
End 

Method 
End 
Score 



37593 






17912. .18001, 18089. .18157, 


18091. . 18156 


beq* iNO , 






Seq. ID 


OJ991029_11. 0207, 014 


Gene No. 


77985 




Strand 


+ 


Start 


1 




End 


1749 


Name 


OJ991029 11 


.0207.C14.ol.np 


Method 


AAT/NAP 


btar L 


1 




End 


1749 




2979551 




Score 


1150 


Exons 


1. .1749 








GI Descrip. 


{AC003680) 


putative protein 


kinase [Arabidopsis thaliana] 


C /T KT 
O S CJ . LN C? . 


37939 




Seq. ID 


OJ991029_11. 0207. 014 




77986 




Strand 


-f 


start 


8203 




End 


9782 


Name 


OJ991029 11 


.0207.C14.o3.np 


Method 


AAT/NAP 


D L a L L 


8203 




End 


9782 




5430769 




Score 


58 


Exons 


8203. .8271, 


9223.. 9286, 9632 


. .9782 




uescrip. 


(AC007504) 


Similar to somatic embryogenesis receptor-like kinase 




[Arabidopsis thaliana] 






,Seq,._Np.; 


. 37939 




_ Seq._^ID 


^ , 0 J9 91 0X9^1 L^0.2p„7 .^Li^..,.^■ 


.G.e,ne_No.„ 


77987, , 




Strand : 




Q ^- 3 r-t- 
ci L a r 11 


485'9 




End 


10051 


Name 


OJ991029 11 


.0207. 014. o2.tc 


Method 


TBLASTX: Cress 


C-l- a v-h 

oL.ar t. 


16 




End 


381 




none 




Score 


125 


Exons 


16 . . 1 62 , 36 


ICC ICT 100 

. . 155, 157 . . 198 , 


159. .227, 


277. .381, 280. .381 


Seq. No. 


37939 




Seq. ID 


OJ991029_11. 0207. 014 


Gene No. 


77987 




Strand 




oLa.ru 


4859 




End 


10051 


Name 


OJ991029 11 


.0207. 014. o3.tm 


Method 


TBLASTX: Maize 


onar t. 


31 




End 


579 




none 




Score 


91 


Exons 


31. .180, 45 


..122, 153. .200, 


301. .378, 


385. .579 


oeq . INO . 


37939 




Seq. ID 


OJ991029_11. 0207. 014 


Gene No. 


77987 




Strand 




Start 


4859 




End 


10051 


Name 


OJ991029 11 


.0207. 014. ol.tm 


Method 


TBLASTX: Maize 


oUart. 


1014 ■ ' 




• End 


1710 • 




' * none 




Score 


69 - ■ - - ' - ' 


Exons 


1014. .1106, 


1016.. 1126, 1054 


..1161, 1056. .1160, 1221. .1331, 


- 


'*""-1221^v;17-D-97 


"^1222: 1710--^" "^ 






oeq . INO . 


37939 




Seq. ID 


OJ991029_11. 0207 .014 


Gene No. 


77987 




Strand 




Start 


4859 




End 


10051 _ . 


Name' 


OJ991029 11 


.0207.C14;ol.tc 


Method 


TBLASTX: Cress 


otarr 


1284 




End 


1753 




none 




Score 


36 


Exons 


1284 . . 1307, 


1321.. 1404, 1326 


..1421, 1399. .1713, 1401. .1541, 




1429. . 1686, 


1566. .1751, 1568 


. . 1753 




Seq. No. 


37939 




Seq. ID 


OJ991029_11. 0207. 014 


Gene No. 


77987 




Strand 





37594 



start 


/I Q c: Q 


Name 


/^TQQ1 f\o Q 1 1 


Start 


'i A 1 Q 

14 /y 


GI 


none 


Exons 


Xfi/y..x/jU/ 


Seq. No. 


o *7 n o n 

J / yjy 


Gene No.. 


T T n O T 


Start 


4859 


Name 


OJ991029_11 


Start 




GI 


none 


Exons 


4 oby . . 4 yb4 , 




b / yj . . / ioo f 




yzDD . . y4 , 


Seq. No. 


J / y jy 


Gene No. 


/ / yy / 


Start 


4859 


Name 


OJ991029_11 


Start 


/I o ir o 
4 O DO 


GI. 


C O O O C 1 o 

5bz i5.7 2^ 


.Ex.Qns . 


. 4oDO.. . 4.9.0.4 




o / y J , . /loOf 


GI Descrip. 


(AL04y7iU) ] 


Seq. No. 


o "7 "3 n 

J / y jy 


oclit; IN (J. 




Start 


4859 


Name 


OJ991029 11 


Start 


6840 


GI 


428488 


Exons 


6840. .7133, 


GI Descrip. 


5823572/emb 



End 10051 

Method TBLASTX : Soybean 

End 1730 

Score 210 



OJ991029 11.0207.C14 



Seq. ID _ 
Strand 

End 10051 
:i4.o2.gs Method GENSCAN 

End 10051 

Score .81 
,5777, 5875.. 6078, 6173. .6289, 6484, 
,7815, 7838. .7901, 8054. .8412, 9021, 



,6602, 
,9094, 



Seq. ID OJ991029_11.0207.C14 
Strand 

End 10051 
0207.C14.o2.np Method AAT/NAP 
End ' 8224 

_ - Score - _:_70J . . 

siel.. .Jl77,\5.836.... 6.087.,„ ..6173,. . 630 1,:. 6.4 8.4 ,. ..,6602,.,. 
7284. .7421, 7726. .7901, 8054. .8224 
(AL04 9730) putative protein [Arabidopsis thaliana] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991029_11.0207..C14 

10051 
AAT/GAP 
7338 
662 



7284. .7338 



[Arabidopsis thaliana] 



3.0e-21 (AL049730) putative protein 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons' ■ 



37939 
77987 
4859 

OJ991029_11.0207.C14 .o2.tm 
6878 . 

none • - • - ■■ ■ 

-6g78.'.7066; 6990-;. 7046, 7046. 
7284. .7427,' 7710. .7829, 7715. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991029 11.0207.C14 



10051 

TBLASTX: Maize 
8213 
53 

7132, -7047. .7130,' 7277 : . 7 42-6',- 
7765, 7737. .7793, 7797. .7904, 



'7^07?. 7 902;-^ ^0^2.'-. 8213r £^^5 4^-7 8^12^ 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



37940 
77988 
50 . 

OJ99102 9_11 .0207.C15.ol .gs 
50 

none 



Seq. ID OJ991029_11.0207.C15 

Strand - + • 

End 10118 

Method ' GENSCAN 

End 10118 

Score .52 

4629, 4698. .4844, 



50. .174, 4013. .4200, 4361. .4442, 4448 
5361.. 5407, 5737.. 6048, 6318.. 6411, 7077.. 7739, 7906.. 8030, 
8143. .8277, 8348. .8406, 8477. .9174, 9601. .10118 



Seq. No. 



37940 



37595 



Seq. ID OJ991029_11.0207.C15 












Strand 


+ 






Start 


16198 




End 


21495 






Name 


OJ991029 11.0207.C15 


. o3. np 


Method 


AAT/NAP 






Qi- a r-t- 
O L di L 


16198 




End 


21495 






P T 


6721512 




Score 


78 






Exons 


16198. .16241, 17023. 


.17159, 


17187. .17315, 20329. .20395, 








21454. .21495 














{AP001072) hypothetical protein [Oryza 


sat 1 va J 






Seq. No. 


37940 




Seq. ID 


KJU X \J ^ y X X * KJ ^ KJ / 


.C15 




Gene No. 


77990 




Strand 








o d J. u 


10729 




End 


X O O ^ X 






Name 


OJ991029 11.0207.C15, 


. o2 . gs 


Method 


GENSCAN 






O Let J. U 


10729 




End 


13662 








none 




Score 


. 97 








10729. .13662 












O c • In vj . 


37940 




Seq. ID 


OJ991029_11. 0207 


PI R 




Gene No. 


77990 




Strand 








Start 


10729 




End 


13851 






Name 


OJ991029 11.0207.C15, 


. ol.np 


Method 


AAT/NAP 






Q -h 3 r-+- 


_,107 3.2 ._ _ ^ 




_„End 


^1385.1„ . .^^ 


■ 




o± , , . , 


.. . 5902.4 4;5:-. . ; 




; . Sco.r.e... 


.3086 . . 


• * — 


~ 


IT V n c? 


10732. .11969, 12009. . 


.13851 








J 




(AB030283) GAG-POL precursor 


[Oryza sativa] 




lit 


Q o KI 
O c . IN (J . 


37940 




Seq. ID 


OJ991029_11.0207 




fy 


Gene No. 


77991 




Strand 








Start 


13915 




End 


24996 








OJ991029 11.0207.C15. 


.o3. tw 


Method 


TBLASTX: Wheat 




%!=? 


O L di L 


10741 




End 


11349 






yj ± 


none 




Score 


67 




I y 


Exons 


10741. .10872, 10742.. 


.10867, 


10897. .11349, 11093. .11200, 




E 

f 1 




11249. .11335 










"'••J 


Seq. No. 


37940 




Seq. ID 


OJ991029_11.0207 


.C15 


h ^ 


Gene No. 


77991 




Strand 








o I, a.i- u 


13915 




End 


24996 






Name 


OJ991029 11.0207.C15. 


. o4 .'tm 


Method 


TBLASTX: Maize 




f ^ 


O Udl. L 


10777 




End 


11025 






V7 J. 


none 




Score 


153 








' 10777. . 10860, 10861.-, 


,11025 • 






... 




Seq. No. 


37 94 0 




Seq. ID 


OJ991029_11.0207 


.ci5 










"-^'""Stirarfd™" 








O Udi. L. 


1391.5^ ■ ■ Z':: 




End r - 


2:4996 - : . 






Name 


OJ991029. 11.02'07.C15, 


, o4 . tw 


Method 


TBLASTX: Wheat . 






O L, di- L. 


11473 




End 


11856 








none 




Score 


216 . 






Exons 


11473. .11856, 11474. . 


,11848 










Seq. No. 


37940 




Seq. ID 


OJ991029_11 . 0207 


.C15 




Gene No. 


77991 




Strand 








Start 


13915 




End 


24996 






Name 


OJ991029 11.0207.C15. 


o2. tm 


Method 


TBLASTX: Maize 






Start 


11551 




End 


11856 






GI 


none 




Score 


177 





37596 




Exons 


11551. 


.11856, 11552. 


• ± J. O J _7 








beq. wo. 


37940 






Seq. ID 


OJ991029_11.0207 


. bl O 


Gene No. 


77991 






Strand 






Start 


13915 






End 


24996 




Name 


OJ991029 11.0207.C15 


m \J\J m L. W 


Method 


TBLASTX: Wheat 




o car L 


12253 






End 


12642 




C T 


none 






Score 


80 




Exons 


12253. 


.12387, 12256. 


. ± ^ O O J. , 


12263. . 12394, 12388 .. 12489, 






12538. 


,12642 










Seq. No. 


37940 






Seq. ID 


OJ991029_11.0207 


.C15 


Gene No. 


77991 






Strand 






o L. airt. 


13915 






End 


24996 




Name 


OJ991029 11.0207.C15 




Method 


TBLASTX: Wheat 




o uar L 


12652' 






End 


12906 




PT 


none 






Score 


61 




Exons 


12652. 


.12834, 12712. 


. X Z 0 O J- , 


12838. .12906 




Seq. No. 


37940 






Seq. ID 


OJ991029_11.0207 


.C15 


Gene No. 


77991 






Strand 






o Lcirii ^, ^. 


13915 






End 


24 996„_.. 




Name ..^ „ . 


. :. . ,Q J,9 9102 9.. .1 1. . Q ZO 7 . C.l 5 


-He 

.x>.i..xs,, , 


Method... 


„ TBiASTX:.S.o.ybe.an.. 


— 


b liar t 


12856 






End 


13281 




bl 


none 






Score 


89 




Exons 


12856. 


.13281, 13097. 










Seq. No. 


37940 






Seq. ID 


OJ991029_11.0207 


.C15 


Gene No. 


77991 






Strand 






ouari- 


13915 






End 


24996 




Name 


OJ991029 11.0207.C15 


. oz . cw 


Method 


TBLASTX: Wheat 




b rar L 


12911 






End 


13335 




bl 


none 






Score 


229 




Exons 


12911. 


.13225, 12913. 


. ± O J J O , 


12946. .13335 




Seq. No. 


37940 






Seq. ID 


OJ991029_11.0207 


.C15 


Gene No. 


77991 






Strand 






o tar L 


13915 






End 


24996 




Name 


OJ991029 11.0207.C15 


- 

. Oo . tm 


Method 


TBLASTX: Maize 




b car L 


13009 






End 


13392 




C T 
bl 


none 






Score 


112 




Exons 


-13009. 


.13392, 13010. 


-| o 9 o c 


1317 6. . 13358, 13255. .13365 




Seq. No. 


■ ' 37940 






Seq. ID 


OJ991029_li.0207 


.CI 5 


Gene' "No/"''' 








Strand 






ocar L - . 


: 13^9 15 




. . . '.^ 


'End J: " 


V '24996. * 




Name 


OJ991029 11.0207.C15 


. ol . tm 


Method 


" TBLASTX: Maize 




C +- -=i V- +- 

b car L 


13420 






End 


13776 




bl 


none 






Score 


224 




Exons 


134 20. 


'.13776, 13421. , 


1 7 1 A 
. 1 J / 1 , 


13474 . . 13722 




Seq. No. 


37940 






Seq. ID 


OJ991029_11.0207 


.C15 


Gene No. 


77991 






Strand 






Start 


13915 






- End 


24996 




Name 


OJ991029 11.0207.C15, 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


13451 






End 


13906 




GI 


none 






Score 


336 





37597 



Exons 



13451. .13906, 13462.. 13905 



Seq. No. 37940 

Gene No. 77991 

Start. 13915 

Name OJ991029_11 . 0207 .C15 . o3 . gs 

Start 13915 

GI none 

Exons 13915. .14513, 14 655 .. 147 97 , 
15811. .16477, 16667; .16978, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

14856 

17023 



OJ991029 11.0207.C15 



24996 
GENSCAN 
24996 
.64 

15.673, 15690. .15803, 
17096, 24829.. 24996 



Seq. No. 37940 Seq. ID 

Gene No. 77991 Strand 

Start 13915 End 

Name OJ991029_11 . 0207 . C15 . o2 . np Method 

Start 13918 End 

GI 5902444 Score 

Exons 13918. .15769 

GI Descrip. {AB030283) GAG-POL precursor [Oryza sativa] 



OJ991029_11.0207.C15 

24996 
AAT/NAP 
15769 
1024 



Seq. No. 37940 Seq. ID 

:Gene_.N.o _ 11 991. . . St rand ..^ 

St.arL.:.^ .i3.91.5„_ : : ' End. 

Name ' OJ991029_11 . 0207 . C15 . o5 . tw Method 
Start 14055 End 

GI none Score 

Exons 14055. .14108, 14098 .. 14334 , 14108 



OJ991029 11.0207.C15 



14216. .14332, 1437 1 . . 1454 4 , 14372. 



2,4 996_ .„ 
TBLASTX: Wheat 
14545 
38 

14173, 14113. .14328, 
14545 



Seq. No. 37940 

Gene No. 77991 

Start 13915 

Name OJ991029_11 . 0207 . C15 . o7 . tw 

Start 15185 

GI none 

Exons 15185. .15460, 1518 6 .. 154 13, 
15533.. 15577 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991029_11.0207.C15 
24996 

TBLASTX: Wheat 

15577 

86 



15419. .15532, 15471 15521 , 



Seq. No. 
Gene No. 
Start 
Name 

Start" / . 
GI ' ' 
"Exons ' " ' 

Seiq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



37940 
77991 
13915 

OJ991029_11.0207 .C15.o5..tm 

"15299- / ^ V ' • ■ rJ: : 

none 

15299. ■.15;53B"' ^ ' ' 

37 941 
7799.2 
1290' 

OJ99102 9_11.0207 .C16.o2.gs 
1290 
none 
1290. 
3051. 
5865. 



,1294, 1409.. 1527, 1723, 
,3527, 3726.. 3949, 4755. 
,5945, 6028.. 6100, 6204. 



Seq. ID 

Strand 

End 

Method • 
End - 
Score 



OJ991029 11.0207.C15 



24996 

TBLASTXrMaize- 

15538' ■ 

198 



Seq. ID OJ991029__11. 0207 .C16 

Strand + 

End . " 7417 

Method GENSCAN 

End 7417 

Score .83 

.1970, 2437. .2550, 2628. .2787, 
.4865, 4948. .5088, 5747. .5809, 
.6259, 6352. .6446, 6541. .6575, 



7341. .7417 



37598 



Seq. No. 37941 Seq. ID 

Gene No. 77993 Strand 

Start 12975 End 

Name OJ991029_11 . 0207 . C16 . o4 . gs Method 

Start 12975 . End 

GI none Score 

Exons 12975.. 13298 



OJ991029_11.0207,C16 
+ 

13298 
GENSCAN 
13298 
.99 



Seq. No. 37941 Seq. ID 

Gene No, 77994 Strand 

Start 25 End 

Name OJ991029_11 . 0207 . C16 . ol . gs Method 

Start 25 End 

GI none Score 

Exons 25.. 468, 530.. 601 



OJ991029_11.0207.C16 
601 

GENSCAN 

601 

.82 



Seq. No. 37941 
Gene No. 77995 
Start 7756 

Name OJ991029_11 . 0207 . C16 . ol . tm 

Start 980 ■ 

„GI„.. none _ 

Exons, [ ,..980.. . idio,,.- 98.2... 

8277. .8471, 8289 
■ 8552. .8695, 8553 

8957.. 9121, 8967 



End 

Method 
End 

. , ■ _,Score,__ 
1 0,2 9.,, . 9.97,.. . 1,0 8 9 102.9 



Seq. ID OJ991029_11.0207.C16 
Strand 

13161 

TBLASTX: Maize 
9214 

69^ „ ^ , ™ _ . 

.10,64,,.r63i.„.J0,99,...,_ . 



8465, 8290. .8469, 8291. .8470, 8551. .8691, 
8696, 8554. .8706, 8950. .9120, 8951. .9121, 
9125, 9194. .9214 



Seq. No. 37941 

Gene No. 77995 

Start 7756 

Name OJ991029_11 . 0207 . C16 . o3 . gs 

Start 7756 

GI none 
Exons 



Seq. ID OJ991029 11.0207.C16 



Strand 
End 

Method 

End 

Score 



13161 
GENSCAN 
12265 
.85 



7756. .8002, 8413. .8468, 8554. .8681, 8966. .9107, 9194. .9289, 
9465.. 9605, 9750.. 9924, 10336 .. 10502 , 10700 .. 107 93, . 
11783. .11874, 11984. .12078, 12160. .122 65 



Seq. No, 
Gene No. 
Start 
Name 
Start 

Exons 

Se-q". '. tJo'. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



37941 Seq. ID 

77995 Strand 

7756 End 
OJ991029_11 .0207 .C16.02 . ts Method 

8293 . . . - End 

none ' ; • ' . ' ' Score 

8293. .8469," 8307.' .8474' • 



'37341: . " „ . .. . ■ ■ ' 

77995 
7756 

OJ991029_11.0207 .C16.ol.np 
8298 
4006914 

8298. .8468, 8554. .8681, 
9750. .9924, 



Seq. -ID 
Strand 
End 

Method 
End 
Score 
8987. .9107, 



OJ991029_11.0207.C16 
13161 

TBLASTX: Soybean 
8474 

■131 - 



■ d j 9 91 0 29. : 1 1 ..0'2 0-7 v'C 1 6 



13161 
AAT/NAP 
12265 
1351 
9194. .9289, 



9465. .9605, 



10336. .104 68, 10554. .10626, 10700. .107 93, 
11783. .11874, 11984 . .12078, 12160. .12265 

{Z99708) serine C-palmitoyltransf erase like protein [Arabidopsis 
thaliana] 



37599 



Seq. No. 


37941 




Seq. ID 


OJ991029_11.0207 


C16 


Gene No. 


77995 




Strand 








77 S 




End 


13161 




Nsitie 


n.TQQI n9Q 1 1 
\JO^^±KJ^y XX 


.0207.C16.o2.tc 


Method 


TBLASTX: Cress 






o u 




End 


8679 




PT 


none 




Score 


94 




Exons 




8328. .8471, 8554. .8679, 8558. .8638 




Seq. No. 


37941 




Seq. ID 


OJ991029_11.0207. 


C16 


Gene No. 


77995 




Strand 








77 Sfi 




End 


13161 




LNdine 


O.TQ Q1 09 Q 11 
WU^^^XUZi? XX 


.0207.C16.ol.gp 


Method 


hAT/GA? 




O L a. J- U 


o o ^ ^ 




End 


8587 






7 ni ^ 




Score 


143 




Exons 




8554. .8587 








oeq . LNO . 


o / 4 X 




Seq. ID 


OJ991029_11.0207. 


C16 


Ljcne LNO . 


77 Q 




Strand 






O L.a.x U 


7756 




End 


13161 




N3.iTie 


OJ991029 11 


.0207. 016. ol.ts 


Method 


TBLASTX: Soybean 




Start 


9033 




End 


10796 




GI, 


^ none; 




Score,., 


-72 . 






.r. .9 03.3 .,. 9125,.? 


.9.04 6... 91.02, .9194.,... 9.295,,._9.219.,. 9296., 3435.. ..96,0.8., 




9436. . 9606, 


9447. .9641, 9463. .9612, 9750. .9926, 9751. .9924, 




10332. .10469, 10335. .10469, 


10336. .1047 0, 1054 6. .10 602, ■ 






10546. .10635, 10551. .10604, 


10556. .10627, 1067 9. .107 95, 






107 07. .107 96, 10725. .10796 








o e q . IN o . 


37941 




Seq. ID 


OJ991029_11.0207. 


C16 




77995 




Strand 






Start 


7756 




End 


13161 




Name 


OJ991029 11 


.0207.C16.o2.gp 


Method 


AAT/GAP 






9734 




End 


10782 




PT 


43229 1.R1084 


Score 


816 




JtliXQIlo 


9734. . 9924.,. 


10335. .10468, 10554 .. 10626, 


10700. .10782 




1* T ^ ^ ^ ^ T 1^ 
ox uescrip. 


M006914/emb|CAB16844.1| 1. 


Oe-61 (Z99708) serine 






C-palmitoyltransferase like 


protein [Arabidopsis thaliana] * . 


o e q . IN o . 


37941 




Seq. ID 


OJ991029_11.0207. 


C16 


Gene No. 


77995 




Strand 






Start 


7756 




End 


13161 




Name 


OJ99102-9 11 


. 0207 .C16.ol.tc 


Method 


TBLASTX: Cress ' 




o u ar r, 


9787 . 




End _ 


10635 ' ' . ' 




P T 

^x 


• none 




■ Score 


106 




Exons ' . r 


''9787. ;'9^9'2;4;- 


■'9W9V'-. 9326, ''^ 8 16'. v 10001, ' 103 '32: '..f 04 6 9', ~1033£ 


10:4 6'9, 




. :i0*33'6'. VlO.470, ' 10546 ; -. 10635;' 


10551. ':iD631, ■ 1 0*55*6 V. ■10633'.: 




Ocq . LNO . 


37941 




Seq. ID 


OJ991029_11.0207. 


C16 


Gene No. 


77995 




Strand 






Start 


7756 




End 


13161 




Name 


OJ991029 11 


0207.C16.o2.tm 


Method 


TBLASTX: Maize 




Start 


10425 




End 


10796 




GI 


none 




Score 


40 




Exons 


10425. .104 69, 10426. . 10470, 


10482. .10547, 10503 10652 , 






10541. .10612, 10667. .10795, 


10 698. .107 96, 10701. .107 96 




Seq. No. 


37941 




Seq. ID 


OJ991029_11.0207. 


C16 



37600 






Gene No. 


77995 




Strand 








Start 


7756 




End 


13161 






Na.rne 


WU^^lU^-? ll.U^U/.k..^lD 




Method 


TBLASTX: Soybean 






o narT, 


1 1 O 1 Q ~ 
1 1 0 1 o 




End 


12275 








none 




Score 


65 






TT^ ■•r ^> o 


llftlft T1Pn7 11ft91 
IIOIO. .110 / / / llO^l. 


1 1 R 7 7 


11984. .12088, 12138. .12275, 








1997 4 

l^lJO ■ • 1^^ / rl 












o e q . LN O . 


'^7 Q4 1 
J / y fl 1 




Seq. ID 


OJ991029_11.0207. 


PI a 




Gene No. 


77995 




Strand 








Start 


7756 




End 


13161. 






Name 


n.TQQin9Q 11 0907 PI fi 


• o3 . tm 


Method 


TBLASTX: Maize 






O U air L 


1 9009 ~ 
1 ^ u u z 




End 


12276 








none 




Score 


67 






r V o 


19009 190ftft 19010 

l^UU^. .l^UOO/ IZUIU. 


1 90 QO 

. 1 Z U -7 U / 


12011. . 12091, 12152. . 12274, 








12154 12273 12159 


1227 5 


12160. .12276 






Seq. No. 


37941 




Seq. ID 


OJ991029_11.0207. 


C16 




Gene No. 


77995 




Strand 










7 7 ^ fi 




End 


13161 






Name 


nTQQ109Q 11 0907 P1fi 


• 

. Oo . qp 


Method 


AAT/GAP 








1 9 n n £3 • 


- 


_„,End_ 


. 13161 









1 004 07 




... Score - 


.,714. .V 


.. 


as. 




1 900fl 1907ft 191fi0 
IZUUo. .lZU/0, IZIDU. 


1 9 9 9 
. 1 z 0 z z> 


13017. .13161 ■ 




f ~ 


Seq. No. 


37942 




Seq. ID 


OJ991029_11.0207. 


C17 


fij 


Gene No. 


77996 




Strand 










1 
1 




End 


166 




fi 

rr§ 


Name 


nTQQ109Q 1 1 0907 PI 7 
wu^^iuzy ll.UZU/.(^l/ 


. 01 . qp 


Method 


AAT/GAP 






o car u 


1 
1 




End 


166 






P T 
ul 


none 




Score 


318 




i LH 


17* V 1^ o 


1 . . 1 o o 












Seq. No. 


37942 




Seq. ID 


OJ991029_11.0207. 


C17 


H 


Gene No. 


77997 




Strand 








o L dl c 


77 




End 


163 






Name 


P1TQQ109Q 1 1 0907 PIT 
UUi^^lUZr' ll.UZU/.L^l/ 


. ol . qs 


Method 


GENSCAN 






O L ar c 


7 7 ~ ■ 




End 


163 






ol 


none 




Score 


.45 






Exons 


77 1 fi^ 












Seq. No.- 


37943 




Seq. ID 


OJ991029 11.0207-. 


C19 




Gene No . , ■ 


77998 . ■ V . ' • ' \. 




"'"Strand . 








o U a i L 


o o 




• End 


123 




- • 


Name 


■ ' p TQ ci'i" 0'9'ci"'' 1 '1- - n 'o"n 7 p i q 
uoyijiuzi? ii.uzu/^.uiy 


. ol . qs 


" " Method " 


" GENSCAN ■ ■ 




.... 


oiiart. 




- * 


End . 


123 ■ ■ . 






o 1 


none 




Score 


.77 








Jo . . iz o 












beq . No . 


0 / y 4 o 




Seq. ID 


OJ991029_11.0207. 


C19 




Gene No. 


77999 




Strand 








Start 


38 




End . . 


156 






Name 


OJ991029 11.0207.;C19 


.ol.gp 


Method 


AAT/GAP 






Start 


38 




^ End 


156 






GI 


2280917 




Score 


211 






Exons 


38. .156 











37 601 



Seq. No. 37944 Seq. ID OJ991029__11 . 0207 . C20 

Gene No. 78000 Strand 

Start 1 End 529 

Name . OJ9'91029_11 . 0207 . C20 . ol . np Method AAT/NAP 

Start 1 End 529 

GI 4567273 Score 103 

Exons l.,44, 123. .248, 460. .529 

GI Descrip. (AC006841) putative vacuolar proton-ATPase subunit [Arabidopsis 
thaliana] 

Seq. No. 37944 Seq. ID OJ991029_11 . 0207 . C20 

Gene No. 78000 Strand 

Start 1 End 529 

Name OJ991029_11 . 0207 . C20 . ol . gs Method GENSCAN 

Start 123 End 242 

GI none Score .44 

Exons 123.. 242 

Seq. No. 37945 Seq. ID OJ991029_11 . 0207 . 022 

Gene No. 78001 Strand 

Start 1 End 526' 

^Name„ _OJ991029 J.1..„0,207;,C^^^ Weth^d AAT/.NAP_^„_ 

.Start. i. ^ , , End., , 4 6.6, „' Z 

GI 2979555 - . Score 286 

Exons 1..307, 356.. 466 

GI Descrip. {AC003680) unknown protein [Arabidopsis thaliana] 

Seq. No. 37945 Seq. ID OJ991029_11 . 0207 . C22 

Gene No. 78001 Strand 

Start 1 End 526 

Name OJ991029_11 . 0207 . C22 . ol . tm Method TBLASTX : Maize 

Start 20 End 212 

GI none Score 81 

Exons 20.. 211, 96.. 212 

Seq. No. 37945 Seq. ID OJ991029_1 1 . 0207 . C22 

Gene No. 78001 Strand 

Start 1 End 526 

Name OJ991029_11 . 0207 . C22 . ol . ts Method TBLASTX: Soybean 

Start 20 End 454 

GI none Score 58 

Exons,. 20.. 310, 96.. 212, 389.. 454 

Seq.'No._ _^ 37945 ' " ' ' 'Seq.- ID OJ991.029_li . 0207 : C22 
G^hie' No". " ■- "780^'l." ' " ^ " Strand. '^''^'--^ - 

Start \: .1 ■ . /End 52*6* /i;,"'-- - 

Name OJ991029_11 . 0207 . 022 . ol . gs Method GENSOAN 

Start 27 . End 52 6 

GI none Score .61 

Exons 27 . . 526 ' 

Seq. No. 37945 Seq. ID OJ991029_11 . 0207 . 022 

Gene No. 78001 Strand 

Start 1 End 526 

Name OJ991029_11 . 0207 . 022 . ol . tw Method TBLASTX : Wheat 

Start 29 End 242 

GI none Score 8 9 



37602 













Seq. No. 


37945 


Seq. ID 


OJ991029 


_11.0207 


Gene No. 


78001 


Strand 






04- -a j-f- 
0 t- d i. L. 


1 

X 




c^9 (=; 




N3in,e 


n.TQQI n9'Q 11 0907 r99 r»1 \- n 


ixie unoQ 




Cress 






- -bna 


A A 0 
4 ^ Z 








Score 


0 y 






^fi 914 190 91 S 94ft ^04 








Seq, _No. 


37946 


Seq. ID 


OJ991119 


_10.0222 


Gene No. 


78002 


Strand 


+ 




0 Ct J. L. 


1 Q 

X y 


CjIlCl 


1 07 Q 
±U t y 




NsiTie 


n.TQQI 1 1 Q 10 0999 PI n1 rtcz 


^ 






0 c d i. L- 


1 Q ~ 
X y 


ijna 


1 n 7 Q 

IV f y 




GI 


none 


Score 


. \j •J 




R von Q 


1Q Q1 719 ftOO QOQ 107Q 










37946 


Seq. ID 


OJ991119 




Gene No. 


78003 


Strand 


+ 




Start 


2333 


End 


4252 




_^^N3iue, ^ 


_0 J9 9 1,1 1.9 . a 0.. 0 2 2 2^ . C 1 . 0 1 . np 


; _Methpd_.._ 


AAT/NAP 


, 


, . D.UdX.U 


..i'3.33. „ , 


.._.End. _ 


J252.,.^_. 


' ■ 




6907086 


Score 


1572 




Exons 


2333. .3080, 3138. .3324, 3556. .3668, 3791. .'3956, 






{AP001129) hypothetical protein [Oryza 


sativa] 




Seq. No. 


37946 ■ 


Seq. ID 


OJ991119^ 


_10.0222 


Gene No. 


78004 


Strand 


+ 




0 l_ Ct X L. 


13596 


End 


16385 




Naine 


OJ991119 10.0222.Cl.o4.gs 


Method 


GENSCAN 




0 L dx L. 


13596 


End 


15990 






none 


Score 


.61 




Exons 


13596. .13713, 14377 14436, 


14662. .14693, 15442 


1 R Q Qn 


Seq. No. 


37946 


Seq. ID 


OJ991119_ 


_10.0222, 


Gene No. 


78004 


Strand 


+ 




0 U d X L, 


13596 


End 


16385 




Nsnie 


OJ991119 10.0222.Cl.o3.gp 


Method 


AAT/GAP 




0 l_ d X L, 


15813 


End 


16385 




GI 


none 


Score 


1131 




Exons 


15813. .16385 ■ 








0 L| . IM . 


37946" ■ " ' . . 


Seq. ID 


6j991119_ 






"78^005' ^- --^ ^ - " '■■■■^ 


•;"\Strand'-': 


"7 " 




.-'Staxt-'-'-^' 


:::.2.o 657 . : . : i; . :": - *; ... \ 


'.y End * / 


/25523^ :r - 




Name 


OJ991119 10.0222.Ci:o2.np 


Method 


AAT/NAP 




Start 


20651' 


End 


25523 




GI 


470340 


Score 


275 




Exons 


20651. .20770, 21 675 . . 2 1853 / 


22213.- .22431,- 22489. 


. .22578,- 




22890 . . 23087 , 23197. .23263, 


23339. .23363, 23442, 


. .23552, 




23621. .23682, 23764 .. 238 16, 


23918. .23993, 24109, 


. .24221, 



25486. .25523' 

GI Descrip. (U00043) similar to beta-mannosyltransf erase [Caenorhabditis 
elegans] 



Seq. No. 



37946 



Seq. ID OJ991119_10.0222.C1 



37603 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



Seq. No. 
Gene No. 

Start:_ 

.Nam.e.. 

Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI.v : 

Exons 

Seq". No:-; 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



78005 Strand + 

20657 End 25523 

OJ991119_10.0222.Cl.o6.g5 Method GENSCAN 

20657 End 23771 

none Score • . 86 

20657. .20767, 21675 .. 21809, 22255 .. 224 03, 22489 .. 22578, 

23197. .23363, 23764.. 23771 



37946 
78005 
20657 

OJ991119_10 . 0222 . CI . o4 . gp 
23059 

uC-osroM202022c08bl 



Seq. ID OJ991119_10.0222.C1 

Strand + 

End 25523 

Method AAT/GAP 

End 23959 

Score 791 



23059. .23087, 23197 .. 23363, 23442 .. 23552 , 23621 23682, 
23764 . .23816, 23918. .23959 

* 1800223 2.0e-31 {U65018) mannosyltransf erase [ Dictyostelium 
discoideum] ' 



37946 
78006 

.....29[4^L2,: . 

.0J9 9.1.1 li^l-0... 0222 ...CI .,q6.. gp . 

29402 

3761357 

29402. .29859 



Seq. ID OJ991119_10.0222.C1 
Strand + 

_End._„^;,. .,29.iB59_,., 

Method. _ AAT/GAP..., _ 

End' 29859 
Score 875 



Seq. ID OJ991119_10.0222.C1 
Strand 

904 

AAT/GAP 
904 
818 



37946 
78007 
402 

OJ991119__10.0222.Cl.ol.gp 
402 

38782_1.R1084 
402. . 904 

' 6069643/dbj I AP000616.1 I AP000616 O.Oe+00 Oryza sativa genomic 
DNA, chromosome 6, clone : P0514G12 ' 



End 

Method 

End 

Score 



37946 
78008 
7173 

OJ991 119_1 0.0222 .CI. o3.gs 

7173- - ■ ■ 



Seq. ID OJ991119_10.0>22.C1 
Strand 

End 11654 

Method GENSCAN 

End- 11566 



none • "* . " • " ■ ' / 'Score" ~. 78 " ■ " ""7"!".""; 

7173. ,7283," 9459. .9542, 10736 .'. 108 90, ' 11007 _ 1 1185 , 11295.. 11566 



''37 946 ■ : \ '. ■ ' . : 

78008 
7173 

OJ991119_10.0222.Cl.o2.gp 

10778 
none 



^Seq . -I D .0 j:95 ri &_:i6\'0222JCl 
Strand 

End 11654 

Method AAT/GAP 

End 11654 

Score 1123 



10778. .10890, 11007. .11185, 11295. .11654 



37946 
78009 
18638 

OJ991119 10.0222.Cl.o5.gs 



Seq. ID OJ991119_10.0222.C1 
Strand 

End 20157 

Method GENSCAN 



37604 



start 18638. End 20157 

GI none Score . 52 

Exons 18638. .18846, 19214 .. 19394 , 19860 20012 , 20110.. 20157 

Seq. No'. 37946 Seq. ID OJ991119_10 . 0222 . CI 

Gene No. 78010 Strand 

Start 24839 End 29624 

Name OJ991119_10 . 0222 . CI . o2 . tm Method TBLASTX : Maize 

Start 20675 End 22358 

GI none Score 134 

Exons 20675. .20767, 20683 .. 20775 , 21345 .. 21386, 21351 21389, 

21352. .21387, 21543 .. 2 1599, 21544 21600, 2154 5 .. 21601 , 

21545. .21604, 21667 .. 21807 , 21674 21808 , 21675 21809, 

21675. .21809, 2 1679 .. 218 10 , 22251 22310 , 22252 22350 , 
22253. .22351, 22254.. 22358 

Seq. No. 37946 Seq. ID OJ991119_10 . 0222 . CI 

Gene No. 78010 Strand 

Start 24839 End 29624 

Name OJ991 119_10 . 0222 . CI . o3 . tm Method TBLASTX : Maize 

Start 22693 End 23090 . . ' 

_„GI_ ^ npne_ ^ SJcpre iPi___ : 

,1 Exons..:... . .2 2 6 93.:. 2 2 738, ,22.6 97.. .2^^^ 22j6o\.. 2,27^9,,. i2 8 25.. .,22.885, 

22830; .22886, 22831 228 93 , '22975 .. 2304 3, 22981 .. 23085 , ' 
22992. .23090 

Seq. No. 37946 Seq. ID OJ991119_10 . 0222 . CI 

Gene No. 78010 Strand 

Start 24839 End 29624 

Name OJ991119_10 . 0222 . CI . ol . tm Method TBLASTX : Maize 

Start 23044 End 24240 

GI none Score 38 

Exons 23044. .23064, 23174 .. 23266, 23193 23267, 23198 .. 232 69, 

23273. .23365, 23273 .. 23365 , 23428.-23553, 23430 .. 2354 9, 

23441. .23554, 23611 .. 23685 , 23619 23693, 23761 23814 , 

23763. .23816, 237 64 .. 238 14 , 23917 .. 23991 , 23918 23992 , 

23919. .23999, 24 103 . . 2424 0 , 24108. .24239 . 

Seq. No. 37946 Seq. ID OJ991119_10 . 0222 , CI 

•Gene No. 78010 Strand 

Start 24839 End 29624 

Name OJ99111 9_10 . 0222 . CI . ol . ts Method TBLASTX : Soybean . 

■'-Start-/'-' ' -23197^': . ; * -;End- . - ' 23S02- \\: — \ [ 

GI . none Score 223 

'■^^^'E^hs'^" 2,31977: 2'33'6^7"*23l9r8 V ; 2'3'3'S57"'2:3I9BTV2;337 f ,\ " .■7235537 ""^''"^ 
7'"". -7 ■ '■ : 234,4i;7233U4v. '23Sa:lv.-236.85;-23£l9. .236^ 23763 .:..'2 3.80 1:,/-. 
23764.. 23802 

Seq. No. 37946 . - . . . Seq. ID" OJ991119_10 . 0222 . CI 

Gene No. - 78010 - Strand 

Start 24839 End 29624 

Name OJ991119_10 . 0222 . CI . ol . tc Method TBLASTX : Cress 

Start 23464 ■ End 24246 

GI none Score 137 

Exons 23464. .23553, 234 65.-23554, 23611 .. 23685, 23619 23693 , 

23763. .23813, 23764 .. 23814 , 23918 .. 23983, 23919 .. 23999, 

24108. .24245, 24109. .24246 



37605 




Seq. No. 37946 Seq. ID OJ991119_10 . 0222 . CI 

Gene No. 78010 Strand 

Start 24839 End 29624 

Name OJ991119_10 . 0222 . CI . o3 . np Method AAT/NAP 

Start 24315 , End 27491 

GI 4680341 ~' Score 632 . • 

Exons 24315. .24357, 2 6678 .. 26726, 26983 2734 8 , 274 07 274 91 

GI Descrip. (AF128457) hypothetical protein [Oryza sativa subsp. indica] 

Seq. No. 37946 Seq. ID OJ991119_10 .'0222 . CI 

Gene No. 78010 Strand 

Start 24839 End 29624 

Name OJ991119_10 . 0222 . CI . o7 . gs Method GENSCAN 

Start 24839 End 25850 

GI none Score .76 

Exons 24839. .24864, 24 973 .. 25114 , 25228 .. 25637 , 25733.. 25850 

Seq. No. 37946 Seq. ID OJ991 119_10 . 0222 . CI 

Gene No. 78010 Strand 

Start 24839 End' 29624 

Name 1 0 J 9 9 1 U,9^a Q... 0 2.2 2, CI,, o 1.. t w„ Me t hod _ T BL AS TX : Whe at „ „ 

. s'j:art._ _.2.67,1.4„..--:.-,-:-.-. .-ind „. 2„7121. 

GI • none .Score 38 

Exons 26714 . .'26752, 26736 .. 26771, 2674 6 .. 26772 , 26750 .. 2 6785, 

26859. .26924, 26860 .. 26925, 268 60 .. 2694 9, 26861 .. 26929, 

26861. .26950, 26994 ., 27047, 26995 27054 , 26995 .. 27105, 
26996. .27106, 27047.. 27121 

Seq. No. 37946 Seq. ID OJ991 119_10 . 0222 . CI 

Gene No. 78010 Strand 

Start 24839 End 29624 

Name OJ99111 9_10 . 0222 . CI . o8 . gs Method GENSCAN 

Start 26959 End 29624 

GI none Score . 6 

Exons 26959. .27384, 27419 27491, 28156 .. 28235 , 29343.. 29624 

Seq. No. 37947 Seq. ID OJ991 119_10 . 0222 . C2 

Gene No. 78011 ' Strand + 

Start 517 End 1094 

Name OJ99111 9_10 . 0222 . C2 . ol . gp Method AAT/GAP 

Start ' 517 . . End ■ . - 1094 

GI" " ; *•"•' none - ' :* \ * • " ' ..r / .* '.' " " Score ■ -1055" * * f . \' 

Exons ■ - .517.. 1094 " . ■ . ^ ^ " ' _ \ 

Seq'. 'No. ■ /31SA1 ' : . ' ' ■ : "Seq. **ID^ "OJ9m.l9_lGl0222;i:2 r.: '■ 

"Gene No. 78012 Strand + 

Start 1292 End .8.059 

Name ' OJ991119_10 . 0222 . C2 . ol . gs Method / GENSCAN 

Start' ' 1292 End 8059 

GI none Score .59 

Exons 1292. ,1316, 2826.-2927, 4475. .4571, 5173. .5276, 5617. .5711, 

5832. .5913, 6505. .6601, 6717. .6775, 6894. .6976, 7132. .7227, 
7804. .7921, 7968. .8059 

Seq. No. 37947 Seq. ID OJ991 119_10 . 0222 . C2 

Gene No. 78012 , Strand + 



37606 




start 


1292 




End 


8059 




Name 


OJ991119 10 . 0222 . C2 . o2 


.gp 


Method 


AAT/GAP 




Start 


1357 




End 


1478 




GI 


none 




Score 


214 




Exons 


1357 . .1478 










Seq. No. 


37947 




Seq. ID 


OJ991119 


10 . 0222 .C2 


Gene No. 


78012 




Strand 


+ 




Start 


1 O Q O 




End 


8059 




Name 


OJ991119 10.0222.C2.o3 


.gp 


Method 


AAT/GAP 




Start 


5297 




End 


7768 




GI 


4819 1.R1084 




Score 


1922 




Exons 


5297. .5479, 5617. .5711 


, 5832. 


.5913, 6505.. 6601, 


6717. .6775, 




6894. .6976, 7132. .7227 


, 7311. 


.7370, 7458. .7768 




GI Descrip. 


M53954 5/emb|CAB39975. 


11 l.Oe 


-120 {Y16644) PRCI 


[Nicotiana 



tabacum] ' 



Seq. No. 37947 Seq. ID 

Gene No. 78012 Strand 

Start 1292 End 

Name OJ991119_10 . 0222 . C2 . ol . np Method 

,^tart„ 54M™,--,_:.™™-,: - End___ 

„G,I . ,_4 53,95.4.5. .Score .....:..8A7 _ 

Exons ' 5404.. 5479, 5617.. 5711, 5832.. 5913, 6505.. 6601, 6717.. 6775, 

6894. .6976, 7132. .7227, 7311. .7370, 7458. .7547 
GI Descrip. (Y16644) PRCI [Nicotiana tabacum] 



OJ991119_10.0222.C2 
+ 

8059 
AAT/NAP 

..7547 



Seq. No. 37947 
Gene No. 78013 " 

Start 7974 

Name OJ991119_10 . 0222 . C2 . ol . tw 

Start 5389 
GI none 

Exons 5389.. 5478, 5394.. 5477, 5440, 

5830. .5916, 5831. .5911, 5832, 
6504. .6602, 6527. .6607, 6713, 
6718..6774, 6892. .6975, 6893. 
7129.. 7203, 7167.. 7205 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991119 10. 0222. C2 



14777 

TBLASTX: Wheat 
7205 
138 

5478, 5615. .5716, 5616. .5711, 
5915, 6473.. 6601, 6504.. 6602, 
6769, 6715. .6771, 6717. .6770, 
7021, 6893. .6976, 7120. .7203, 



Seq. No. 37947 
Gene No. 78013 
Start ' 7974 

Name ' - ' ' 'OJ99ill9_10 . 0222 -..eZ. oi . ts 
Start 5397 ' ■ ' ' 

:;qp^v.7-,-^^. , "nones"" ^ - " ^. -^ ^ ^ -^-- -r^ • 

-..Exons . / 53'97'. . 54 68, : 5398 ■. •.'54 78, • 5Sl5^ 

5832. ,5888, 6473. .6601, 6504, 
'6892. .6969, 6893. .7021, 7120, 
7308.. 7370, 7310.. 7486, 7455, 



Seq. ID 
Strand 
End 

Method ' 
End" * 
Scbf e" ~' 



OJ991119 10. 0222. C2 



14777 

TBLASTX: Soybean 
7562 

5722,'' "^Serg*. .'57-Ll,"";583i . 5'9.1"U 
6602, 6717. .6773, 6718. .6774, 
7239, 7131.. 7223, 7308.. 7373, 
7562, 7457. .7549 



Seq. No. 37947 

Gene No. 78013 

Start 7974 

Name OJ991119_10, 0222 .C2 . ol . tc 

Start 5403 

GI none 

Exons 5403.. 5477, 5404.. 5478, 5582. 



OJ991119_10.0222.C2 
14777 

TBLASTX: Cress 

7553 

125 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.5722, 5616. .5711, 5832. .5888, 



37607 



5832. .5915, 6473. .6601, 6504. .6602, 6717, ,6773, 6717, ,6773, 

6718, .6774, 6892. .6969, 6893. ,7021, 7118. .7228, 7129. .7239, 

7129,, 7218, 7131,, 7223, 7308., 7373, 731^'. : 7 37 2, 7326.. 7376, 

7455. ,7553, 7457. .7549 



Seq. No. . 37947 
Gene No. ' 78013 
Start 7974 

Name OJ99111 9_10 . 0222 , C2 . o4 . tm 

Start 5403 
GI none 

Exons 5403. .5477, 5404.. 5478, 5440. 

5830. .5922, 5831.. 5911, 6473, 
6717. .6773, 6717. .6773, 6718, 
6892.. 6975, 6893.. 7021, 7120, 
7308,. 7373, 7310.. 7396, 7455, 



Seq. ID OJ991119_10.0222,C2 

Strand - . . 

End 14777 

Method TBLASTX : Mai ze 

End 7558 

Score 133 

.5478, 5603. .5716, 5616. ,5711, 
.6601, 6502. .6621, 6504. .6602, 
.6774, 6725. .6775, 6892. ,6978, 
.7239, 7129. .7227, 7302. .7367, 
.7550, 7457, .7558, 7462. .7554 



Seq. No. 37947 Seq. ID OJ991119_10 . 0222 , C2 

Gene No. 78013 Strand 

Start 7974 End 14777 

Name OJ991119_10 . 0222 . C2 , o4 . gp Method AAT/GAP 

.Start ,._.7,974^._ _:End. 1Q299 ^ ^ 

.,GL - 1.54 4 4.^1. Rl 0.8.4 _ . Score . .. .1885 , 

Exons 7974.. 8547, 9208.. 9326, 9892. .9962, 10054.. 10299 

GI Descrip. *3075391 7.0e-29 (AC004484) unknown protein [Arabidopsis 
thaliana] * 



Seq. No, 37947 

Gene No, 78013 

Start 7974 

Name OJ991119_10 . 0222 . 02 , o3 . tm 

Start 8156 

GI none 

Exons 8156. .8185, 8161.. 8184, 8262, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991119_10.0222.C2 
14777 

TBLASTX: Maize 

12306 

40 



,8543, 8273, ,8551, 8277, .8549, 



8278. .8556, 12209 .. 122 92 , 12211. ,12306 



Seq. No. 37947 

Gene No. 78013 

Start 7 97 4 

Name OJ99111 9_10 . 0222 . C2 . o2 , gs 

Start 8271 
GI • • ■ .' none 

Expns" -8271. .-8547, _ 9208. ; 9326, 98?2-. 



OJ991119_10.0222.C2 

14777 
GENSCAN 
12729 
.7 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.*:9962;- 10.054;. .10175,' 102i8-rTl044 4 ,. 



10926, .10994, 11970 ,, 12064 , 12132, .12729 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No, 
Gene No. 
Start 



.37947 ■ " /. . " . 

78013 
7974 

OJ991119_10.0222.C2.o2.np 

8274 

3075391 

8274.. 8541, 9208.. 9326, 9892, 



OJ991119_10. 0222.C2 

14777 ■ 
AAT/NAP 
12744 
345 



.-Seq.' id; 
Strand 
End 

Method 
End 
Score 

.9962, 10051. . 10433, 11908.. 12744 



{AC004 4'84) unknown protein [Arabidopsis thaliana] 



37947 
78013 
7974 



Seq, ID 

Strand 

End 



OJ991119 10, 0222. C2 



14777 



37608 



Name 

Start 

GI 

Exons 



OJ991119 10.0222.C2.o2.ts 



Method TBLASTX : Soybean 



8328 End 12755 

none Score 38 

8328. .8378, 8329. .8376, 8376. .8498, 8389. .8511, 9916. .9975, 
10049. .10108, 10055. .10141, 10118 10261 , 10180 .. 10281, 
12379. .12537, 12382 12 609, 12383 12613, 12637 12708 , 
12 638. .12718, 12723. .12755 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



37947 

78013 

7974 

OJ9911 

9249 

none 

9249. . 

10058. 

12131. 

12158. 



19 10.0222.C2.ol.tm 



Seq. ID 
Strand 
End 

_ Method 

End 
Score 

9341, 9898.. 9963, 9900.. 9974, 10040 
.104 47, 11970. .1204 4, 11970. . 12056, 
.12163, 12132. .12161, 12133. .12162, 
. 12208 



OJ991119 10. 0222. C2 



14777 

TBLASTX: Maize 
12208 
87 

.10447, 10056. 
11971. .12057, 
12157. .12207, 



.10442, 



Seq. No. 37947 
Gene No. 78013 

:Start„_: _ ..7 97 4 „ ^ 

.Name, . .OJ991li9.^10 ..02.2'2,..C2.,.o5..gp, „ 

Start 12296 
GI 49278_1.R1084 
Exons 12296. . 12777, 14678.. 14777 

GI Descrip. '3075391 9.0e-12 (AC004484) 
thaliana] ' 



Seq. ID 
Strand' 

End 

Method 

End 
Score 



OJ991119_10.0222.C2 

.14 777.^ ^ 

AAT/GAP 

14777 
1118 



unknown protein [Arabidopsis 



Seq. No. 37947 

Gene No. 78013 

Start 7974 

Name OJ991119_10 . 0222 . C2 . o2 . tm 

Start 12316 

GI none 

Exons ■ 12316. . 12624, 12317 .. 12 604 , 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991119_10.0222.C2 
14777 

TBLASTX: Maize 

12732 

301 



12598. .12729, 12613.. 12732 



Seq. No. ' ' 37948 - . - Seq. ID 

Gene No. 78014 Strand 

Start 57 End 

Name OJ99111 9_10 . 0222 . C3 . ol . gs Method 

Start . 57 End 

GI" " \ ■ ' none; ■ " ' ' ''Score ■ 

Exons ' 57. .194 • - •. • 



OJ991119_10.0222.C3 

+ ■ 

194 

GENSCAN 
194 

.94 - • ^ " ^' 



.Seq. .No. . 37949 - ^ ... Seq. -ID 

Gene No. . 78015 Strand 

Start '86 ' End 

Name . OJ991119_10 . 0222 . C4 .ol . gs - Method 

Start 86 End 

GI none Score 

Exons 86.. 174, 188.. 239 



OJ991119^10.;:0222.C4 
+ 

564 

GENSCAN 

239 

.57 



Seq. No. 37949 Seq. ID 

Gene No. 78015 Strand 

Start 8 6 End 

Name OJ991119 10 . 0222 . C4 . ol . tm Method 



OJ991119_10.0222.C4 
+ 

564 

TBLASTX: Maize 



37609 



start 


110 




End 


564 




GI 


none 




Score 


96 




Exons 


110. . 232, 114 . . 230, 


115 . . 237, 


306. . 362, 


309. .362, 310. .363 




519 . . 557, 520 . . 558, 


522 . . 557, 


523 . . 564 






Seq. No. 


37950 




Seq. ID 


OJ991119 10.0222. 


,C5 


Gene No. 


78016 




Strand 


+ 




Start 


19 




End 


193 




Name 


OJ991119_10 . 0222 .05 


. ol . gs 


Method 


GENSCAN 




Start 


19 




End 


193 




GI 


none 




Score 


. 92 




Exons 


19 . . 193 










Seq. No. 


37951 




Seq. ID 


OJ991119_10.0222. 


. C7 


Gene No. 


78017 




Strand 


+ 




Start 


1 




End 


616 




Name 


OJ991119 10. 0222. C7 


. ol . np 


Method 


AAT/NAP 




Start 


1 




End 


616 




GI 


2642157 




Score 


196 




Exons 


1 . .26, 482, . 616 










GI Descrip. 


(AC003000) unknown 


protein [Arabidopsis thaliana] 




.Seq.. .No.. „ , 


..379517.7 'I-Tf' / '7^7 


"■"^ ^ 


.Seq. . ID . 


0 J9 9 li i.97l o7.0.2 2 27 


- — - 


Gene No. 


78017 




Strand 


+ 




Start 


1 




End 


616 




Name 


OJ991119__10 . 0222 .C7 


.ol.tc 


Method 


TBLASTX: Cress 




Start 


479 




End 


616 




GI 


none 




Score 


210 




Exons 


479. . 616, 479. . 544, 


480. .593, 


481. .,615 






Seq. No. 


37951 




Seq. ID 


OJ991119_10.0222. 


CI 


Gene No. 


78017 




Strand 


+ 




Start 


1 




End 


616 




Name 


OJ991119__10 . 0222 . C7 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


479 




End 


616 




GI 


none 




Score 


125 




Exons 


479. .544, 481. . 543, 


547. .603.,- 


548. . 616, 


558. .614 




Seq. No. 


37951" 




Seq. ID 


OJ991119_10.0222. 


CI 


Gene No. 


78017 




Strand 


+ 




Start 


1 




End 


616 




Name 


OJ.991119 10 . 0222.. C7 


.ol.ts 


Method - 


TBLASTX: Soybean 




Start ' - • 


■ 4 8 *2 \ • * 




End 


616 ■ - 




GI 


none 




Score ' 


213 ■ ■ 




' E'x'ohs "" ""^ ' ■ """" ' 


4 82. ."'6"! 6 , 4 87 r. 6 1 5 ■ 










Seq. No. 


37952 




Seq. ID 


OJ99111'9_10.0222. 


C8 


Gene No. 


78018 




Strand 


+ 




Start 


. 1 




End 


566 




Name 


OJ991119 10. 0222. C8 


.ol.gp 


Method 


AAT/GAP 






1 




End 


566 




GI 


7319 2.R1084 




Score 


276 




Exons 


1..38, 292. .384, 47 


8. .566 








GI Descrip. 


'2081612/cibj IBAA19916I 2.0e-32 


: (D49714) 








del tal -pyrrol ine- 5 -< 


carboxylate 


! synthetase [Oryza sativa] 




Seq. No. 


37952 




Seq. ID 


OJ991119_10.0222. 


C8 



37610 



Gene No. 78018 

Start 1 

Name OJ991119_10 . 0222 . C8 . ol . tm 

Start 282 

GI none 

Exons 282.. 368, 283... 378, 296.. 382, 

Seq. No. 37952 

Gene No. 78018 

Start 1 

Name OJ991119_10 . 0222 . C8 . ol . ts 

Start 286 

GI none 

Exons 286. .384, 296. .382, 439. .561, 



Strand + 

End 566 

Method TBLASTX : Mai ze 

End 562 

Score 80 

439. .561, 479. .562, 479. .562 

Seq. ID OJ991119_10.0222.C8 

Strand + 

End 566 

Method TBLASTX : Soybean 

End 562 

Score 136 

479. .562, 479. .562 



Seq. No. 37953 

Gene No. 78019 

Start 341 

Name OJ991119_10 . 0222 . C9 . ol . gs 

Start 341 

GI none 

Exons . . 341. .528 . ■ / , ., • ... 



Seq. ID OJ991119_10.0222.C9 

Strand + 

End 528 

Method GENSCAN 

End 528 

Score .85 



Seq. No.' 37954 ' Seq. ID 

Gene No. 78020 Strand 

Start 359 End 

Name OJ991119_10 . 0222 . CIO . ol . tm Method 

Start 332 End 

GI none Score 

Exons 332.. 472, 355.. 465 



OJ991119_10. 0222. CIO 
+ 

672 

TBLASTX: Maize 

472 

217 



Seq, No. 37954 Seq. ID 

Gene No. 78020 Strand 

Start 359 End 

Name OJ991 11 9_10 . 0222 . CIO . ol . ts Method 

Start 335 End 

GI none Score 

Exons 335.. 472, 339.. 476, 355..5'40 



OJ991119_10. 0222. CIO 

+ 

672 

TBLASTX : Soybean 

540 

201 



Seq. No. 37954 - Seq. ID 

Gene No. 78020 Strand 

Start 359 . • ■ End • 

■:Name; ' ;pJ991;119_10 .-0222 . CI 0 : ol . tc_ Method ■ , 

Start 355 ^ End 

GI"' ■ '"'none ' - -.j. v-. -' scbfe' " * 

Exons" 355. ■.462, 359. .472, 35'9. -.472 , 360.. -473 



OJ991119_10. 0222. CIO 
+ 

672 

TBLASTX: Cfes"s * ■ 
473 



Seq. No. 37954 Seq. ID 

Gene No. 78020 Strand 

Start 359 End 

Name OJ991 119_10 . 0222 . CIO . ol . gs Method 

Start 359 End 

GI none Score 

Exons 359. .4 69 • • .... 



OJ991119_10. 0222. CIO 

■+ 

672 

GENSCAN 

469 

.-84 



Seq. No. 
Gene No. 



37954 
78020 



Seq. ID OJ991119_10. 0222. CIO 
Strand + 



37611 



start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



359 



End 

Method 
End 
Score 



672 

AAT/NAP 
672 
158 



OJ991119_10. 0222. CIO. ol.np 
359 

2642159 
359. .488, 575. .672 

(AC003000) GDP-mannose pyrophosphorylase [Arabidopsis thaliana] 
gi 1-3598958 (AF076484) GDP-mannose pyrophosphorylase [Arabidopsis 
thaliana] gi 14151925 (AF108660) CYTl protein [Arabidopsis 
thaliana] 

37955 Seq. ID OJ9911 19_10 . 0222 . Cll 

78021 Strand 

1 End 634 

OJ991 11 9_10. 0222. Cll. ol.np Method AAT/NAP 

1 End 634 

5541680 Score 647 

1. .634 

{AL096859) putative protein [Arabidopsis thaliana] 



Seq. No. 37955 Seq. ID 

Gene No. 78021 Strand 

; St art ; , .„_1 ,„ „ End.^ 

Name _ Oja9i'lli^ix) ..02.22 .ill... oi,.±c„. ,,„Method. 

Start 2 . End 

GI- none Score 

Exons 2. .151, 9. .137, 155. .349, 171. .251 



OJ991119_10. 0222. Cll 

.634. 

.T.B'LAS.TK:.Cr.e.sa 
349 
73 



Seq. No. 37955 Seq. ID OJ9911 19_10 . 0222 . Cll 

Gene No. 78021 Strand 

Start 1 End 634 

Name OJ991119_10 . 0222 . Cll . ol . tm Method TBLASTX: Maize 

Start 2 End 556 

GI none Score 65 

Exons 2. .148, 3. .137, 142. .207, 149. .319, 152. .343, 153. .344, 

167. .355, 209. .346, 210. .344, 344. .424, 347. .547, 362. .556 

Seq. .No. 37955 Seq. ID OJ99111 9_10 . 0222 . Cll 

Gene No. 78021 Strand 

Start 1 End 634 

Name OJ991119_10 . 0222 . Cll . ol . ts Method TBLASTX: Soybean 

Start 20 End 425 

GI- none Score -73. 
/Exons ' ; - .2d.;.148, :2 1 : . 137 , 153 425 , . 155 ; . 4 06 \ . ; -■*-"..:'- :.V ' 7" 

■'Seq: [U(y: ' ' ^37955" :" ' ^ - ■■' "Seq". ID ' OJ99111 9110; t)222-:cTr'^ ■ ' 

Gene. No. ■ - 78021 ' . . Strand. . - ..... 

Start 1 End . 634 

Name ■ OJ991119_10 . 0222 . Cll . ol . gs Method GENSCAN 

Start 110 ." End 634 

GI none Score . 5 ' 

Exons 110.. 634 



Seq. No. 37955 Seq. ID OJ991119_10 . 0222 . Cll 

Gene No. 78021 Strand 

Start 1 End 634 

Name OJ991119_10 . 0222 . Cll . ol . tw Method TBLASTX : Wheat 

Start 119 End 557 



37612 




GI 


none 




Score 


82 




Exons 


119 151, 155. 334, 173 


292, 


177 332. 


345 . . 557 362 


547 


Seq. No. 


37956 




Seq. ID 


OJ991119_10.0222 


.C12 


Gene No. 


78022 




Strand 






Start 


333 




-End 


489 




Name 


OJ991119 10 0222 C12 ol 






GENSCAN 




Start 


»j J J 


End 


489 




GI 


none 




Score 


. 6 




Rxons 


333 . . 489 










Seq. No, 


37957 




Seq, ID 


OJ991119 10 0222 


. C13 


Gene No. 


78023 




Strand 


+ ~ 




Start 


1 




End 


1253 




Name 


OJ991119 10.0222.C13.ol, 


np 


Method 


AAT/NAP 






1 




End 


1253 




GI 


3236259 




Score 


614 




Exons 


1..39, 610.-885, 996. .1253 








GT DespriD 


(AC004 684) putative alcohol dehydrogenase [Arabidopsis 


1 ICl J L Cll iCl J 


Seq. No. . 


37957 




Seq. ID 


OJ991119_10.0222 


.C13 , 


^ G e ne.„ No ._„; ^ _ 


78023 




Strand 






_St,art,_ 


^ . 1. . 




End . .. 


1253 ..::..^ 


^ 


Naine 


OJ991119 10. O222.cr3!ol'. 


gs 


Method 


GENSCAN 




Start 


610 




End 


1244 




GI 


none 




Score 


.81 




Exon *5 

J—l \^ 1 X 


D±U. .000/ ^270. .l^fift 










Seq. No. 


37957 




Seq. ID 


OJ991119_10.0222 


.C13 


Gene No. 


78023 




Strand 


+■ 




Start 


1 




End 


1253 




Name 


OJ991119 10.0222,C13,ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


610 




End 


1249 




GI 


none 




Score 


334 




Exon *=; 


610. .885, 615. .884, 998, 


.1249, 


1005. .1244, 1013, .1246 




Sea No 


37957 




Seq. ID 


OJ991119_10.0222 


.C13 


Gene No. 


78023 




Strand 


+ 




Start 


1 




End 


1253 • ■ 




Name 


OJ991119 10.0222.C13.ol, 


tm 


Method 


TBLASTX: Maize 




Start 


669 




End 


1249 




GI 


none ■ 




Score 


361- 




Exons ' * 


669; '. 8-81, ■'670\ .885, 674 . 


'•'88 6/ 


681.;. 887, 


' 1 000 . . :1 2 18,*; .1 6 01^;:. i 249, 




1005. .-1244/ 1007. . 1249 ' 










■ Seq. No. - - 


. 37-957 . . 




Seq. ID ■ 


OJ99111.9_10.0222 


.C13 . 


Gene No. 


78023 




Strand . 


+ . 




Start 


1 




End 


1253 




Nam.e 


OJ991119 10.0222.C13,ol. 


tc 


Method 


TBLASTX : Cress - 




Start 


745 




End 


1244 




GI 


none 




Score 


171 




Exons 


745. .885, 747. .884, 1001 


. .1231 


, 1005. .1244, 1041. .1238 




Seq. No. 


37958 




Seq. ID 


OJ991119_10,0222 


.C14 ■ 


Gene No. 


78024 




Strand 


+ 




Start 


1 




End 


669 




Name 


OJ991119 10.0222.C14.ol. 


np 


Method 


AAT/NAP 





37613 



start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

..Se,q.v-.No,,: 

.Gene. No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. • 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 

Exons 



End 
Score 



669 
256 



3540206 
1..132, 583.-669 

(AC004260) Hypothetical protein [Arabidopsis thaliana] 



37958 
78024 
1 

OJ991119_10.0222.C14.ol.ts 
1 

none 

1..84, 2. .154, 583. .663, 584. 

37958 
78024 
1 

OJ991119_10.0222.C14 .ol.tm 
2 

none 



Seq. ID OJ991119_10.0222.C14 
Strand + 

669 

TBLASTX : Soybean 
664 
196 



End 

Method 
End 
Score 
.664 



Seq. ID OJ991119_10.0222.C14 

Strand + 

End 669 

Method TBLASTX : Maize 

End 664 

Score 236 



2. .154, .2. .103, 3. .149, 576. .659, 583.-663, 584.-6,64 



..J3 7 9 5g.„_„ „ .:..„;. 

.,.7.8a2,4 

1 

OJ991119_10.0222.C14 .ol.tc 
17 

none 

17. .154, 583. .663, 584. .664 

37958 
78024 
1 

OJ991119_10.0222.C14 .ol.gs 
68 

none 

68. .132, 583. .626 
37959 

78025 ■ ■ 
111 

OJ991119_10.0222.C17.ol.tw 

1 - . ■ 

■none ' " " ' . • : ■ . . ' 



..Seq... ID _ OJ9;9.1119_1Q,022_2..C14. 
..s't,rand_ ^+._,. ...„, 



End 

Method 

End 

Score 



669 

TBLASTX: Cress 

664 

179 



Seq. ID OJ991119_10.0222.C14 

Strand + 

End 669 

Method GENSCAN 

End 62 6 

Score V .78 



Seq. ID OJ991119_10.0222.C17 

Strand 

End 675 

Method TBLASTX: Wheat 

End 4 05 

Score - 129 . * " ^ ^ '~ ■ ' 



1..18, 106. .219, 107. .184, • 114. .242, 115.-219, 342. .404, 



Seq. No, 37959 . 

Gene No. 78025 

Start 111 • 

Name ' OJ991 119_10 . 0222 . C17-. o2 . tm 

Start 58 

GI none 

Exons 58.. 219, 106.. 219 

Seq. No. ■ 37959 

Gene No. 78025 

Start 111 



Seq. ID OJ991119_10.0222.C17 
Strand 

End 675 

Method TBLASTX: Maize 

End 219 

Score 132 



Seq. ID OJ991119_10.0222.C17 
Strand 

End 675 



37 61^ 



Name OJ991119_10 . 0222 . C17 . ol . gp Method AAT/GAP 

Start 111 End 168 

GI 76129_1.R1084 Score 130 

Exons 111. . 168 

GI Descrip. ' 135268 1/sp | P4 9598 | P2C4_ARATH 2.0e-28 PROTEIN PHOSPHATASE 20 

^ (PP2C) >gi_1076391_pir S55457 phosphoprotein phosphatase (EC 

3.1.3.16) 20 - Arabidopsis thaliana >gi_633028_dbj_BAA07287_ 
(D38109) protein phosphatase 20 [Arabidopsis thaliana] 
>gi_6006880_gb_AAF00655. l_AO008153_7 (AO008153) protein 
phosphatase 20 (PP20) [Arabidopsis thaliana] * 



Seq. No. 37959 Seq. ID 

Gene No. 78025 Strand 

Start 111 End 

Name OJ991119_10 . 0222 . 017 . ol . gs Method 

Start 111 End 

GI none Score 

Exons 111.. 276, 342.. 647 



OJ991119_10. 0222.017 
675 

GENSOAN 

647 

.94 



Seq. No. 


37959 


Seq. ID 


OJ991119_10.0222. 


017 


Gene No. 


78025 


Strand 






„Staj:t„„..: , 


„11 J.-.-.. : ..„^ 




675 




..Name 




,Metho4.- 


:AAT/NAE_. 




Start 


111 


End' 


675 




GI 


4336434 


Score 


276 




Exons 


111. .216, 342. .464, 519. .675 








GI Descrip. 


(AF092431) nodule-enhanced protein phosphatase type 20 | 


Lot 




japonicus] 








Seq. No. 


37959 


Seq. ID 


OJ991119_10.0222. 


017 


Gene No. 


78025 


Strand 






Start 


111 


End 


675 




Name 


OJ991119 10.0222.O17.ol.tm 


Method 


TBLASTX: Maize 




Start 


342 


End 


672 




GI 


none 


Score 


210 




Exons 


342. .638, 343. .609, 607. .672, 


615. . 671 






Seq. No. 


37959 


Seq. ID 


OJ991119_10.0222. 


017 


Gene No. 


78025 ' 


Strand 






Start 


111 


End 


675 




Name 


OJ991119 10.0222.017.o2.gp 


Method 


AAT/GAP 




Start 


375- - . . 


End 


675 




GI . ; - 


•uC-osrocyp034f02al 


Score ■ 


559 - * - ■ 




Exons' 


375. .675 " • ■ r , - - . 









' . ^ ■■("PP.2C) >gi_1076391__pir_S55457 phosphoprotein phosphatase. (EC'. 

3.1.3.16) 20 - Arabidopsis thaliana >gi_633028_dbj_BAA07287_ 
(D38109) protein phosphatase 20 [Arabidopsis thaliana] 
>gi_6006880_gb_AAF00655. 1_AC008153_7 (AO00B153)- protein 
phosphatase 20 (PP20) [Arabidopsis thaliana]' 

Seq. ID OJ991119_10. 0222. 020 

Strand + 

End 887 

Method AAT/NAP 

End 887 

Score 101 



Seq. No. . 37960 

Gene No. 78026 

Start 813 

Name OJ991119_10 . 0222 . 020 . ol . np 

Start 813 

GI 6721547 



37615 



Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

..Exjons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



813. .887 

{AP001073) Similar to Oryza sativa gene for Pib. (AB013448) 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991119 10.0222.C21 



37961 
78027 
1 

OJ991119_10. 0222. 021. ol.gp 
1 

uC-osflm202120c01bl 
1. .143 

•5103807/gb|AAD39637.1 |AC007591_2 2.0e-37 (AC007591) Contains 
similarity to gb_AF014403 type-2 phosphatidic acid phosphatase 
alpha-2 {PAP2_a2) from Homo sapiens. ESTs gb_T88254 and 
gb AA394 650 come from this gene. [Arabidopsis thaliana] ' 



143 

AAT/GAP 

143 

249 



37961 
78028 
280 

OJ991119_10 . 0222 . C21 . ol . gs 

280 

none 

.280^. .350 . _ 



Seq. ID 

Strand 

End 

Method 
End 

Score 



37962 
78029 
63 

OJ991119_10.0222.C23.ol.gs 
63 

none 
63. .219 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991119_10.0222.C21 
350 

GENSCAN 

350 

.57 



OJ991119_10.0222.C23 
+ 

219 

GENSCAN 

219 

.41 



Seq. No. 37963 Seq. ID 

Gene No. 78030 Strand 

Start 209 End 

Name OJ991119_10 . 0222 . C24 . ol . gs Method 

Start 209 End 

GI none Score 

Exons 209.. 316, 411.. 504 



OJ991119_10.0222.C24 
+ 

504 

GENSCAN 

504 

.91 



Seq. No. 37964 Seq. ID 

Gene No. 78031 Strand 

Start. . 935 - • End 

Name- ^ • OJ991 11 9_ip . 022'2-. C2 6 . ol . gs - Method 

Start^ 935 _ _ _ End . 

GI ' ' ' ""' """"^■'nohe "'^ ' ' " ' "^ - : -"-scote ' 

Exons - ' ■ 935. .1246' . - V 



OJ991119_10.0222.C26 
1246 

GENSCAN - . : 

124 6 _ 



Seq. No. -37965 Seq. ID 

Gene No. 78032 Strand. 

Start ■ 324 ' End 

Name OJ991119_10 . 0222 . C27 . ol . gs ' Method 

Start . 324 End 

GI none Score 

Exons 324.. 527 



OJ991119_10.0222.C27 

.+ . 
527 

GENSCAN 

527 

.92 



Seq. No, 
Gene No. 



37965 
78033 



Seq. ID 
Strand 



OJ991119 10.0222.C27 



37616 




start 


1 




End 


693 




Name 


OJ991119 10 . 0222 . 027 . ol . 


np 


Method 


AAT/NAP 




Start 


1 




End 


693 




GI 


2642156 




Score 


182 




Exons 


1 . . 156, 4 93 . . 693 










GI Descrip. 


(AC003000) hypothetical 


protein [Arabidopsis thaliana] 




Seq. No. 


37965 




Seq, ID 


OJ991119 10.0222 


.027 


Gene No. 


78033 




Strand 


- 




Start 


1 




End 


693 




Name 


OJ991119 10 . 0222 . C27 . ol . 


tm 


Method 


TBLASTX: Maize 




Start 


2 




End 


566 




GI 


none 




Score 


170 




Exons 


2. .145, 2. .142, 3. .149, 


4 92. . 


566, 492,. 


557 




Seq. No. 


37966 




Seq. ID 


OJ991119_10.0222 


.028 


Gene No. 


78034 




Strand 


+ 




Start 


1 




End 


181 




Name 


OJ991119 10 . 0222 . 028 . ol . 


gp 


Method 


AAT/GAP 




Start 


1 




End 


181 




GI 


4879074 




Score 


340 




.^^ Ex on s 


_1^^.,181_,,^„___ ^, '^^ 










Seq. No. 


31966^ 




Seq. ID 


OJ991ir9_10,0222 


f 02 8 


Gene No. 


78034 




Strand 


+ 




Start 


1 




End 


181 




Name 


OJ991119 10. 0222. 028. ol. 


tm 


Method 


TBLASTX: Maize 




Start 


9 




End 


180 




GI 


none 




Score 


254 




Exons 


9. .179, 10. .180, 10. .180 








Seq. No. 


37966 




Seq. ID 


OJ991119_10.0222 


.028 


Gene No. 


78034 




Strand 


+ 




Start 


1 




End 


181 




Name 


OJ991119 10.0222,028,01. 


ts 


Method 


TBLASTX : Soybean 




Start 


10 




End 


180 




GI 


none ' 




Score 


173 




Exons 


10. .180, 11. ,115, 15. .179 








Seq. No. 


37967 




Seq. ID 


OJ991119_10.0222 


.029 


Gene No. 


78035 




Strand 


+ 




Start 


153 




End 


1111 




Name * 


■■OJ991119 10.'0222.029.ol. 




Method ' 


GENSCAN- ' - "■ 




Start 


153 ' 




End 


886 






"^h'orie''"""'"'' '' ^^—f'-^'-—^ ^' 




'""Score 






' Exoris "•" 


:i5-3. .188V -231.'.3'21, '843. 


.'886 








Seq. No. 


37967 




Seq. ID 


OJ991119_10.0222 


.02 9 


Gene No . 


. 78035 




Strand 


*+ ' 




Start 


153 




End 


1111 




Name 


OJ991119 10. 0222. 029. ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


228 




End 


1091 . 




GI ■ ■ ' 


none 




Score 


103 




Exons 


228.. 317, 230.. 316, 833. 


.889, 


838. .888, 


965. .1087, 966. 


.1091 


Seq. No. 


37967 




Seq. ID 


OJ991119_10.0222 


029 


Gene No. 


78035 




Strand 


+ 





37617 



start 
Name 
Start 
GI 

Exons 



153 End 

OJ991119_10.0222.C29.ol,tin Method 

27 6 End 

none Score 



1111 

TBLASTX: Maize 

1111 

71 



276. .320, 825. .878, 833. .889, 840. .878, 841. .882, 903. .1097, 
966. .1100, 968. .1105, 986. .1111 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

,ji„xon&:;,._:^,__ 
„GI-. pes crip., 



37967 
78035 
153 

OJ991119_10.0222 .C29.ol.tc 

833 

none 



Seq. ID OJ991119_10.0222.C29 

Strand + 

End 1111 

Method TBLASTX : Cress 

End 1106 

Score 86 



833. .889, 838. .888, 965. .1087, 966. .1106 



Seq. ID OJ991119_10.0222.C31 

Strand + 

End 485 

Method AAT/GAP 

End 485 

Score 448 



37968 
78036 
229 

OJ991119_10.0222.C31.ol.gp 
229 

61605_3.R1084' 

, 2 21^.3,8^.__,_„ , . ... L ___™™_ 

^l4'029,Z0/embJ.CAA6.6,9.6,5J. ._2 ...0e-2,b_.(X9.8321) per:ojxida.se_tArab.id.o.ps.ls 

thaliana] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq.".. ' No"; 
•Gene" .No': ' 
Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 



37968 Seq. ID 

78037 Strand 
972 End 
OJ991119_10.0222.C31.ol.np Method 
972 End 
5852175 Score 

972.. 1126, 1538.. 1558 

(AL117265) zhb0005.1 [Oryza sativa] 



OJ991119_10.0222.C31 

1558 
AAT/NAP 
1558 
89 



OJ991119 10.0222.C31 



37968 Seq. ID 

78037 Strand 
972 End 1558 

OJ991119_10. 0222.C31.o2.gp Method 'AAT/GAP 
■ 1012 ■■ End 1441 

2428185 Score 801 

1012. .1441 

5852170/embl AL117265. 1 IOST17804 l.Oe-177 Oryza. sativa 
indiqa (GLA4 ) genomic' pNA,_ -chromosome . 4 , BAG clone : tl7804 



78038 ' ■ ■ • " . ^ 

1459 

OJ991119_10 . 0222 . C31 . o3 . gp 
1459 

101153_1.R1084 
1459. .1558 

'5852170/emb|AL117265.1|OST17804 l.Oe-115 Oryza sativa 
indica(GLA4) genomic DNA, chromosome 4, BAG clone : t 17804 ' 



'^'Seqf :ID*^ " 0J99T11T;;1() rCriZl'TCSl ' 
Strand^' - ^ ' . : - . - 
End 

Method 
End 
Score 



1558 
AAT/GAP 
1558 
175 



37969 
78039 
65 



Seq. ID OJ991119_10.0222.C33 
Strand + 
End 666 



37618 




Name 


OJ991119_ 


10.0222.C33.ol, 


tm 


Method 


TBLASTX : Mai ze 


Start 


35 






End 


CCA 

654 


GI 


none 






Score 


262 


Exons 


35 . .385, 


■^lO TOI >IOO 

313 . . 381 , 422 . . 


dd4 






Seq. No. 


37969 






Seq. ID 


OJ991119_10.0222,C33 


Gene No. 


78039 






Strand 


+ 


Start 


65 






End 


f~ f r 

666 


Name 


OJ991119_ 


10 . 0222 . 033 . ol . 


gs 


Method 


GENSCAN 


Start 


65 






End 




GI 


none 






Score 


. d9 


Exons 


65 . . 284 , 


318 . . 500, 546.. 


608 






Seq. No. 


37969 






Seq. ID 


ojyyiiiy iu.uz-^z.ljj 


Gene No. 


78039 






Strand 


+ 


Start 


65 






End 


666 


Name 


OJ991119 


10.0222.C33.ol. 


np 


Method 


AAT/NAP 


Start 


149 






End 


666 


GI 


4585936 






Score 


237 


Exons 


149. . 666 










GI Descrip. 


(AC007211) putative helicase 


[Arabidopsis thaliana] 


^S,e'q,._No.. 


37,97X . 1 






„Se,q._xa,. 


.O.ja9JJ1.9^1..0..".022Z.-C34 


Gene No. 


78040 






Strand 


+ 


Start 


1 






End 


436 


Name 


OJ991119 


_10.0222.C34 .ol. 


gp 


Method 


AAT/GAP 


Start 


1 






End 


436 


GI 


none 






Score 


772 


Exons 


1. .436 










Seq. No. 


37970 






Seq, ID 


OJ9911i9_10,0222.C34 


Gene No. 


78041 






Strand 




Start 


373 






End 


680 


Name 


OJ991119 


_10.0222.C34 .o2. 


gp 


Method 


AAT/GAP 


Start 


191 






End 


680 


GI 


19519 1.R1084 




Score 


814 


Exons 


191. .680 










GI Descrip. 


M103324 


l.Oe-166 {AF022716) 


GDP-mannose pyrophosphorylase 




[Solanum 


tuberosum] * 








Seq. No. 


37970 






Seq. ID 


OJ991119_10.0222.C34 


Gene No. 


78041 . 






■ Strand 




St-art ~ ' 


'373 ' 






'End 


680 v 


Name 


OJ991119 


^10.0222.C34.ol. 


tm 


Method 


TBLASTX: Maize 


Start" " 


360 






' End'- ■ 


'67 9' "' ■'•^^-—^ 




none ''. 






■■Score ■ ■ 


.2^1 ■ ■ ■ • ' ■ ■ 


Exons 


360. . 617, 


.365.. 676, 373. 


. 678, 


374 . .679 




Seq. No. 


37970 






Seq. ID 


OJ991119_10.0222.C34 


Gene No. 


78041 






Strand 




Start 


373 






• End 


680 


Name 


OJ991119 


_10.0222.C34.ol. 


ts 


Method 


TBLASTX: Soybean ■ 


Start 


368 






End 


679 


GI 


none 






Score 


87 


Exons 


368. .427, 


371.. 676, 373. 


.678, 


375. .593, 


479. . 679 


Seq. No. 


37970 






Seq. ID 


OJ991119_10.0222.C34 



37619 



Gene No. 78041 Strand 

Start 373 End 

Name OJ991119_10 . 0222 . C34 . ol . tc Method 

Start 372 End 

GI none Score 

Exons 372.. 599, 373.. 678, 479. .679 



680 

TBLASTX: Cress 

679 

138 



Seq. No. 37970 

Gene No. 78041 

Start 373 

Name OJ991 11 9_10 . 0222 . C34 . ol . gs 

Start 373 

GI none 

Exons 373. .582 



Seq. ID OJ991119_10.0222.C34 
Strand 

End 680 

Method GENSCAN 

End 582 

Score .58 



Seq. No. 37970 
Gene No. 78041 
Start 373 

Name OJ991119_10 . 0222 . C34 . ol . np 

Start 376 " 

GI 2642159 
„Exons.._ „^ 76^..-i68 0 : L,^.:. . 

.GL Desczip.^ - (ACQD3.0.00 ). GQEriuaonose^ .pyrop.hosphorylas.e...[Arabidop.sls .tbaliana] 
gi I 3598958 ■ (AF076484) GDP-mannose pyrophosphorylase [Arabidopsis 
thaliana] gi 14151925 (AF108660) CYTl protein [Arabidopsis 
thaliana] 



Seq. ID OJ991119_10.0222.C34 
Strand 

End 680 

Method AAT/NAP 

End 680 

Score 482 



Seq. No. 37971 

Gene No. 78042 

Start 541 

Name OJ991119_10 . 0222 . C35 . ol . gs 

Start 541 

GI none 

Exons 541.. 603 



Seq. ID OJ991119_10.0222.C35 

Strand + 

End 603 

Method GENSCAN 

End 603 

Score .81 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI "Descrip. 

Se^r No"'" " 

Gene Nov 

Start 

Name " 

Start 

GI 

Exons 



37972 
78043 
1 

OJ991119_10.0222.C37.ol.np 
1 

4895205 
1. .148, 238. .543 

{AC007661)" putative alcohol 'dehydrogenase ■[Arabidopsis''''thalrana] 



Seq. ID OJ991119_10.0222.C37 

Strand + 

End, 54 3 

Method AAT/NAP 

End 543 

Score 381 



"37972'": ■ 
7804 3 : , ' ■ • - ■ 
.1 

OJ991119_10.0222.C37.ol.tm 

1 ■ 



none 

1..147, 2, 
254 . .391 



"'S'eqv' I'D O J 9 9 11 NJsO^ 0222:VCTI ' ' 

Strand" + *.. • " • ■ ' - 

End 543 

Method TBLASTX: Maize 

End 391 

Score 224 

148, 2. .157, 94. .150, 231. .356, 238. .390, 253. .390, 



Seq. No. 37972 

Gene No. 78043 

Start 1 

Name OJ991119 10 . 0222 . C37 . ol . ts 



Seq. ID OJ991119_10.'0222.C37 

Strand + 

End 543 

Method TBLASTX : Soybean 



37620 



start 
GI 

Exons 



1 End 472 

none Score 192 

1..147, 2. .148, 2. .157, 244. .468, 282. .356, 325. .468, 341. .472, 
341. .469 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

,Seq^^.,No^.._,^ „ 
Gen.e. .No..^. 
Start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 

Start - 
GI 

Exons"' 

G.I -Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



37972 
78043 
1 

OJ991119_10.0222.C37.ol.tc 
8 

none 



Seq. ID OJ991119_10.0222.C37 

Strand + 

End 543 

Method TBLASTX : Cress 

End 351 

Score 194 



8. .148, 10. .147, 283. .351, 294. .350 



37973 
78044 
39 

OJ991119_10.0222.C38.ol.gs 
39 

none 
39. .320 



Seq. ID OJ991119_10.0222.C38 

Strand 

End 320 

Method GENSCAN 

End 320 

Score . 63 



37 974 ,^ 

... 78X!4i, ^ 

1 

OJ991119_10. 0222.C41.ol.np 
1 

6006372 
1. . 97, 396. .523 

(AP000559) hypothetical protein [Oryza sativa] 



S eq, _ I P. ^ . 0 J 9.9 1 119 J, 0^.02 2 2„, Ol, 1„ , 

„S,txa.nd „. .... 

523 

AAT/NAP 
523 
14 7 



End 

Method 

End 

Score 



37974 
78045 
1 

OJ991119_10.0222.C41.ol.gs 

289 

none 

289. .465 



Seq. ID OJ991119_10.0222.C41 

Strand + 

End 523 

Method GENSCAN 

End 4 65 

Score .46 



Seq. ID OJ991119_10.0222.C45 
Strand 

89 

AAT/NAP 

89 • ' ■ '* r 

85 



37975 
78046 
1 

.OJ991119_10.0222.C45.ol.np 

1- - • * ■ 

6815072 

"1VV89"' ■ ■ " f"' " ■ " ' ■ ' '•' "■ " ; ^ " ■ 

(APOOIO'80)- Similar to" Arabidopsis' thaliaria' chromosdme- -LI BAG. 
T13P21; hypothetical, protein (AC006067) [Oryza sativa] 



End 

Method 
End - 
Score 



37976 
78047 
149 

OJ991119_10.0222.C4 6.ol.gs 

149 

none 

149. .349 



Seq. ID OJ991119_10.0222.C46 

Strand + - • 

End 34 9 

Method GENSCAN . 

End 349 

Score . 61 



Seq. No, 



37977 



Seq. ID OJ991119_10.0222.C47 



37621 



Gene No. 78048 Strand + 

Start 618 End 772 

Name OJ991119_10 . 0222 .C47 . ol . gs Method GENSCAN 

Start 618 . End 772 

GI none Score .8 

Exons 618.. 772 

Seq. No. ,37978 ' 

Gene No. 78049 
Start 1 

Name OJ991119_10 . 0222. C51 . ol . np 

Start 1 
GI 6225816 

Exons 1..36, 117.. 219, 307.. 468, 593 

GI Descrip. DELTA l-PYRROLINE-5-CARBOXYLATE SYNTHETASE (P5CS) [INCLUDES: 

GLUTAMATE 5-KINASE ( GAMMA-GLUTAMYL KINASE) (GK) ; GAMMA-GLUTAMYL 
PHOSPHATE REDUCTASE (GPR) ( GLUTAMATE- 5-SEMIALDEHYDE 
DEHYDROGENASE) (GLUTAMYL-GAMMA-SEMIALDEHYDE , . . gi| 1928960 
(U92286) pyrroline-5-carboxylate synthetase [Actinidia 
deliciosa] 



Seq. ID OJ991119_10.0222.C51 

Strand + 

End 698 

Method AAT/NAP 

End 698 

Score 431 
698 



.Gene.. -No.., 

Start 

Name 

Start 

GI 

Exons 



„ S e q ,^ J D..^ ,0 J9 9 1 1 19^1 0.,, 0 2^^^^^ 

S t ,r a nd .... . , + , 1 

End 698 

Method TBLASTX : Soybean 
End 657 
Score 161 

93. .227, 112. .228, 304. .468, 348, .461, 581. .655, 582. .629, 
592. .657, 593. .655 



„37978_ . 

.78049. ...^ ..... 

1 

OJ991119_10.0222.C51.ol.ts 
93 

none 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons ■ 



Seq. ID OJ991119_10. 0222,051 

Strand + 

End 698 

Method TBLASTX: Maize 

End 697 

Score 79 

113. ,223, 114. .227, 115. .228, 298. .468, 304. .468, 305..469, 
348. .491, 592. .696, 593. .697 



37978 
78049 
1 

OJ991119_10. 0222. 051. ol.tm 

113 

none 



Seq. No. 
Gene No. 
Start 
Name 
Start 

Exons - 



37978 
78049 

1 . , ■ 

OJ991119_10-. 0222 .051,. ol.tc 
114 

none ■ ■ ' " " ' ' . . " " 



Seq. ID OJ991119_10. 0222. 051 

Strand + 

End ■ 698 • 

Method.- TBLASTX: Cress ■ 

End 697 

Score ■ " 138 ' ' " ' ' ' 



: 1.14: .227,^- 115,. .228, '■280. .46aV "304 . '4 68 /V582;- .. 662 ,- 58'-3 . . 684 , 
592.. 690, 593.. 697 



Seq. No. ^'37978 

Gene-No. 78049 - ■ ,^ - • 

Start 1 

Name OJ991119_10 . 0222 . 051 . ol . gs 

Start 117 

GI none 

Exons 117,. 219, 307.. 468 



Seq. ID 0J991119_10. 0222.051 

Strand ■ + • 

End 698 

Method GENSCAN 

End 4 68 

Score . 9 



Seq. No. 



37979 



Seq. ID OJ991119_10. 0222.053 



37622 






Gene No. 


78050 






Strand 










Q9 






iiina 


Oft O 






Name 


r\ TQ Q 1 1 1 Q in 
uj yyiiiy lu. 


UZZZ . CO J . O i . 


, gs 


Method 


17 M O A M 






btart 








bna 


o4 0 








none 






Score 








Exons 


yZ . . Z DO / Z / 


1 . , OHO 












beq. NO. 


J / y 0 u 






beq. lu 


ujyyiiiy lu.uzzz 


. Lo4 




Gene No. 


78051 






Strand 


+ 






Start 


1 






End 


494 






Name 


OJ991119 10. 


0222.C54 .ol. 


np 


Method 


AAT/NAP 






o uaj- L 


1 






End 


494 






P T 


2642157 






Score 


230 






ijXons 


1..87, 362.. 


494 












GI Descirxp . 


(AC003000) unknown protein 


[Arabidopsis thaliana] 






Seq. No. 


37981 






Seq. ID 


OJ991119_10.0222 


.C55 




Gene No, 


78052 






Strand 


+ 






o car L 


o o ri 

zo y 






End 


348 






Name 


OJ991119 10. 


0222.C55.ol. 


gs 


Method 


GENSCAN 






b Lar L 


289 






End 


348 






T 


none 






. ™__Sjco r e._,. 


.61 - 




— 


... ExQns-..„„,., . , 


.„ 28.9... ..3.48 












beq. NO. 


37982 






Seq. ID 


OJ991119_10.0222 


.C56 




Gene No. 


78053 






Strand 








Start 


i4 JO 






End 


8512 




rl § 


Name 


OJ991119 10. 


0222.C56.o2. 


gs 


Method 


GENSCAN 






btarr 


3430 






End 


8512 






n T 


none 






Score 


.53 






Exons 


3430. .3819, 


3906. .4258, 


4420. .4485, 5543. .5783, 5998. .6562, 






8436. .8512 












= 


Seq. No. 


37982 






Seq. ID 


OJ991119_10.0222 


.C56 




Gene No. 


78053 






Strand 








b rar u 


3430 






End 


8512 






Name 


OJ991119 10. 


0222.C56.ol. 


tc 


Method 


TBLASTX: Cress 






btarr 


3489 






End . 


3809 






C T 


none 






Score 


175 ■ 




r 


Exons 


3489. .3809, 


3511. .3807 










~- 


Seq. No. . 


37982 - ^ - 






; Seq. ID 


OJ991119_10.0222 


.,.C56 




Gene No .; *' 


•78053 






Strand 








b L ar L 


3430 






• End 


8512 






Name 


' ■OJ9911i9""l'0. 


0"222.C5'6:o3*. 


tc 


Method 


. TBLASTX" :'Cr ess 






btart 


4495" ■ .' ■ 






End- 


5789 ^ v: •„ 








none 






Score 


89 






Exons 


4495. .4599, 


5538. .5789,' 


5574 . .5750,' bi 


;68..5775 






beq. NO. 


37982 " 






Seq. ID 


OJ991119_10.0222 


.C56 




riprap ]sjn 


78053 






Strand 








Start 


3430 






End 


8512 






Name 


OJ991119 10. 


0222.C56.ol. 


np 


Method 


AAT/NAP * 






Start . 


5812 






End 


7156 






' GI 


2130152 






Score 


89 






Exons 


5812. .5857, 


6900. .7156 












GI Descrip. 


hypothetical 


protein 173 




maize chloroplast 





37623 



gi I 902272 |emb|CAA60337 I (X86563) ORF173 [Zea mays] 
gi|902300|emb|CAA60364| (X86563) ORF173 [Zea mays] 



Seq. No. 37982 

Gene No. 78053 

Start 3430 

■Name OJ991119_10 . 0222 . C56 . o2 . tc 

Start 6124 

GI none 

Exons 6124.. 6426, 6212.. 6427 

Seq. No. 37983 

Gene No. 78054 

Start 183 

Name OJ991119_10 . 0222 . C57 . ol . gs 

Start 183 

GI none 

Exons 183. .278, 4935. .5021, 5188. 



Seq. ID OJ991119_10.0222.C56 
Strand 

End 8512 

Method TBLASTX: Cress 

End ' 6427 

Score 90 



Seq. ID OJ991119_10.0222.C57 
Strand 

End 5389 

Method GENSCAN 

End 5389 

Score .49 
.5389 



Seq. No. 
Gene No. 

Nama.-„. 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons * 



Seq. ID OJ991119_10.0222,C58 
Strand + 

■_.4 414„. ■ ■ - 



End 



37984 
78055 

.X.-. : _™..„„.v. 

, .Qa9 ail 19^1,0 .Q222 ..0.58,. ol. hp, ; . M,e.thQd:::...:AATyNAE_ :^ 

1 * " ■ ' ' ■ • End' ^ 4414 ' ' 

4585985 Score 2037 

1..21, 781. .1305, 1548. .3358, 3591. .4038, 4066. .4414 
(AC005287) Hypothetical protein [Arabidopsis thaliana] 



37984 
78055 
1 

OJ991119_10.0222.C58.ol.gs 
904 
none 

904.. 2320, 2739.. 3592 

37984 
78055 
1 

OJ991119_10.0222.C58.ol.tm 
948 

none -. • 

948. -.983, 948. -.1001, 94 9 . ; 1002 , 1006v.-.-14 70/- 1-017 . ; 1322 , 
1378. .1452, 1513. .1767, 1515. .1766 



Seq. .ID OJ991119_10.0222.C58 

Strand + 

End 4414 

Method GENSCAN 

End 3592 

Score .46 



Seq. ID OJ991119_10.0222.C58 

Strand + 

End 4414 

Method TBLASTX : Maize 

End 1767 

■Score 64 * ■ - - 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



37984 - ' . ■■ ■: 

78055 

1 

OJ991119_10. 0222.C58.ol.tw 

1591 

none 



Seq . ID ' dJ991119_i:0 . 022.2". C58 
Strand + 
End 4414 

Method TBLASTX: Wheat - ' 
End 1983 " 

Score 244 



1591. .1887, 1612. .1878, 1671. .1886, 1915. .1983 



37984 
78055 
1 

OJ991119 10.0222.C58.o3.tm 



Seq. ID OJ991119_10.0222.C58 

Strand + 

End 4414 

Method TBLASTX : Mai ze 



37624 



start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

..Gene_,No.._,. 

.s.tart'...;r_r. 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
• Name 
Start - 
GI " ' 
'Exons 



1768 End 2084 

none Score 187 

1768. .1914, 1773. .1904, 1909. .2079, 1920. .2084 



37984 
78055 
1 

OJ991119_10.0222.C58.o4.tm 

3143 

none 



Seq. ID OJ991119_10.0222.C58 

Strand + 

End 4414 

Method TBLASTX: Maize 

End 3562 

Score 81 



3143. .3211, 3251. .3352, 3383. .3562 



37984 
78055 
1 

OJ991119_10.0222.C58.o2. tm 

3740 

none 

3740. ,4129, 3741. .4130 



Seq. ID OJ991119_10.0222.C58 

Strand + 

End 4414 

Method TBLASTX: Maize 

End 4130 

Score 437 



37984 

J8 0 55 „ 

OJ991li9_10 . 0222 . C5?. o2 . np 
■4158 
6580152 
4158. .4414 

(AL132968) putative protein [Arabidopsis thaliana] 



Seq. ID OJ991119_10.0222.C58 

St rand „„. _± _ : „ 

End., , A4.14: ^ S. 

Method ' AAT/NAP 
End 4414 
Score 109 



37985 
78056 
41 

OJ991119_10.0222.C59.ol.gs 
41 

none 



Seq. ID OJ991119_10.0222.C59 

Strand + 

End 2544 

Method GENSCAN 

•End 2544 

Score .86 

41. .184, 338. .548, 636. .735, 827. .1045, 1122. .1242, 1328, .1485, 
1567, .1942, - 204 4. .215*7-. 2473, ,254 4 



37985 
78057 
2728 

OJ991119_10, 022-2. e59;.o2'.gs • 
2728 . ■ • ■ - . . - . 

none 

'2728 . ; 2881, 4235'.'. 4834 , ;'502"7; 
.7806. -..7833,.. "8535. ..■86'89 - 



Seq. ID OJ991119_10.0222.C59 
Strand 

End 8689 

Method ' GENSCAN . 

End • . .8689 *. . .~ ' -; 

Score * .51 ' ■ " ' . 

:5118, ■ 5331', ,51 OB; ' 598 9\: .6387 



Seq. No, 37985 

Gene- No, 78057 

Start • • 2728 • 

Name OJ991119_10 . 0222 . C59 . ol . gp 

Start 4051 
GI ■ uC-osflcypl22g03bl 

Exons 4051.. 4552 

GI Descrip. '3063465 2.0e-09 {AC003981) F22013.27 [Arabidopsis thaliana]' 



Seq, ID OJ991119_10.0222.C59 
Strand 

End- 8 68 9 ' - 

Method AAT/GAP 

End 4552 

Score 988 



Seq. No. 



37985 



Seq. ID OJ991119_10.0222,C59 



37625 






Gene No. 


78058 


Strand 








Start 


10799 


End 


15921 






Name 


OJ991119 10.0222.C59.o2. tm 


Method 


TBLASTX: Maize 






. Start 


332 


End 


1044 






GI 


none 


Score 


226 






Exons 


332. .547, 332. .490, 334. .549, 


629. .736, 


800 . . 1030, 828 . . 


104 






845. .1042, 846. .1043, 847. .1044 - 








Seq. No. 


37985 


Seq. ID 


OJ991119_10.0222. 


C59 




Gene No. 


78058 


Strand 








Start 


10799 


End 


15921 






Name 


OJ991119 10.0222.C59.o4.tm 


Method 


TBLASTX: Maize 






Start 


5020 


End 


5690 






GI 


none 


Score 


74 






Exons 


5020. .5121, 5329. .5460, 5332. 


.5391, 5512. .5670, 5519. .5683, 






5578. .5679, 5592. .5690 










Seq. No. 


37985 


Seq. ID 


OJ991119 10.0222. 


C59 




Gene No. 


78058 


Strand 








Start 


10799 


End 


15921 






Name 


OJ991119 10.0222.C59.o2.tc 


Method 


TBLASTX : Cress 







...Stuart ^ 


_.6285___ 


„End_:_, 


,.66.39 i:;.^ 







GI ... . ... . " ... 


_.nphje'_ . :„1. _J .\ _ 


_Scor.e.„ .. 


.107 




'■^*=: 


Exons 


6285. .6458,' 6358. .6639, 6362. 


. 6634 






\1 


Seq. No. 


37985 


Seq. ID 


OJ991119_10 . 0222 . 


C59 


~' - 


Gene No. 


78058 


. Strand 








Start 


10799 


End 


15921 






Name 


OJ991119 10.0222.C59.o3.ts 


Method 


TBLASTX : Soybean 






Start 


6376 


End 


6636 






GI 


none 


Score 


68 




f 1 = 


Exons 


6376. .6504, 6377. .6499, 6520. 


.6636 








Seq. No. 


37985 


Seq. ID 


OJ991119_10.0222. 


C59 


□ 


Gene No. 


78058 


Strand 






'"4 


Start 


10799 


End 


15921 






Name 


OJ991119 10.0222.C59.o5.tm 


Method 


TBLASTX: Maize 






Start 


6457 


End 


6636 






GI 


none 


Score 


81 






Exons 


6457. .6636, 6461. .6634 










Seq. No. 


• .37 985 ' - . 


•Seq. ID 


OJ99.1119 10.0222. 


C59 




Gene No ;~" ' ^ 


- 78058 - ■ - 


"Strand - 








Start 


10799 


End 


15921' 






Name . ' 


' GJ991119 i0.0-22'2.C59.6l.np • 


Method " ■ 


AAT/NAF ' - ' 






Start . 


9985 r . , ... 


End- 


•I592L *" ■ 






GI 


4204793 


- Score 


2048 






Exons 


9985.;10045, 10809. .11146, 11627 .. 13519, 13610 .. 138 33, 








13930. . 14246,- 14365 14660, 14753-. ; 14 917 , 15003 .. 15 178 , 








15356. .15598, ' 15784. .15 921 










GI Descrip. 


(U52079) P-glycoprotein [Solanum tuberosum] 






Seq. No. 


37985 


Seq. ID 


OJ991119_10.0222. 


C59 




Gene No. 


78058 


Strand 








Start 


10799 


End . . ■ 


15921 






Name 


OJ991119 10.0222.C59.ol.ts 


Method 


TBLASTX: Soybean 






Start 


10731 


End 


14014 





37626 




GI 


none 








Score 


105 






Exons 


lU / ol . 


. lU / dU , 


lUcf Oo . 


1 1 m 1 
. i iUl i , 


11066. .11146, 11076. 


1 1 1 /I "7 
. 1114 / , 






11624 . 


. 11881, 


13205. 




13439. .13519, 13476. 


. loo 1 / , 






13607. 


. 13837, 


13644. 


1 "3 T Q T 


13893, .14012, 13928. 


•y A m A 
, 1 4 U 1 4 




Seq. No. 


37985 








Seq. ID 


OJ991119_ 


in ri o o o 
lU . U^zZ , 


Coy 


Gene No. 


78058 








Strand 








Start 


10799 








End 


15921 






Name 


OJ991119 10.0222.C59 


. o3 . qs 


Method 


GENSCAN 






Start 


10799 








End 


15820 






GI 


none 








Score 


. 95 






Exons 


10799. 


.11146, 


11627. 




13610. .14246, 14293. 


. 14660, 






14753. 


.14917, 


15003. 


. IDI /Of 


15268. .15322, 15416. 


. 15820 




Seq. No. 


37985 








Seq. ID 


OJ991119_ 


10.0222. 


Coy 


Gene No . 


78058 








Strand 








Start 


10799 








End 


15921 






Name 


OJ991119 10.0222.C59 


. oi . to 


Method 


TBLASTX: Cress 




Start 


10865 








End 


15183 






GI 


none 








Score 


166 






Exons 


10865. 


.11146, 


10868. 


. 1 1 1 4 D , 


10890. . 11150, 10893. 


. 11147, 






11 §2-4 . 


. 11,8.81 /.., 


11624. 


. 1188J, 


_1 1951^. ..J 2 02 2, 1195,1, 


.,120.22,_ 




: -V - 


;„ ..J 2.03 a.. 


..Ji4 3.0:, . 


•.124 7.3... 


S23B3., 


. ii2a2.,. ..135.19,. 132,3.8,.. 


... 13.51,9,^ 






13242. 


.13385, 


13254 . 


. lool / , 


13473. .13517, 13607. 


. 13837, 






13607. 


. 13837, 


13701. 


T noil 

. loo / / , 


13925. .14140, 13926. 


.14267, 






13928. 


.14221, 


13929. 


. 14141, 


14150. .14284, 14367. 


.14657, 






14407. 


.14658, 


14421. 


. 14 bo / , 


15000. .15179, 15001. 


. 15183, 






•15048. 


. 15179 














Seq. No. 


37985 








Seq. ID 


OJ991119_ 


10.0222. 


Coy 


Gene No. 


78058 








Strand 








Start 


10799 








End 


15921 






Name 


OJ991119 10.0222.C59 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


10868 








End 


14195 






GI 


none 








Score 


191 






Exons 


10868. 


.11146, 


10893. 


.1114 / , 


11624. .11881, 11951. 


.12025, 






13241. 


. 13519, 


13260. 


1 O O O C 

. looo 0 , 


13379. .13519, 13607. 


.13834, 






13925. 


. 14194, 


13926. 


. lh ly 0 










Seq. No. 


37985 








Seq. ID 


OJ991119_ 


10.0222. 


C59 


Gene No . 


78058 








Strand 








Start ' - 


• 107 99 








End . 


15921 . 






Name " \ ■ 


■ ; 6J99iri*9 ■10;0222;C59 


. ol : tw ■ 


Method' 


" TBLASTX : Wheat - 




Start 


10901 








End ' 


13517 






GI . 


ho'ne 








Score 


"150 ' • ■ 




- ■ - , 


Exons 


10901. 


:"11143," 


10905.- 




13277. .135.16, 13278:. 


.13517 - 


~ . . . 


Seq. No. 


37985 








Seq. ID 


OJ991119_ 


10.0222. 


Coy 


Gene No . 


78058 








Strand ' 








Start' 


■ -10799 








End 


•'15921 






Name 


OJ991119 10.0222.C59 


. o2 . ts 


Method 


TBLASTX : Soybean 




Start 


11951 








End 


14654 






GI 


none 








Score 


40 






Exons 


11951. 


.12025, 


11979. 


.12026, 


12077. .12430, 12105,. 


. 12431, 






12473. 


.12790, 


14024. 


.14245, 


14379. . 14654 






Seq. No. 


37985 








Seq. ID 


OJ991119_ 


10.0222. 


C59 



37627 



Gene No. 78058 Strand 

Start 10799 End 

Name OJ991119_10 . 0222 . C59 . o3 . tm Method 

Start 12077 End 

GI none Score 

Exons 12077. .12430, 12527.. 12841 

Seq. No. 37986 Seq. ID 

Gene No. 78059 Strand 

Start 59 End 

Name OJ991119_10 . 0222 . C60 . ol . gs Method 

Start 59 End 

GI none Score 

Exons 59.. 175 



15921 
TBLASTX: 
12841 
148 



Maize 



OJ991119_10.0222.C60 
+ 

175 

GENSCAN 

175 

.6 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



37986 Seq. ID 

78060 Strand 

1733 * End 
OJ991119_10. 0222.C60.ol.gp Method 

1465 End 

none Score . 

14 6,5 . Xa 9 0.,^ J,.9 7 3 ,_.,2 0 67 .22 2^0. ^ 2 2 5 2. 



.OJ991119_10.0222.C60 

6186 
AAT/GAP 
2252 
1000 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.6186 



OJ991119 10.0222.C60 



Seq. No. 37986 

Gene No. " 78060 

Start 1733 

Name OJ991 119_10 . 0222 . C60 . ol . np 

Start 1692 

GI 5764395 

Exons 1692.. 1828, 3346.. 5037, 6132, 

GI Descrip. (AF159587) far-red impaired response protein [Arabidopsis 
thaliana] 



6186 
AAT/NAP 
6186 
690 



Seq. No. 37986 

Gene No. 78060 

Start 1733 

Name OJ991119_10 . 0222 . C60 . o2 . gs 

Start 1733 

GI none' 

Exons 1733.. 1890, 2494.. 2563, 3082, 
6092.. 6177 



Seq. ID 
Strand 
End 

Method 
End 
Score" 
.3141, 



OJ991119 10.0222.C60 



6186 
GENSCAN 
6177 
.85 

3227.. 5095, 5194, 



.5287, 



Seq: No;.' 
Gene No. - 
Start" ■ - 
Name . ' 
Start 
GI 

Exons 

GI - Descrip. 

Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 



OJ991119 10.022~'2:-C6'0 



37986 '\ ■ ■ ' : . • : Seq.- ID 

78060 ■ Strand 

1733- r ' ' ' ' ' End 6186 - ' 

OJ991119_10:0222.C60.b2;np ' Method AAT/NAP..-- 

3991 End 5282 

5051789 . Score 76 
3991. .4047, 5178. .5282 

{AL078637) putative protein [Arabidopsis thaliana] 



37986 Seq. ID 

78061 Strand 

7991 End 

OJ991119_10.0222.C60.o3.tc Method 

3350 End 

none Score 



OJ991119_10.0222.C60 
12561 

TBLASTX: Cress 

3670 

77 



37628 



Exons 

Seq, No, 

Gene No, 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name.„„^_:^ 

Starts 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



3350.. 3670, 3360.. 3554 



37986 
78061 
7991 

OJ991119_10, 

3372 

none 

3372. .3815, 



37986 
78061 
7991 

OJ991119_10. 

3710 

none 

3710. .3790, 

37986 
78061 
7991 

„OJ9A1J-19^10,. 

3,8 Oi 

none 

3803. .4117, 

37986 
78061 
7991 

OJ991119_10. 

3819 

none 

3819. .3959, 
4159. .4254 

37986 
78061 
7991 

OJ991119_10. 

4160 

none 

4160. .4495 ■ 

37 98 6 

7^061 

7991 : 

OJ991119_10. 

4256 

none 

4256. .4525, 

37986 
78061 
7991 

OJ991119_10. 

4616 

none 



0222.C60.o3.tm 



3372. .3518, 3374. 



0222.C60.o2.ts 



Seq. ID OJ991119_10.0222.C60 
Strand 

12561 

TBLASTX: Maize 
3815 
224 



End 

Method 
End 
Score 
.3811 



Seq. ID OJ991119_10.0222.C60 
Strand 

End 12561 

Method TBLASTX : Soybean 

End 4408 

Score 120 



3848. .4117, 4160. .4408, 4161. .4406 



0222.C60.o2.tw 



4160. .4234 

0222.C60.o2.tm 
3824. .4117, 4023. 



0222.C60.o2.tc 



Seq. ID OJ991119_10.0222.C60 
Strand 

End 12561 

^Method ^.TBLASTXj,Jiheat_^,^ 

..End. J.. ,423"4 _ _ ^^l^^..^. 

Score 77 



Seq. ID OJ991119_10.0222.C60 
Strand 

End 12561 

Method TBLASTX : Mai ze 

End 4255 

Score 81 

.4115, 4151. .4255, 4155. .4226, 



Seq. ID OJ991119_10.0222.C60 
Strand 

End 12561 

Method TBLASTX: Cress 

End 4 4 95 

Score 207 



0222.C60.o4 . tm 



4257. '.4529 



0222.C60.o5.tm 



Seq. ID OJ991119_10.0222.C60 

Strarid. ' - ' , ^" "' " ' ' 

End - - 12561 ' ' : - 

Method TBLASTX: Maize 

End 4529 

Score- ■ 141 



Seq. ID OJ991119_10.0222.C60 
Strand 

End 12561 

Method TBLASTX : Mai ze 

End 5014 

Score 108 



37629 



:3: 



Exons 



4616.-4846, 4686. .4847, 4713. .4847, 4763. .4918, 4788. .4901, 
4934. .5014 



5 y 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



_SeiL%-.iio..!~^-.~.- 
. .Gene, .No . ... 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No.. 
-Start;- 
Name 
Start ■ ' 
G I ■ ■ 
Exons, 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



37986 
78061 
7991 

OJ991119_10.0222.C6G.ol.ts 

7982 

none 



Seq. ID OJ991119_10.0222.C60 
Strand 

End 12561 

Method TBLASTX : Soybean 

End 12514 

Score 127 



7982. .8032, 8087. .8341, 8094. .8210, 8292. .8345, 8396. .9223, 
8433. .8831, 8886. .9224, 12098 .. 12514 , 12129. .12482 



37986 
78061 
7991 

OJ991119_10. 0222.C60.ol.tm 

7991 

none 



Seq. ID OJ991119_10.0222.C60 
Strand 

End 12561 

Method TBLASTX : Mai ze 

End 12502 

Score 218 



7991. .8032, 7992. .8210, 8087. .9214, 8292. .8834, 8886. .9209, 
8888. .9220, 9117. .9224, 12098 .. 121 66, 12098 .. 12502 , 12129. .12488 



:^98,6. „ 

.J.s6,6^i. \„ 

7991 

OJ991119_10.0222.C60.o3.gs 

7991 

none 

7991. .9208, 12101. .12538 



-.Seq^.^^ ID O J 9 9 1.1 1 9 JL 0. .0222.C,6Q 

.,.S±raad. '.- .„ ;. „_ ...... ... 



End 

Method 

End 

Score 



12561 
GENS CAN 
12538 



Seq. ID OJ991119_10.0222.C60 
Strand 

End 12561 

Method AAT/NAP 

End 12517 

Score 1927 



37986 
78061 
7991 

OJ991119_10.0222.C60.o3.np 
8000 
3075394 
8000. .9208, 12101. .12517 

(AC004484) beta-ketoacyl-CoA synthase (FIDDLEHEAD) [Arabidopsis 
thaliana] gi | 3559809 | emb I CAA09311 | (AJ010713) fiddlehead protein 
[Arabidopsis thaliana] 



37986 
78061;. 

■■7-99I ' ■ ' - 

OJ991119_10.0222.C60.ol.tc 

8009" ' ' - 
none - 



Seq. ID OJ991119_10.0222.C60 
Strand - 
"End ' 12561:- * : " 
Method TBLASTX : Cress 
End ^ ■ " ■12532 ' ■ " ' 
Score' V 105 



8009. .8032, 8087. .8341, 8094. .8204, 8292. .8345, 8399. .9064, 
8403. .8831, 8886. .9056, 9080. .9211, 9102. .9209, 12098 .. 12 175, 
12126. . 121-85, 12242. . 12532, 1224 3 .. 124 85 ' - 



37986 
78061 
7991 

OJ991119_10.0222.C60.ol.tw 

8087 

none 



Seq. ID OJ991119_10.0222.C60 
Strand 

End 12561 

Method TBLASTX : Wheat 

End 8215 

Score 75 



8087. .8215, 8093. .8182, 8094. .8210 
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Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



37986 Seq. ID OJ991119_10 . 0222 . C60 

78061 Strand 

7991 End 12561 

OJ991 1 1 9_10 . 0222 . C60 . o2 . gp Method AAT/GAP 

8092 End 12561 

28094_1.R1084 Score. 2972 

8092. .9208, 12101. .12561 

'3075394 O.Oe+00 {AC004484) putative beta-ketoacyl-CoA synthase 
[Arabidopsis thaliana] >gi_3559809_emb_CAA09311_ (AJ010713) 
fiddlehead protein [Arabidopsis thaliana] ' 





Seq. No. 


37987 




Seq. ID 


OJ991119_ 


10. 


0222 


.C61 




Gene No. 


78062 




Strand 












Start 


728 




End 


1008 










Name 


OJ991119 10.0222.C61.ol, 


.gs 


Method 


GENSCAN 










Start 


728 




End 


1008 










GI 


none 




Score 


.75 










Exons 


728 . . 903, 945. . 1008 
















Seq. No. 


37988 




Seq. ID 


OJ991il9_ 


10. 


0222 


.C62 




,Gene_ Np,.___^ , 


78063 




Strand 


+ 


„ 








..,.s't^r.t „. 


...47.51... ■ ... 




...End. 


6.2,0 3 


. .... 









Name 


OJ991119 10. 0222. 062. o2. 


.gs 


Method 


GENSCAN 










Start 


4751 




End 


6203 










GI 


none 




Score 


.69 








FLl 


Exons 


4751. .4803, 5444. .5650, 


5750. 


.6203 












Seq. No. 


37988 




Seq. ID 


OJ991119_ 


10. 


0222 


.C62 




Gene No. 


78064 




Strand 


+ 










Start 


6255 




End 


6650 










Name 


OJ991119 10.0222.C62.ol. 


■ gp 


Method 


AAT/GAP 








; =f 


Start 


6255 




End 


6650 










GI 


none 




Score 


586 










Exons 


6255. .6650 
















Seq. No. 


37988 




Seq. ID 


OJ991119_ 


10. 


0222 


.C62 




Gene No. 


78065 




Strand 


+ 










Start 


8208 




End 


8288 










Name 


OJ991119 10.0222.C62.o3, 


■ gp 


Method 


AAT/GAP 










Start 


8208 




End 


8288 










• GI 


5867 1,R1084 . 




■ Score 


• 113- . - - 










Exons- ■ 


-8208-. .8288 ■ ' ' 















GI Descrip. M 64 98 6/sp"| P35132 | UBC9_ARATH 5.0e-.58 UBIQUITIN-CONJUGATING 

" ENZYME £2-17 KD 9 ■ (UBIQUITIN-PROTEliN LIGASE- 9) (UBIQUITIN " 

■ ■ . . ..CARRIER PROTEIN 9.)- (UBCAT4B) >gi_4 2 1857_pir_S3267"4 - . • . 
ubiquitin — protein ligase (EC 6.3.2.19) UBC9 - Arabidopsis 
thaliana >gi_29788 4_emb_CAA787 14_ (Z14990) ubiquitin conjugating" 
enzyme homdlog - [Arabidopsis thaliana] . >gi_34 9211 {L00639) 
ubiquitin conjugating enzyme [Arabidopsis' 

Seq. No. 37988 Seq. ID OJ991119_10 . 0222 . C62 

Gene No. 78066 Strand 

Start 1940 End 3161 

Name OJ991119_10 . 0222 . C62 . ol . np Method AAT/NAP 

Start 1940 End 3161 

GI 2191151 Score 356 



37631 



Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name " - . 
Star-t',,: „' 
GI . 
Exons 



1940. .3161 

(AF007269) contains similarity to membrane associated 
salt-inducible protein [Arabidopsis thaliana] 



37988 
780'67 
6276 

OJ991119___10 . 0222 . C62 . o2 . gp 

6276 

none 

6276. .6648 



Seq. ID OJ991119_10.0222.C62 
Strand 

End 6648 

Method AAT/GAP 

End 6648 

Score 587 



Seq. No. 37988 

Gene No. 78068 

Start 6831 

Name OJ991119_10 . 0222 . C62 . o3 . gs 

Start 6831 

GI none 

Exons 6831.. 7244 



Seq. ID OJ991119_10.0222.C62 
Strand 

End 7244 

Method GENSCAN 

End 7244 

Score .76 



Seq. No. 37988 ' Seq. ID 

Gene..No._"„__78Q69„. . ^, _ :^ ;.^Strand„ 

Start . 1462.2,, ■ ^End. 

Name OJ991119_10 . 0222 . C62 . o2'. ts ' Method 

Start 2087 End 

GI none Score 

Exons 2087. .2407, 2114. .2452, 2127. .2426 



OJ991119_10.0222.C62 

^l5.0 95 -TT* 17 ' ^ 73™ " 
TBLASTX : Soybean 
2452 
109 



Seq. No. 37988 

Gene No. 78069 

Start 14622 

Name OJ991119_10 . 0222 . C62 . ol . tc 

Start 2114 

GI none 

Exons 2114., 2386, 2127.. 2387 



Seq. ID OJ991119_10.0222.C62 
Strand 

End 15095 

Method TBLASTX : Cress 

End 2387 

Score 107 



Seq. No. 37988 Seq. ID 

Gene No. 78069 Strand 

Start 14622 End 

Name OJ991119_10 . 0222 . C62 . o2 . tm Method 

Start 2114 End 

GI . . none . Score 

Exons : ' ■ ■ '2114 . .23-95 ■ ■ ■ - - - - -- • ' ' ■ 



OJ991119__10.0222.C62 
15095 

TBLASTX: Maize 
2395 

-207^. - - . . . . • - 



.Seq. ' No. 

-Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start " 
Name 
Start 



■ 37 988' ■ ' ■ " ■ 'Seq. ID 

\. 78069 . . ■ . ' ■ ' . Strand 

14 622 End 
OJ991119_10 . 0222 . C62 . ol . ts Method 
2667- * ■ ■ .. ■ End 

none . ■ . Score ■ 



OJ991119_10.0222 .C"62 
15095 

TBLASTX: Soybean 
3187 ■ - 

98 



2667. .2822, 2669. .3178, 2687. .2833, 2966. .3007, 3083. .3187 

37988 ' Seq. ID OJ991119_10 . 0222 . C62 

78069 Strand 

1-4 622 End 15095 

OJ991119_10 . 0222 , C62 . o4 . gp Method AAT/GAP 

14622 End 15095 



37632 



GI uC-osroM202040g07bl Score 892 

Exons 14622, .15095 

GI Descrip. ' 5882728 /gb | AAD55281 . 1 | AC008263_12 9,0e-10 (AC008263) ESTs 

gb_T75898, gb_R65457,- gb_AA597517 and gb_AA597420 come from this 
gene. [Arabidopsis thaliana] * 



Seq. No. 


on QQQ 


Seq. ID 


OJ991119_10.0222.C62 


Gene No . 


T o o £r o 


Strand 




Start 


14622 


End 


15095 


Name 


OJ991119_10.0222.C62.ol.tm 


Method 


TBLASTX: Maize 


Start 


14 cf OU 


End 


15095 


GI 


none 


Score 


57 


Exons 


14850 .. 15095, 14 922 .. 14 975 , 


14923. .15093, 15051. .15095 


Seq. No. 


1 n o n 


Seq. ID 


OJ991029_14.0229.C1 


Gene No . 


/oO /Q 


Strand 




Start 


1 Ido 


End 


1316 


Name 


ujyyiu^y ift.uzzy.ui.oi.gs 


Method 


GENSCAN 


o uar L 


1 X D O 


End 


1316 


GI 


none 


Score 


.42 


Exons 


1168. . 1316 






S^q....No.., 


T 3 199a ' ™ r '^z z ™7T 


_ aeq.. ID. 


0 J 9 9 1 0 Z9_^I 4 0 2,2.9. .-.C 3 ; 


Gene No. 


78071 


Strand 


+ 


Start 


1 


End 


517 ■ 


Name 


OJ991029 14.0229.C3.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


514 


GI 


6630685 


Score 


734 


Exons 


1..514 






GI Descrip. 


{AP000969) Similar to copia- 


-type pol polyprotein. {AF105716) 




[Oryza sativa] 







Seq. No. 37990 

Gene No. 78071 

Start 1 

Name OJ991029_14 . 0229 . C3 . ol . tm 

Start 10. 

GI none 
Exons 



Seq. ID OJ991029_14.0229.C3 
Strand 
End 

Method 
End 
Score 



+ 

517 

TBLASTX: Maize 

517 

283 



10. .198, 14. .199, 15. .200, 16. .201, 176. .517, 200. .511 



Seq. No. 37990 Seq. ID OJ99102 9_14 . 0229 . C3 

Gene No. 78071 ■• ■ Strand + . . - • -..^ 

- Start;-. \ ' ' 1. . r.. ::-::\vr. • • v: ~ ■ . .r . : ^ - 

Name OJ99102 9_14 . 022 9 . C3 . ol . ts Method TBLASTX : Soybean 

■Start . '•;39- " ' — • ■ - ■ ■■ - ^ ■ E^d ' ' ' 4'99 " '* 

- GI". -. . ' none . ..' '\" ^ . 'Score'. 163: - - ' . . V 
Exons .39. .209, 83. .190, 266. .499 

Seq. -No. 37990 ■ '* - - Seq. ID ^ aJ991G29_14-. 0229 . 03 

Gene No. - 78071 ' * ' Strand + 

Start 1 End 517 

Name OJ991029_14 . 0229 . 03 . ol . tw Method TBLASTX : Wheat 

Start 48 End 451 

GI none Score 90 

Exons 48. .200, 275. .451, 334. .447 



Seq. No. 



37991 



Seq. ID OJ991029_14.0229.O4 
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Gene No. 


78072 


Strand 


+ 








Start 


315 


End 


1994 








Name 


OJ991029_14 . 0229 .C4 .ol .gs 


Method 


GENSCAN 








Start 


315 


End 


1994 








GI 


none 


Score 


. 61 








Exons 


315 , . 1994 












Seq. No. 


37992 


Seq. ID' 


OJ991029 


_14 


. 0229 


.C5 


Gene No. 


78073 


Strand 


+ 








Start 


76 


End ' 


1690 








Name 


dJ991029 14.0229.C5.ol.np 


Method 


AAT/NAP 








Start 


76 


End 


1690 








GI 


5852093 


Score 


54 








Exons 


76. .137, 1454. .1568, 1639.. 


1690 










GI Descrip. 


{AL117264) zwhie.l [Oryza sativa] 










Seq. No. 


37993 


Seq. ID 


OJ991029 


_14 


.0229 


C6 


Gene No. 


78074 


Strand 










Start 


5382 


End 


5594 








Name 


OJ991029 14.0229.C6.o2.gs 


Method . 


GENSCAN 








Start 


5382 


End 


5594 








.GI....... 


^ _none ^ \. 


^Scpre, 


, ..^91 









Exons. . . - . „ 


^ ~5 3 8 2 5 5 9,4 f T' . : " T . '\ 








.... 




Seq. No. 


37994 


Seq. ID 


OJ991029_ 


_14 


.0229 


C7 


Gene No. 


78075 


Strand 


+ 








Start 


21 


End 


842 








Name 


OJ991029 14.0229.C7.ol.gs 


Method 


GENSCAN 








Start 


21 


End 


842 








GI 


none 


Score 


.73 








Exons 


21. .105, 781. .842 












Seq. No. 


37995 


Seq. ID 


OJ991029_ 


_14 


.0229 


C8 


Gene No. 


78076 


Strand 


+ 








Start 


31 


End 


5062 








Name 


OJ991029 14.0229.C8.ol.gs 


Method 


GENSCAN 








Start 


31 


End 


1061 








GI 


none *■ 


Score 


.76 








Exons 


31. .181, 589. .744, 916. .1061 










Seq. No. 


37995 


Seq. ID 


OJ991029_ 


_14 


. 0229, 


C8 


Gene No . 


78076 . 


Strand 


+ .- . . ' 








Start • ; ■ - 




- - End ; 


5062 - - 








Name 


OJ991029 14.0229.C8.bl.np' 


Method 


AAT/NAP 








Start" ' 


'-•409 - • - ■ ■ 


■ End ■ 


573 








GI 


4416301 . 


Score 


83 ■ 








Exons 


409. .573 












GI Descrip. 


{AF105716) gag protein [Zea 


mays] 










Seq . No .' ' 


37 995 


Seq. ID 


OJ991029 


14 


. 0229 . 


C8 


Gene No. 


78076 


Strand 


+ 








Start 


31 


End 


5062 








Name 


OJ991029 14.0229.C8.o2.np 


Method 


AAT/NAP 








Start 


583 


End 


4990 








GI 


3645899 


Score 


1887 








Exons 


583. .2044, 2156. .2474, 4946 


. .4990 











GI Descrip. (U68408) 5' end not determined experimentally [Zea mays] 
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Seq. No. 


37995 


Seq. ID 


' OJ991029_14.0229.C8 


Gene No. 


78076 


Strand 


+ 


Start 


31 


End 


5062 


Name 


OJ991029 14 .0229.C8.o3.np 


Method 


AAT/NAP 


Start 


638 


End 


5062 


GI 


6063554 


Score 


322 


Exons 


638. .658, 3080. .3421, 3559. .3750, 4222. .4249, 4888. .5062 


GI Descrip. 


(AP000615) ESTs AU075609 (C6334 4 ) , C7 18 


50 (E04 64) ,098 611 (E04 64) 




correspond to a region of the 


predicted gene.; hypothetical 




protein [Oryza sativa] 






Seq. No. 


37995 


Seq. ID 


OJ991029 14. 0229. C8 


Gene No. 


78076 


Strand 


+ 


Start 


31 


End 


5062 


Name 


OJ991029 14 .0229.C8.o2.gs 


Method 


GENS CAN 


Start 


1401 


End 


2486 


GI 


none 


Score 


.83 * 


Exons 


1401. .2486 






Seq. No. 


37995 


Seq. ID 


OJ991029_14 . 0229.C8 


Gene„. No. 


,,7 807 6 


_Strand_ 


. + , . . ■ - 


Start..;. 


..,3.1 ;. .J 


..!End.„.,..: 


'5062 


Name 


OJ991029 14 .0229.C8.ol.gp 


Method 


AAT/GAP 


Start 


4468 


End 


4902 


GI 


2428185 


Score 


580 


Exons ■ 


4468. .4902 






GI Descrip. 


5852170/emb|AL117265. 1 IOST178 


04 l.Oe- 


177 Oryza sativ^ 




indica {GLA4 ) genomic DNA, chromosome 


4, BAG clone:tl7804 


Seq. No. 


37995 


Seq. ID 


OJ991029_14 .0229.08 


Gene No. 


78077 


Strand 


+ 


Start 


5434 


End 


5706 


Name 


OJ991029 14.0229.C8.o2.gp . 


Method 


AAT/GAP 


Start 


5434 


End 


5706 


GI 


61605 1.R1084 


Score 


466 


Exons 


5434. .5706 






GI Descrip. 


'585217 0/emb|AL117265. 1 I0ST17: 


804 l.Oe 


-137 Oryza sativa 




indica (GLA4) genomic DNA, chromosome 


4, BAG clone: tl7804 ' 


Seq. No. 


37995 


Seq. ID 


OJ991029_14.0229.O8 


Gene No.. 


78078 . • * . 


Strand - 


-f . ■ . .- _ • . . _ 


Start"- ' 


' 6303"^ . -., - ^ vv.-r 


' End 


■- ri4 98 - --/--"-'y -^^'- 


Name 


OJ991029 14.0229.C8.o4.np 


Method 


AAT/NAP 


Start/" 


6303-^' ' ■ ■ • ' . ■ " 


'■End'' • 


-"114 98 : ' -f^--'^^ • 


GI . ' 


4680179 . • . 


Score 


748 : 


Exons 


6303. .7371,. .11438. .11498 






GI Descrip. 


(AF111709) polyprot'ein [Oryza 


sativa . 


subsp. indica] 


Seq. No: 


37995 


Seq. ID 


^ OJ991029_1'4.0229.C8 


Gene No. 


78078 


Strand 


+ 


Start 


6303 


End 


11498 


Name 


OJ991029 14 .0229.C8.o5.np 


Method 


AAT/NAP 


Start 


6527 


End 


. 10031 


GI ■ 


6063554 


Score 


107 


Exons 


6527. .6586, 8093. .8387, 8505. 


.8699, 10012. .10031 


GI Descrip. 


(AP000615) ESTs AU075609 (063344) , C71850 (E0464 ), C98611 (E0464 ) 



37635 




correspond to a region of the predicted gene.; hypothetical 





protein [Oryza sativa] 










Seq. No. 


37995 






Seq. ID 


OJ991029_14.0229. 


C8 


Gene No. 


78078 






Strand 






Start 


6303 






End 


11498 




Name 


■ OJ991029 14 


.0229.C8.o4 . 


gs 


Method 


GENSCAN 




Start 


8544 






End 


11118 




GI 


none 






Score 


. 4 Z 




Exons 


8544. .8605, 


9165. .9289, 


10450 


. . 10783 , 


10806 . . 11118 




Seq. No. 


37995 






Seq. ID 


OJ991029_14.0229. 


C8 


Gene No. 


78079 






Strand 






Start 


9346 






End 


12526 




Name 


OJ991029 14 


.0229.C8.o3. 


tm 


Method 


TBLASTX: Maize 




Start 


834 






End 


1228 




GI 


none 






Score 


134 




Exons 


834. .953, 951. .1166, 951. .1049, 958. .1098, 959. .1165, 






1034 . . 1216, 


1046. . 1228, 


1051. 


.1227 






Seq. No. 


37 995 






Seq. ID 


OJ991029_14 .0229. 


C8 


Gp,ne._No..: , 


7807 9„__ 






. St.randL„, 






Start 


-9.34 6 _ . 






"End 


.12526 ^ 




Name 


OJ991029__14 


.0229.C8.ol. 


tw' 


Method 


TBLASTX: Wheat 




Start 


993 






End 


1565 




GI 


none 






Score 


87 




Exons 


993 . . 1058 , 


995. .1054, 1061. .1240, 1069 


. .1221, '1252. .1278, 




1258 . . 1479, 


1280. .1477, 


1491. 


.1565, 1493.. 1564 




Seq. No. 


37995 






Seq. ID 


OJ991029_14.0229. 


C8 


Gene No. 


78079 






Strand 






Start 


9346 






End 


12526 




Name 


OJ991029 14 


.0229.C8.ol. 


tm 


Method 


TBLASTX:Maize 




Start 


1228 






End 


1922 




GI 


none 






Score 


101 




Exons 


1228. .1302, 


1229. .1300, 


' 1300. 


.1476, 1301. .1477, 1484. .1795 




1486. .1614, 


1491. .1922, 


1493. 


.1879, 1503. .1916 




Seq. No. 


37995 






Seq. ID 


OJ991029_14.0229. 


C8 


Gene No. 


78079 






Strand 






Start 


9346 






End 


12526 




Name . 


OJ99102.9; 14 


. 0229.C8-.o3. 


ts 


Method 


TBLASTX: Soybean, . 




Start " V 


: 1271 'r'- . -, 






End' 


• 14-88 - ' - 




GI 


none 






Score 


183 




Exons 


127i . .1'4 74-, 


"'1279.M'488 










Seq. No. 


37995 






Seq. ID 


OJ991029_14.0229. 


C8 


Gene No. 


78079 






Strand 






Start 


: 9346 






End 


12526 




Name 


OJ991029 14 


.0229.C8.o2. 


ts 


Method 


TBLASTX : Soybean 




Start 


1491 






End 


1871 




GI 


none 






Score 


181 




Exons 


1491. .1721, 


1493. .1600, 


1770. 


.1871 






Seq. No. 


37995 






Seq. ID 


OJ991029_14.0229. 


C8 


Gene No. 


78079 






Strand 






Start 


9346 






End 


12526 





37636 




Name 


OJ991029_14 


. 0229 . 


C8 . o4 . 


tw 


Method 


TBLASTX: Wheat 




Start 


1653 








End 


1913 




GI 


none 








Score 


91 




Exons 


1653 . . 1721, 


1730 . 


IOTA 

. 1879, 


1755 


..1892, 1767. .1913 




Seq. No. 


37995 








Seq. ID 


OJ991029_14.0229 


.C8 


Gene No. 


78079 








Strand 


- 




Start 










End 


12526 




Name 


OJ991029 14 


A O A A 

. 0229 . 


O O A A 
Co . Ol . 


tm 


Method 


TBLASTX: Maize 




Start 


2202 








End 


2471 




GI 


none 








Score 


Oft D 




Exons 


2202 . .2471, 


A O O 

223o . 












Seq. No. 


O T Q Q C 








Seq. ID 


OJ991029__14.0229 




Gene No. 


78079 








Strand 






Start 


9346 








End 


12526 




Name 


ojyyiuzy i4 


A o O Q 


Co . Oi . 


4- f 
L S 


Method 


TBLASTX: Soybean 




Start 


2264 








End 


2474 




GI 


C IT A Pi O /" A 

5509260 








Score- 


226 




Exons 


2264 . . 2473, 


2265 . 


.2474 










GI Descrip. 
















S.e;q...,No..._^_. ... 




-r' ' - 




. 


._..S.eq.. . ID„ 


0 J.9'9 1 62""0 4 .T2J.9...C.8. 


Gene' No. 


78079 








Strand ' 






Start 


934 6 








End 


12526 




Name 


OJ991029_14 


. 0229 . 


Co . o3 . 


tw 


Method 


TBLASTX: Wheat 




Start 


6422 








End 


6604 




GI 


none 








Score 


185 




Exons 


/"jIAO y"/"Ajl 

6422 . . 6604 , 


6424 . 


. 6603 










Seq. No. 


37995 








Seq. ID 


OJ991029_14.0229 


.C8 


Gene No. 


78079 








Strand 






Start 


A O /I 

934 6 








End 


12526 




Name 


OJ991029_14 


. 0229 . 


C8 . o2 . 


tw 


Method 


TBLASTX: Wheat 




Start 


6656 








End 


6952 




GI 


none 








Score 


287 




Exons 


^ /~ r' /~ /^PVI~A 

6656. . 6952, 


6679 . 


.6849 










Seq. No. 


37995 








Seq. ID 


OJ991029_14.0229 


.C8 


Gene No. 


78079 








Strand 






Start 


934 6 








End 


12526 




Name . 


OJ991029- 14 


.0229 . 


C8-. o4.. 


tm 


Method 


TBLASTX: Maize 




Start-;- ' ; 


665 6* ' ; / ■ 








*" End 'V 


• 6952' - 




GI 


none 


■; / ■ ■ - 






Score 


245 ' ' 




'E>ioH3* ' 


6656. . 6952, 


6679'. 




■ /-A A-yl- 

6884 


;i'6952^" 






Seq. No . 


o T o n c 








Seq. ID 


Oj99102 9_14 . 0229 


.C8 


Gene No. 


78079 








Strand 






Start 


9346 








. End 


12526 ' 




Name 


OJ991029 14 


.0229. 


C8.o6. 


np 


Method 


AAT/NAP- ^ 




Start 


9346 








End 


12526 




GI 


6063554 








Score 


175 




Exons 


9346. . 9517, 


10585 


1. .10629, 10714. .11075 


, 12447. .12526 





GI Descrip. (AP000615) ESTs AU075609 (C63344 ) , C7 1850 (E04 64 ) , C98 611 (E04 64 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



37637 



Seq. No. 


37995 


Seq. ID 


OJ991029_ 


_14, 


.0229. 


.08 


Gene No. 


78079 


Strand 










Start 


9346 


End 


12526 








Name 


OJ991029_14 . 0229.C8 .o5 .gs 


Method 


GENSCAN 








Start 


11750 


End 


11854 








GI 


none 


Score 


. 4 








Exons 


^^^^^ ^-i^^ji 

11750 . . 11854 












Seq. No. 


37995 


Seq. ID 


OJ991029_ 


14 , 


. 0229 , 


. 08 


Gene No. 


78079 


Strand 










Start 


9346 


End 


12526 








Name 


OJ991029 14.0229.C8.o7.np 


Method 


AAT/NAP 








Start 


11922 


End 


12526 








GI 


6721559 


Score 


295 








Exons 


11922. .12057, 12086. .12526 












GI Descrip. 


(AP001073) hypothetical protein [Oryza 


sativa] 










gil 6815084 Idbj |BAA9037 0.1| 


(AP001081) 


hypothetical 


protein 




[Oryza sativa] 












Seq. No. 


37996 


Seq. ID 


OJ991029_ 


_14, 


.0229. 


,09 


Gene No. 


'78080 


Strand 










,„ Start 


942 - . . - ™ 


Epd_^__ 


_i714^__ 








fj. „ Name , 


. .6.J9'910i,9. li. Q225.. cX.oi..,.np. 


1, . Method,™ 


,.AAT./NAP„. 








" start 


947 


End 


1714 










4680183 


Score 


172 








Exons 


947. .1036, 1644. .1714 












ly GI Descrip. 


(AF111709) gag-pol protein 


[Oryza sativa subsp. 


indica] 




E3 

[J Seq. No. 


37997 


Seq. ID 


OJ991029_ 


14. 


.0229. 


,010 


=^ Gene No . 


78081 


Strand 


+ 








If. Start 


1 


End 


144 








^ ^ Name 


OJ991029 14.0229.C10.ol.gp 


Method 


AAT/GAP 








= Start 


1 


End 


144 








C3 GI 


61605 1.R1084 


Score 


249 








Exons 


1. .144 












il GI Descrip. 


'5852170/emb|AL1172 65.1 IOST17804 l.Oe- 


137 Oryza 


sativa 





indica {GLA4) genomic DNA, chromosome 4, BAO clone : tl7804 ' 



Seq. No. 
Gene No. 
Start 
Name ■ 
: Start - 
GI ■ - 



37997 
78082 
62 

OJ99102 9-_14 .^022 9.C10.ol.gs 

-'6-2 -7 J--:; /f -' 

none ' ' ■ • ' 

62:*v4^68^^"-^"''^'"'^ ' ■ 



Seq, ID OJ991029_14. 0229. 010 

Strand + 

End 780 

Method GENSOAN^ 

; En&--r~^r'' 468; ■ " -\ irrf - ■ ' 

Score : 5'6 ■ 



Seq. No. 37997 . 

Gene No. ■ 78082 

Start * *■ ' 62 

Name ' ■OJ991029_14-. 0229 . 010 . ol . np 

Start 146 

GI 6630685 

Exons 146.. 780 

GI Descrip. (AP000969) Similar to copia-type pol polyprotein. (AF105716) 
[Oryza sativa] 



Seq. ID * OJ991029_14. 0229. 010 

Strand + 

End 780 . 

Method" AAT/NAP 

End 780 

Score 879 



Seq. No. 



37997 



Seq. ID OJ991029_14. 0229. 010 



37638 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
Start 

. Expjns ....^ 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 
.GI 

Exons 



78082 Strand 

62 End 
OJ991029_14. 0229. CIO. ol.tc Method 

148 End 

none Score 

148. .429, 153. .410 

37997 Seq. ID 

78082 Strand 

62 End 
OJ991029_14. 0229. CIO. ol.ts Method 

157 End 

5509260 Score 

157. .546, 165. .548, 166. .546 



37997 Seq. ID 

78082 Strand 

62 End 

OJ991029_14 . 0229.C10.ol. tw Method 

186 ■ End 

n on e „, . ^ : ^. , ;_ ; :. Score. 

4 8.6 5.18^,... „i£7,.., .3.3.4,,: i'8_9^.., 5'2i. . . „ 

37997 Seq. ID 

78082 Strand 
62 End 
OJ99102 9_14 .0229. CIO. ol.tm Method 
208 End 
none Score 
208. .675, 210. .674 

37998 Seq. ID 

78083 Strand 
81 End 
OJ991029_14 .0229.Cll.ol.gs . Method 
81 End 
none Score 
81. .536 



+ 

780 

TBLASTX: Cress 

429 

218 



OJ991029_14. 0229. CIO 
+ 

780 

TBLASTX : Soybean 

548 

487 



OJ991029_14 .0229. CIO 
+ 

780 

TBLASTX: Wheat 
534 

100 ■■- 



OJ991029_14 .0229. CIO 
-f 

780 

TBLASTX: Maize 

675 

651 



OJ991029_14 .0229.C11 
536 

GENSCAN 

536 

.86 



Seq. No. 
Gene. No. 
Start. /: 
Name' . ' 

GI " 
Exons 



37999 
7808:4 
''4'95"- 

OJ99102 9_14 .0229.C12.oi:gs 
'"4"95 
none.' 
495... 953 



Seq. ID 
Strand 

--'End;;---- 
Method 
■""■^^■"^"'lElncr-'^'''-"" 
\ Sdofe ' 



OJ991029_14 .0229.C12 
+ 

GENSCAN " ■ ■ - • 

:-98 * . 



Seq. No. 38000 

Gene No. ' ' 78085 

Start 1 

Name OJ991029_14 . 0229 . C14 . ol . gp 

Start 1 

GI 15861_1.R1P8^:. •.' 

Exons 1..203 

GI Descrip. '3738309 2.0e-72 (AC005309) unknown protein [Arabidopsis 
thaliana] ' 



Seqv ID • OJ991029_14 .0229.C14 
Strand ' + " - * 

End 203 
Method AAT/GAP 
End 203 
Score 248 



37639 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



38000 
78086 
1 

OJ991029_14. 0229. 014. ol.np 
1 

3738309 
1. .235 

(AC005309) unknown protein [Arabidopsis thaliana] 



Seq. ID OJ991029_14 .0229.C14 
Strand 

End 235 

Method AAT/NAP 

End 235 

Score 92 



38000 
78087 
1586 

OJ991029_14.0229.C14.ol.tm 
29 

none 



Seq. ID OJ991029_14 .0229.C14 
Strand 

End 2986 

Method TBLASTX: Maize 

End 213 

Score 72 



29. .82, 29. .82, 77. .118, 87. .113, 112. .213, 113. .208 



Seq. No. 38000 

Gene No. 78087 

Start 1586 

Jiame;, G J 9 91 0,2.9^1 4 .: 0 2 JiLXJJ.. o I-J^w^ 

7s^t'ar.t... . .,..32-, , End,_ 

GI .none Score 

Exons 32.. 97, 32.. 82, 103.. 213, 104.. 208 



Seq. ID OJ991029_14.0229.C14 
Strand 

End ■ 2986 

Method TBLASTX: Wheat 



.21,3- 
82 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No'. 

"Gefte-^6^-^""'^' 
Start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
Start 



38000 
78087 
1586 

OJ991029_14.022 9.C14.o2.np 

1586 

6907086 



38001 
78088 
465 

OJ991029_14.0229.C15.ol.gs 

465 

none 

465. .474, 881. . 954 - 



38001 

0. J991029_14..0229.C15.ol.np. 
1 • ■ 

',6907a88 . 

1. .88, 264. .401 - 
(AP001129) hypothetical protein [Oryza sativa] 



Seq. ID 


OJ991029 


Strand 




End 


2986 


Method 


AAT/NAP 


End 


2986 


Score 


755 


2085, 2306.. 2552, 


.n [Oryza 


sativa] 


Seq. ID 


OJ991029 


Strand 


+ 


End 


954 


Method ' 


GENSCAN 


End 


954 


Score 


. 91 


S'eqi id' 


0*J99r62 9 






'End - 


4o:i . 


Method 


AAT/NAP 


End 


401 ■ 


Score 


326 



.2986 



38001 
78090 
1179 

OJ991029_14. 0229. 015. o2.gs 
1179 



Seq. ID OJ991029_14 .0229.015 
Stranci 

End 2325 

Method GENSOAN 

End 2325 



37640 




GI 


none 






Score 




Exons 


1179 . . 1283, 


Ibob . . 1 /^D, 


1 937 . 


O "3 O C 




Seq. No. 


"5 o r\ r\ o 

38002 






beq. IJJ 


uj y y luz y 


Gene No. 


78091 






strand 




Start 


1319 






End 


1383 


Name 


OJ991029 14 


.0229.C16.ol 


gs 


Method 


GENSCAN 


Start 


1319 






End 


1383 


GI 


none 






Score 


.66 


Exons 


1319. . 1383 











Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

_Ge ne„-_No^ 
"start . 

Name 

Start 

GI 

Exons 



38003 Seq. ID 

78092 Strand 

1 End 

OJ991029_14 .0229.C17 .ol.np Method 

1 End 

5902381 Score 
1..19, 253. .406 

(AC009322) Similar to DNAJ proteins [Arabidopsis thaliana] 



OJ991029_14.0229.C17 
-f 

406 

AAT/NAP 
406 
50 



38003 

,78.093,: ,_.w.„^:;- 

.iio's. j" 

OJ99102 9_14 . 022 9.Cl7.ol.gs' 

1105 

none 



Seq. ID OJ991029_14. 022.9. C17 

.^t r a nd .^^ _...: + _ _ 

..End .... .4B17_. . 

Method GENSCAN 

End 4 697 

Score .87 



1105. .1404, 1413. .1536, 1956. .2169, 3218. .3643, 3803. .4697 



Seq. No. 


38003 


Seq. ID 


OJ991029_14.0229.C17 


Gene No. 


78093 


Strand 


+ 


Start 


1105 


End 


4817 


Name 


OJ991029 14.0229.C17.o2.np 


Method 


AAT/NAP 


Start 


1105 


End 


4817 


GI 


5732053 


Score 


1465 


Exons 


1105. .1545, 1956. .2145, 2625. 


.2743, 3266. .3643, 3803. .4361, 




4416. .4817 






GI Descrip. 


(AF149414) contains similarity to Pfam 


family PF00145 (C.-5 


cytosine-specif ic DNA methylase) ; score 


;=10.4. E=0.051, N=l 




[Arabidopsis thaliana] 






Seq. No. 


38004 


Seq. ID 


OJ991029_14.0229.C18 


Gene No. 


■ 78094 . . 


Strand 


+ - 


Start; > 


' -655- • - — - 


: End . 


959^ r:--::y - • — ;• 


Name " ' 


OJ991029"14.0229.Cl-8.'6i-.gs'"^'' ' 


Method' 


GENSCAN ' ■ * * • 


■'StSrflEf' 




""EM ''^"'•"'''^^ 




jgi^: \ . ^ 


1- none.:-"'' ■ ' : ^. - - ; / 


Score . - ^ 


.88- 


Exons 


655.. 761, 8.59.. ,959. 






Seq. No. 


38004 


Seq. ID 


OJ991029_14 .0229.C18 


Gene No. 


78094- ' 


Strand 


+ ' ■ ' " 


Start 


655 


End 


959 


Name 


OJ991029 14. 0229. C18. ol.np 


Method 


AAT/NAP 


Start 


655 


End 


797 


GI 


5732053 


Score 


72 


Exons 


655. .797 






GI Descrip. 


(AF149414) contains similarity to Pfam 


family PF00145 (C-5 



cytosine-specif ic DNA methylase) ; score=10.4. E=0.051, N=l 



37641 



[Arabidopsis thaliana] 



Seq. No. 


38004 






Seq. ID 


OJ991029 14.0229.C18 


Gene No. 


78095 






Strand 




Start 


1389 






End 


2946 


Name 


OJ991029 14 


.0229.C18.o2 


. tm 


Method 


TBLASTX : Maize 


Start 


722 






End 


967 


GI 


none 






Score 


51 


Exons 


722.. 763, 725.. 763, 857 


. . 964 , 


858 . . 965, 


860 . . 967 


Seq. No. 


38004 






Seq. ID 


OJ991029_14 .0229.C18 


Gene No. 


78095 






Strand 




Start 


1389 






End 


2946 


Name 


OJ991029 14 


.0229.C18.ol 


.gp 


Method 


AAT/GAP 


Start 


1389 






End 


2935 


GI 


237 1.R1084 






Score 


1689 


Exons 


1389. .1717, 


1806. .1905, 


2133. 


.2260, 234 


8. .2515, 2586. .2698, 




2783. .2935 










GI Descrip 


• 1705734/spl P53683ICDP2 


ORYSA 


O.Oe+00 CALCIUM-DEPENDENT PROTEIN 




KINASE, ISOFORM 2 (CDPK 


2) >gi 1362176 


pir S56652 probable 




calcium-dependent protein kinase (clone 


0SCPK2) - . rice 


— 


: >aL587J98^ 


enyb__^CM.52157, 


_ . 1X8J,3.94^),. c^JLcium-^ 


- 


■ Xlna ae., ^ [.Or yza,^ sat i vaj. / . . 








Seq. No. 


38004 






Seq. ID 


OJ991029_14.0229.C18 


Gene No. 


78095 






Strand 




Start 


1389 






End 


2946 


Name 


OJ991029 14 


.0229.C18.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


1396 






End 


2946 


GI 


none 






Score 


53 


Exons 


1396. .1443, 


1468. .1515, 


1474 . 


.1515, 1499. .1555, 1608. .1682, 




1613. .1648, 


1659. .1715, 


1685. 


.1717, 1686. .1718, 1806. .1910, 




1806. .1904, 


1813. .1908, 


2220. 


.2261, 2222. .2260, 2346. .2516, 




2348. .2533, 


2349. .2516, 


2417. 


.2476, 2580.. 2678, 2580.. 2678, 




2581. .2679, 


2581. .2685, 


2676. 


.2726, 2778. .2936, 2781.. 2936, 




2785. .2943, 


2785. .2946 








Seq. No. 


38004 






Seq. ID 


OJ991029_14 .0229.C18 


Gene No. 


78095 






Strand 




Start 


1389 






End 


2946 


Name 


OJ991029 14 


.0229.C18.o2 


.gs 


Method 


GENSCAN 


Start 


164 0 






End 


2935 . . . 




' none ' • 






~*Score; 


":87 :- - ~ ' - - 


Exons 


164 0. .1717, 


1806. :i928. 


234 8. 


.2515, 258-6.. 2737, 2783. .'2935 ' " 


. Seq . No.. - -. " 








•Seq.. -iD. - 


OJ99102-9_.14.. 022:9.. C18/. ^ . 


Gene No. 


78095 






Strand 




Start • 


1389 






End 


294 6 . . 


Name 


OJ991029 14 


.0229.C18.o2 


.np 


Method 


AAT/NAP 


Start" ■ 


164 3 






End 


2935 - ■ ' ■ ' 


GI 


1705734 






Score 


922 


Exons 


1643. .1717, 


1806. .1905, 


2133. 


.2260, 234 


8. .2515, 2586. .2698, 



2783. .2935 

GI Descrip. CALCIUM-DEPENDENT PROTEIN KINASE, ISOFORM 2 (CDPK 2) 

gi I 1362176 Ipir I I S56652 probable calcium-dependent protein kinase 
(clone 0SCPK2) - rice gi | 5874 98 | emb | CAA57 157 j (X81394) 
calcium-dependent protein kinase [Oryza sativa] 



37642 



# 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



38004 
78095 
1389 

OJ991029_14 .022 9.C18 .ol.tc 
1685 



OJ991029 14.0229.C18 



none 
1685. 
2222. 
2349. 



Seq. ID 
Strand 
End 

_ Method 

End 
Score 

1717, 1686. .1718, 1800. .1910, 1806. .1904, 2220. .2261, 
2260, 2346. .2474, 2347. .2499, 2348. .2503, 2348. .2533, 
2516, 2580. .2678, 2581. .2679, 2600. ,2683, 2639. .2683, 



2946 

TBLASTX: Cress 

2946 

47 



2677. .2697, 2778.-2933, 2781. .2936, 2785. .2943, 2800. .2946 



38004 
78095 
1389 
OJ99102 
1685 
none 
1685. 
1806. 
2347. 
-2422. 
. 2.6.7 6... 



Seq. ID OJ991029_14.0229.C18 
Strand 

End 2946 
Method TBLASTX : Soybean 
End 2931 
Score 47 

.1720, 1805. .1906, 1806. .1910, 
.2261, 2222. .2260, 2346. .2516, 
.2533, 2349. .2516, 2417. .2476, 
517^,. 2580^.^. 2 67 8, ,..,2 580. .2678, .2581. .2679/ ,2594. ..2683,^ 
7^2 6,, i7i8... 2 930, ...27.81.. .29.3,0, .2785.. .-293.1, 



9 14.0229.C18.ol.ts 



717, 1686. .1718, 1688. 
904, 1813. .1908, 2220, 
376, 2347. .2517, 2348. 



38005 Seq. ID 

78096 Strand 

5464 End 

OJ99102 9_14 .022 9.C19.o2.gs Method 

5464 End 

none Score 



OJ991029_14.0229.C19 
+ 

14736 
GENSCAN 
14179 
.42 



5464. .5649, 7294. .7390, 7407. .7505, 8561. .9009, 9452. .9553, 
9675. .9862, 9886. .10108, 10162 .. 11175 , 1138 6 .. 11 635 , 
11671. .11827, 11980. .12044, 12050 .. 12215 , 124 11 .. 12568 , 
12696. . 14179 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GT bescrip . 



OJ991029_14.0229.C19 
+ 

14736 
AAT/NAP 
14736 
482 



38005 Seq. ID 

78096 . Strand 
54 64 End 
O J9 91 02 9_1 4 . 02 29 . CI 9 . o3 . np Method 
11098 End 
6069646 Score 
11098. .11127, 13897.. 14736 - 

'{ A PP 00 616 ) ; s i m i 1 a r ' t o pu t a t i ve'' r e vex s e "t r a n s c ri p t a s e (AC 0 0'5;3 1 5;) 
JOryz'a sativa] ' gi |*6907il2 | dbj | BAA_90639_^ i | J{APO"o 112 9 )• " Similar to 
Arabldbpi'si^" tiMTiaha"-""^^^ "i I '''Mc:; ;"F9bT3*^''ge'n"OiTili:'' '"S 

putative... non-LTR^ ret roe Lement- reverse transcr*ip.t.a-se 4 AC*0 0-6.2-4 8).. 
[Oryza sativa] .. .. 



Seq. No. 


38005 ■ 


Seq. ID 


OJ991029_14.0229 


.C19 


Gene No. ' 


■78097 • • 


- Strand 






Start 


1 


End 


11077 




Name 


OJ991029 14 .0229.C19.ol. 


gp Method 


AAT/GAP 




Start 


1 


End 


2794 




GI 


237 1.R1084 


Score ■ 


1930 




Exons 


1..132, 1617.. 2400, 2692 


. .2794 






GI Descrip. 


' 1705734 /sp 1 P53683ICDP2 


ORYSA O.Oe+00 


CALCIUM-DEPENDENT 


PROTEIN 



KINASE, ISOFORM 2 {CDPK 2) >gi 1362176 pir S56652 probable 



37643 




calcium-dependent protein kinase (clone 0SCPK2) - rice 
>gi_5874 98_emb_CAA57157_ (X81394) calcium-dependent protein 
kinase [Oryza sativa] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



38005 Seq. ID OJ991029_14 . 0229 . C19 

78097 Strand 

1 End 11077 

OJ991029_14 .0229.019. ol.np Method AAT/NAP 

1 End 2334 

1705734 Score 1422 

1..132, 1617. .2334 

CALCIUM-DEPENDENT PROTEIN KINASE, ISOFORM 2 (CDPK 2) 
gi 1 1362176 I pir M S56652 probable calcium-dependent protein kinase 
(clone 0SCPK2) - rice gi | 5874 98 | emb | CAA57157 | (X81394) 
calcium-dependent protein kinase [Oryza sativa] 



Seq. No. 
Gene No. 
Start 
Name 
Start 

GI 

,.Exon& 



38005 
78097 
1 

OJ991029_14.0229.C19.ol.ts 

17 ' 
, none 



Seq. ID OJ991029_14 .0229.C19 
Strand 

End 11077 

Method TBLASTX : Soybean 

End 2262 

Score. .„ ..136 



a 7...... 13 a,-. 18.. 13.4,.. 21 ...134^ .,L607 ... 2125.,.,.16,03 ....212A/ ZD27..,...2125., . 

2200.. 2262, 2203.. 2256 ' ' . ......... 



Seq. No. 38005 
Gene No. 78097 
Start 1 

Name OJ991029_14 . 0229 . C19 . ol . tm 

Start 17 
GI none 

Exons 17. .133, 17. .133, 18. .134, 1^ 

1606. .1713, 1608.. 1727, 1609. 
1639. .2124, 1640. .2179, 2144. 
2209.. 2337, 2209.. 2337, 2211. 
2339. .2398 



Seq. ID 
Strand- 
End 

Method 
End 
Score 
..134, 18 



OJ991029 14.0229.C19 



11077 

TBLASTX: Maize 
2398 
162 

.134, 1598. .1711, 
1710, 1616. .1726, 1637. .2125, 
2197, 2145. .2210, 2170. .2307, 
2339, 2240.. 2338, 2323.. 2370, 



Seq. No. 38005 

Gene No. 78097 

Start 1 

Name OJ991029_14 . 0229 . C19 . ol . tc 
Start • • 17 . ■ ■ . - 

GT" ' • - none" . - - • ' • - - . 

Exohs • 17. .133, JLS:. .134', 15'98. .21] 

■-Seq:!.'. iSIo. . v. 3^j0-0 5.- 1. 

Gene No. ' ' 78097 ■ : . ' 

Start 1 

Name . OJ991029_14 . 0229 . C19 . ol. gs 

Start 1617 • • - 

GI none 

Exons 1617.. 2334 

Seq. No. 38005 

Gene No. 78097 ''''' 

Start 1 

Name OJ991029 14 . 0229 . C19 . ol . tw 



Seq. ID 


OJ991029_14 .0229. 


.C19 


Strand 






End 


11077 




Method 


TBLASTX: Cress 




End- 


2124 - - 




Score- ' 


127- " - ■ 




1609. .2124 * 




Seq.-^ m 


, O J99l0.2.9-;:i.4:.0229., 


X1.9..1 


Strand 






End 


11077 




Method 


GENSCAN 




End 


2334 




Score 


.94 




Seq. ID 


OJ991029_14.0229. 


,C19 


Strand 






End 


11077 




Method 


TBLASTX: Wheat 





37644 




start 


1666 




End 


11077 




GI 


none 




Score 


185 




Exons 


1666. .1956, 1670. .1930, 169C 


..1953, 10997. .11077 




Seq. No. 


38005 




Seq. ID 


OJ991029_14.0229. 


.CI 9 


Gene No. 


78098 




Strand 






Start 


12979 




End 


13392 




Name 


OJ991029 14.0229.C19 


. o4 . tm 


Method 


TBLASTX: Maize 




Start 


12979 




End 


13249 




GI 


none 




Score 


133 




Exons 


12979. .13125, 13004. 


.13141, 


13145. .13249, 13171.. 13218 




Seq. No. 


38005 




Seq. ID 


OJ991029_14.0229. 


C19 


Gene No. 


78098 




Strand 






Start 


12979 




End 


13392 




Name 


OJ991029 14.0229.C19 


o2. tw 


Method 


TBLASTX: Wheat 




Start 


13072 




End 


13392 




GI 


none 




Score 


212 




Exons 


13072. . 13392, 13079. 


13375 








Seq. No. 


38005 




Seq. ID 


OJ991029_14. 022.9. 


C19 


Gene .No.. 


78099 _ _ 




.„.Stra.nd ^ 






atart -,. _ 


.13,4.51:. 




;_End.- J..:. - 






Name 


■ OJ991029 14 .0229.C19 


o3 . tm 


Method 


TBLASTX: Maize ■ 




Start 


13451 




End 


13885 




GI 


none 




Score 


371 




Exons 


13451. .13885, 13606. 


13689, 


13718. .13780 




Seq. No. 


38005 




Seq. ID 


OJ991029_14.0229. 


C19 


Gene No. 


78100 




Strand 






Start 


13970 




End 


14476 




Name 


OJ991029 14.0229.C19. 


o3 . tw 


Method 


TBLASTX: Wheat 




Start 


13970 




End 


14305 




GI 


none 




Score 


84 




Exons 


• 13970. .14110, 14123.. 


14305 








Seq. No. 


38005 




Seq. ID 


OJ991029_14.0229. 


C19 


Gene No. 


78100 




Strand 






Start 


13970 




End 


14476 




Name 


OJ991029 14.0229.C19. 


o2 . tm 


Method 


TBLASTX: Maize 




Start 


14051 




End 


14476 




GI ■ 


• none 




■ Score 


■437 . - 




Exons ■ ; 


\ ":' 14 05 1. ;. 144 7-3; ;1'4060 . . 


■14-4'>6-, : 


i-4230'.Vl4475-;/ *; ''V:"- " 




S^eq'.""i^b'/'* 






'"''Seq .'""ID - 


""0 J9 9 1 02"9 '14' .- a22 g':.i:2t)^- 


Gene^-No .-^1 


.:::7.8iol... .11^-. .-.1..: .■,.::*:.:/■: 




. - . Strand*/. - 






Start. 


" 1 ' . 




End/ 


'987 ' ' 




Name 


OJ991029 14.0229.C20. 


ol . np 


Method 


AAT/NAP 




Start 


1 




End 


987 




GI 


6069646 




Score 


376 




Exons 


1. .987 











GI Descrip. (AP000616) similar to putative reverse transcriptase {AC005315) 
[Oryza sativa] gi | 6907 112 | dbj | BAA90639 . 1 | (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



37645 




Seq. No. 


38006 


Seq. ID 


OJ991029 14.0229, 


C20 


Gene No. 


78101 


Strand 


+ 




Start 


1 


End 


987 




Name 


OJ991029 14 .0229.C20.o2.tm 


Method 


TBLASTXrMaize 




Start 


4 


End 


298 




GI 


none 


Score 


179 




Exons 


4. .183, 5. .184, 188. .298 








Seq. No. 


38006 


Seq. ID 


OJ991029_14 .0229. 


C20 


Gene No. 


78101 


Strand 


+ 




Start 


1 


End 


987 




Name 


OJ991029 14.0229.C20.ol.tm 


Method 


TBLASTX:Maize 




Start 


404 


End 


972 




GI 


none 


Score 


180 




Exons 


404. .610, 521. .610, 607. .702 


, 796. .909, 925. .972 




Seq. No. 


38007 


Seq. ID 


OJ991029 14.0229. 


021 


Gene No. 


78102 


Strand 


+ 




Start 


434 


End 


639 




Name 


OJ991029 14 .0229.C21.ol.gs 


Method 


GENSCAN 




Start 


434 


End 


639 




GI,_:_ 


„ jrione._, , . . ..^ .„ . , . 


Score 


_,J9. ^ „ 




^Exp.ns.... ...... . 


4 3^...r514.,^l^l'a..."«9^V '..^^^ 








Seq. No. 


38008 * 


Seq. ID 


OJ991029 14.0229. 


022 


Gene No. 


78103 


Strand 


+ 




Start 


369 


End 


675 




Name 


OJ991029 14.0229.C22.ol.gs 


Method 


GENSCAN 




Start 


369 


End 


675 




GI 


none 


Score 


.92 




Exons 


369. .457, 669. .675 








Seq. No. 


38008 


Seq. ID 


OJ991029_14.0229. 


022 


Gene No . 


78104 


Strand 






Start 


228 


End 


325 




Name 




Method 


AAT/NAP 




Start 


228 ~ ^' ■ 


End 


325 




GI 


5852084 


Score 


78 




Exons 


228.. 325 








GI Descrip. 


(AL117264) zwh0007.1 [Oryza 


sativa] 






Seq. No. 


38009.- ^ • ...... ^ .■ 


Seq.. , ID 


OJ991029_14 . 0229. 


023 


Gene No.' ' 


- 78105^/ ; ; . - ■ . ■ ' . ■ ~, 


'Strand" 






Start 




' End ^' ■ 


607 • 




"Name 


9 10 2S l'-'4 -.'0*2 2'9\'C2'3\ bl". np ' 


•"llethod * 






^Siart 




:.,.End 


.„607-.-.:. : ■ 




GI 


6498441. 


Score 


694 




Exons 


l.,607 








, GI De,scrip. 


(AP000815) EST g7278 6 {E2258 )" 


corresponds to a region of 


the 




predicted gene.; Similar to 


Sorghum bicolor Gypsy-Ty3 type 




retrotransposon RetroSorl. (AF098806) 


[Oryza sativa] 




Seq. No. 


38009 


Seq. ID 


OJ991029_14.0229. 


023 


Gene No. 


78105 


Strand 


+ 




Start 


1 


End 


607 




Name 


OJ991029 14 .0229.C23.ol.tw 


Method 


TBLASTX: Wheat 




Start 


326 


End 


604 





37646 



GI 

Exons 

Seq." No. 
Gene No. 
Start 
Name 
Start ' 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 
„Start,.„ 
^Name.. 

Start" 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq'. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 



none 

326. .604, 340. 



.603 



38010 
78106 
13 

OJ991029_14 .0229. 024. ol.tw 
13 

none 

13. .201, 17. .208, 18. .209 

38010 
78106 
13 

OJ991029_14 .022 9.C24 .ol. tm 
17 

none 

17. .187, 17. .184, 28. .195, 45, 

38011 
78107 

.8P.,_„ _ 

. 6jr99iQ29_14,....022i,.ci5,...Ql . qs,_ 

80 ' V ■■" . ■ 

none 

80. .228, 1851. .1895 

38011 
78108 
4318 

OJ991029_14 .0229. C25. ol.tw 
177 
none 

177. .404, 181. .429, 181. .402 

38011 
78108 
4318 

OJ991029_14 .0229.C25.ol.tm 
196 
none 

196. .390, 199. .387, - 2.12. . 394, 
1845.-. 1910,- 2009-. ■:2029, 2009. 
214 6V.2214,-_214 8. .2222, 2148 . 

38.011 :'\ ■ ' ' _* : 

78108 
4318- 

OJ991029_14 .022 9.C25.o2.gs 
4318 ■ 
none 

4318. .4376, 5111. .5154, 5806. 
7728.. 7922, 8543. .8633, 8909. 

38011 
78108 
4318 



Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



252 



OJ991029_14.0229.C24 
212 

TBLASTX: Wheat 

209 

184 



Seq. ID OJ991029_14 .0229.C24 
Strand 

212 

TBLASTX: Maize 
212 
209 



End 

Method 
End 
Score 
.212 



Seq. ID OJ991029_14.0229.C25 
Strand 

3nd_,_._ 18 95 . 

. Met hod. . 'Gmscm^: . „ 

End • 1895 
Score .57 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 
Strand 
End 

Method 
End 

Score ■ 



OJ991029_14 .0229.C25 
9864 

TBLASTX: Wheat 

429 

238 



OJ991029 14.0229.C25 



9864 

TBLASTX: Maize 
2222 
199 

.216.. 410, 216.. 389, 1845.. 1919 
;2029, ■2125.-.2154r 2i4 4 .'^ 2221^ • 
.2222 _ _ . • " ■ ' 

'Seq . ■ I D - '0 J9 9102 9 -_1 4 . 022 9 ;:c2 5 
Strand - . . ' 

End . 9864 
Method GENSCAN 
End- ' 9864 
Score . 57 

.5984, 6438. .6935, 7584. .7658, 
.9044, 9648. .9864 



Seq. ID 

Strand 

End 



OJ991029 14.0229.C25 



9864 



37647 



Name OJ991029_14 . 0229 . C25 . ol . np Method AAT/NAP 

Start 6540 End 9318 

GI 1708618 Score 41 

Exons 6540.. 6725, 9173.. 9318 

GI Descrip. NUCLEAR FACTOR NF-KAPPA-B PlOO SUBUNIT [CONTAINS: NUCLEAR FACTOR 
NF-KAPPA-B P52 SUBUNIT] gi 1407031 (UOOlll) NF-kB p52/pl00 
[Gallus gallus] gi | 738738 | prf | | 2001399A NF-kappa B plOO protein 
[Callus gallus] 



Seq. No. 


38011 


Seq.^ ID 


OJ991029 


14 . 0229 


C25 


Gene No . 


78108 


Strand 








Start 


4318 


End 


9864 






Name 


OJ991029 14.0229,C25.o2.np 


Method 


AAT/NAP 






Start 


6571 


End 


9017 






GI 


6063557 


Score 


161 






Exons 


6571. .6694, 8866. .9017 










GI Descrip. 


{AP000615) similar to dJ522J7. 


2 {Z988£ 


5) [Oryza 


sativa] 




Seq. No. 


38012 


Seq. ID 


OJ991029_ 


14.0229 


C26 


Gene No. 


78109 


Strand 


+ 






Start 


344 


End 


859 






,Name_. 


.._QJ 9 9 1 02 9„ _ll..,p 2,2 9^.^ C 2 6^pl, np,__ 


Met hod; _ 


AAT/NAP 






..S.tart., 1 


'.:344,. ....... : 


End„r. 


.85.9. _ 






GI 


6907106 


Score 


338 






Exons 


344 . .558, 624. .859 










GI Descrip. 


(AP001129) EST AU068291 {C12960) corresponds to a 


region 


of the 



predicted gene.; hypothetical protein [Oryza sativa] 



Seq. No. 


38012 


Seq. ID 


OJ991029_14 


.0229.C26 


Gene No. 


78110 


Strand 






Start 


272 


End 


2344 




Name 


OJ991029 14 .0229.C26.ol.gs 


Method 


GENSCAN 




Start 


272 


End 


2344 




GI 


none 


Score 


.52 




Exons 


272. .376, 475. .876, 1007.. 


1171, 2220. 


2344 ' 




Seq. No. 


38013 


Seq. ID 


OJ991029_14 


.0229.C29 


Gene No. 


78111 


Strand 


+ 




Start 


309 


End 


544 




Name 


OJ991029 14.0229.C29.ol.gs 


Method 


GENSCAN 




Start 


309 


End 


544 




GI - . 


■ - none • . - . , . 


. . Score - 


-47 ,. 




Exons ' " 


■ 309. .5-4'4- ■ -r 








•'S%qT-''Nc^'^'^''''- 


^-^-^^^Ol^"^'"'^"^^'^'''''^^'^"^ 


-'""--'^eqr'TD'" 




^0^^'9vC3"r 


Gene*.- No. - ^. 


". 78112 ... . : - 


. .Strand.-' 


' .+ ■ 




Start 


68 


End. 


. 2757.. - . 




Name 


OJ991029 14.0229.C33.ol.gs 


Method 


GENSCAN 




Start ' 


.68 . 


' End 


■ 2757^ 




GI ' 


none * * • - 


- ' Score 


.85 




Exons 


68. .172, 1078. .1167, 1243. 


.1444, 1526. 


.1612, 1697. 


. 1741, 




2439. .2613, 2708. .2757 








Seq. No. 


38014 


-Seq. ID 


OJ991029_14 


.0229.C33 


Gene No. 


78112 


Strand 


+ 




Start 


68 


End 


2757 




Name 


OJ991029 14.0229.C33.ol.gp 


Method 


AAT/GAP 





37648 



start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



..S.eq...„,No... 
'Gene No. 
Start 
Name 
Start 
GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name . 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 
Gene * No . ' 
Start '"^ 

Start' ■ : 
GI 

Exons 

Seq. No; 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1089 End 1575 

700853 Score 536 

1089. .1167, 1243. .1445, 1526. .1575 



38014 
78112 
68 

OJ991029_14 .0229.C33.ol.ts 

1339 

none 



Seq. ID OJ991029_14 .0229.C33 

Strand + 

End 2757 

Method TBLASTX : Soybean 

End 1807 

Score 105 



1339. .1446, 1379. .1447, 1511. .1609, 1528. .1617, 1529. .1618, 
1694. .1801, 1697. .1807, 1699. .1806 



38014 
78112 
68 

OJ991029_14 .0229. 033. ol.tc 

1358 

none 



Seq. ID OJ991029_14 .0229.033 

Strand + 

End 2757 

Method TBLASTX : Oress 

End 1992 

Score 109 



1358. .1447, 1360. .1446, 1528. .1617, 1532. .1618, 1690. .1827, 
1697.. 1828, 1954.. 1992, 1957.. 1977 



.38014 ^ ...^ , , 

78il2 ' 
68 

OJ991029_14 .0229.033. o2.tc 

1995 

none 



Seq.. ID . ..D.J99.1029._14...0229,.i:33- 

Strand +' 

End 2757 

Method TBLASTX : Oress 

End 2663 

Score 77 



1995. .2051, 1996. .2061, 2263. .2343, 2265. .2345, 2266. .2349, 
2438. .2626, 2439. .2639, 2646. .2663 



38015 
78113 
1 

OJ99102 9_14 .0229. 034. ol.gp 
1 

87330_1.R1084 
1..104, 214. .497 

'5852170/emb|AL117265.1|OST17804 l.Oe-177 Ory: 
indica{GLA4) genomic DNA, chromosome 4, BAG c2 



Seq. ID OJ991029_14.0229.C34 

Strand + 

End 2915 

Method AAT/GAP 

End 4 97 

Score 737 



304 ' 



-38015 

-'78113: ". ' j '": '/^' '. " /■*'."■ 

■ -1 ■ '* ; * 

■.21' ■•■ . ■ 

. none. 

21.. 104, 2399.. 248: ^^"^^ 



. Seq. ID OJ991029_14 . 0; !S.,'C34 

Strand/-' + " ' „ : ; 'K"; '"It: 

' End' ' 2915 ■ ' 
21, 2819. .2915 



Seq. ID OJ991029_14.0229.C34 

Strand + 

End 2915 

Method TBLASTX: Oress 

End 2855 

Score 93 

2226. .2312, 2228. .2311, 2396. .2482, 2416. .2475, 2591. .2722, 
2622.. 2699, 2787.. 2855 



38015 
78113 
1 

OJ991029_14 . 0229.034 .ol.tc 

2226 

none 



37649 



Seq. No. 38015 

Gene No. 78113 

Start 1 

Name OJ991029_14 . 0229 . C34 . ol . ts 

Start 2238 

GI none 

Exons 2238.. 2312, 2243.. 2311, 2391, 
2591. .2704, 2591. .2698 



Seq. ID OJ991029_14.0229.C34 

Strand + 

End 2915 

Method TBLASTX: Soybean 

End 2704 

Score 97 

.2477, 2396. .2482, 2396. .2539, 



Seq. No. 38015 . Seq. ID 

Gene No. 78114 Strand 

Start 2853 End 

Name OJ99102 9_14 . 0229 . C34 . ol . tm Method 

Start 2853 End 

GI none Score 
Exons 



OJ991029__14.0229.C34 
3111 

TBLASTX: Maize 
3111 
103 

2853. .2915, 2855. .2914, 3019. ,3111, 3019. .3099, 3020. .3103 



Seq. No. 38016 Seq. ID 

Gene No. 78115 Strand 

Start 1248 End 

^ Name..„,„ _ p J 9 9.1 0 2,9_1 4 , 02 2 9 ,,C 3 5„.^.o 1,.. np.., ^ Me t hod : 

..Stari.. i2.48...„.. ' . . .. . L.'.End.: . .:. 

Gi 4336436 ' Score 

Exons 1248.. 1308, 1459.. 2227 

GI Descrip. (AF092432) protein phosphatase type 2C [Lotus japonicus] 



OJ991029_14.0229.C35 
+ 

2255 

AAT/NAP. „ • - ■ 

.222 7'-.. \ . . 

536 ' 



Seq. No. 38016 Seq. ID 

Gene No. 78115 Strand 

Start 1248 End 

Name OJ99102 9_14 . 0229 . C35 . ol . gs Method 

Start 1415 End 

GI none Score 

Exons 1415.. 1585, 1728.. 2255 



OJ991029_14.0229.C35 
+ 

2255 
GENSCAN 
2255 
.7 



Seq. No. 

Gene No.. 

Start 

Name 

Start 

GI 

Exons ■ 



Seq. No, 
Gene No. 
Start ■ 
Name* 
Start' 
GI 

Exons 



38016 
78115 
1248 

OJ991029_14 .022 9.C35.ol.tm 

1487 

none 

1487.. 1564, 1489.. 1554, 1589: 
•"17 4 6 ; 2024 , 17 93 iVlS 28 , " 1^04 
2138. .2224 \_ - ' ; • • ; - 

38016 

78115 ■ ■ - 

1248 

OJ991029_14 ,022 9.C35.ol,tc 

1490 

none 

1490. .1573, 1593. .1619, 1631. 
1839. .2036, 1901. .2014, 2053. 



Seq, ID OJ991029_14.0229.C35 

Strand + 

End 2255 

Method TBLASTXrMaize 

End* 2224'. 

Score. 101 

.•1624 „...1593-.-. m9, . 1634 . ..1696, 
.'2014 ,- -2065 . .5124^ - 20 7 0 rr2 ±-2-3v 



Seq. ID OJ99rCl2.9.£r4;022 9..C35 

"Strarid + ' , . . 

End 2255 

Method TBLASTX : Cress. 

End 2230 

Score 73 

.1702, 1746. .1820, 1763, .1819, 
.2124, 2076, .2123, 2138. ,2230 



Seq. No, 
Gene No, 
Start 



38016 
78115 
1248 



Seq. ID OJ991029_14 .0229.C35 
Strand + 
End 2255 



37650 



Name 

Start 

GI 

Exons 



OJ991029_14 , 0229 . C35 . ol . ts Method TBLASTX : Soybean 
1490 End 2233 

none Score 87 

1490. .1576, 1593. .1619, 1634. .1705, 1746. .1820, 1763. .1819, 
1838.. 2023, 1839.. 2030, 2065.. 2124, 2079.. 2123, 2138.. 2233 



Seq. No. 38016 

Gene No. 78115 

Start 1248 

Name OJ991029_14 . 0229 . C35 . ol . tw 

Start 1746 

GI none 
Exons 



Seq. ID OJ991029_14 .0229.C35 
Strand 
End 

Method 
End 
Score 



+ 

2255 

TBLASTX: Wheat 

2036 

97 



1746. .1820, 1763. .1819, 1830. .2036, 1838. .2020 



Seq, No. 38017 Seq. ID 

Gene No. 78116 Strand 

Start 1238 End 

Name OJ991029_14 . 0229 .C36 . ol . gs Method 

Start 1238 End 

GI none Score 

Exons 1238 . . 1751 



Seq...^No.. 
Gene No . 
Start 
Name 
Start • 
GI 

Exons 

GI Descrip. 



OJ991029_14 .0229.C36 

1751 
GENSCAN 
1751 
.96 



...3,8.0.18. 



.aeq. ID OJ991D2.9.I4...022,9..C37. 



78117 
1 

OJ991029_14.022 9.C37.ol.np 
1 

6680277 

■1..91, 158. .265, 382. .426, 



863 



Strand 
End 

Method 
End 
Score 
936, 



+ 

1517 
AAT/NAP 
1342 
195 
1020. .1069, 



1232. .1342 



heat-responsive protein 12 gi | 1708292 | sp | P527 60 | HR12_M0USE 
HEAT-RESPONSIVE PROTEIN 12 gi 11255116 {U50631) heat-responsive 
protein [Mus musculus] 



Seq. No. 38018 

Gene No. 78117 
Start . 1 

Name OJ991029_14 . 0229 . C37 . ol . gs 

Start 150 

GI none 
Exons 



Seq. ID OJ991029_14 .0229.C37 



Strand 
End 

Method 

End 

Score 



+ 

1517 
GENSCAN 
1326 
. 94 



150. .265, 382. .426, 768. .862, 1020. .1069, 1232. .1326 



Seq. No. 

Gene No ; 

Start " 
^N^rtie"' 
. Start 

GI 

Exons 

GI Descrip. 



38018 ■ . • . . Seq.. ID- OJ991029_14 . 0229 . C37 

78117'; ^'v- .r'-^- "■' '■' ---f ;.V ■■'-\:^:;Strand 
1 ■ " ■•■ ■ ' - ' • ' * ' - End ■ 

872\ . . . . : ■ , J.;:" -Ebd 

38227_a.R10.84 . .Score.. 
872.. 936, 1020.. 1069, 1232.. 1517- 

' 1353163/sp|Q10121 i YSD2_CAEEL 9.0e-09 HYPOTHETICAL 1 9 . 
PROTEIN C23G10.2 IN CHROMOSOME III PRECURSOR >gi_10550 
{U39851) C23G10.2 gene product [Caenorhabditis elegans 



OJ991029_14 . 

1517 

.702 . . . 



6 KD 
71 
] ' 



Seq. No. 38019 

Gene No. 78118 

Start 802 

Name OJ991029_14 . 022 9 . C39 . ol . 

Start 802 



gs 



Seq. ID OJ991029_14 .0229.C39 

Strand + 

End 4073 

Method GENSCAN 

End 4073 



37651 




GI 


none 




Score 


.86 






Exons 


802. . 1338, 


1356.. 1910, 1960. 


.2069, 2168. .4073 






Seq. No. 


38019. 




Seq. ID 


OJ991029 14 


.0229 


.039 


Gene No. 


78118 




Strand 


+ 






Start 


802 




End 


4073 






Name 


OJ991029 14 


.0229. 039. ol.np 


Method 


AAT/NAP 






Start 


802 




End 


4070 






GI 


5803259 




Score 


4661 






Exons 


802. .2069, 


2168. .4070 










GI Descrip. 


(AP000399) 


hypothetical protein [Oryza 


sativa] 






Seq. No. 


38019 




Seq. ID 


OJ991029 14 


. 0229 


.039 


Gene No. 


78119 




Strand 








Start 


4715 




End 


6388 






Name 


OJ991029 14 


.0229.C39.o2.gs 


Method 


GENSCAN 






Start 


4715 




End 


6370 






GI 


none 




Score 


. 99 






Exons 


4715. . 6370 












Seq. No. 


38019 




Seq. . ID 


OJ991029_14 


.0229 


.039 


J3ene .J^q_. 


781 J. 9 




._.Strand__,. 








s'tart^ ' 


Alls' " 




- .End 


'6388*!""""™"'' 






Name 


OJ991029 14 


.0229.C39.o2.np 


Method 


AAT/NAP- 






Start 


4718 




End 


6388 






GI 


6498441 




Score 


2644 






Exons 


4718. .4999, 


5093. . 6388 










GI Descrip. 


(AP000815) 


EST C72786(E2258) 


corresponds to a region of 


the 



predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



Seq. No. 


38019 








Seq. ID 


OJ991029_14. 0229. 039 


Gene No. 


78119 








Strand 




Start 


4715 








End 


6'388 


Name 


OJ991029 14. 


,0229. 


.039.02 


. tm 


Method 


TBLASTX: Maize 


Start 


4718 








End 


4858 


GI 


none 








Score 


121 


Exons 


4718. .4858, 


4719. 


. .4853 








Seq. No. 


38019 








Seq. ID 


OJ991029_14.022 9.O39 


Gene No. 


78119 








Strand 




- Start 


• 4715 . . . 








End- v ■ 


6388- 


;Name - " " 


''bj99ic)29" r4-; 


.0229- 


.Q39:;62 


; tw " ■ 


■ Method** 


TBLASTX rWheat - " ^ ■ 


Start ' ■ ' 


" ^4727 








End ■'■ 


5*329'"^' ' - 
















•Exons 


.■:-:..4:727::..-4 8.5.2.,:- 


:4'731.. 


,-...4853;. 


:501a 


.. 518.9.,:: 5045;.:. 532:a;-.5.04:6 ,' :5324.;™- 




5048.. .5329 












Seq. No. 


38019 








Seq. ID 


OJ991029_14. 0229. 039 


Gene No. 


78119 








Strand 




Start 


4715 •' 








End 


6388 


Name 


OJ991029 14. 


0229. 


039. ol 


. tw 


Method 


TBLASTX: Wheat 


Start 


5330 








End 


5711 


GI 


none 








Score 


172 - 


Exons 


5330. .5710, 


5361. 


.5609, 


5369 


..5707, 5655. .5711 


Seq. No. 


38019 








Seq. ID 


OJ991029_14. 0229. 039 



37652 



Gene No. 78119 Strand 

Start 4715 End 

Name OJ991029_14 . 0229.C39. ol . tm Method 

Start 5525 End 

GI none Score 

Exons 5525.. 5839, 5538.. 5804 



6388 

TBLASTX: Maize 

5839 

187 



Seq. No. 38019 

Gene No. 78119 

Start 4715 

Name OJ99i029_14 . 0229 . C39 . o3 . tw 

Start 6041 

GI none 

Exons 6041.. 6364, 6177.. 6362 



Seq. ID OJ991029_14 .0229.C39 
Strand 

End 6388 ' 

Method TBLASTX : Wheat 

End 6364 

Score 79 



Seq. No. 38020 

Gene No. 78120 

Start 1 

Name OJ991029_14 . 022 9 . C4 0 . ol . np 

Start 1 

:gI 5902445 

J^xons 1.^.. 94j8^._ , 

GI ,D.escrip. . (AB0302a3.) ..GAG-POL. precursor, 

Seq. No. 38020 

Gene No. 78120 

Start 1 

Name OJ991029_14 . 0229 . C40 . ol . ts 

Start 59 

GI none 

Exons 59.. 430, 270.. 413 



Seq. ID OJ991029_14 .0229.C40 

Strand 

End 94 8 

Method AAT/NAP 

End 94 8 

Score ■ 935' 



XOryza sativa] . 

Seq. ID OJ991029_14 .0229.C40 
Strand 

End 948 

Method TBLASTX : Soybean 

End 4 30 

Score 88 



Seq. No. 38020 

Gene No. 78120 

Start 1 

Name OJ991029_14 . 0229 . C4 0 . ol . tw 

Start 84 

GI none 

Exons 84 . .509, 89. .508 - 



Seq. ID OJ991029__14 . 0229.C40 
Strand 

End 948 

Method TBLASTX : Wheat 

End 509 

Score 341 



Seq. No. 
Gene No. 

Sta>rt •': 
Name ' 

Gt'.::": 

Exons 



38020 
78120 

qJ99102'9_l*4'. 0_2'2 9 . C4'0T oi . tm = 
. 182. .565, 201. .566 



Seq. ID OJ991029_14. 0229. 040 
Strand - ■ .- 
:End - -948 - - ■ ---- -^^ 

^Method _ _ TBLASTx7Maize^"-'V'__ 

Score - .214 J. -IT.... 



Seq. No. 38020. 

Gene No; 78120 ■ • 

Start 1 

Name OJ991029_14 . 0229 . C40 . o2 . tm 

Start 593 

GI none 

Exons 593. .805, 593. .808, 603. .809 

Seq. No. 38020 



Seq. ID OJ991029_14.0229.C40 

Strand- - - ■ ' ■ • • 

End 94 8 

Method TBLASTX: Maize 

End • 809 

Score 104 



Seq. ID OJ991029_14.0229.C40 



37653 



Gene No. 78120 Strand 

Start 1 End 

Name OJ991029_14 . 0229 . C40 . o2 . tw Method 

Start 617 . ^ . End 

GI none Score 

Exons 617.. 808, 624.. 800 



948 

TBLASTX: Wheat 

808 

139 



Seq. No. 


38021 




Seq. ID 


OJ991029_14 .0229 


.C42 


Gene No. 


78121 




Strand 






Start 


17 




End 


586 




Name 


OJ991029_ 


14 . 0229 . C42 . ol . gs 


Method 


GENSCAN 




Start 


17 




End 


502 




GI 


none 




Score 


. 82 




Exons 


17 . . 179, 


208 . . 278, 368 . . 502 








Seq. No. 


38021 




Seq. ID 


OJ991029_14 . 0229 


.C42 


Gene No. 


78121 




Strand 


+ 




Start 


17 




End 


586 




Name 


OJ991029_ 


14 .0229.C42.ol.gp 


Method 


TU^T/GAP 




Start 


105 




End 


586 




GI' 


none 




Score 


496 




Exons 


.^,.105, ....y 9,. 


279. .586 




„ : 





Seq. No. 


... 
38021 


...... 


Seq. ID 


— - - 

OJ991029_14 . 0229 


.C42 


Gene No. 


78121 




Strand 


+ 




Start 


17 




End 


586 




Name 


OJ991029 


14 .0229.C42.ol.tc 


Method 


TBLASTX: Cress 




Start 


362 




End 


511 




GI 


none 




Score 


192 




Exons 


362. .511, 


362. .502 








Seq. No. 


38022 




Seq. ID 


OJ991029_12.0225 


.C2 


Gene No. 


78122 




Strand 






Start 


28 




End 


1015 




Name 


OJ991029 


12.0225.C2.ol.ts . 


Method 


TBLASTX: Soybean 




Start 


1 




End 


547 




GI 


none 




Score 


242 




Exons 


1..171, 3 


.;i55, 147. .275, 150 


..284, 154 


:..300, 157. .279, 





200. .280, 269. .475, 270. .461, 277. .465', 417.. 545, 460.V546, 
461. .547, 461. .547 



Seq., No. . 


38022 - . = . 


Seq.. ID 


OJ991029_12.0225...g2 


Gene No". 7 ; 


■ - -78122 - . • - 


Strand : 




Btart^ " ' 


28 ■ 


End ' ■ " 


1015 • ' ' ' ■ 




^^^gjg^gtt(ff2?r^i^ 


'"^•"'^ftMcr^ 




:sta[£t'. -.r* ; 




if-End:. r: 


: .14 8': . 


GI 


none 


Score 


242 


Exons 


■ 1. .147, . 2. . 148, 3,. ,146 






Seq. No. 


38022 • ■ 


Seq. ID 


OJ991029__12.0225.C2 


Gene No. 


78122 


Strand 




Start 


28 


End 


1015 


Name 


OJ991029 12.02'25.C2.ol.gp 


Method 


AAT/GAP 


Start 


28 


End 


1015 


GI 


688 1.R1084 


Score 


1833 


Exons 


28. . 1015 






Gil Descrip. 


'226661/prf 1 1 1603356CM 6.0e- 


■54 trnA intron ORF 109 [Oryza 



37654 




sativa] • 





Seq. No. 


38022 


Seq. ID OJ991029_12.0225.C2 




Gene No. 


78122 


Strand 




Start 


28 


End 1015 




Name 


OJ991029_12 .0225.C2.ol-.tc 


Method TBLASTX : Cress 




Start 


161 


End 535 




GI 


none ' 


Score 155 




Exons 


161. .274, 163. .273, 200. .274, 


270. .464, 271. .465, 272. .475, 






460 . . 534 , 461 . . 535 






Seq. No. 


38022 


Seq. ID OJ991029_12.0225.C2 




Gene No. 


78122 . 


Strand 




Start 


o o 


End 10 lb 




Name 


OJ991029_12 . 0225 . 02 . o2 . to 


Method TBLASTX: Cress 




Start 


64 6 


End 974 




GI 


none 


Score 40 




Exons 


646. .681, 652. .681, 653. .685, 


657. .770, 669. .779, 682. .780, 






682. .795, 695. .796, 743. .880, 


799. .879, 831... 887, 839. .880, 






. 882. .974, 882. .974 






,.S e^,.. JiQ^ 


,.J8022._-„__^,„„ 


„ S eq^.. , I D 0 J ? 9 10 2 9 J^.,, 0 2^2,5 ^jC2„ 




Gene No. 


jil 2.3. _ . .... 


„ S.trand„ „. ^ . _ 


^ !=? 


Start 


942 


End 1119' ' 




Name 


■ OJ991029 12.0225.C2.o2.ts 


Method TBLASTX : Soybean 


[fl 


Start 


942 


End 1119 


I y 


GI 


none 


Score 207 




Exons 


942. .1115, 968. .1117, 973. .1119 




Seq. No. 


38023 


Seq. ID OJ991029_12.0225.C3 




Gene No. 


78124 


Strand 




Start 


1772 


End 3602 


H 


Name 


OJ991029 12.0225.C3.o3.ts 


Method TBLASTX: Soybean 


r ~s 


Start 


297 


End 546 


s . = 


GI 


none 


Score 123 




Exons 


297. .422, 297. .422, 299. .430, 


308. .430, 421. .546, 423. .545, 






424, .546 




f ^ 


Seq. No. 


38023 


Seq. ID OJ991029_12.0225.C3 




Gene No . 


78124 


Strand 




Start 


1772 


End 3602 




Name 


• OJ991029 12.0225.C3..O4 .ts 


Method • TBLASTX: Soybean - . . 




Start ' 


:54'7_,-*: - - ; - 


End .r '740- ^ . -^-^v.;. -- - 




GI 


' ' ■ none ^ • - - - •-• - ' 


Sco■re; • " •201- ' ^ " • " 






7;^;^7v^W^5^'97rtr^^ 







" ' •- — 

Seq. No. 


38023 . 


Seq.. ID OJ991029 12. 0225. C3 




Gene No. 


-78124 


Strand 




Start 


1772 


End 3602 




Name 


OJ991029 12.0225.C3.ol.tc 


Method - TBLASTX: Cress 




Start 


649 


End 3054 




GI 


none 


Score 137 




Exons 


649. .777, 649. .768, 651. .824, 


842. .1042, 845. .1036, 880. .10 






1029.. 1247,' 1034.. 1372, 1036. 


.1374, 1036. .1380, 1302. .1382, 






2349. .2573, 2366. .2803, 2368. 


.2829, 2369.. 2827> 2829.. 2879, 






2830.. 2880, 2831.. 2881, 2867. 


.2929, 2880.. 3053, 2911.. 3054, 






2980. .3054 





37655 



Seq. No. 38023 

Gene No. 78124 

Start 1772 

Name OJ991029_12 . 0225 . C3 . o2 . ts 

Start 837 

GI none 
Exons 



OJ991029_12.0225.C3 
3602 

TBLASTX : Soybean 
2366 
294 

837. .1259, 839. .1381, 839. .1459, 862. .1455, 880.. 1479, 
1302. .1460, 1421. .1474, 1554. .1589, 1590. .1625, 1641. .1679, 
1836. .1919, 1842. .1916, 1849. .1917, 1998. .2060, 2011. .2079, 
2013. .2045, 2111. .2143, 2113. .2148, 2196. .2258, 2197. .2235, 
2243. .2293, 2244. .2366 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq.. 3o.., 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



38023 Seq. ID 

78124 Strand 

1772 End 

OJ99102 9_12 . 0225 . C3 . ol . gp Method 

1772 End 

6012822 Score 
1772.. 1974 

11957/emblX15901 ICHOSXX l.Oe-52 Rice complete chloroplast genome 



OJ991029_12.0225.C3 
3602 

AAT/GAP' 

1974 

333 



380.2.3 , 



.Se„q . ID. .O.J.9,91.0Z9_12..,Q22 5-. C3. 



78124 
1772 

OJ991029_12.0225.C3.ol.ts 

2444 

none 

2444. .2827, 2444. .2824, 2446, 
2869.. 3600 



Strand 
End 

Method 

End 

Score 



3602 

TBLASTX : Soybean 
3602 
.402 



.2826, 2805.. 3602, 2855.. 2929, 



Seq. No. 38023 

Gene No. 78124 

Start 1772 

Name OJ991029_12 . 0225 . C3 . o2 . tc 

Start 3165 

GI none 
Exons 



Seq. ID OJ991029_12.0225.C3 
Strand 
End 

Method 
End 
Score 



3602 

TBLASTX: Cress 

3602 

128 



3165. .3320, 3168. .3545, 3172. .3546, 3556. .3600, 3558. .3602 



Seq. No. 38024 
Gene No. 78125 
Start 942 . . . ■ - ■ 

Name* ' - OJ99102 9 - i2 .-0225-. C4 ;oi . tw 



Start 
*Ex6ns'.. - - 



942 



Seq. ID OJ991029_12.0225.C4 
Strand 

End ■ 1716 . 

Method ' - TBLASTX :'Wheat y'-"-- 
" End' ' 1428 '* • ' 

VS42 r . ioi9;::M2:,:ioi.9,T:cj4.3-;: :ro2o;;:io2.r. vion io34rvi:o*637^ 

-1052. .1132, 1057.. .1134, .1059. .1136, 1068..1130, 1084. .1149, 

1094..1162> 1095. .1136, 1122. .1142, 1147. .1197, 1147. .1188, 

1148.. 1240, 1148. .1198, 1187. .1426, 1194. .1427, 1194. .1427, 
1381. .1428 



Seq. No. 38024 Seq. ID 

Gene No. . 78125 Strand 

Start 942 End 

Name OJ99102 9_12 . 0225 . C4 . ol . ts Method 

Start 1223 End 

GI none Score 



OJ991029_12.0225.C4 
1716 

TBLASTX: Soybean 

1716 

675 



37656 



Exons 



1223. .1714, 1233. .1631, 1235. .1714, 1381. .1716, 1594. .1716 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI ■ 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



OJ991029_12.0225.C5 
+ 

7112 
AAT/GAP 
7112 
1044 



38025 Seq. ID 

78126 Strand 
6575 End 
OJ991029__12 . 0225 . C5 . o2 . gp Method 
6575 End 
2653_1.R1084 Score 
6575. .7112 

' 11998/emb|CAA33959| 5.0e-35 (X15901) ORF85 [Oryza satiVa] 

>gi_226619_prf 1603356AR ORE 85A [Oryza sativa] ' 

38025 Seq. ID OJ991029_1'2 . 0225 . C5 

78127 Strand 

5264 End 5705 

OJ991029_12 . 0225 . C5 . ol . gp Method AAT/GAP 

5264 End 5705 

uC-osflM202092b08bl Score 827 

5264. .5705 

'118048/sp|P07888|CYF_ORYSA 5.0e-65 APOCYTOCHROME F PRECURSOR 

>gi_65615_pir ^CFRZ plastoquinol — plastocyanin reductase (EC 

.ii ,10. £ .S 1 ) - , - Q y.t Q,GhxQine„,f _p r e cu.rs.or,- - ^ r i c e_„c h 1 ,o r op,l a s t... 



.,>.gi_.a 2 0 0.0^emb.^(:AA13:9-6 1_ :( X1.5 9 0 1. 1, .cyt.ochr.ome. . f ..,[ Qr yz a.„aatxy.a ] . 
>gi_226621_prf_1603356AU cytochrome f [Oryza sativa] - 





beq. DJo. 








Seq. ID 


OJ991029 12 0225 C5 




Gene No. 


78128 






Strand 






Start 


7116 






End 


7935 




Name 


OJ991029 


12. 0225. C5. 


o2. ts 


Method 


TBLASTX : Soybean 




Start 


128 






End 


518 




GI 


none 






Score 


330 




Exons ' 


128. .502, 


133. .501, 


134. .502, 


135. .518 






Seq. No. 


38025 






Seq. ID 


OJ991029_12.0225.C5 




Gene No. 


78128 






Strand 






Start 


7116 






End 


7935 




Name 


OJ991029 


12. 0225. C5. 


ol . tm 


Method 


TBLA^'^X-^- -ize 




Start 


134 






End 


975 




GI 


none 






Score 


665 




Exons 


134. .568, 


135. .569, 


147. .587, 


566. . 604, 


573. . /oz, ^ . .792, 






608. .799, 


609. .779, 


616. .780, 


765. . 974, 


768. . 941, 76. - . 91S, 






769..975^ 












Seq. Nd; 


' ' ■ 38025' '' 






Seq'. ID 


'OJ991029_12 . 02i5.C5 




"-''''GehV''15T^ 












.'/I'Start- . 


'r : ;:7ii6 












Name 


OJ99102.9 . 


12. 0225. C5. 


o3.tc 








Start 


134 






End 






Gl "" " 


none 






Score 


'356 . . . 




Exons ' 


134 .- .493, 


135. .4 91 










Seq. No. 


38025 






Seq. ID 


OJ991029_12.0225.C5 




Gene No. 


78128 






Strand 






Start 


7116 






End 


7935 




Name 


OJ991029 


12. 0225. C5. 


o5 . tc 


Method 


TBLASTX: Cress 




Start 


580 






End 


975 




GI 


none 






Score 


146 



37657 




Exons 580. .768, 605. .769, 606. .872, 759. .830, 817. .873, 867. .974, 

868. .975 



Q Q Mo 

o e . IN u . 


J O \J ^ ^ 




Qorr T n 

oeq . X u 






7fi 1 9ft 




0 uxdnci 






/ ± ± u 








Nbiu© 






net, no a. 


i dLiI\o_l a . ooyoean 




(^4 ft ~ 

U *i O 






Z? 0 f± 


GI 


none 




Score 


278 


Exons 


648. .941, 648. .974, 649.. 


975, 


649. . 984 




O • IN • 


^ft 09 ^ 




oeq . lu 






7 ft 1 9ft 




C 4- r~ a -r* 

0 Lx ana 




O U O J- L. 


7116 




FnH 










fj( +- /-i 


i idXjHo J. A . wneai- 




7 ^ R ~ 




Cjiia 


Q7 ^ 




none 




Score 


z / ^ 


Exons 


735. .974, 736. .975 








O ^ ^ ■ LN ■ 


^ft 09 

O O \J ^ 




Seq. ID 


nTQQin9Q 19 n99R 
\JOyy±\J^y XZ.UZZD.L-O 


Q *n Q M 


7fl 1 9ft 

/ O X ^ 0 




Strand 




Q-t- ja -r-l- 






-End 


• / y O 3 ' 


Nsms ... ^ 


nTQQin9Q 19 099"^ PR'o4 +-o 




Method,. 




O uctl. L 


q pc:" ' ~ 




End . , ' 






none 




Score 


z / u 


Exons 


QftR 191^1 QQO 19^0 QQI 


..1251, 1267. 


1/11'5 19f^Q 1'5Qn 




1273.. 1392 








>D C . LN (w) • 


38025 




Seq. ID 


OJ991029_12.0225.C5 


^ KT 


78128 




Strand 




q-f. a yf- 
O l_ d I. L 


7116 




End 


7935 




OJ991029 12.0225.C5.o6.tc 




Method 


TBLASTX: Cress 


C-|- y-t- 


987 




End 


1386 




none 




Score 


235 


Exons 


987. . 1250, 990. .1250, 991 


..1251, 9'91.. 


1251, 1267.. 1335, 




1268.. 1327, 1268.. 1336, 1330. 


.1386, 1339. .1383 


o ^ ■ IN u ■ 


38025 




Seq. ID 


OJ991029_12.0225.C5 


OClie LNO . 


78128 




Strand 




O l_ dX (- 


7116 




End 


7935 




OJ991029 12.0225.C5.o8.tin 




.Method . 


TBLASTX: Maize 


o U d X' U . - ■ 


.1008- - 




• End ' 


114£T. ■ 


GI" • " ' ■ - 


• none " ■ • - ■ 




Score 


21 2 ^' ■ 


Exons 


^ lOOS'. .l'l4 5,' 1008. .-1-14"5:- .... 


















Seq .'/.No.. 


: 38 02 5:' ■.: 




Seq. ID 


0 J9 9l^VpX: 022 5^: C5'^ 


Gene No. 


78128 • 




.Strand . 




Start 


7116 ■ 




End 


7935 - - 


Name 


OJ991029 12.0225.C5.o4.tc 




Method 


TBLASTX: Cress 


Start ■ 


1448 




End 


2325 


GI 


none 




Score 


49 


Exons 


1448. .1540, 1492. .1548, 1618. 


.1953, 1619. .1762, 1627. .1764, 



1822. .1953, 1850. .1954, 1920. .2180, 1948. .2214, 1967. .2188, 
2202. .2291, 2206. .2283, 2290, .2325 



Seq. No. 38025 Seq. ID OJ991029_12 . 0225 . C5 

Gene No. 78128 Strand 



37658 



start 
Name 
Start 
GI 

Exons 



7116 

OJ991029_12.0225.C5.ol.tw 

1782 

none 

1782.. 2201, 1783.. 2202, 1784, 
2196. .2357, 2272. .2358, 2329. 



End 

Method 

End 

Score 



7935 

TBLASTX: Wheat 

2401 

572 



.2203, 1787. .2203, 2104, .2364, 
.2388, 2330.. 2401, 2352.. 2390 



Seq. No. 38025 

Gene No. 78128 

Start 7116 

Name OJ991029_12 . 0225 . C5 . o2 . tm 

Start 1855 

GI none 

Exons 1855.. 2601, 1856.. 2575, 2267, 
2628. .2666 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991029_12.0225.C5 
7 935 

TBLASTX: Maize 

2666 

985 



.2602, 2268.-2633, 2269.. 2601, 



Seq. No. 38025 

Gene No. 78128 

Start 7116 

Name OJ991029_12 . 0225 . 05 . o9 . to 

Start 2327 

^.GI:;_.^ :inone__,:.„ : i 

. Exons.;. 



Seq. ID OJ991029_12.0225.C5 
Strand 
End 

Method 
End 
Score 



7935 

TBLASTX: Cress 

2624 

17 6; ■ 



_ ,„23,2I.. .25JZ,. _:2.32.9„. ,.2,6_01.,..2329,.. ,.,26.01 , . ,2517,. . 2,6.24 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



38025 
78128 
7116 

OJ991029_12.0225.C5.o6.ts 
2452 



OJ991029 12. 0225. C5 



none 
2452. 
6600. 
7076. 



Seq. ID 
Strand 
End 

_ Method 

End 
Score 

2586, 6205. .6579, 6206. .6553, 6209. .6583, 6469. .6573, 
6662, 6605. .6664, 6972. .7049, 6990. .7049, 7071. .7127, 
7138, 7076. .7135, 7158. .7376, 7161. .7373, 7204. .7407, 



7935 

TBLASTX : Soybean 

7556 

268 



7210. .7377, 7395. .7556, 7411. .7551, 7449. .7478 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons • 



38025 
78128 
7116 

OJ991029_12, 
2667 
none 
2667. 
2685. 
2713. 



,2807/ 
,284 9", 
:2757,' 

*2832V;.25l8,: 
2844. .2891, 
2875. .2976, 
2884. .2943, 
2935. .2991, 



0225.C5.o6.tm 



2667. 
2685; 
■27i5_. 

2835. 
2847. 
2875. 
2905. 
2936. 



.2729,. 

.2849, 

.-2765, 

.2-903, 
.2894, 
.2985, 
.2985, 
.3001, 



2668-. 
2686. 
2715. 

2'84 4-. 
2853. 
2881. 
2906. 
2 936. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991029 12. 0225. C5 



7935 
TBLASTX: 
3009 
71 



Maize 



.2706, 2670. .2825 
.•2763,- 2688. -.2843 
.2780, 2722. '-.2766 

.."2 900.', 284 4': -..2.8 97 
.29.39,.. 2871. .2972 
.3009, 2881. .2976 
.2995, 2930.. 2977 
.2977, 2961.. 3005 



2676. .2762, 
2688. .2822, 
2754. .2786, 

f ^g^;"?2r95f; 
,':;2844 ...2a9i, 

, .2872. .2946, 
, 2883. .2981, 
, 2935.. 3006, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



38025 
78128 
7116 

OJ991029 

3115 

none 



12.0225.C5.o2.tw 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991029_12.0225.C5 
7935 

TBLASTX: Wheat 

3451 

517 



37659 



Exons 



3115.. 3450, 3149.. 3451 



Seq. No. 38025 
Gene No. 78128 
Start 7116 

Name OJ991029_12 . 0225 . C5 . o7 . tc 

Start 3118 
GI none 

Exons 3118.. 3174, 3120.. 3170, 3121. 

3177.. 3305, 3178.. 3306, 3307. 
3312. .3365 



Seq. ID OJ991029_12.0225.C5 
Strand 

End 7935 

Method TBLASTX : Cress 

End 3365 

Score 81 

.3171, 3176.. 3304, 3177.. 3305, 
.3363, 3308., 3364, 3308.. 3364, 



Seq. No. 

Gene No'. 

Start 

Name 

Start 

GI 

Exons 



38025 
78128 
7116 

OJ991029_12. 

3404 

none 

3404. .3472, 



0225.C5.o5.tm 



3405. .3470, 3406. 



Seq. ID OJ991029_12.0225.C5 
Strand 

End 7935 

Method TBLASTX: Maize 

End 3687 

Score 110 

.3471, 3433. .3687, 3472. .3687 



Seq. No. 
..Gene_No . 
Start. . „ 
Name 
Start 
GI 

Exons 



38025 
.■7,8128. 

71J6,.. 

"OJ991029_12. 

3404 

none 

3404. .3457, 
3496. .3768 



Seq. ID OJ991029_12.d225.C5 

^.Strand _ , ;;;,.,,,.„ 

.„Eai,,. 7935 

Method TBLASTX: Cress 
End 37 68 

Score 68 

3406. .3456, 3492. .3725, 3494. .3733, 3496. .3756, 



0225.C5.o8.tc 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



38025 
78128 
7116 

OJ991029_12. 

4560 

none 

4560. .4880, 



0225.C5.o4 .tw 



4560. .4880, 4561. 



Seq. ID OJ991029_12.0225.C5 
Strand 

End 7935 

Method TBLASTX : Wheat 

End 4887 

Score 473 
.4881, 4624.. 4887 



Seq. No. 

Gene No. 

Start 

Name 

Start 

Gi; . 

Exons' 



-Seq./ No. 

Gene No. 

.Start 

Name 

Start 

GI 

Exons 



38025 
78128 
7116 

OJ991029_12. 

4 665- . - 
' none • * 
^665.^ -'^^8 

•3802's :> . :J 

78128 
7116 

OJ991029_12. 

4703 

none 

4703. .4756, 
5446. .5655, 



0225.C5.ol. ts 



4'666. •564 9^,_^ 54 46. 



0225.C5.ol. tc 



4707. .4763, 4707, 
5891. .5971, 5899, 



Seq. ID OJ991029_12.0225.C5 
Strand 

End 7935 

Method TBLASTX : Soybean 

End 6201 ' - ■ 

Score 1225 - - - — 
: 5_655_, • 5 SI 6 . . 6 1 8 1 '^5 8_8 4 . ^-J^Vl _ 

\Seq....ID OJ991-029^12.,022^5".:C5 

Strand - . 

End . . 7935 

Method TBLASTX: Cress 

End 5971 

Score 70 

.4763, 4860.. 5648, 4869.. 5669, 
.5970 



Seq". No. 
Gene No. 
Start 



38025 
78128 
7116 



Seq. ID OJ991029_12.0225.C5 
Strand 

End 7935 



37660 



Name 

Start 

GI 

Exons 



OJ99102 9_12,0225.C5.o6.tw Method 

5006 End 

none Score 
5006.. 5122, 5007.. 5120 



TBLASTX: Wheat 

5122 

184 



Seq. No. 38025 Seq. ID 

Gene No. 78128 Strand 

Start 7116 End 

Name OJ991029_12 . 0225 . 05 . o7 . tm Method 

Start 5180 End 

GI none Score 

Exons 5180.. 5347, 5181.. 5345 



OJ991029_12,0225.C5 
7935 

TBLASTX: Maize 

5347 

284 



Seq. No. 38025 

Gene No. 78128 

Start 7116 

Name OJ991029_12 . 0225 . C5 . o4 . tm 

Start 5348 

GI none 

Exons 5348.-5788, 5349.-5792, 5446. 
5792. .5827 



Seq. ID OJ991029_12.0225.C5 
Strand 

End 7935 

Method TBLASTX: Maize 

End 5828 

Score 635 

.5793, 5782. .5826, 5790. .5828, 



Seq..,N.o. ,38025, 

Gene No. 78128 
Start 7116 

Name OJ99102 9_12 . 0225 . C5 . o3 . tw 

Start 5454 
GI none 

Exons 5454.. 5579, 5455.. 5574, 5465, 

5582. .5794, 5583. .5774, 5612, 
5779.. 5850, 5789.. 5866, 5818, 
5854 . .5880 



•Seq... ID. 
Strand 
End 

Method 
End 
Score 



.QJ991025.-.12.Q225...C5. 



7935 

TBLASTX: Wheat 
5880 
190 

5575, 5581. .5682, 5581. 
5776, 5709. .5834, 5730, 
5850, 5840. .5878, 5844, 



.5769, 
.5849, 
.5879, 



Seq. No. 38025 

Gene No. 78128 

Start 7116 

Name OJ99102 9_12 . 0225 . C5 . olO . tc 

Start 5972 

GI none 

Exons 5972.. 6187, 5974.. 6189 



Seq. ID OJ991029_12.0225.C5 
Strand 

End 7935 

Method TBLASTX : Cress 

End' 6189 • 

Score 152 



Seq. No. 
Gene* No; 
Start- 

l^ine"^^"'^^^^'"^ 
.'Start 
GI 

Exons ' * 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



38025 • - . . , - ' 

78128 : 
7116 • - ■ - ■ ' ' ■■' ' 

.:6209.-.-.,..-;..'.:. ..v..:..-. - . . 

none . . . . 

6209. .6586, 6211. .6582, 6228.. 
7057. .7125, 7059. .7547, 7060.. 

38025 
78128 
7116 

OJ99102 9_12.0225.C5.o3.tm 
6795 
none 

6795. .6827, 6803. .6823, 6819. 



Seq.' ID OJ991029_12.0225.C5 
Strand ■ - • ■ - -■ * - ' 
Erid^ 7935 ' ■ ' ■ 

Method- ""''■TBSiSTX : Cr^s?^^ 
End. \ .: 754 8 ..I' .* - 'V,'/ 
.Score .228. 

.6587, 6989.. 7078, 6990. .7073, 
.7548 

Seq. ID OJ991029_12.0225.C5 
Strand 

End 7935 
Method TBLASTX : Mai ze 
End 7393 
Score 39 

.6866, 6820.. 6864, 6862.. 6885, 



37661 



6863. .6886, 6972. .7376, 6972. .7373, 6974. .7381, 7360. .7392, 
7361. .7393 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

_Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



38025 Seq. ID OJ991029_12 . 0225 . C5 

78128 Strand 

7116 End 7935 

OJ991029_12.0225.C5.o3.gp Method AAT/GAP 

7116 End ■ 7831 

7528_2.R1084 Score 965 

7116. .7638, 7776. .7831 

' 140291/spl P12206I YCF4_0RYSA 7.0e-68 HYPOTHETICAL 21.5 KD 

PROTEIN (ORE 185) >gi_8254 l_pir S05116 hypothetical protein 185 

- rice chloroplast >gi_11997_emb_CAA33958__ (X15901) ORF185 
[Oryza sativa] >gi_22 6618_prf 1603356AQ ORE 185 [Oryza sativa] ' 



38025 
78128 
7116 

OJ99102 9_12.0225.C5.o5.ts 

7649 

none 

-7.64.9 ., ^7 92 7,,,, J,651:,^.J 

38026" 

78129 

7 

OJ99102 9_12.0225.C6.ol.tm 
7 

none 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991029_12.0225.C5 
7935 

TBLASTX: Soybean 

7935 

399 



Seq. ID' OJ991029_12.0225.C6 
Strand 
End 

Method 
End 
Score 



205 

TBLASTX: Maize 

205 

164 



7. .147, 10. .147, 42. .155, 115. .204, 137. .205 



Seq. No. 38027 Seq. ID 

Gene No. 78130 Strand 

Start 1101 End 

Name OJ991029_12 . 0225 , C7 . ol . gp Method 

Start 1101 End 

GI " LIB3432-056-P1-K1-B2 Score 

Exons 1101.. 1155, 1254.. 1473 

GI Descrip.- ' 60154 37/dbj | AB008112 . 1 1 AB008 112 5 . Oe- 
complete cds ' 



12. 0225. 07 



OJ991029_ 
+ 

1473 
AAT/GAP 
1473 
426 



■10 Homo sapiens PEXl mRNA, 



Seq. No., 

Gene" No. • 

Start 
"NSme 
" Start 

GI 

Exons 

GI Descrit 



Seq. No. 
Gene 'No. 
Start 
Name 
Start 



- 38027 Seq. *ID 

■ 7 8131 ' - - Strand ■ 

■ 3827 ■ • ' J_ - ■ End ' ' 
^^*^0 J^9l (Jf^Tr(y225-vc7\ 62^ gjcr "iyi^-t fibd'-^ 

:ir3857- ■ : -..^ . ■ . . End.: ...... 

LIB3433-025-P1-K1-C5 .. Score ' 

3827.. 3907 

'3914140/sp|O65091 !NLT5_0RYSA l.Oe-27 NONSPECIFIC LIPID-TRANSFER 
PROTEIN 5 PRECURSOR (LTP 5) >gi_3172343 {AF051369) lipid 
transfer protein [Oryza sativa] ' 



OJ991G29_12.0225.C7 
■ 3907 V _ ' 

:3907 , r- 

115 . 



38027 
78132 
32109 

OJ991029_12.0225.C7.o7.gp 
32109 



Seq. ID OJ991029_12.0225.C7 

Strand + 

End 32272 

Method AAT/GAP 

End 32272 



37662 






4879016 


Score 


237 


Exons 


32109. .32272 






GI Descrip. 


6041757/gb| AC011806. 1 1 AC011806 O.Oe+00 Genomic Sequence For 




Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, 




complete sequence 






beCJ. INO . 


38027 


Seq. ID 


ojyyiuzy iz.02zd.c/ 




78133 


Strand 




Start 


59392 


End 


C n O O "7 


Name 


OJ991029 12.0225.C7.o8.gp 


Method 


AA i / GAP 


O Lai C 


59392 


End 


C Q O O T 




2428308 


Score 


^ o 


Exons 


59392.. 59827 






vji uescj-ip. 


4521194/dbj | AB013613 . 1 | AB013613 3.0e- 


14 Oryza sativa DNA, 




centromere sequence RCBll 






O tr . IN O . 


38027 


Seq. ID 


cjjyyiuzy iz.uzzb.c/ 




78134 


Strand 


+ 


Start 


61796 


End 


DZl / / 


Name 


OJ991029 12.0225.C7.o9.gp 


Method 


AAT/GAP 


b uar L 


61796 


End 


DZl / / 




.uC - p s f 1 c yp 0 3 3 a 0 4 b 1_ _ : 


..;..„.Scpre 


663 --- - ' - ' 


Exo.ns., 


.617,96,.. , .6.2i77\. . , 






GI Descnp. 


•6016845/dbj rAP000570.1|AP000570 3 . Oe 


-59 Oryza sativa genomic 




DNA, chromosome 1, clone : P0711E10 ' 




Seq. No. 


38027 


Seq. ID 


OJ991029 12. 0225. C7 


Gene No. 


78135 


Strand 




o t ar L. 


8953 


End 


9006 


Name 


OJ991029 12.0225.C7.o3.gp 


Method 


TV 7\ m / TV 

AAT/GAP 


o uar L 


8953 


End 


9006 




3759960 


Score 


55 


Exons 


8953. . 9006 






o e q . LN o . 


38027 


Seq. ID 


OJ991029_12.0225.C7 


osne LNo . 


78136 


Strand 






. 24074 


End 


24618 


Name 


OJ991029 12.0225.C7.o4.gp 


Method 


AAT/GAP 


Start 


24074 


End 


24618 




426981 


Score 


412 


Exons 


24074 . .24107, 24 1 98 .. 244 4 6, 


24551. .24618 


GI- Descrip, 


3914 14 0/spl 065091 INLT5 ORYSA-.-l . 0e-2I NONSPECIFIC -LI PID-TRANSFER 




PROTEIN- "5 "'PRECURSOR /LTP 5) 


>gi- -317234-3 (AF051369) lipid. ■ : 




transfer protein [Oryza sativa] ' ' ■ 












■Seq.-...No"/^'.'; - 


3.8027' - . . • 


/ Seiq".* ID- 


' 6j99ld2^^r2.^02'25 :C7" : ' ' 


Gene No. 


78137 


Strand 




oLaru 


27462 


End 


27957 


Name 


OJ991029 12..0225.C7.o5.gp 


Method 


AAT/GAP 


o uar L. 


27462 


End 


• 27957- . . 


GI 


none 


Score 


905 ■ 


Exons 


27462. .27957 






Seq. No. 


38027 


Seq. ID 


OJ991029_12.0225.C7 


Gene No. 


78138 


Strand 




Start 


27982 


End 


41797 


Name 


OJ991029 12.0225.C7.o5.ts 


Method 


TBLASTX: Soybean 



37663 



start 
GI 

Exons 



5617 End 28253 

none Score 141 

5617.. 5805, 5636., 5806, 27 993 .. 28 166, 28015 .. 28170, 
28176. .28253, 28189. .28221 



Seq. No. 

Gene. No. 

Start 

Name 

Start 

GI 

Exons 



38027 
78138 
27982 

OJ991029_12.0225.C7.o2.tc 

5635 

none 



Seq. ID OJ991029_12.0225. 
Strand 

End 41797 
Method TBLASTX : Cress 
End '28247 
Score 138 



07 



5635.. 5805, 5636.. 5806, 5857.. 5886, 27 993 .. 28 166, 28012. 
28185. .28247, 28192. .28230 



.28170, 



Seq. No. 38027 

Gene No. 78138 

Start 27982 

Name OJ99102 9_12 . 0225 . C7 . ol6 . tw 

Start 10276 

GI none 
Exons 



Seq. ID OJ991029_12.0225. 
Strand 

End 41797 

Method TBLASTX : Wheat 

End 19654 

Score 152 



C7 



10276. .10320, 19389. . 19586, 19488 .. 19595 , 19592 .. 19654 , 
19593. .19652., ■ . - ■ . ' / ...... ■ . 



Seq. No. . 38027 

Gene No. 78138 

Start 27982 

Name OJ991029_12 . 0225 . 07 . o7 . tm 

Start 10734 
GI . none 
Exons 



Seq. ID ■OJ991029_12.0225. 
Strand 

End 41797 

Method TBLASTX: Maize 

End 19196 

Score 259 



07 



10734. .10802, 18801. . 19196, 18804 .. 19055 , 19041. .19196 



Seq. No. 38027 

Gene No. 78138 

Start . 27982 

Name OJ991029_12 . 0225 . 07 . ol4 . tw 

Start 17349 

GI none 

Exons 17349. .17645 



Seq. ID OJ991029_12.0225, 
Strand 

End 41797 

Method TBLASTX : Wheat 

End 17645 

Score 222 



07 



Seq. No. 
Gene No. 
Start. . 
Name ; • 
Start 
GI '"^^-^ 
'Exons * ■ ". 



38027 
78138 

;27982 ■ , - 
OJ99102 9_12 ; 022-5 . 07 . o8 tm 
"17919- ■ ' 



Seq. ID OJ991029_12.0225. 
Strand 

.End 417 97 . , 

Method ■ ' TBLASTX: Maize 
_End 18800 ' • ' 

none" ' ' " ' ~' ~" '^Score*' " "363"* ' 

1791 9 >; 18 3 83 , . . 18 0 8 0\ 18' 361,. 1 8 33.9 . -. 1 8 8 0 0-,. . 1 8 3 9 9 J .. 1 8551^ '- 
18410.'. 1.8754 . .■ . . . , 



07 



Seq. No.. 38027 
Gene No. ' " 78138 • • 

Start 27982 

Name OJ99102 9_12 . 0225 . 07 . ol5 . tw 

Start 17985 

GI none 

Exons 17985. . 18281, 18000.. 18245 



Seq. ID • OJ991029_12.a225. 
Strand 

End 41797 
Method TBLASTX : Wheat 
End 18281 
Score 212 



07 



Seq. No. 



38027 



Seq. ID OJ991029_12.0225.O7 



37664 




Gene No. 


78138 




Strand 






Start 


on QQ o 




End 


41797 




Name 


OJ99102y 12. 0225. C7 


. o6 . ts 


Method 


TBLASTX: Soybean 




Start 


T o c rt 




End 


19010 




GI 


none 




Score 


37 




Exons 


lOCQA lOOOO 10£!10 

looyu . . looiz , 1od12 


. . 1od4 1 , 


18693. .18836, 18825. .19010 




Seq. No. 


38027 




Seq. ID 


OJ991029_12.0225 


.C7 


Gene No. 


78138 




Strand 






Start 


O T O O O 

2 / yo2 




End 


>I 1 T A "7 

4 1 797 




Name 


ojyyiL)2y 12, 0220. c/ 


« T T 4- ■ ■ 

. oil . tw 


Method 


TBLASTX: Wheat 




Start 


1 0 boo 




End 


19184 




GI 


none 




Score 


257 




Exons 


lO/cOT loonc loriO^ 

lo 000 . . lo yyo , lyuoD 


. . iyio4 








Seq. No. 


38027 




Seq. ID 


OJ991029_12.0225 


.C7 


Gene No. 


78138 




Strand 






Start 


0 "7 n 0 0 

2 / yy 2 




End 


41797 




Name 


ojyyi02y 12. 022b. C7, 


. ol4 . tm 


Method 


TBLASTX: Maize 




Start 


24 ly / 




End 


24442 




GI 


none 




Score 


120 




E xo ns_" „ 


.O/inm o/i'D/iA o/iino 
_2 4. i.y / . ,_2 4 J 4 y ,_2 4 l^y p 


- O /I "3 ^ O 

. ..24 J. 62 , 


„ 24 34.1:..> 24; 


442, 2434-2. .24428 ■ 




Seq. No. 


38027 ' ^' ' 


■ • ' ■ ■■ 


Seq. ID 


OJ99i029^i2.'0225 


!C7 


Gene No. 


78138 




Strand 






btart 


0 T Q Q 0 

2 / ybf 2 




End 


41797 




Name 


0J9ylQ29 12.0225.07, 


. o7 . ts 


Method 


TBLASTX: Soybean 




Start 


0 /I 1 m 

24 197 




End 


24421 




GI 


none 




Score 


121 




Exons 


O^ICi"? O/IOzT/l O/ITfiO 

24 ly / . . 24od4 , 24190, 


, .2434 4, 


24338. .24421, 24342. .24410 




Seq. No. 


38027 




Seq. ID 


OJ991029_12.0225, 


.C7 


Gene No. 


78138 




Strand 






Start 


2 / yo2 




End 


41797 




Name 


/^TririTAon to aooc 

ojyyi(j2y 12. 0225. C7. 


. ol7 . tw 


Method 


TBLASTX: Wheat 




Start 


0 yi 0 A A 

24200 




End 


41797 




GI 


none 




Score 


80 




Exons 


O^OAA OyiO/IA OylOOO 

24200 .. 2434 9, 24338, 


, .24430, 


24342. .24428, 4 1726 . .4 17 97 ' 




Seq. No. 


O O A O T 

oo02 / 




Seq. ID 


OJ991029_12.0225. 


. C7 


Gene No . 


78138 




Strand 






Start . . ■ . ' 


27982- - - 




^ : End 


-41:7 97. • - , 




Name ; 


- OJ991029 12.-0225.-C7. 


. p 6 . gp/ ■ 


* ^Method 


AAT/GAP ' " 




otart 


27982 




' End- \ 


28381' * '- ' 




GI 


"•^"63 5 65-"rrRr0 8-4*^ 




'" Scb f e""'^ "" 






Exons . * 


■ ■27 98.2v-.2.a3'81^v>.., " ; 








— I- 


GI Descrip. 


'44 9033a/emb| CAB38620.il, 9. 


Oe-13. -(AL035656) putative 






auxin-induced protein [Arabidopsis thaliana] ' 




Seq. No. 


38027- 




Seq. ID 


OJ991029_12.0225. 


, C7 


Gene No. 


78139 




Strand 






Start 


44638 




End 


44976 




Name 


OJ991029 12. 0225. C7. 


o9. ts 


Method 


TBLASTX: Soybean 




Start 


44638 




End 


44976 




GI 


none 




Score 


188 




Exons 


44638. .44976 











37665 



Seq. No. 38027 

Gene No. 78140 

Start 45549 

Name OJ991029_12 . 0225 . C7 . o4 . tw 

Start 45549 

GI none 

Exons 45549. .45605, 45600 .. 45953, 
49507. .49686 



- Seq. ID OJ991029_12.0225.C7 
Strand 

End 49686 

Method TBLASTX : Wheat 

End 49686 

Score 80 
45608. .45910, 45609. . 45953, 



Seq. No. 38027 

Gene No. 78140 

Start 45549 

Name OJ991029_12 . 0225 . C7 . o9 . tm 

Start 45603 

GI none 

Exons 45603. .45821, 45603 .. 45803, 



Seq. ID OJ991029_12.0225.C7 
Strand 

End 49686 

Method TBLASTX: Maize 

End 49686 

Score 283 
45608. .45820, 49507. .49686 



Seq. No. 

Gene No. 

Start 

Name 

Start: 

GI..... 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



38027 
78140 
45549 

■OJ99102 9_12.0225.C7.o3.tm 

45822; 

nQne, ; ...... . 

45822. .46283, 4 5822'. . 4 6103, 
49202. .49276, 49358.. 49486 



Seq. ID OJ991029_12. 0225.07 
Strand 

End 49686 

Method TBLASTX:Maize . . 

■_Erid_^. ...-:..,A94 8 8._^._,_,_,, : 

_.;^Sc.or e. . : . . .5 3 7 ..^ , 

45971. .46282, 4 9060 4 94 88 , 



38027 
78140 
45549 

OJ991029_12.0225.C7.o2.ts 
45918 
none 

45918. .46250, 49045 .. 4 9404 , 4 9045 .. 4 9404 , 4 9408 .. 4 94 4 0, 
49409. .49438 



Seq. ID OJ991029_12.0225.C7 
Strand 

End 49686 

Method TBLASTX : Soybean 

End 4 9440 

Score 169 



Seq. No. 38027 

Gene No. 78140 

Start ' '45549 

Name OJ991029_12 . 0225 . C7 . o6 . tw 

Start 45981 

GI none 

Exons -^. 45981. .46259, 4 6251 . 4 6385> 



Seq. ID OJ991029_12.0225.C7 
Strand 

End 49686 

Method TBLASTX: Wheat' 

End 49332 

Score 108 
49030.. 4933-2, -49046.. 49321 



Seq. No. 38027* 

- Gene^'NoT" '7H 140'-"^^' " 

• Start - , .4 5549: V . . , ' 

Name OJ991029_12 . 0225 . 07 . o4 . tm 

Start 46431 

GI " none 

Exons- 46431. .46643, 48595 .. 48957, 



Seq. ID OJ991029_12.0225.O7 

'""Strand ' ' 

'/•End - 49686 / . ' 'l' 

. Method TBLASTX : Mai ze . 

End 48958 

Score 82 
-48604. .48957', 48608. .48958 " 



Seq. No. 38027 

Gene No. 78140 

Start 45549 

Name OJ991029_12 . 0225 . 07 . 

Start 46539 

GI none 



o3 . tw 



Seq. ID OJ991029_12.0225.O7 
Strand 

End 49686 

Method TBLASTX: Wheat 

End 49029 

Score 65 



37666 




Exons 


4 6539 4 664 3/ 48604 


jI o o /T 

. . 4oy66, 


48604. .49029, 48608. .48997 




Seq. No. 


38027 




Seq. ID 


OJ991029_12.0225 


.C7 


Gene No. 


78140 




Strand 






Start 


4 bb4 y 




End 


49686 




Name 


ojyyiozy iz.uzzo.c/ 


. o9 . tw 


Method 


TBLASTX: Wheat 




Start 






End 


47405 




GI 


none 




Score 


157 




Exons 


47072 .. 47404 , 47136 


, .47405 








Seq. No. 


38027 




Seq. ID 


OJ991029_12.0225 


.C7 


Gene No. 


78140 




Strand 






Start 


4 oo4 y 




End 


49686 




Name 


ojyyio^y i2.uzzb.c/ 


. oZ . tm 


Method 


TBLASTX: Maize 




Start 


47252 




End 


47851 






none 




Score 


230 




Exons 


47252. .47692, 47268 


. .47690, 


47690. .47851, 47696. .47848 




Seq. No. 


38027 




Seq. ID 


OJ991029_12.0225 


.C7 


Gene No. 


78140 




Strand- 






Start 


45549' 




End 


49686 




Name 


0J9 91 02 9^1 2 ,0225.. QLvQ Utw _ 


Method 


• TBLASTX : Wheat • • 




S.tart,. .... 


424 05,. .„ ' 




•End.... 


... 4.8,03 




GI 


none 




Score ' 


253 




Exons 


47405. .48031, 47406 


. . 47975 








Seq. .No. 


38027 




Seq. ID 


OJ991029_12.0225 


.C7 


Gene No. 


78140 




Strand 






Start 


45549 




End 


49686 




Name 


OJ991029 12. 0225. C7 


. o6 . tm 


Method 


TBLASTX: Maize 




Start 


47900 




End 


48192 




GI 


none 




Score 


205 




Exons 


47900. .48190, 47904 


. . 48191, 


48040. .48192 




Seq. No. 


38027 




Seq. ID 


OJ991029_12.0225 


.C7 


Gene No. 


78140 




Strand 






Start 


45549 




End 


49686 




Name 


OJ991029 12. 0225. C7 


.o3. ts 


Method 


TBLASTX : Soybean 




Start 


47990 




End 


48247 




GI 


none 




Score 


137 




Exons 


47990. .48247, 47991 


. .48245 








Seq: ,No. ' 


38027 - - ' 




.Seq. ID ; 


-bJ99i02 9_i2. 0225 




Gene No. 


78140 




■ ' Strand 






StSTr't 


\ ' '4554 9 ' ' " * 




' End ' ■ 


' 4'968 6'-" " ■ ' ' 




Name . • 


.aJ99i029" 12;'.022.5.C7 


.o2 ;tw • / 


Method 


' TBLASTX:' Wheat , 




Start ' 


48038 "V 




End 


48577 • 




GI 


none 




Score 


258 




Exons 


■48038. .48376, 48039 


. .48377, 


.4 8379. .4 857 6, 4 8380. .4 8577 




Seq. No. 


38027 




Seq. ID 


OJ991029_12.0225 




Gene No. 


78140 




Strand 






Start 


45549 




End 


49686 




Name 


r .OJ991029 12. 0225. C7 


. o8 . ts 


Method 


TBLASTX: Soybean 




Start * 


48778 




End 


49023 




GI 


none 




Score 


66 




Exons 


48778. .49023, 48878 


. .49006 









37667 




Seq. No. 


38027 




Seq. ID 


OJ991029_12.0225 


.C7 


Gene No. 


TOT A r\ 
7814 0 




Strand 






Start 


4554 y 




End 


A 12 O 

4 968 6 




Name 


ojyyiozy iz.0225,C7 


. Ol2 . tW 


Method 


TBLASTX : Wheat 




Start 


/I ri o "3 o 

49333 




End 


yl A C A O 

4 9503 




GI 


none 




Score 


lb/ 




Exons 


4 9333 4 9503, 49343 


. . 4 94 95 








Seq. No. 


38027 




Seq. ID 


OJ991029_12.0225 


,C7 


Gene No. 


TOT >l T 

7bl4 1 




Strand 






Start 


50010 




End 


50405 




Name 


OJ991029 12, 0225. C7 


— TO 4- ■ , 

. ol3 . tw 


Method 


TBLASTX: Wheat 




Start 


50010 




End 


50399 




GI 


none 




Score 


63 




Exons 


50010 .. 50144 , 50050 


C A T O O 

. . 50133, 


50190. ,50399, 50191. .50343 




Seq. No. 


38027 




Seq. ID 


OJ991029_12.0225 


.07 


Gene No. 


1 O T yl T 

78141 




Strand 






Start 


50010 




End 


5.0405 




Name 


/^taataaa to aaac /^t' 

OJ991029_12 . 0225 . C7 


. ol5 . tm 


Method' 


TBLASTX: Maize 




.Start,, 


, ._50O8 2^:1^.. _ 




, End. 


50405 * 





.QI.. .,_ 


,.nQne. ... . 





„,_..S.core. . 


.192 


- - 


Exons 


50082 . . 50405 










Seq. No. 


38027 




Seq, ID 


OJ991029_12.0225 


,C7 


Gene No. 


78142 




Strand 






Start 


C A T /" A 

50760 




End 


64202 




Name 


OJ991029_12 . 0225 . C7 


ol3 . tm 


Method 


TBLASTX: Maize 




Start 


C A T A 

50760 




End 


64202 




GI 


none 




Score 


79 




Exons 


50760 .. 51065, 50935 


. 51051, 


63900. .64202, 63929.. 64003 




Seq. No. 


38027 




Seq. ID 


OJ991029_12.0225 


.C7 


Gene No. 


TOT >1 A 

78142 




Strand 






Start 


507 60 




End 


64202 




Name 


/^tAATAAA to AAAC /""T 

OJ991029 12. 0225. C7 


olO . tw 


Method 


TBLASTX: Wheat 




Start 


50946 




End 


64019 




GI 


none 




Score 


120 




Exons 


50946. .51305, 50947 


.51306, 


63660. .64019, 63662. .64015 




Seq.' No.- 


- 3802^7 - - 




Seq. ID.- 


OJ991029_12.0225 


.C7 


Gene No . ~ ■ 


■ 78142 - - • 




- Strand ' 






Start' 


50760 • " 




End * 


64202 




Name" ' " 


;\"OJ9-91029'12\'0225j37Tol8:.tw^^ 


Me t hod 


' TBLASTX VWh'eat " 


, 


.Start^.-- 


; :'57094:r - „; 




, End"..*..-.. . ' 






GI. 


none 




Score 


74 




Exons 


. 57094. .57174, 57094 


.57153, 


57184. .57330, 57200,, 57331 




beq. No. 


38027 




Seq. ID 


OJ991029_12.0225 


. c / 


Gene No. 


78143 




Strand 






Start 


67546 




End 


68531 




Name . 


OJ991029 12. 0225. C7, 


ol . tm 


Method 


TBLASTX: Maize 




Start 


67546 




End 


68049 




GI 


none 




Score 


89 




Exons 


67546. .67608, 67548, 


.67649, 


67563. .67637, 67630 .. 67944 , 






67635. .67943, 67757, 


.67948, 


67947. .68012, 67 94 8 .. 68010 , 





37668 



67949, . 68011, 67950 68012, 67998 68048 , 67998 68048 , 
68014, . 68049 





Seq. No. 


Jo / 




beq. ID 


ojyyiU2y 12.0225. 


c / 




Gene No. 


7o 14 J 




Strand 








Start 






hna 


c 0 c 0 1 
DOD Jl 






Name 


ojyyiu^y i^.u^zb.u/. 


o8 . tw 


Method 


TBLASTX : Wneat 






Start 


^ T c <r 0 




hna 








GI 


none 




Score 


325 






Exons 


67563. .67793, 67565. 


. 67792 










Seq, No. 


O Q n O "7 




Seq. ID 


OJ991029_12.0225. 


U / 




Gene No. 


/ o 14 o 




Strand 








Start 


0 / 04 D 




End 


68531 






Name 


ojyyiuzy i^.uzzo.c/. 


o4 . ts 


Method 


TBLASTX : Soybean 






Start 


b / DDZ 




End 


68531 






GI 


none 




Score 


279 






Exons 


67662. .67913, 67691. 


.67897, 


68265. . 68393, 682 66 .. 68391 , 








68267. .68395, 68436. 


.68531 










Seq. No. 


38027 . . 




Seq." ID 


OJ991029_12.0225. 


C7 




^^GejiB, .No, 


.__ .7 8JL4\3^ _ , 


— "-'-^ ■ 


_;_Strand„ 








..S±,art.,^. 


_ ^6754 6. _ ^ , 




End ^. 


. 76 er5li""7 


— • 




Name • 


OJ991029 12. 0225. C7. 


o3.tc 


Method 


TBLASTX: Cress 




% 


Start 


67 688 




End 


67920 




m 


GI 


none 




Score 


237 






Exons 


/"T/~r>rt /"TOrtrt 

67 688 67900, 67695. 


, 67919, 


67702. .67920, 67704. .67919 






Seq. No. 


38027 




Seq. ID 


OJ991029_12.0225. 


C7 


'-'^ 


Gene No. 


/ol4 J 




Strand 






kj 


Start 


6754 6 




End 


68531 






Name 


OJ991029 12. 0225. C7. 


olO . tm 


Method 


TBLASTX: Maize 




H w 


Start 


6804 9 




End 


68258 




S 


GI 


none 




Score 


90 




S 3 


Exons 


6804 y . . D0II7, 68050. 


. 68121, 


68110. .68166, 68120. .68185, 








/TOTOi /TOiT"? /COi/i/:r 

68121 D0I77, 68146. 


*r o o c 

. 68256, 


68151. .68258, 68159. .68257, 




r . 

[h 




68160. .68258 










f ^ 


Seq. No. 


O 0 A 0 T 




Seq. ID 


OJ991029_12.0225. 


C7 




Gene No. 


7b 14o 




Strand 








Start 


6754 6 




End 


68531 






• Name - -■ - 


OJ991029 12.022 5.C7, 


o4 . tc 


Method 


■ TBLASTX: Cress 






' Start \ " ' 


DOZOl 




End 


68531- - 






GI 


none 




Score 


215 






Exons ' ' ' 


68251 ... 68394 , 68264. 




68 ^'O 7 , ■ 


-6"826-4-, .'68407V- 68504t V6B5'307'' 









1 ... 6.8 5 05r. . . 6.55 31 68 5 OS ,- 


. ."68 5- 3 1 










Seq. No. 


^ o n o "7 
Jo UZ / 




Seq. ID 


OJ991029_12.0225, 


C / 




Gene No. 


78144 




Strand 








Start 


68603 - 




End 


69263 






Name 


OJ991029 12. 0225. C7. 


o5 . tm 


Method 


TBLASTX: Maize 






Start 


68603 




End 


69031 






GI 


none 




Score 


95 






Exons 


68603. . 68668, 68604. 


. 68669, 


68 605. . 68 670, 68 654. ,68713, 








68655. . 68711, 68659. 


.'68733, 


68 660. .687 64, 68739. . 687 68, 








68769. . 68885, 68770. 


. 68907, 


68787. .68 909, 688 65. .68 927, 








68865. .68927, 68866. 


. 68928, 


68934 .. 69029, 68 936 .. 69031 , 





37669 



68936. .69031 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



38027 
78144 
68603 

OJ991029_12.0225.C7.o5.tw 

68708 

none 

68708. .68767, 68739.-687 68, 
68770. .68850, 68770 68853, 
68844. .68933, 68844 .. 68894 , 
68932. .69057, 68934 .. 69047 , 
69073. .69195, 69144 69230 , 



Seq. ID OJ991029_12.0225.C7 
Strand 

End 69263 

Method TBLASTX : Wheat 

End 69263 

Score 57 
68757. .6884 9, 687 62. .6884 8, 
68824 . .688 95, 6884 2. .68883, 
68853. .68927, 68869. .68940, 
6902 6. .69220, 6904 4. .69184, 
69189. .69263 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



38027 
78144 
68603 

OJ991029_12.0225.C7.ol2.tm 

69033 

none 



Seq. ID OJ991029_12,0225.C7 



Strand 
End 

Method 

End 

Score 



69263 

TBLASTX: Maize 

69263 

18,1 



69033. .69170, 6904 4. .69169, 6904 4. .69172, 6917 4 .. 69218 , 
, 69172,^. 692^^0,.,, 691X9. ^69^^^^ .6,9 2X0,^^.6 926 3_ 



Seq. No. 38027 
Gene No. 78145 
Start 69264 

Name OJ991029__12 . 0225 . C7 . o7 . tw 

Start 69264 
GI none 
Exons 69264. 

69306. 

69352. 

69365, 

69521, 



.69296, 69281. 

.69362, 69316. 

.69378, 69357. 

.69490, 69488. 
.69637 



, 69313, 
. 69363, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

69285 

69320 



OJ991029- 12. 0225, C7 



69392, 69363, 
69505, 69517. 



70030 

TBLASTX: Wheat 
69637 
48 

69314, 69286. . 69315, 
69364, 69321. . 69365, 
69485, 69364. .69489, 
69633, 69521. .69637, 



Seq. No, 

Gene No, 

Start 

Name 

Start 

GI 

Exons- ■ 



38027 
78145 
69264 

OJ991029_12.0225.C7.ol.ts 

69515 

none 



Seq. ID OJ991029_12.0225.C7 
Strand 
End 

Method 
End 
Score 



70030 

TBLASTX : Soybean 

70030 

866 



69515. .70030, 69525. .70028, 6952 9. .70029 



Sec5. No.. ^ " 38027 ■ ' ^ - ~' ' Seq.. ID 

Geh%'"N6 r 7 81^'5"'"'" ■ — - ' ' " "strand " 

'Start 69264 /.:-- . ..... . .l.End-' . 

Name OJ991029_12 . 0225 . C7 . ol . tc Method 

Start 69577 End 

GI- none Score 

Exons 69577 . .69948, 69578.. 69949 



O.J991029_12 . 0225 . 07 

-70030 . ■ - - ' 
TBLASTX: Cress 
69949 

660 . • 



Seq. No. 38027 Seq. ID 

Gene No. 78145 Strand 

Start 69264 End 

Name OJ991029_12 . 0225 . C7 . oil . tm Method 

Start 69884 End 

GI none Score 



OJ991029_12.0225.C7 
70030 

TBLASTX: Maize 

70030 

239 



37670 



Exons 



69884 . .70030, 69890. .70030 



Seq. No. 38028 

Gene No. 78146 

Start 522 

Name OJ991029_12 . 0225 . C8 . ol . gp 

Start 522 

GI 2231_2.R1084 

Exons 522.. 979 

GI Descrip. * 11957/eiTib | X15901 | CHOSXX 1 . 
genome * 



Seq. ID OJ991029_12.0225.C8 

Strand + 

End 979 

Method AAT/GAP 

End 97 9 

Score 844 

Oe-145 Rice complete chloroplast 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ991029_12.0225.C8 
+ 

1964 
AAT/GAP 
1964 
1664 



38028 Seq. ID 

78147 Strand 
1075 End 
OJ99l029_12 . 0225 . C8 . o2 . gp Method 
1075 End 
7587_1.R1084 Score 
1075. . 1964 

' 131283/spl P12158 | PSBC_ORYSA 2.0e-85 
REACTION CENTER PROTEIN (P6 PROTEIN) 
>gi^7 2 7 1 0„- pi r_,, F2RZ 4 4 ._phpt osy s t"em_ II . chlorophyll . a-binding 
protein -psbX: -_rice .cklQr.Qplas.t. >gi_119,65^mb^CAA34.Q14__ixi.i96l ) 
PSII 43kDa protein [Oryza sativa] » • 



PHOTOSYSTEM II 4 4 KD 
(CP43) 



Seq. No. 


38028 










Seq. ID 


OJ991029_12.0225 


.C8 


Gene No. 


78148 










Strand 


+ 




Start 


2071 










End 


2264 




Name 


OJ991029 12 


.0225 


.C8 


.o3. 


tw 


Method 


TBLASTX: Wheat 




Start 


2 










End 


357 




GI 


none 










Score 


464 




Exons 


2. .355, 2.. 


355, 


3. . 


356, 


37. 


.357 






Seq. No. 


38028 










Seq. ID 


OJ991029_12.0225 


.C8 


Gene No. 


78148 










Strand 


+ 




Start . 


2071 










End 


2264 




Name 


OJ991029 12 


.0225 


.C8 


.o2. 


tc 


Method 


TBLASTX: Cress 




Start 


3 










End 


173 




GI 


none 










Score 


238 




Exons 


3. .173, 37. 


. 171 














Seq. No. 


38028 










Seq. ID 


OJ991029_12.0225 


.C8 


Gene No". ' 


78148 










■ Strand - 


+ 




Start • ; 


2071 










End 


2264 •■ 




Name""* ' 


" '•" OJ9*?f029'"l'2 


:'0'2'25 


■.:C8" 




t's-" " 


Method 


' TBLASTX-rSoybekh'^* 




•Start' . ".- r-^- 


3. ■ - ' 










^End- 


"14.7 .. .. 'J. 




GI 


none 










Score 


158. 




Exons 


3. .146, 4.. 


147, 


6. .. 


146, 


37. 


. 147 






Seq. No. 


38028 










Seq. ID 


OJ991029_12.0225 


.C8 


Gene No. 


78148 










Strand 


+ 




Start 


2071 










End 


2264 




Name 


OJ991029 12 


.0225 


.C8 


.o4 . 


tm 


Method 


TBLASTX: Maize 




Start 


3 










End . 


122 




GI 


none 










Score ■ 


149 




Exons 


3. .122, 37. 


.120 















37671 



Seq. No. 38028 

Gene No. 78148 

Start 2071 

Name OJ99102 9_12 . 0225 .C8.ol.ts 

Start 355 

GI none 
Exons 



Seq. ID OJ991029_12.0225.C8 

Strand + 

End 2264 

Method TBLASTX : Soybean 

End 1849 

Score 1115 

355. .1299, 355. .870, 704. .871, 717. .1313, 919. .1812, 926. .1849 



Seq. No. 38028 

Gene No. 78148 

Start 2071 

Name OJ991029_12 . 0225 . C8 . ol . tc 

Start 375 

GI none 
Exons 



Seq. ID OJ991029_12.0225.C8 

Strand + 

End 2264 

Method TBLASTX : Cress 

End 1816 

Score 903 



375. .1211, 375. .662, 379. .870, 717. .1313, 721. ,1305, 919. .1815, 
926. .1816 



Seq. No. 38028 

Gene No. 78148 

Start 2071 

Name OJ99102 9__12 . 0225 . C8 . o2 . tm 

^ St art,___^_ ..:4 1 6_ _ . 

.,Gr.. . „ . ... ..none:_ _ . . 

Exons ■ 416.. 667, 418.. 867, 419.. 865 



Seq. ID OJ991029_12.0225.C8 

Strand + 

End 2264 

Method TBLASTX : Mai ze 

,End. _867 ^ 

. S.c or e ^. ^ . . . : / J_ ..... . . . . 



Seq. No. 38028 

Gene No. 78148 

Start 2071 

Name OJ991029_12 . 0225 . C8 . o2 . tw 

Start 519 

GI none 
Exons 



Seq. ID OJ991029_12.0225.C8 

Strand + 

End 2264 

Method. TBLASTX : Wheat 

End 918 

Score 578 



519. .662, 520. .861, 521. .916, 704. .865, 717. .917, 721. .918 



Seq. No. 38028 

Gene No. 78148 

Start 2071 

Name OJ991029_12 . 0225 . C8 . ol . tm 

Start 903 

GI none' 
Exons 



Seq. ID OJ991029_12.0225.C8 

Strand + 

End 2264 

Method TBLASTX : Mai ze 

End 1389 

Score 629 



903. .1310, 904. .1299, 908. .1387, 919. .1389, 926. .1387 



Seq. No. 38028- ' • , 

Gene No. 78148 

.Start^ _ 2071 

Name • ; OJ99r02 92T2'.-0"225 . C8 61. tw 

:Start - ■ , ' 918 • ■ " . ":. : ' 

GI . * . none ' 

Exons 



•Seq. ID' OJ991029_12.0225.C8 

. Strand " + — - - - 

End 2264 

Method": TBLASTXTWhWat-"" ' ' 
End- . . .--1551 V . . . ' ■ ' 
. Score 390 . . 



918. .1211, 918. .1313, 919. .1305, 919. .1452, 926. .1453, 
1097. .1135, 1353. .1457, 1359 .. 1472 1372 14 73 , 1416. .1550, 
1426.. 1551, 1432.. 1551 



Seq. No. 38028 

Gene No. 78148 

Start 2071 

Name OJ99102 9_12 . 0225 . C8 . o3 . tm 

Start 1389 

GI none 



Seq. ID OJ991029_12.0225.C8 

Strand + 

End , 2264 

Method TBLASTX: Maize 

End 1852 

Score 668 



37-672 




Exons 1389.. 1823, 1390. .1809, 1390.. 1824, 1391.. 1825, 1820.. 1852, 

1821. .1850 



Seq. No. 


38028 




Seq. ID 


OJ991029_12.0225,C8 


Gene No. 


78148 




Strand 


+ 


Start 


2071 




End 


2264 


Name 


OJ991029 12.0225.C8.o4.tw 




Method 


TBLASTX: Wheat 


Start 


1552 




End 


1916 


GI 


none 




Score 


390 


Exons 


1552. .1809, 1554. .1850, 1554. 


.1850, 1821. .1916, 1843. .1914 


Seq. No. 


38028 




Seq. ID 


OJ991029 12. 0225. C8 


Gene No . 


78148 




Strand 


+ 


Start 


2071 




End 


2264 


Name 


OJ991029 12.0225.C8.o3.gp 




Method 


AAT/GAP 


Start 


2071 




End 


2264 


GI 


5607533 




Score 


357 


Exons 


2071. .2264 








GI Descrip. 


11957/emb|X15901|CHOSXX 1 


.Oe- 


145 Rice 


complete chloroplast 




genome 








,Seq Np^.^ 


_ .38029 ^ 




,Seq. „,ID 


0J9 91 02 9^.1 2.. 0225,,C9i_ 


,Gene ..,No ... , _ 


„.Z814.9„...... . .. 




Strand.,.,.. 




Start 


211 • 




End 


669 


Name 


OJ991029 12.0225.C9.ol.gp 




Method 


AAT/GAP 


Start 


211 




End 


669 


GI 


45273 1.R1084 




Score 


846 


Exons 


211. .669 








GI Descrip. 


'1022811 4.0e-21 (U37703) 


ORF 


62 [Hordeum vulgare] ' 


Seq. No. 


38029 




Seq. ID 


OJ991029_12.0225.C9 


Gene No. 


78150 




Strand 




Start 


1060 




End 


1414 


Name 


OJ991029 12.0225.C9.ol.tm 




Method 


TBLASTX; Maize 


Start 


20 




End 


634 


GI 


none 




Score 


77 


Exons 


20. .109, 21. .68, 22. .69, 


80. . 


118, 185. 


.304, 186. .305, 193, .306, 




225. .323, 261. .575, 271.. 


576, 


305. .577 


, 307. .579, 590. .634, 




595. .633 








Seq. No. 


38029 




Seq. ID 


OJ991029_12.0225.C9 


-Gene No .- • 


78150 ' ■ ■ . . • 




• Strand ■ 




Start ■ 


1060 - 




End- 


1-414 - • - ■ 


Name 


OJ991029 12.0225.C9.ol.t*c 




Method 


TBLASTX: Cress 


St'a'rt'"'" 






"^Ehd^"*"'""' 




GI- ' "-^ - 


'rione ■'. . J 




■ Score. 


45.'. ■ ... -.^ V 


Exons 


21... 59, 10-0.. 168, 13.1.. 163,. 228..2,75,- 


228. .25.1, . 320. .544, 




325*. .549, 325.. 537, 326.. 


538, 


333-. .548 




Seq. No. 


38029 




Seq. ID 


OJ991029_12.0225.C9 


Gene No. 


78150 




Strand 




Start 


1060 




End 


1414 


Name 


OJ991029 12.0225.C9.ol.ts 




Method 


TBLASTX : Soybean 


Start 


226 




End 


549 


GI 


none 




Score 


44 


Exons 


226. .273, 317. .541, 325.. 


549, 


325. .537 





37673 



Seq. No. 38029 

Gene No. 78150 

Start 1060 

Name OJ991029_12 . 0225 . C9 . o2 . tm 

Start 1047 

GI none 

Exons 1047.. 1073, 
1355. .1414 



Seq, ID 

Strand 

End 

Method 

End 

Score 



OJ991029_12.0225.C9 
1414 

TBLASTX: Maize 

1414 

44 



1197. .1274, 1201. .1356, 1202. .1360, 1352. .1411, 



Seq. No. 38029 

Gene No. 78150 

Start 1060 

Name OJ991029_12 . 0225 . C9 . o2 . gp 

Start 1060 

GI 306_9.R1084 

Exons 1060. . 1249 

GI Descrip. ' 287391/dbj | D13111 I RICMT15 
rpoB pseudogene* 



Seq. ID 

Strand 

End , 

Method 

End 

Score 



OJ991029_12.0225.C9 

1414 
AAT/GAP 
1249 
242 



l.Oe-178 Oryza sativa mitochondrial 



Seq. No. 
Gene No. 

Starts 

„Name . 

Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
* Start " 
GI 

Eicbrts^^' ~' 
Gi De'scriF»; 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



38030 Seq. ID 

78151 Strand 

. 2 691 _ . . ^End 

.Oa991P2a_^i2,/6i25.CZO..,ol..gp, ...^Method . 

2691 End 

1036999 Score 

2691.. 2802 

11957/emb 1X15901 1 CHOSXX 2.0e-52 Rice complete chloroplast genome 



OJ991029_12. 0225. CIO 

+ 

.2802; 

, aaxZgap__,. 

2802 
198 



38030 Seq. ID 

78152 Strand 

2876 End 

OJ991029_12 . 0225. CIO. o2 .gp Method 

2876 End 

LIB34 32-02 1-P1-K1-A3 Score 
2876. .3020 

'11957/emb 1X15901 1 CHOSXX l.Oe-52 Rice complete chloroplast 
genome ' 



OJ991029_12. 0225. CIO 
+ 

3020 
AAT/GAP 
3020 
213 



OJ991029_12. 0225. CIO 
+ 

11731 
AAT/GAP ■ 

ii73r ■ : ' " — : 

478 



38030 Seq. ID 

78153 Strand 

11139 End 
.OJ991029_12. 0225. CIO. o4.gp Method- 
■11139 ''^ ^ - • - ■ - ' End 

4,2732_1.R1084- ' Score 

. 11161," 'ri4'S8rV\^r7*3l - r..T.-.--:- „■ 

• 114 657/sp.|R12'0831 ATPI^ORYSA 3.0e-76 ^ATP ^SYNTHASE .-A- CHAIN '. . 

PRECURSOR (SUBUNIT IV) .>gi_67.926_pir LWRZ6 H+-transporting ATP 

synthase (EC 3.6.1.34) chain a - rice chloroplast 
>gi_11975_emb_;CAA33990_ (X15901) ATPase a subunit [Oryza sativa] 
>gi 226693 prf 1603356U ATPase a [Oryza sativa] ' ■ 



38030 Seq. ID 

78154 Strand 

5081 End 

OJ991029_12. 0225. CIO. oil. tm Method 

810 End 

none Score 



OJ991029_12. 0225. CIO 
5211 

TBLASTX: Maize 

1013 

106 



37674 




Exons 


810. .884, 811. .885, 812. 


o o u 

.883, 


870. .1013, 878. .1000, 886. .1002 


Seq. No. 


38030 








Seq. ID 


OJ991029_12. 0225. CIO 


Gene No. 


78154 








Strand 


- 


Start 


5081 








End 


5211 


Name 


OJ991029 12 


.0225. 


C10.O14 


. tc 


Method 


TBLASTX: Cress 


Start 


1868 








End 


2005 


GI 


none 








Score 


191 


Exons 


. 1868.. 2005, 


1868. 


.2005 








Seq. No, 


38030 








Seq. ID 


OJ991029_12. 0225. CIO 


Gene No. 


78154 








Strand 




Start 


5081 








End 


5211 


Name 


OJ991029 12 


.0225. 


C10.O9. 


tm 


Method 


TBLASTX: Maize 


Start 


1874 








End 


2146 




none 








Score 


250 


Exons 


1874. .2038, 


1874. 


.2056, 


1897. 


.2064, 2102. .2146, 2102. .2140 


Seq. No. 


38030 








Seq. ID 


OJ991029_12. 0225. CIO 


Gene No. 


78154 








Strand , 




Start 


5081 








End 


5211 


Name 


OJ991029 12 


0 2,2 5 , C 1 0„, pi 2 ..t s _ 


. M,e t^hpd.. , 


TBLASTX: Soybean 


Start , 


,2l36 . . 




„ — . . 




jEnd,j..'__ 


...2.a33;.,...:;.__. 


GI 


none 








Score 


60 • 


Exons 


2636. .2743, 


2765. 


. 2794, 


2805. 


.2933, 2811.. 2921 


Seq. No. 


38030 








Seq. ID 


OJ991029_12. 0225. CIO 


Gene No. 


78154 








Strand 




Start 


5081 








End 


5211 


Name 


OJ991029 12 


.0225. 


C10,ol3 


. tc 


Method 


TBLASTX: Cress 


Start 


2649 








End 


2975 


GI 


none 








Score 


41 


Exons 


2649. .2699, 


2652. 


.2699, 


2697. 


.2768, 2765. .2812, 2802. .2948, 




2804. .2923, 


2814 . 


.2975 








Seq. No. 


38030 








Seq. ID 


OJ991029_12. 0225, CIO 


Gene No. 


78154 








Strand 




Start 


5081 








End 


5211 


Name 


OJ991029_12 


0225. 


C10.O2. 


tm 


Method 


TBLASTX: Maize 


Start 


o T o 

2726 








End 


3266 


GI 


none 








Score 


79 


Exons - 


- 2726. .2767-, 


2-727 . 


.2768, 


2727.- 


.2768, 2742. .-2813, 2761.. 2808, 




- -2798-: v2974, - 


2802. 


.2.97 5; 


2806. 


; 2 9 8 2 , ■ 2 9 5 1- . : 3 0 67 , 2953. v 30 6 6 " " 




2970. .3095, 


3011. 


.3055, 


3012. 


.3056, 3013. .3057, 3013. .3057, 


. „ . _ 


^30'4r f/3io'a', ' 


-304 3. 


V3i02," 


'30557 


;"3-a"9^9, "3'083\*:315'l,"'^09-9": vBirg; - - 




- -3104;.. 3151,- 


3143. 


-.3187, 


314 5. 


.3189, 314 6. .3190:,- -3173. .3262-,\ 




3179. .3262, 


3219. 


.3266 








Seq. No. 


38030 ■ 








Seq, ID 


OJ991029_12. 0225. CIO 


Gene No. 


78154 








Strand' 






5081 








End 


5211 


Name 


OJ991029 12 


0225. 


C10.O3. 


tw 


Method 


TBLASTX: Wheat 


Start 


2765 








End 


2963 


GI 


none 








Score 


50 


Exons 


2765. .2812, 


2766. 


.2813, 


2802. 


,2963, 2804, .2923, 2814. .2957 


Seq. No. 


38030 








Seq. ID 


OJ991029_12. 0225. CIO 



37675 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



78154 
5081 

OJ991029_12. 0225. CIO. o2.tw 
3011 



none 
3011, 
3079. 
3314. 



Strand 
End 

_ Method 

End 
Score 

3055, 3011.. 3055, 3013.. 3057, 3013.. 3057, 3013 
3099, 3095.. 3154, 3104.. 3217, 3125.. 3205, 3309 
3391, 3382.. 3423, 35-2,2 .. 3563, 3524.. 3571 



5211 

TBLASTX: Wheat 

3571 

62 



3057, 
3404, 



Seq. No. 38030 Seq. ID 

Gene No. 78154 Strand 

Start 5081 • End 

Name OJ991029_12 . 0225 . CIO . oil . ts Method 

Start 3643 End 

GI none Score 

Exons 3643.. 3771, 3658.. 3780 



Seq. No. 38030 

Gene No. 78154 

Start 5081 

Name OJ99102 9_12 . 0225 . CIO . o3 . gp 

,.Start^,_„ 508 1,:™ -™,-- _ 

.S::.: ij5.a7 624. . ^ . ^ ... . 

Exons 5081.. 5211 

GI Descrip. 287391/dbj | D13111 | RICMT15 1. 
rpoB pseudogene 



Seq. ID 

Strand 

End 

Method 
,Enci:___ 
...Scora.-,„, . 



OJ991029_12. 0225. CIO 
5211 

TBLASTX : Soybean 

3780 

128 / 



OJ991029_12. 0225. CIO 

5211 
AAT/GAP 

„5211„_^:_ 

215_. 



Oe-178 Oryza sativa mitochondria 



Seq. No. 


38030 








Seq. ID 


OJ991029_12. 0225. CIO 


Gene No. 


78155 








Strand 




Start 


5133 








End 


5790 


Name 


OJ991029 12 


.0225 


.C10.O7 


.tc 


Method 


TBLASTX: Cress 


Start 


5133 








End 


5705 


GI 


none 








Score 


38 


Exons 


5133. .5168, 


5138 


. .5167, 


5185. 


.5259, 5186. .5260, 5310. .5582, 




5318. .5584, 


5318 


. .5581, 


5320. 


.5583, 5585. .5701, 5586. .5696, 




5591. .5704, 


5592 


. .5705, 








Seq. No. 


38030 








Seq. ID 


OJ991029__12. 0225. CIO 


Gene No. 


78155 








Strand 




Start 


5133 








End 


5790 


Name 


OJ991029 12 


.0225 


.C10.O9 


ts 


Method 


TBLASTX: Soybean 


Start 


5180 








End 


-5583 




^ none •. 








'Score • * 


52.-- - - 


Exons 


'5180.. 5284, 


5197 


. .5271, 


5199. 


.5294, 521 


38. .5581, 5290. .5583 


Seq. 'No. ' 


^ 38.030' . ■ 








-Seq. ID - 


0 J9 9 1 0 2 9_1 2 : 0 22 5 . C 1 0 


Gene No. 


78155 








Strand . 




Start 


5133 








End 


57 90 


Name 


OJ991029 12 


.0225 


.C10.O3 


tm 


Method 


TBLASTX: Maize 


Start- 


5198 








End 


5596 


GI 


none 








Score 


542 


Exons 


5198. .5596, 


5200 


. .5595 








Seq. No. 


38030 








Seq. ID 


OJ991029_12. 0225. CIO 


Gene No. 


78155 








Strand 




Start 


5133 








End 


5790 


Name 


OJ991029 12 


.0225 


.C10.O7. 


tm 


Method 


TBLASTX: Maize 



37676 




start 


5597 








End 


5790 


GI 


none 








Score 


301 


Exons 


ccm C700 


Doy / . 


Q Q 
. 0 / OO , 


0 D y 0 . 


.5783, 5599. .5787, 5692. .5790 


Seq. No. 


38030 








Seq. ID 


OJ991029_12. 0225. CIO 


Gene No. 


78156 








Strand 




Start 


5783 








End 


6656 


Name 


OJ991029_12 


n o o c 
. U225 . 


uiu . oy . 


tc 


Method 


TBLASTX: Cress 


Start 


5783 








End 


6058 


GI 


none 








Score 


318 


Exons 


0 /o J . . bUoo , 


0 / 0 D . 


. DUO / , 


3 y y u . 


.6058 




Seq. No. 


38030 








Seq. ID 


OJ991029_12. 0225. CIO 


Gene No. 


78156 








Strand 




Start 


5783 








End 


6656 


Name 


OJ991029_12 


.0225. 


C10.O5. 


ts 


Method 


TBLASTX : Soybean 


Start 


c o o c 

5825 








End 


6656 


GI 


none 








Score 


519 


Exons 


5825 . . 6229, 


COOT 

5827 . 


^ n n n 


c 0 0 

oozy. 


.6230, 6089.. 6235, 6230.. 6379, 




6231 . . 6386, 


6253 . 


. 6396, 


/~ A r\r\ 

64 UU . 


.6654, 6412. .6648, 6425. .6655, 




6438 . . 6656 












" — 


' ' ' — 

. . 3.8,0.30 .-v 




— — 




, S.e;q...,Xp.. 


\aJ.9.9.ia2.a:^I.2,...0.22.5,..Gl 


Gene No; 


78156 








Strand 




Start 


5783 








End 


6656 


Name 


OJ991029_12 


.0225. 


C10.O8. 


tc 


Method 


TBLASTX: Cress 


Start 


6059 








End 


6511 


GI 


none 








Score 


236 


Exons 


6059 - . 6229, 




n n n 


bU DO . 


.6269, 6209. .6391, 6230.. 6379, 




6234 . . 6392 , 


6235 . 


^ o o ^ 

. 6396, 


<r 0 c 0 


.6396, 6400. .6507, 6400. .6507, 




6425 . . 6511 , 




^ C A O 








Seq. No. 


38030 








Seq. ID 


OJ991029_12. 0225. CIO 


Gene No. 


78157 








Strand 




Start 


6753 








End 


7297 


Name 


OJ991029_12 


.0225. 


C10.O6. 


ts 


Method 


TBLASTX : Soybean 


Start 


6753 








End 


7297 


GI 


none 








Score 


227 


Exons 


6753 . , 6932, 


67 61 . 


. 6913, 


6 / 63 . 


.6933, 6776.-6943, 6895. .7077, 




6910 . ,1011 , 


6914 . 


. 7099, 


T A 1 ri 


.7108, 7119. .7256, 7123. .7275, 




7 123 . . 7257 , 


7124 . 


o m 

. /2 9 / , 


/ 1 oU . 


.7294 




Seq, No. ' 


•38030- • • - 








Seq, ID 


■ 0 J 9 9 1 p 2 9_1 2 , 02 25 . C 10 


Gene No. 


78157 








Strand 




"Stajct " V ■ " ' 


. ■ 6153 








■^End" " 




Name 


OJ991029_12 


. 0225 . 


CIO. OIL 


. tc 


Method 


TBLASTX: Cress- . 


Start 


6837 * 








End . 


.7039 


GI 


none" 








Score 


160 


Exons 


6837 . . 7037 , 


684 4. 


T n o o 
. 7(J3b , 


xio4 4 , 


.703.8-, 6845. .7039 


Seq. No. 


Q o n n 








Seq. ID 


OJ991029_12. 0225. CIO 


Gene No. 


78158 








Strand 




Start 


7497 








End 


8302 


Name 


OJ991029 12 


.0225. 


C10.08. 


ts 


Method 


TBLASTX: Soybean 


Start 


7497 








End 


7912 


GI 


none 








Score 


105 


Exons 


7497. .7724, 


7502. 


.7726, 


7504. 


.7722, 7741. .7869, 7741. .7875, 



37677 






nn AC. 7Q71 


774 


7 fift Q 

. / 0 0 -7 / 


77 R1 

//OX. 


.7879, 7876. .7911, 7877. .7912 


Seq. No. 


38030 




- 




Seq. ID 


OJ991029_12. 0225. CIO 


Gene No. 


78158 








Strand 




Start 


1 A CkH 








End 


8302 


Name 




U Z Z 0 . 


U . OIU 


. um 


Method 


TBLASTX: Maize 


Start 


n can 








End 


8293 


GI 


none 








Score 


149 


Exons 


/ oyu . . / yz y / 


7 7 7 Q 
/ / / O . 


fl n 9 

. O U , 


PI 09 
0 1 uz . 


.8293 




Seq. No. 


38030 








Seq. ID 


OJ991029_12. 0225. CIO 


Gene No. 


78158 








Strand 




Start 


/ 4 y / 








End 


8302 


Name 


ujyy iuzy iz , 


n O O R 


m A /-si 1 
u J. U .oil 


. UC 


Method 


TBLASTX: Cress 


Start 


1 f^D 








End 


8302 


GI 


none 








Score 


150 


Exons 




7 7 ^ 


7 Q9 Q 


O X u z . 


.8302, 8194. .8301 


Seq. No. 


-3 Q n "5 A 








Seq. ID 


OJ991029_12. 0225. CIO 


Gene- No. 


78159 








Strand 




Start 


8215 








End 


9031 


^ N arrie„ _ _ 


jjjj^y. i^u^4, y_ , i:Z_ 


A O O R 


1 A /-\9 




_Method..-:.;^^ 


T BL AS TXj^S p^ybe a n^_. 


Start .^^ ... 








, — ^ — 


7.En^'. „ , .^^^S 


90.31.,. X- 


GI 


none 








Score 


434 


Exons 


OOIC O tZ CO 

ozlo . . OOOO , 


OZ 1 D . 


Q c; / Q 
. oD4 0 , 


Q T 
ODD 1 . 


.8676, 85E 


J5..9031, 8586. .9026, 




oDi/. .yuou 












Seq. No. 


o o A o r» 








Seq. ID 


OJ991029_12. 0225. CIO 


Gene No. 


78159 








Strand 




Start 


8215 








End 


9031 


Name 


n TQ Q 1 n 0 Q 19 

u J yyiuzy iz 


n 0 0 R 


PI A /-^^ 

U 1 U . OO . 


UC 


Method 


TBLASTX: Cress 


Start 


ool4 








End 


8714 


GI 


none 








Score 


319 


Exons 


oJi4..o4z/, 




Q c; ^ 


o 1 . 


.8554, 8494,. 8571, 8585.. 8713, 




QCQc; Q'71'3 
OOOO . . O / 1 J, 


o Do D . 


.0 f 1^ f 


Q Q c; 
O Do D . 


.8714 




Seq. No. 


38030 








Seq. ID 


OJ991029_12. 0225. CIO 


Gene No. 


78160 








Strand 




Start 


Q n n Q 

yuuy 








End 


9801 


Name 


ujyyiuzy iz 


A O 0 c: 
UZZ D . 


PI A /-^1 9 

LIU . OlZ 


. L.C 


Method 


TBLASTX: Cress 


Start 


n n A A 

yuuy 








End 


9290 


GI-' • ■ 


none 








Score 


27 0-.- 


Exons" 


yuuy . . y z y u , 


- QAI 7 
y U X / . 


. y Z J O 








....... 

Seq . No . 


JoUjU 









"Seq'. "ID"^' 


"d J9'9 1 02 9"_12 . 02 2;5^: C I'O 


Gene No. 


- 78160 








Strand ■ - 




Start .. 


9009 . :. - 








. End' 


9801 : - . - ■ 


Name 


r\ TQ Q 1 n o Q 10 

ujyyiuzy i/. 


A O O 
UZZ 0 . 


PI A /^1 A 
Ul U . Ol U 


. us. 


Method 


TBLASTX: Soybean 


Start 


Q 1 1 
yi 1 b 








. End 


9529 


GI 


none 








Score 


43 


Exons 


yiib . . yi /o, 


Q 1 / 7 

yi4 / . 


Q1 7 

. y 1 / 0 , 


Q1 7 7 

yi / / . 


.9302, 9177. .9251, 9273. .9377, 




9290. .9529, 


9299. 


.9484, 


9312. 


.9524 




Seq. No. 


38030 








Seq. ID 


OJ991029_12. 0225. CIO 


Gene No. 


78160 








Strand 




Start 


9009 








End 


9801 


Name 


OJ991029 12 


.0225. 


C10.O6. 


tc 


Method 


TBLASTX: Cress 



37678 



start 
GI 

Exons 



9379 End 9801 

none Score 52 

9379. .9426, 9380. .9484, 9396. .9572, 9435. .9560, 9463. .9561, 

9556. .9801, 9557. .9799, 9559. .9801 



Seq. No. 38030 

Gene No. 78161 

Start 9811 

Name OJ991029_12 . 0225 . CIO . o2 . tc 

Start 9811 

GI none 
Exons 



Seq. ID OJ991029_12. 0225. CIO 
Strand 

End 10555 

Method TBLASTX : Cress 

End 10555 

Score 664 



9811. .10251, 9812. .10258, 10305. .10553, 10319. .10555, 
10321. .10554 



Seq. No. 38030 

Gene No. 78161 

Start 9811 

Name OJ991029_12 . 0225 . CIO . o7 . ts 

Start 10085 

GI none 

Exons ■ 10085. . 10252, 10101 .. 10250, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991029_12. 0225. CIO 
10555 

TBLASTX: Soybean 

10527 

218 



10120. .10251, 10293. .10523, 



: . ..,10 3 01. t.'l 044 0 liia 1 0., 5 25 ,10 32 1 ,..10 5 2 7_ 



Seq. No. 38030 

Gene No. 78161 

Start 9811 

Name OJ991029_12 . 0225 . CIO . o6 . tm 

Start 10196 

GI none 

Exons 10196. .10252, 10198 10251, 
10310. .10528 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991029_12. 0225. CIO 
10555 

TBLASTX: Maize 

10529 

82 



10293. .10529, 10303 . . 104 4 0 , 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



38030 
78162 
10528 

OJ991029_12. 0225. CIO. ol.ts 
10528 



none 
10528, 
10735, 
10829. 



10602, 10532. 
10779, 10797. 
11488, 10830. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

10606, 10535. .10606, 10731 
10829, 10827. .11489, 10828 



OJ991029 12. 0225. CIO 



11490 

TBLASTX: Soybean 
11490" 
99 

10778, 
11187, 



11489, .11236. .11490 



Seq.- No: _ - ;38030: - _ ; 

Gene No. ' 78162 

Start- "10'528 "-^^-^ 

Name . . \ OJ99:l02 9J12 ;:022-5 . CIO . o8\.tm'- 

Start . 10531 

GI none 
Exons . ■ 10531 , 

10735. 

10830. 



10632, 10532. 
10779, 10797. 
11027 



10636, 
10829, 



■ Seq. ID 

Strand 
'""''End"" 

Method 

End 

Score 
10532. .10.633, 10731 
10827. . 11027, 10829 



OJ991029 -12. 0225 '.-CIO 



11-4 90 

TBLASTX :Mai-2e- - ' " 
110.27 . . 
140 

10778, 
11026-, 



Seq. No. 38030 Seq. ID 

Gene No. 78162 Strand 

Start 10528 End 

Name OJ991029__12 . 0225 . CIO . ol5 . tc Method 

Start 10567 End 



OJ991029__12. 0225. CIO 
11490 

TBLASTX: Cress 
10919 



37679 




GI 


none 








Score 


81 




Exons 


10567. 


.10632, 


10568. 


. 10624, 


1074 0. .10790, 1074 4. .10791, 






10830. 


.10919, 


10832. 


. 10918 








Seq. No. 


38030 








Seq. ID 


OJ991029_12.0225 


.CIO 


Gene No. 


78162 








Strand 






Start 


10528 








End 


11490 




Name 


OJ991029 12. 0225. CIO 


. o4 . tc 


Method 


TBLASTX: Cress 




Start 


10922 








End 


11316 




GI 


none 








Score 


595 




Exons 


10922. 


11314, 


10923. 


. 11315, 


10926. .11315, 11236.. 11316 




Seq. No. 


38030 








Seq. ID 


OJ991029_12.0225 


.CIO 


Gene No. 


78163 








Strand 






Start 


11490 








End 


13708 




Name 


OJ991029 12. 0225. CIO 


. o4 . ts 


Method 


TBLASTX: Soybean 




Start 


11490 








End 


12703 




GI 


none 








Score 


149 




Exons 


11490. 


11615, 


11491. 


. 11616, 


11800. . lU 


J41, 11847. . 12299, 






11852. 


12568, 


11857. 


. 12567, 


11874. .12572, 11881. .12570, 






12680. 


12703 












S^q..-ilo_.v 


338.03^!."^. 








,k^q.. .,.,iD. 




Gene No. 


78163 








Strand 






Start 


11490 








End 


13708 




Name 


OJ991029 12, 0225. CIO 


. o4 , tm 


Method 


TBLASTX: Maize 




Start 


12079 








End 


12363 




GI 


none 








Score 


452 




Exons 


12079. 


12363, 


12079. 


. 12363 








Seq. No. 


38030 








Seq. ID 


OJ991029_12.0225 


.CIO 


Gene No. 


78163 








Strand 






Start 


11490 








End 


13708 




Name 


OJ991029 12. 0225. CIO 


. o3 . tc 


Method 


TBLASTX: Cress 




Start 


12083 








End 


12705 




GI 


none 








Score 


118 




Exons 


12083. , 


12196, 


■'12085. 


. 12198, 


12193. .12567, 12194. .12568, 






12196. . 


12570, 


12685. 


12705, 


12687 . , 12704 




Seq. No. 


38030 








Seq. ID 


OJ991029_12.0225 


.CIO 


Gene No. 


78163 








Strand 






Start 


- 11490 








. End 


13708 




Name; 


: OJ991029 12;0225;C10 


. ol ; tm ■ 


; Method ' 


TBLASTX: Maize * - 




Start 


12364 ■ 








' End 


13023 ' 




GI " ■ 


' none". ' 








■"'* ' Score " ' 






■ Exons * 


• 12354. . 


.l-'2390,' 


12364 . 


. 12'3'90,. 


^-1.2385.. .1257:0^, ■ 1-2.385'.:V12567,; 






12386. , 


12568, 


12404 . 


. 12580, 


12619. .12702, 12620. . 12712, 






12642. , 


,12704, 


12674 . 


. 12718, 


12704. .12769, 12754 128 16, 






12816. , 


•12854, 


12817. 


.12855, 


12824. .12856, 12851 .. 12970, 






12852. . 


12971, 


12853. 


. 12978, 


12853. .12978, 12961 .. 13023, 






12963. . 


13022 












Seq. No. 


38030 








Seq. ID 


OJ991029_12.0225 


.CIO 


Gene No. 


78163 








Strand 






Start 


11490 








End 


13708 




Name 


OJ991029 12. 0225. CIO 


. o3 . ts 


Method 


TBLASTX: Soybean 




Start 


12840 








End 


13708 





37680 




GI 


none 




Score 


77 


Exons 


lOQ/in IOQ/1'7 lOQnn 


1 9 0*7 1 

. xz y / X , 


12904. .12960, 12 995. .13087, 




lOQaT 1*5*707 I'^nnc; 


1 "5 9 9 
. X J JZZ , 


13025. . 13708 


beq. NO. 


Jo UoU 




Seq. ID 


OJ991029_12. 0225. CIO 


Gene No. 


78163 




Strand 




Start 


11490 




End 


13708 


Naitie 


uji?yiu<^y iz.UiiZD.Giu 


. ol . tw 


Method 


TBLASTX: Wheat 


buart 


1 o Q c rt 




End 


13267 


Gi 


none 




Score 


123 


Exons 


lOQCfi lOQ/it; lODcn 
i^iobU. .izy^b, izobU. 


T o n n "5 
. X JU U J / 


12861. .12971, 12865. .12987, 




10Q9Q IOQ'5/! 


1 "59 9 /I 
. X JZ Z 4 / 


12 963. .13229, 12974. .132 67 


becj. JNO . 


o Q n "5 n 
Jo U J U 




Seq. ID 


OJ991029_12. 0225. CIO 


Gene No. 


78163 




Strand 




Start 


11490 




End 


13708 


Name 


vJUr'^lUZz? IZ.UZZO.UlU 


. O X . L. c 


Method 


TBLASTX: Cress 


b tar c 


iz y u 0 




End 


13708 


Gi 


none 




Score 


59 


Exons 


lOQflR 10Q£C1 loont^ 

izyuo. .izybi, izyub. 


1 9 Q 7 1 

. xz y / X , 


12953. .13705, 12 999 .. 13664 , 




IJUlo. .IJ/U// uuzo. 


1 o T n Q 
. X J / U 0 






^. ,Se.q... N,o.v--'.^, 


^ 38 0 3 arz^73r i_ f. 


^ .. .„ 


Saq. , I.D.. 


ZoJsh ozs^JlzIq 225^.„clal 


Gene No. 


'78163 




Strand 




btar L 


i 1 4 y u 




End 


13708 


Name 


vjjyyiuzy iz.uzzd.gxu 


. o5 . tin 


Method 


TBLASTX: Maize 


Start 


X JUZ4 




End' 


13318 


Gi 


none 




Score 


393 


Exons 


1'5nO/I 1'50Q1 I'^nOR 
XoUZ4. .XJZoX, XJUZO. 


1 9 9 O 9 
. X OZ o Z / 


1322 9. .13318, 132 63. .13310 


Seq. No. 


38030 




Seq. ID 


OJ991029_12.0225.C10 


Gene No. 


78163 




Strand 




b uaru 


11/1 Qfl 

X X 4 y u 




End 


13708 


Name 


ujyyxuzy xz.uzzo.gxu 


. oxz . tm 


Method 


TBLASTX: Maize 


btar L 


Xooub 




End 


13644 


Gi 


none 




Score 


178 


Exons 


i'5c;ri^^ i'5^;/iT I'^cim 


. X J b4 4 / 


13507. .13644 


beq . NO . 


O Q n T 1 
O 0 U J X 




Seq. ID 


OJ991029_12.0225.C11 


Gene No . 


78164 




Strand 




Start 


1 




End 


56 


Name 


OJ991029 12. 0225. Gil 


.Ol.gp 


* ■ Method 


aat/gap 


bcarc 


± " ; ■ • :*" 




- ■ .End ' • • 


'56 ' ■ - . 


Gl 


uC-osf Icyp033a04bl 




Score 


108 


Exons' " 


i: :56 ■ ' 








• GI Descrip..- 


V 601684 57dbj 1 AP00057.0 .11 AP000570 3 . Oe- 


59- .Oryza ■ sativa genomic 




DM, chrombsome 1, clone: P07 IIEIO ' 




Seq. No. 


38032 ■ 




Seq. ID 


OJ991029_12.0225.C12 


Gene No. 


78165 




Strand 


+ 


Start 


801 




End 


1060 


Name 


OJ991029 12,0225.012 


.ol.gp 


Method 


AAT/GAP 


Start 


801 ■ • 




End 


1060 


GI 


2315 5.R1084 




Score 


349 


Exons 


801.. 1060 









GI Descrip. ' 6016845/dbj | AP000570 . 1 | AP000570 l.Oe-14 Oryza sativa genomic 
DNA, chromosome 1, clone : P07 IIEIO ' 



37681 



Seq. No. 38033 Seq. ID 

Gene No. 78166 Strand 

Start 16892 End 

Name OJ991029_12 . 0225 . C13 . olO . tw Method 

Start 45 End 

GI none Score 

Exons 45. .341, 47. .85, 143. .334 



OJ991029_12.0225.C13 
20070 

TBLASTX: Wheat 

341 

257 



Seq. No. 38033 . Seq. ID 

Gene No. 78166 Strand 

Start 16892 End 

Name OJ991029_12 . 0225 . C13 . o9 . tm Method 

Start 225 End 

GI none Score 

Exons 225. .509, 239. .403, 240. .470 



OJ991029__12.0225.C13 
20070 

TBLASTX:Maize 

509 

206 



Seq. No. 38033 Seq. ID 

Gene No. 78166 Strand 

Start 16892 End 

Name OJ991029_12 . 0225 . C13 . oil . tw Method 

, S t a r t 7 1 7„ _ . _ _ End , _ ; 

G.I.L,.,_^. .noae ^ ._S.jcor.e„.._ 

Exons . 717.. 758, 870.. 1124, 872.. 1003 



OJ991029_12. 0225. 013 
20070 

TBLASTX: Wheat 
.1124 . _r 



Seq. No. 38033 Seq. ID 

Gene No. 78166 Strand 

Start 16892 End 

Name OJ991029_12 . 0225 . C13 . oil . tm Method 

Start 840 ' End 

GI none Score 

Exons 840.. 1184 



OJ991029_12.0225.C13 
20070 

TBLASTX: Maize 

1184 

185 



Seq. No. 38033 Seq. ID 

Gene No. 78166 Strand 

Start 168.92 End 

Name OJ991029_12 . 0225 . C13 . olO . tm . Method 

Start 1316^ End 

GI none Score 

Exons 1316.. 1468, 1334,. 1462, 1378. .1467 



OJ991029_12.0225.C13 
20070 

TBLASTX: Maize 

1468 

200 



Seq. No. 
Gene *No. 
Start_ 
Name ~ 
Start. ■ 
GI . 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



38033 ' ■ ■ 

78166' ■ ■ - ■ " : 

16892 

"OJ991029_12 ". 0225". C13 . o5 i tw '" " 

1412 

none 

1412. .1573, 1516. .1572, 1547. 



Seq. ID 

Strand ' 
End 

Method 

End 

Score 



OJ991029_12.0225.C13 
20070 

' TBLASTXYWheat ; 
12875 ; ■ : ' ' 

.129 ' . ' 



1568. .1891, 12571. .12732, 



12587. . 12673, 12732 .. 12875, 12750. .12857 • • 

OJ991029 12.0225.C13 



38033 Seq. ID 

78166 Strand 

16892 End 

• OJ991029_12 .0225.C13.o5. tm Method 

1586 End 

none Score 



20070 

TBLASTX: Maize 

12971 

147 



158 6. . 1801, 12 616. .12732, 12732. .12971, 12739. .12 966 



37682 



Seq. No. 


38033 








Seq. ID 


OJ991029_12.0225 


.013 


Gene No. 


78 iDD 








Strand 






Start 


1 o n o 

168 92 








End 


0 r\ A T n 

20070 




Name 


OJ99102 9_12 


.0225 


C13.06. 


tm 


Method 


TBLASTX : Mai ze 




Start 


1829 








End 


1 0 c 0 0 

12588 




GI 


none 








Score 


TOO 

132 




Exons 


lOOrt 0010 

1829 . .2212, 


12205. .12588 


, 12218. .12484 


, 12310 , . 12552 




Seq. No. 


38033 








Seq. ID 


OJ991029_12.0225 


.C13 


Gene No, 


78166 








Strand 






Start 


1 o rt o 

168 92 








End 


20070 




Name 


OJ991029 12 


.0225 


C13.05. 


ts 


Method 


TBLASTX: Soybean 




Start 


1868 








End 


12567 




GI 


none 








Score 


423 




Exons 


18 68. .222 / , 


1876 


.2214, 


4003. 


.4128, 4008. .4112, 12190., 


12567 


Seq. No. 


38033 








Seq. ID 


OJ991029_12.0225 


.C13 


Gene No. 


78166 








Strand 






Start 


168 92 








End 


20070 




Name 


OJ991029 12 


.0225 


C13.06. 


tw 


Method 


TBLASTX: Wheat 




.Starts . ^ , 


1,8-92^™. - 








.End 


,12532 ^ „ 




GI. , „ , 


, .„nQne_. . 








.Score. „. . 


, iii ; , „ 




Exons 


18 92 . . 2242 , 


"'40*06" 


74^28* 


'12I12 


, .12531, 


12218, .12478, . 12272 ,. 12532 


Seq. No. 


38033 








Seq, ID 


OJ991029_12.0225 


.013 


Gene No. 


78166 








Strand 






Start 


16892 








End 


20070 




Name 


OJ991029_12 


.0225. 


C13.02. 


tw 


Method 


TBLASTX: Wheat 




Start 


224 3 








End 


3968 




GI 


none 








Score 


606 




Exons 


2243 . . 2671, 


2245. 


.2670, 


3849. 


.3968, 3850. .3936 




Seq. No. 


38033 








Seq, ID 


OJ991029_12.0225 


,013 


Gene No. 


78166 








Strand 






Start 


16892 








End 


20070 




Name 


OJ991029 12 


.0225. 


C13.O10 


.ts 


Method 


TBLASTX : Soybean 




Start 


224 9 








End 


2494 




GI 


none 








Score 


221 




Exons 


224 9 . .24 94, 


2272. 


.2379, 


2440. 


,2493 






Seq. -No. - 


■ ■38033 








Seq-. ID 


OJ991029_12.0225 


.013 


Gene No, 


• " 7 8166 








Strand • 






Start 


168 92 








End 


20070 




Name 


OJ991029 12 


.0225. 


C13".64'. 


tm* 


Method 


-'TBLASTX: Maize ' 




Start . . ' 


■ 2315 








End 


2668 




GI 


none . 








Score 


458 




Exons 


2315 . . 2668, 


2335. 


.2541, 


2351. 


,2656, 2632.. 2664 




Seq. No. 


38033 








Seq. ID 


OJ991029_12.0225 


.013 


Gene No. 


78166 








Strand 






Start 


16892 








End 


20070 




Name 


OJ991029 12 


.0225. 


C13,o4. 


tw 


Method 


TBLASTX: Wheat 




Start 


2711 








End 


11149 




GI 


none 








Score 


111 




Exons 


2711. ,2854, 


2731, 


.2853, 


2815. 


.3210, 2838. .3215, 2864, .3211, 



10790. .10858, 10907. .10981, 11075. .11149 



37683 






Seq. No. 


38033 








Seq. ID 


OJ991029_12.0225 


.C13 




bene ino . 


7 ft 1 
/ O 1 DO 








bt rana 








Start 


i DO 








hna 


O A AO A 
ZUU /U 






Name 


TQ Q 1 no Q TO 


no o c; 


. bio . O / . 


4- m 

tm 


Metnoa 


TBLAb rx : Mai ze 






start 


Z 0 d4 








bna 


"3 O C CL 
OZDD 








none 








Score 


O 1 c 
OlD 






Exons 


OQC^A "30 


O Q C c; 
ZO DO 


. . oz dU , 


zy /z 


"3 o c c; 
. . OZ DO 








Seq. No. 


38033 








Seq. ID 


OJ991029_12.0225 


.C13 




bene no. 


/ 0 1 D D 








btrana 










1 ^: Q Q O 

1 Do 








bna 


O A A O A 

zUU /U 






Naine 


riTQQinOQ io 

ujyyxu^y 


n O O c; 


. blo . Od . 


4- ^ 
t C 


Metnou 


TBLAbTX : Cress 






C ■♦- -v- 4- 


0 Q1 "3 

z y u 








bna 


0 O "3 "3 






P T 
bl 


none 








Score 


11/ 






Exons 


zyio. .ouoy, 


"30 Q "3 


"3 O "3 "3 
, -3Z JO/ 


"30 QQ 

ou y o 


"3 O O Q 








Seq. No. 


38033 








Seq. ID 


OJ991029_12.0225 


.C13 




Gene No. 


/ O 1 D D 








Strand 








otart 


1 £r Q Q o 

1 Do y^: 








Ena 


O A A 7 A 
ZUU / U 






Name 


piTQQi noo 1 o 

ujyyiuzy iz 


noon; 


P 1 "3 ^ Q 

bl J . oy . 


4- 

t s 


Metnoa 


TBLASTX : Soyoean 








Q n n "3 








^ ,Ena 


- "3 O O ' . 






C T 


. ... none ^ . 








.3AQre„. .. 


O T /I 


— ... 




Exons 


OUUO JZ D J , 


O A A d 


O O C A 










r n 


Seq. No. 


38033 








Seq. ID 


OJ991029_12.0225 


C13 




Gene No . 


/ 0 1 D D 








C4- ■* 1 -TN ^ 

btrana 








Start 


1 ^" Q Q o 

1 DO yz 








T-l ^ ^ 

End 


O A A "7 A 
ZOO /O 




C3 


Name 


/^TQQinOQ 10 

vjjyyiuzy iz 


n o o c; 


blo . OX . 


tw 


Method 


TBLASTX : Wheat 






o rare 


'3 O O 0 








bna 


"3 O y1 O 
OO 4 0 






bl 


none 








Score 


/ol 




= y 


Exons 


"3000 '3Qj1Q 


JZo 1 


"3 Q /I O 










f 1 


Seq. No. 


38033 








Seq. ID 


OJ991029_12.0225 


C13 




Gene No . 


/ O 1 D D 








Strand 






: 


b tart 


1 DO yz 








End 


20070 






Name 


/^TQQinOQ 10 

ujyyiuzy iz 


n O O c; 


PT "3 /-^.O 

bio . OO . 


tm 


Method 


TBLASTX: Maize 






btart 


'3 /I n 1 








End 


3857 




f ~5 


bl 


none 








Score 


218 






Exons 


Q/ini '3c:c:^ 


T /I n o 
J4 UZ . 


"3 R "3 
. ODD J , 


oo bl 


..3857, 3563. .3853 






Seq. No. 


• 38033 








Seq.' ID 


OJ99102:9_12.0225, 


C13 




Gen.e No v 


■ ■ ■ 78166 . ■ 








• Strand 








btart 


16892 








• End 


20070 • 




■ - - .■ 


Name 


- '"OJ991029'12 


0225. 


CI 3. 68'. 


tm" . 


Method 


TBLASTX :mize ' ' '^^ 


^ ^ ,. 




b t a r t 


10772 








- End . 


11'2.33 . ■ 






bl 


none 








Score 


50',' 






Exons 


10772. .11233, 10803. .10871, 


10956.. H093 






Seq. No. 


38033 








Seq. ID 


OJ991029_12.0225. 


C13 




Gene No. 


78166 








Strand 








Start 


16892 








End 


20070 






Name 


OJ991029 12 


0225. 


C13.07. 


tw 


Method 


TBLASTX: Wheat 






Start 


11473 








End 


11871 






GI 


none 








Score 


77 






Exons 


11473. .11616, 11481. .11870, 


11758. .11871 





37684 



Seq. No. 38033 

Gene No. 78166 

Start 16892 

Name OJ991029_12 . 0225 . CIS , oil . ts 

Start 11505 

GI none 

Exons 11505. .11867 



Seq. ID OJ991029__12.0225.C13 
Strand 

End ' 20070 

Method • TBLASTX: Soybean 

End ' 11867 

Score 184 



Seq. No. 38033 

Gene No. 78166 

Start 16892 

Name OJ991029_12 . 0225 . C13 . o7 . ts 

Start 14522 

GI none 

Exons 14522. .14617, 14524 .. 14 61 6, 
14621. .14782, 14622. .14783 



Seq. ID OJ991029_12.0225.C13 
Strand 

End 20070 

Method TBLASTX : Soybean 

End 14783 

Score -135 
14 600. .14 782, 14 614. .14781, 



Seq. No. 38033 

Gene' No. 78166 

Start 16892 

Name OJ991029_12 . 0225 . C13 . o5 . tc 

jStart.- . -;. .14731.; . : _ - y_ ■■ 

^GI_._._, . ^.nc>ne „.L,. ^„ 

Exons 14731, .14961, 14732.. 14935 



Seq. ID OJ991029_12.0225.C13 
Strand 

End 20070 

Method TBLASTX: Cress 

.End __ ^14 961 ., . •.. ; ^ 

..Scpre.,,_ 'ii8.__,_ 



Seq. No. 38033 

Gene No. 78166 

Start 16892 

Name OJ991029_12 . 0225 . C13 . o8 . ts 

Start 15092 

GI none 

Exons 15092. .15325, 15102 .. 15407 , 15103.. 15399 



Seq. ID OJ991029_12.0225.C13 
Strand 

End 20070 

Method TBLASTX : Soybean 

End 15407 

Score 296 



Seq. No. 38033 

Gene No. 78166 

Start 16892 

Name OJ991029__12 . 0225 . C13 . o4 . tc 

Start 15101 

GI none 

Exons 15101. .15331, 15101 .. 15325, 



Seq. ID OJ991029_12.0225.C13 
Strand 

End 20070 

Method TBLASTX : Cress 

End 15399 

Score 210 
15102. .15398, 15103. .15399 



Seq. No.. - . 38033 . 

Gene No. ■ ' 78166 ' ' ' - ■ 

Start 16892 

Name "- ' ' • ■OJ99T029;^12 . 0225'. Cl'3 ; b'6 . ts 

-.Start . ' 15863 *' ' ■ " . ' ' 

GI . none 

Exons • 15863. .16087, 158 65 .. 1608.9, 



• Seq. ID. OJ9910-29_12.0225.C13 
Strand" - , - 
End ■ 20070 ' * " ^ ' 

Method "■ 'TBLASTX : Soybean " ' 
End " 16089" ■- - - •. - ' ' ' ' "' 
Score 347" 

15865. .16089 - 



Seq. No. 38033 
Gene No. 78166 
Start 16892 

Name ■ OJ991029_12 . 0225 . C13 . o3 . ts 
Start 16090 
GI none 

Exons 16090. .16407, 16090 .. 16407, 

16395. .164 69, 16412 .. 16471, 



Seq. ID OJ991029_12.0225.C13 
Strand 

End 20070 

Method TBLASTX : Soybean 

End 16542 

Score 444 
16094 .. 16408, 1 6395 .. 16472 , 
16425. . 16541, 16427 .. 16540 , 



37685 



Seq. No', 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

,-.Geae..NQ.^ 
,..„Start... . 

Name 
. Start 

GI 

Exons 



16456. .16542 

38033 
78166 
16892 

OJ991029_12.0225.C13.o2. tm 

16625 

none 



Seq. ID OJ991029_12.0225.C13 
Strand 
End 

Method 
End 
Score 



20070 

TBLASTX: Maize 

16980 

548 



16625. .16942, 16626. .1697 9, 16629. .16979, 16672. .16980 



38033 
78166 
16892 

OJ991029_12.0225.C13.ol.ts 

16650 

none 

16650. .16955, 16658 .. 16699, 
16953. .17261, 16954 .. 17199, 
17252. .17374, 17254 1737 9, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991029 12.0225.C13 



20070 

TBLASTX : Soybean 
17379 
59 

16698. .16928, 16703 .. 16942, 
17000. .17200, 17216. .17260, 
17254. .17379 



38033 

78166:: „ : . 

/l68 92,„ . 

OJ99102 9_12.G225.C13.o3.tc 
16667 
none 
16667. 
16703. 
16954. 
17083, 



,16702, 16670, 

,16930, 16704. 

,17088, 16954. 
,17184 



Seq. ID OJ991029__12.0225:C13 

_S1;rand_;.,^- .,„._.u 

...End. • . .2.Q,07a . 

Method TBLASTX: Cress 
End 17189 
Score 47 
16699, 16698. .16928, 16702 .. 16947 , 
16955, 16952. .17074, 16953 .. 17066, 
17088, 17066. .17092, 17082 .. 17189, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start . 
Name 
Start 
GI 

Exons 



OJ991029_12.0225.C13 

20070 
AAT/GAP 
18860 
2729 



38033 Seq. ID 

78166 Strand 
16892 End 
OJ991029_12. 0225.C13.ol.gp Method 
16892 End 
183_5.R1084 Score 
16892. .17276, 17817. .18860 

•133999/spl P05424 |RR7_0RYSA l.Oe-48 CHLOROPLAST 30S RIBOSOMAL . 

PROTEIN S7 >gi_70904_pir R3RZ7 ribosomal protein S7 - rice 

chloroplast >gi_12037_emb_CAA3394 2_ (X15901) ribosomal protein 
S7 [Oryza- sativa] >gi_12065_emb_CAA33919_ {X15901). ribosomal 
protein S7 [Oryza sativa] ;>gi_226657_prf_16'03356CH- -rxbpsomal 
protein S7 [Oryza sativa]' 



38033' ' . 

78166 . . ' 
.16892 

dJ991029_12.0225.C13.ol. tm-' 
16981 
none 
16981 
17506 
18474 
18552 



,17451, 16981, 

,18414, 17993, 

,18557, 18499, 

,18860, 18556. 



Seq. ID 
Strand 
End 

Method 
■ End 
Score 

18393, 16982. .18412, 17000 
18460, 18327. .18413, 18434 



OJ 9 91 02 9' r2'. 02 25. CI 3 



20070 

TBLASTX: Maize 
18860 
756 

17950, 
18556, 



18558, 18526. 
18858 



18612, 18551. .18850, 



Seq. No, 



38033 



Seq. ID OJ991029_12.0225.C13 



37686 




Gene No. 78166 Strand 

Start 16892 End 20070 

Name OJ991029_12 . 0225 . C13 . o8 . tw Method TBLASTX : Wheat 

Start 17056 End 17275 

GI none Score 99 

Exons 17056. .17166, 17059 17139, 17060 17 143, 17 123 17254 , 

17124 .. 17237, 17242 17274, 17243. .17275 

Seq. No. 38033 Seq. ID OJ99l629_12 . 0225 . C13 

Gene No. 78166 Strand 

Start 16892 End 20070 

Name OJ991029_12 . 0225 . C13 . o7 . tc Method TBLASTX : Cress 

Start 17236 End 17396 

GI none Score 194 

Exons 17236. .17391, 17247 .. 17357, 17254 .. 17391, 17255 .. 17395 , 
17256. .17396 

Seq. No. 38033 Seq. ID OJ991029_12 . 0225 . 013 

Gene No. 78166 Strand 

Start 16892 End 20070 

Name OJ991029_12 . 0225 . C13 . o4 . ts Method TBLASTX: Soybean 

_ -„„ Starts ^: -^_17381. .„ ^„ ind :. ; : . 17783 ./ „ 

..fi .„,GI^ : none. Scpr!e_/,„ .IJZ.g : 

Exons 17381. .17503, 17382 .. 17504', 17516 .. 17 629, 17516 .. 17629, .. 

;J 17599. . 17781, 17628 .. 17783, 17630. .17782 





Seq. No. 


.38033 




Seq. ID 


OJ991029_12.0225. 


C13 




Gene No. 


78166 




Strand 








Start 


16892 




End 


20070 






Name 


OJ991029 12.0225.C13 


. o3 . tw 


Method 


TBLASTX: Wheat 






Start 


17651 




End 


18060 






GI 


none 




Score 


42 






Exons 


17651. .17710, 17702. 


.17950, 


17716. .18060, 17717. .18058 






Seq. No. 


38033 




Seq. ID 


OJ991029_12.0225, 


C13 




Gene No. 


78166 




Strand 








Start 


16892 




End 


20070 






Name 


OJ991029 12.0225.C13 


.o2.tc 


Method 


TBLASTX: Cress 






Start 


17670 




End 


18496 






GI 


none 




Score 


365 






Exons 


17670. .17891, 17671. 


.18141, 


17671. .18192, 17 672. .18193, 








• . 17946. .18143, 17993. 


.•=18148.,- 


181:4*3. .18259, 18 14 7 .. 182 60 , 








• • -18148. ■V18258," '18151V 


.-18267, 


18152". .18268, 18204 V . 18272 , - 








18236. .18310, 18241." 


.18342, 


18274. .18321, 18311. .18385, 








c^g:3^ 7rvl:83 95 r 1 83 37/ 


.'•"183'81, 


;1'&367':: .1:8 4Yl , ''^18'3'^69' v . 18'4 ijO'; ' 








18371. .18466, .18377.- 


.18412", 


18380. .18496 ' 






Seq. No. 


38033 ' 




Seq." -ID 


OJ991029_12.0225. 


C13 




Gene No. 


78166 




Strand 








Start 


16892 




End 


20070 






Name 


OJ991029 12.0225.C13 


.o2.ts 


Method 


TBLASTX : Soybean 






Start 


17941 




End 


19053 






GI 


none 




Score 


191 






Exons 


17941. .18138, 17941. 


.18141, 


17 942. .18142, 17 946 .. 18143, 





17996. 
18160, 
18317 . .18352, 18340, 



.18148, 18125. 
,18258, 18274. 



,18247, 18157. .18252, 18158. .18247, 
,18309, 18278. .18310, 18310. .18351, 
,18402, 18368. .18463, 18431 .. 18472 , 



37687 



18470. . 18541, 18474. .18539, 18534 .. 18560, 18535 .. 18561, 
18568. .18672, 18595 .. 18672 , 18 680 .. 18772 , 18699 .. 18755, 
18886. .19044, 18887 19042 , 18888 .. 19052 , 18919. .19053 



Seq. No. 38033 

Gene No. 78166 

Start 16892 

Name OJ991029_12 . 0225 . C13 . o8 . tc 

Start 18503 

GI none 

Exons 18503. .18544, 18515 .. 1854 7 , 
18539. .18670, 18540. .18671, 



Seq. ID 
Strand 
End 

. Method 
End 
Score 



OJ991029 12.0225.C13 



20070 

TBLASTX: Cress 
18699 
42 

18537. .18674, 18538. .18681, 
18676. . 18699 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



38033 
78166 
16892 
OJ99102 
18700 
none 
18700. . 
18795. . 

. .1 8 .9 8X-.1. 
.,.19,15. 3. 

19194 . . 

19306. . 

19487. . 

19697. , 

19765. . 

19882. . 

19982. , 



9 12.0225.C13.ol. tc 



18795 
18824 
19J360,_,. 
1922.4 
19262 
19413 
19663 
19756 
19881 
19974 
20014 



18700. 
18886. 

1907 9.^ 

,.:.i9yi5„6,..: 

, 19226. 

, 19360. 

, 19488. 

, 19699. 

, 19767. 

; 19889. 
, ■ 20003. 



, 18786, 
, 19032, 
I9156,„ 
.19.22.4,. 
19288, 
19467, 
19670, 
19758, 
19883, 
19975, 
20068, 



Seq. ID OJ991029_12.0225.C13 
Strand 
End 

Method TBLASTX : Cress 
End 
Score 
18791. . 1881: 
18893. .1902^ 
_19P80^.„._1916C 
.U.915.X...vi922:^ 
19284. .1941! 



19428, 
19571. 
19701. 
19860. 
19975. 
20005, 



. 1947 
.1967 
. 1977 
.1996 
.2000 
.2007 



20070 
TBLASTX 
20070 
110 

7, 18793 

4, 18927 

0, ^,190J,1 
5',....1.9ll5 

5, 19304 
2, 19486 
2, 19573 
2, 19710 
7, 19879 

1, 19981 
0, 20005 



. .18819, 
. .19025, 
^.,.J,9a„6L,,. 

1928.7,,,, 
. .19420, 
. .19533, 
. . 19671, 
. .19763, 
. .19974, 
. .20001, 
. .20070 



Seq. No. 38033 
Gene No. 78166 
Start 16892 

Name OJ991029_12 . 0225 . C13 . o9 . tw 

Start 19785 
GI none 
Exons 19785. 

19879. 

19969. 

20045. 



.19880, 19785. 

.19923, 19892. 

.20046, 19986. 

.20068, 20047. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991029 12.0225.C13 



.19862, 19851. 
.19933,- 19896. 
,20042, 19987. 
,20070 



20070 

TBLASTX: Wheat 
20070 
76 

19922, 19860. .19922, 
19982, 19918. -.19983, 
20043, 20045. .20068, 



Seq. No-; 

Gene No . 

"Start 

Name* 

Start 

GI 

Exons 

Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 



380-34 ' ■ - ' - ' ' 

78167 ' ^ ' ■ ' 

'454- ' ■ 

^OJ.99102.9_i2 .'022'S. C14...02.. tc ./ 
1- 

none 



Seq. ID* OJ991G29-i2.0225-;C14-- 

Strand - • • - 

"Enci'^- ■ - 1256-' "^-^ ^•^-^---■^-^-^■^•^--'^ 

Method... TBLASTX rCress : . 

End 24 5 ..... 

Score 150 



1..150, 2. .124, 125. .214, 126. .215, 128. .217, 216. .245 



38034 
78167 
454 

OJ991029_12.0225.C14 .ol . ts 

264 

none 



Seq. ID OJ991029_12.0225.C14 
Strand 

End 1256 

Method TBLASTX : Soybean 

End 508 

Score 67 



264. .323, 264. .323, 265. .324, 265. .324, 331. .387, 333. .386, 



37688 



337. .387, 371. .508, 377, ,508 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



38034 Seq. ID OJ99102 9_12 , 0225 , C14 

78167 Strand 

454 .End 1256 

OJ991029_12.0225.C14 .ol.gp Method AAT/GAP 

.454 End 926* 

uC-osflcyp097b05bl Score 890 

454. .926 

'140503/sp|P12173|YCTI_ORYSA 3.0e-39 HYPOTHETICAL 14 KD PROTEIN 

IN TRNI INTRON (ORE 133) >gi_82518_pir JQ0279 hypothetical 

14. 5K protein (trni intron) - rice chloroplast 

>gi_12041_einb_CAA33945_ {X15901) ORF133; ORE within trnI intron 
[Oryza sativa] >gi_12061_emb_CAA33915_ (X15901) ORF133; ORE 

within trnI intron [Oryza sativa] >gi_226660_prf 1603356CL trnI 

intron ORE 133 [Oryza' 



Seq. No. 38034 

Gene No. 78167 

Start 454 

Name OJ99102 9_12 . 0225 . C14 . ol . tm 

. ..Start „ 23. . 

-Gl;._...,^ .. . ^hOne^...: J. -J_. 

Exons 723. .995, 723. .995, 725. .1024, 953 .. 1033 , 954 , 
974.. 1036, 1009.. 1233, 1041.. 1232, 1042.. 1233 



Seq. ID OJ991029_12.0225.C14 
Strand 

End 1256 
Method TBLASTX: Maize 

„..End „ _ ^.12 33.. ^: . . 

. Spore. 4Q.4, 



1034, 970.. 1035, 



Seq. No. 38034 

Gene No. 78167 

Start 454 

Name OJ99102 9_12 . 0225 . C14 . ol . tc 

Start 890 

GI none 
Exons 



Seq. ID OJ991029_12.0225.C14 
Strand 

End 1256 

Method TBLASTX: Cress 

End 1236 

Score 130 



890. .976, 891. .974, 969. .1064, 974. .1015, 1066. .1137, 
1067. .1153, 1141. .1236, 1142. .1234 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



38034 
78167 
454 

OJ991029_12.0225.C14.o2.ts 

922 

none 



Seq. ID OJ991029_12.0225.C14 
Strand 

End 1256 

Method TBLASTX: Soybean 

End 1256 

Score 4 6 



922. .966, 923. .961, 924 .. 968 , 971 1006, 972. .1007, 999. .1037, 
1084 . .1137,- 1088. .1153,' 1088*. . 1150, 1141 1236,-1143.- :1'2*44, ' 
1143. ,1235, 1236. .1256 



Seq. No. 
Gene No. 
Start 
Name ' 
Start 
GI 

Exons 

GI Descrip. 

Seq.' No. 
Gene No. 
Start 



38035 . • ' ■ . 

.78168 . ■ - / 
1 

OJ991209_15.0222'.Cl.ol.np- 

1 ■ 

6705984 

1..347, 822..2621, 6028. .6087 

(AB033235) gag-poi polyprotein [Oryza sativa] 



Seq.- ■ ID OJ99I209;^1.5. 0222'..CL 
Strand 

End 13131 

Method AAT/NAP 

End 6087 

Score 1272 



38035 
78168 
1 



Seq. ID OJ991209_15.0222.C1 
Strand + 
End 13131 



37689 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ991209_15.0222.Cl.ol.gs 
508 



• Method GENSCAN 

End 3014 

none Score .72 

508. .961, 989. .2049, 2055. .3014 



38035 
78168 
1 

OJ991209_15.0222.Cl.o2.gs 

4329 

none 



Seq. ID OJ991209_15.0222.C1 

Strand + 

End 13131 

Method GENSCAN 

End 13131 

Score .71 



4329. .4420, 4455. .4766, 7397. .7435, 104 05 .. 1097 9, 1 1758 .. 12290, 
12379. . 13131 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

,GI. „p^scriR 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
•Start- 
Name 
Start 
GI- ■ 
Exons 



38035 
78169 
7693 

OJ991209_15.0222.Cl.ol.gp 
7693 

LIB3432-059-P1-K1-D8 
7693. .8126 

_ .,:.5 7 3 4J 1 6 /dbiJ APOOPl 9 1 ,1 1 AP 0 0, 0 3 91 ..A,,.Oe + aO „0r y z a „ s a t i^a^ge n omi c.,, 
DNA,„:.chrpmQspm^,..6,^xlpne:,PQ5;3.8d6i: ^. ^.^ 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ991209_15.0222.C1 
Strand 

End 8126 

Method AAT/GAP 

End 8126 

Score 671 



38035 
78170 
13807 

OJ991209_15.0222.Cl.o3.tm 

883 

none 



38035 
78170 
13807 

OJ991209_15.0222.Cl.ol.tw 

916 

none 

916. .1422, 930. .1400 
38035 

7 8170 ^ . 

■ 13807 ■ ;-■ 

OJ991209_15.0222.Cl.ol.ts 

■'934 ^ ''^ -v:. - 

- none - ' ; . . . ■ • • 

934: .1104, 1129. .1317 

38035 
78170 
13807 

OJ991209_15.0222.Cl.o2.tw 

1819 

none 



Seq. ID OJ991209_15,0222.C1 
Strand 

End 17204 

Method TBLASTX : Mai ze 

End 1101 

Score 218 



883. .1101, 918. .1100, 928. .1101 



Seq. ID OJ991209_15.0222.C1 
Strand 

End 17204 

Method TBLASTX : Wheat 

End 1422 

Score 451 



Seq. ID OJ991209_15.0222.C1 
Strand - ■ .. - ~ 

■End ; ■ -17204- ■ - " - ~' 
Method TBLASTX: Soybean 

^End :"-- ■1317 --^-^y^v - :• -.-.u-. 

■Score ' 140' " .1 ' . . - 



Seq.- TD OJ991209_;_15 . 0222 . CI 
Strand 

End 17204 

Method TBLASTX : Wheat 

End 2276 

Score 155 



1819. .2004, 1866. .2006, 1995. .2099, 2007. .2087, 2104. .2247, 
2105. .2272, 2106. .2276 



37690 




Seq. No. 


38035 




Seq. ID 


OJ991209_15.0222 


.CI 


Gene No. 


78170 




Strand 






Start 


13807 




End 


17204 




LNCtllLC 


OJ991209 15. 0222. CI 


.o2.tm 










2055 




FnH 








none 




Score 


263 
^ \j J 




P von ^ 


2055.. 2291, 2060.. 2182, 2085 


2285 






Seq. No, 


38035 




Seq. ID 


OJ991209_15.0222 


.CI 


Gene No. 


78170 




Strand 






Start 


13807 




End 


17204 




Name 


OJ991209 15. 0222. CI 


o2.ts 


t* h or! 


TRT.A9TX • ^ovh^a^an 




Start 


2055 




End 


22 91 






none 




Score 


^ J 




Rxnn s 

1-j v^y X 1 o 


2055.. 2291, 2060.. 2182, 2085 


2285 






Seq. No. 


38035 




Seq. ID 


OJ991209_15.0222 


.CI 


Gene No. 


78170 




Strand 






Start 


13807 




End 


17204 




Name 


OJ991209 15. 0222. CI 


o3 . tw 


Method 


TBLASTX: Wheat 




Start 


12005 




End' 


12456 




"GI* 


^:J10ne 




_ _SjC,o.re_ _L 


„_1;91: .., 






ZTzaoil'. u2.5.qJ3zS 


Il22ll^l^ 


12379 . ...12 4.5 <5„^ 




Seq. No. 


38035 




Seq. ID 


OJ99120"9_15.0222 


.CI 


Gene No. 


78170 




Strand 






O U di. L. 


13807 




End 


17204 




M omo 


OJ991209 15. 0222. CI, 


o3 . gs 


Method 


GENSCAN 






13807 




End 


14942 






none 




Score 


.94 






13807. .14700, 14850. 


.14942 








. W • 


38035 




Seq. ID 


OJ991209_15.0222 


n 


Gene No. 


78170 




Strand 






Start 


13807 




End 


17204 




Name 


OJ991209 15. 0222. CI. 


o2 .np 


Method 


AAT/NAP 




Start 


13813 




End 


17204 






6815097 




Score 


1120 




P V OTt Q 


13813. . 14578, 14719. 


.14951, 


17150. .17204 




\J l.i'^ O JL J- . 


(AP001081) Similar to putative copia polyprotein {AC006248 




[Oryza sativa] 










Seq . No . 


38035- " - • ■ - - 




■ 'Seq. ID 


■OJ9912O9_15'.0222 


.ei 


Gene No. 


78170 




Strand 






Start ' 


"13807 v "^ 




-' End • * 


' ■17204-'"^' ' " '■" ' 




Name 


..-OJ991209 15. 0222. CI. 


o3 . ts • 


Method 


TBLASTX,; Soybean. 




Start 


13960 ■ 




End . . . 


. 14304 : 




GI- 


none 




Score 


38 




P von <5 


13960; .14190, 14081. 


. 14116,' 


14185. ;14304, 14186. .14302 




Seq. No. 


38035 




Seq. ID 


OJ991209_15.0222 


.Cl 


Gene No. 


78170 




Strand 






Start 


13807 




End 


17204 




Name 


OJ991209 15. 0222. CI. 


ol . tm 


Method 


TBLASTX: Maize 




Start 


13981 




End 


14304 




GI 


none 




Score 


74 




Exons 


13981. .14136, 13981. 


. 14304, 


13982. .14293 





37691 



Corr No 


38035 


Seq. ID 


wu-'^x^uz? xj.u^^^. 


PI 

\^ X 




78170 


Strand 






Start 


13807 


End 


17204 




Name 


OJ991209 15.0222.Cl.o2.gp 


Method 


AAT/GAP 




O UdX u 


16447 


End 


17015 






4879016 


Score 


848 






16447. .17015 










6041757/gb|AC011806.1 1 AC011806 O.Oe+00 


Genomic Sequence 


Fo 




Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence 




complete sequence 








Seq. No. 


38036 


Seq. ID 


OJ991209_15.0222. 


C2 




78171 


Strand 


X 
T- 






222 


End 


1 1 Q 




Name 


OJ991209 15.0222.C2.ol.gs 


Method 


U" M c 7\ M 




C4- -J 


222 


End 


1 lo 






none 


Score 


n 1 






222. .240, 597, .778 








Seq. No. 


38036 


Seq. ID 


OJ991209_15.0222. 


C2 


vG,^ne_;J^o 


_78172 „^_: _ 


_-,.StrancL,,„ 








...108. 


. „En:i.., 


o o £r t 

,^L^,O.D. ^. , . ^ 






OJ991209 '15.0222.C2.ol.np 


Method 


AAi / NAP 




Q-t- a -r-l- 
o L dX L 


108 


End 


Z y DO 




VjX 


4519258 


Score 


1 n 
1 Uo 




Exons 


108. .145, 2596. .2965 








\3± uescxxp. 


{AB017914) L-zip+NBS+LRR [Oryza sativa] 






Seq. No. 


38036 


Seq. ID 


OJ991209_15.0222. 


C2 




78172 


Strand 






oUdx t 


108 


End 


2965 




Name 


OJ991209 15.0222.C2.o2.gs 


Method 


GENSCAN 




o t dx C 


1222 


End 


2719 




O X 


none 


Score 


. 66 




Exons 


1222. .1331, 1756. .1915, 2359 


. .2719 






Seq. No. 


38036 


Seq. ID 


OJ991209_15.0222. 


C2 


Gerie No. 


78172 


Strand 






O L. d X c 


108 


End 


2965 




Name 


OJ991209 15.0222.C2.ol.tm 


Method 


TBLASTX: Maize 




O i_ d X L 


2653 


End 


295,9 : 




r;T ' ■ ■ 

O X 


none - ■ - - ■ • 


Score- : ' 


51- ■ - 




Exons 


2653.'.2709, 2 654 2698 ,' 2701 


..2769, 2702. .2770, 2703. .27 


86 




2742. .290'9, "2748'. :2849, 2767 


; .2943, 27S 


0. .2929, 2909 .".'2959 


Seq. No 


. .38037' .. . . . . . . . ' . 


. Seq. ID . 


OJ991209_15.0222. 


C3. 


Gene No. 


78173 ' ' 


. Strand 






O i_ d X L 


1 • ■ 


End 


1601 




Name 


OJ991209 15.0222.C3.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1601 




GI 


2832633 


Score 


96 




Exons 


1..397, 1580. .1601 








GI Descrip. 


(AL021711) putative protein 


[Arabidopsis thaliana] 




Seq. No. 


38037 


Seq. ID 


OJ991209_15.0222. 


C3 


Gene No. 


78173 


Strand 







37692 



start 


1 




Nain© 


OJ991209 15.0222.03 


, ol . tm 


Start 


348 ~ 




GI 


none 




Exons 


348. .479, 349. .474, 


476. . 676, 


Seq. No. 


38037 




Gene No. 


78173 




Start 


1 




Name 


OJ991209 15 0222 C3 


. ol . CfS 


Start 


499 ~ 




GI 


none 




Exons 


499 710. 913 1030 




Seq. No. 


38038 




Gene No. 


78174 




Start 


10699 




Name 


OJ991209 15. 0222. C4. 


,o2.gp 


Start 


10699 




GI 


2427707 




Exons 


10699. .11025, 11618. 


,.11749 



End 1601 

Method TBLASTX :Maize 

End 68 6 

Score 170 



Seq. ID OJ991209_15.0222.C3 
Strand 

End 1601 

Method GENSCAN 

End 1030 

Score .48 



Seq. ID OJ991209_15.0222.C4 

Strand + 

End 11749 

Method AAT/GAP 

End 11749 

Score 874 



Seq.. -...No...,, 

Gene No . ■ 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



38038 , „_.:.S^q., JD. 

78175 ■ * ' Strand 

11778 End 
OJ991209_15.0222.C4 .o5.np Method 
11778 End 
4689223 Score 



..,0 J9 91 2.0 9 a 5. . .02,2 2 ...Qi. 
+ 

18556 
AAT/NAP 
16174 
290 



11778. .12813, 134 62. .13579, 15858. .16174 

{AF118127) disease resistance protein 12 [Lycopersicon 

esculentum] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq/ No. '~' 
Gene No. 
Start" ' * 
Name . 
Start . 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



38038 
78175 
11778 

OJ991209_15.0222.C4.o3.gp 
J2387 

uC-osflm202108g01bl 
12387. .12772, 15640'. .15720 
'2258315 6.0e-ll (AF004878) 
[Lycopersicon esculentum] ' 



Seq. ID OJ991209_15.0222.C4 

Strand + 

End 18556 

Method AAT/GAP 

End 15720 

Score •-^*-882 

resistance complex protein I2C 



38038- 



■ S e q . ' I'D ■ 0 J 9'9 l"20-9_i 5 . "0 2 2 2 : C 4 



78175 Strand _ + 

11778' . * ' 'End ^Z' r8556 

OJ991209_15-.0222.C4 ..06'.np'. ' Method . AAT/NAP. 
13251 - . . End . 18556 

4519258 Score- 135 ■ 

13251. . 13271, 15970. .16418, 18534. .18556 - 
{AB017914) L-zip+NBS+LRR [Oryza sativa] 



38038 Seq. ID 

78175 Strand 

11778 End 

OJ991209_15.0222.C4 ,o5.gs Method 

14367 End 

none Score 



OJ991209_15.0222.C4 

+ 

18556 
GENSCAN 
16947 
. 91 



37693 



Exons 14367. . 14441, 15640.. 16947 

Seq. No. 38038 Seq. ID OJ991209_15 . 0222 , C4 

Gene No. 78176 Strand 

Start 276 End 786 

Name OJ991209_15 . 0222 . C4 . ol . gp Method AAT/GAP 

Start 276 End 786 

GI uC-osrocyp002b09bl Score 991 

Exons 276.. 786 

GI Descrip. M521193/dbj I AB013450 . 1 1 AB013450 l.Oe-99 Oryza sativa DNA, 
similar sequence to Pib gene* 

Seq. No. 38038 Seq. ID OJ991209_15 . 0222 . C4 

Gene No. 78177 Strand 

Start 3032 End 11229 

Name OJ991209_15 . 0222 . C4 . o2 . gs Method GENSCAN 

Start 3032 End 6588 

GI none Score .54 

Exons 3032.. 3519, 4349.. 4447, 4522.. 4745, 4854.. 5852, 6022.. 6253, 
6504.. 6588 

.Sea,.No^_._ _J38038, . _Seq ,_n)_pJ991209^1.5^^^ 

.Gene,.,No., . .. .JSllj . . Strand^ - 

Start 3032 End 11229 

Name OJ991209_15 . 0222 . C4 . o4 . np Method AAT/NAP 

Start 4385 End 11229 

GI 4378066 Score 692 

Exons 4385. .5625,. 5810. .6484, 11203. .11229 
GI Descrip. {AF098806) polyprotein [Sorghum bicolor] 

gi I 4 680208 |gb|AAD27571.1 |AF114171_12 {AF114171) polyprotein 

[Sorghum bicolor] 

Seq. No. 38038 Seq. ID OJ991209_15 . 0222 . C4 

Gene No. 78177 Strand 

Start 3032 End 11229 

Name. OJ991209_15 . 0222 . 04 . o2 . np Method AAT/NAP 

Start 4385 End 10802 

GI 4544372 Score 690 

Exons 4385.. 6267, 6388.. 6477, 10769.. 10802 

GI Descrip. (AC006920) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 

Seq. -No ■ 38038 " ; ■■ ' - ■ - *- SeqV -ID; -OJ991209_15 . 022^;;£V" 

Gene No. 78178 Strand 

Start" ' 13729^'*'"" "'^ , .... ■'■■13971- " ' --'^ 

•Name ■ OJ.991209_15 . 0222 ..C4 . o4 . gs " • Method GENSCAN- ... . - ' 

Start' . 13729. . . ' .End 1397,1 : . . 

GI - none Score .92 

Exons 13729. .13971 , - ' 

Seq. No. 38038 Seq. ID OJ991209_15 . 0222 . C4 

Gene No. 78179 Strand 

Start 18176 End 20171 

Name OJ991209_15 . 0222 . C4 . ol . tm Method TBLASTX : Maize 

Start 1097 End 12628 

GI none Score 90 

Exons 1097.. 1171, 1223.. 1282, 1214 9 .. 12322 , 12167 .. 12361, 



37694 



12361. .12627, 12362.. 12628 



Seq. No. 


38038 








Seq. ID 


OJ991209 15 0222 


. C4 




78179 








Strand 








18176 








End 


20171 




NBiTie 


OJ991209 15 


. 0222 


. C4 . o2 . 


ts 


Method 


TBLASTX * Sovbean 




start 


4391 ~ 








End 


4624 




GI 


none 








Score 


108 




Exons 


4391. .4624, 


4494 


. .4622 










Seq. No. 


38038 








Seq. .ID 


OJ991209 15 0222 


. C4 


(^pne* No 


78179 








Strand 






start 


18176 








End 


20171 




Name 


OJ991209 15, 


. 0222 


.C4 .o3. 


ts 


Method 


TBLASTX : Soybean 




Start 


4967 ~ 








End 


5362 




GI 


none 








Score 


68 




Exons 


4967. .5362, 


5067 


. .5261 










Sea No 


38038 
\j \j -J \j 








Seq. ID 


OJ991-209 15 0222 


. C4 




78179 








Qf- rand 






Start 


18176 








End 


20171 




Naine 


OJ991209 15 


, 0222 


. C4 . o2 . 


tm 


Mpi" h nd 


■ TBT.ASTX • M;^ i 7P 




.S,t.a.rt. 


. .... 5 198,1, -.7 i~'r/: 








End,_ 


5530. „ 1.-..:. 






none 










X o u 




Exons 


5198. .5530 














O . . 


38038 
^ \j \j ^ \j 








Seq. ID 


OJ991209 15 0222 


. C4 




78179 








S I- r;^nd 






O U CL J- U 


18176 








End 


20171 




Name 


OJ991209 15 


0222 


. C4 . ol . 


tw 


Mp-h hnd 


TBLASTX • Wheats- 




Start 


5997 ~ 








End 


6431 




GI 


none 








Score 


64 






5997 6287 


6214 


6288 , 


6342 


. .6431 






Seq. No. 


38038 








Seq. ID 


OJ991209_15.0222 


.C4 




78179 








Strand 






Start 


18176 








•End 


20171 




Name 


OJ991209 15 


0222 


. C4 . ol . 


ts 


Method 


TBLASTX : Soybean 




Start 


6060 ~ 








End 


6477 




GI 


none 








Score 


63 




R 5f n n s 


6060 6287, 


6064 


6177, 


6217 


..6303, 6338. .6475, 6339. .6476 




6339.. 6476/ 


6370 


. . 6477-' 










Sea No 


38038' • 








'Seq. ID 


OJ991209_15.0222 


.C4 


flpricT Mn 


" '78179 ■ " ' 








Strand 






Start - . 


- 18176 • 








End ■ 


20171 




Name 


OJ99120915. 


0222 


.C4.03. 


tm 


-Method 


. TBLASTX :Maize ' 




Start 


11899 








End 


12124 




ox 


none 








Score 


185 




Exons 


118 99. .12057, 11900. . 12124, 


11900. .12115 




Seq. No. 


38038 








Seq. ID 


OJ991209_15.0222 


.C4 


Gene No. 


78179 








Strand 






Start 


18176 








End 


20171 




Name 


OJ991209 15. 


0222, 


.C4 .o4 . 


ts 


Method 


TBLASTX: Soybean 




Start 


12347 








End 


16383 




GI 


none 








Score 


59 





37695 



Exons 




12581. .12613, 16081 


1 9 1 Q 
, . X DZ Xo , 
















Seq. No. 


38038 


Seq. ID 


OJ991209 


_15.0222. 


C4 


Gene No. 


78179 


Strand 










1 fi 1 7 ^ 


End 


20171 






Naine 


nTCiQi9nQ ^^ c\ooo ha o9 4-t*i 


Method 


TBLASTX;! 


wnear 




o tar L 


X DU / 0 


End • 


■ 16395 








none 


Score 


75 






Exons 


If^mft 1^^9(1*^ l^^flRI If^'^QE^ 
XoU / O. . XDZUJ/ XDUOX. . XDjyO/ 


16081. .16338, 16189 


T ^ -> p -3 




Seq. No. 


38038 


Seq. ID 


OJ991209 


_15.0222. 


C4 


Gene No. 


78179 


Strand 








O L a J- L 


X 0 X / D 


End 


20171 






Name 


PiTQQIOnO 1 R 0999 r^C. /to 


Method 


GENSCAN 






b car L 


1 Q 1 7 
Xo X / D 


End 


20171 








none 


Score 


.85 






Exons 


lfi17A Ifi'^'^fi 1 QQQ"^ 90171 

X0X/D..X0JJO/ xi7yyj,,zux/x 










oeq . NO . 




Seq. ID 


OJ991209 


1 c; 0 9 9 9 
XO . UZZZ . 




uene lno . 


78179 ■ 


Strand 








Start _ 


.:.18176._, 


.._„.End. 


. 2017J_ ■ 






,Narne , 


..,.OJ9912a9.. X5,.,.02.22...C4.-. o4.. gp 


Method . 


„,AAT/.GAR,.. 






o tar c 


19143 


End 


19617 






n T 


uC-osroM202020e03bl 


Score 


815 






Exons 


19143. .19463, 19494. .19617 










tai uescrip , 


»5852170/emb|AL117265.1 IOST17804 2 . Oe- 


10 Oryza ; 


sativa 






indica{GLA4) genomic DNA, chromosome 4 


, BAG clone : tl7804 » 


beq. NO, 


38039 


Seq. ID 


OJ991209 


_15.0222. 


C5 


Gene No. 


78180 


Strand 


+ 






Start 


1498 


End 


5370 






Name 


OJ991209 15.0222.C5,ol.gs 


Method 


GENSCAN 






buar u 


1498 


End 


5370 






r* T 


none 


Score 


.66 






Exons 


1498. .1609, 2261. .2378, 2410. .2544, 2654. .2858, 


4819. .4931, 




5336. .5370 










beq . csio . 


38039 


Seq. ID 


OJ991209_ 


_15.0222. 


05 


Gene No. 


78181 


Strand 


+ 






Start 


8821 


End 


12656 






Name - - 


OJ99i209 15.0222.C5.ol.np- . 


Method • 


AAT/NAP 






bcarp 


8821"- - - • - ■ 


- End"- 


- 10344---- 








5852179 


Score. 


307 






Exons 


882i: .8842, "9832. .10030,' 1010'5. ;i0344 ' 








vax uescrip.. 


. (AL117265)- 2hb0009-.l [Oryza 


-.sativa] 








beq , iNO , 


38039 


Seq. ID 


OJ991209_ 


_15.0222. 


05 


Gene No. 


78181 


Strand 


+ 






Start 


8821 • 


End 


12656 






Name 


OJ991209 15.0222.C5.o3.gs 


Method 


GENSCAN 






Start 


9936 


End 


12656 






GI 


none 


Score 


.6 






Exons 


9936.. 10030, 10035. .10346, 


10478. .10650, 11725. 


.11810, 






11853. .11944, 11989. .12246, 


12566. .12656 






Seq. No. 


38039 


Seq. ID 


OJ991209_ 


_15.0222. 


05 



37696 



Gene No. 78182 Strand + 

Start 12565 End 12636 

Name OJ991209_15 . 0222 . C5 . o2 . gp Method AAT/GAP 

Start 12565 " End 12636 

GI 1631463 Score 78 

Exons 12565. .12636 

GI Descrip. 4 680178 /gb | AF111709 . 1:| AF111709 5.0e-81 Oryza sativa subsp. 

indica Retrosat 1 retrotransposon and Ty3-Gypsy type Retrosat 2 
retrotransposon, complete sequences; and unknown genes 



Seq. No. 


38039 


Seq. ID 


OJ991209_ 


_15.0222. 


C5 


Gene No. 


78183 


Strand 








Start 


5787 


End 


7435 






Name 


OJ991209 15.0222.C5.o2.gs 


Method 


GENSCAN 






Start 


5787 


End 


7435 






GI 


none 


Score 


.76 






Exons 


5787. .5882, 6381. .6610, 6664. .6873, 7014. .7120, 


7335. .7435 


Seq. No. 


38039 


Seq. ID 


OJ991209_ 


_15.0222. 


C5 


Gene No. 


78184 


Strand 








Start 


7927 


End 


8199 






Name _ , 


_OJ991209, 15,.0222.C5,.pl^.gp. : 


. _ Method^,.,. 


AAT/GAP . 






..Start 


J927 „ . . _ 


■ . End,. - . 


..8199 






GI 


61605 1.R1084 


Score 


468 






Exons 


7927. .8199 










GI Descrip. 


•5852170/emb|AL117265.1 IOST17804 1 . Oe- 


137 Oryza 


sativa 






indica(GLA4) genomic DNA, chromosome 4 


, BAG clone:tl7804 


f 


Seq. No. 


38039 


Seq. ID 


OJ991209_ 


15.0222. 


C5 


Gene No . 


78185 


Strand 








Start 


12998 


End 


16424 






Name 


OJ991209 15.0222.C5.o2.np 


Method 


AAT/NAP 






Start 


12998 


End 


16424 






GI 


4680183 


Score 


181 






Exons 


12998. .13087, 13332 134 02, 


16401. .16424 






GI Descrip. 


(AF111709) gag-pol protein 


[Oryza sativa subsp . 


indica] 




Seq. No. 


38039 


Seq. ID 


OJ991209_ 


_15.0222. 


C5 


Gene No. 


78185 


Strand 








Start 


12998 


End 


16424 






Name 


OJ991209 15.0222.C5.o4.gs 


Method 


GENSCAN 






.Start. 


- 13269 - : — 


• End . 


14818 • 






'GI ' 


none ^' 


" "Score " 


-■.-41-"- ' 






Exons 


13269. .13402, 1354 0. . 13623, 


13905. . 14015, 14560 


.■14'818 




Seq. No'. ■ 


. 38040 ' . ' .. ■ . 


. ':.Seq. ' ID 


OJ9912a9_ 


_15.0222.' 


C6 


Gene No . 


78186 : .. . 


Strand 


' +. . 






Start 


606 


End 


5597 - 






Name 


OJ991209 15.0222.C6.ol.np 


Method 


AAT/NAP 






Start 


606 


End 


5597 






GI 


5257279 


■ Score 


1171 






Exons 


606. .1151, 1500. .1742, 5049 


..5132, 5518. .5597 






GI Descrip. 


{AP000364) Similar to Transposon MAGGY 


gag and pol gene 





homologues. {L35053) [Oryza sativa] 



Seq. No. 38040 Seq. ID OJ991209_15 . 0222 . C6 

Gene No. 78186 Strand + 

37697 



o Ear L. 


DUD 




End 


5597 








Name 




n999 r\0 r^c 


Method 


GENSCAN 








buarr 






End 


5402 










none 




Score 


,51 








Exons 




"iQ 11 TQQI A^ 


,4620, 4673, .4815, 


4919. ,5 


/ n 9 




J 0 U *1 u 




Seq. ID 


OJ991209_ 


15, 


0222 




Gene No, 


78186 




Strand 


+ 








Start 


606 




End 


5597 








Name 


0 TQQ 1 9 n Q 1 R 


.0222.C6.o2.np 


Method 


AAT/NAP 








b uaru 


OD4 0 




End 


5597 










oyu / Uo y 




Score 


2073 








^-F O 


JDfiO. .flolD/ 


4919. .5116, 5286. 


.5439, 5515, ,5597 








(ji uescrip. 


/nonni 1 9Q\ 


hypothetical protein [Oryza 


sativa] 








oecj . NO . 


Jo u 4 1 




Seq, ID 


OJ991209_ 


15. 


0222 




Gene No. 


78187 




Strand 


+ 








Start 


1 




End 


1356 








Name 


n TQ Q 1 9 fi Q It; 


. 0222 .07 .01 .np 


Method 


AAT/NAP 








ouarc 


1 




End 


1356 








C T 


Q n "7 n Q Q 
D y u / u 0 y 




Score 


1808 








T7^ c ■ - 














— — 


G,I.. De scrip • 


/TiDnm 1 9Q\ 
\ ArUJJ.X,! ^: yj. . 


hi yp 0 1 he t i.ca 1 . .p r 0 1 e. i n .[.Oryza. 


.sa.tiya],_. . 










0 0 U 4 ± 




Seq. ID 


OJ991209_ 


15. 


0222 


n 


Gene No. 


78188 




Strand 


+ 








Start 


2339 




End 


11509 








Name 


OJ991209 15 


.0222.C7.o2.np 


Method 


AAT/NAP 








Start 


2339 




End 


11506 








GI 


6907087 




Score 


1076 








Exons 


2339. .2722, 


2767. .2823, 2997. 


.3583, 11405. ,11506 









GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

'GI; Descrip: 



• Seq.' No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons ' 



(AP001129) ESTs C72771 {E2215 ) , AU082313 (E2215 ) correspond to a 
region of the predicted gene.; hypothetical protein [Oryza 
sativa] 



38041 Seq. ID 

78188 Strand 
2339 End 
OJ991209_15.0222,C7.ol.gp Method 
4686 End 
uC-osflcyp033a04bl Score 
468^-. ;5067 ... . ■ : 

■ ; 601 684-5 ■/cibjjAP00"0570.: 1 i'A?00057O: 3 ; Oe-59 Oryza-isativa- 'genbijilc 
DNA, chromosome 1, ■ clone : P0711E10 ' 



OJ991209_15,0222,C7 
+ 

11509 
AAT/GAP 
5067 
671 



-38041 . . . : ■ Seq'. -ID 

78188' Strand 

2339 - End 

OJ991209_15,0222.C7.o3.gs Method 

6452 End 

none Score 
6452. .7555 



d*J991209_15.0222..C7 

+ . . ' " . 

11509 

GENSCAN 

7555 

.44 



Seq. No. 38041 Seq. ID 

Gene No. 78188 Strand 

Start 2339 End 

Name OJ991209_15 . 0222 . C7 . o4 . gs Method 



OJ991209_15.0222.C7 
+ 

11509 
GENSCAN 



37698 



start 
GI 

Exons 



8392 End 11509 

none Score . 52 

8392. .8507, 9616. .9677, 10275 .. 10770, 10772 10976, 11405. .11509 



Seq. No. 38041 Seq. ID 

Gene No. 78189 Strand 

Start 11968 End 

Name OJ991209_15 . 0222 . C7 . o3 . gp Method 

Start 11968 End 

GI uC-osflcyp033a04bl Score 

Exons 11968. . 12349 

GI Descrip. ' 601684 5/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P07 IIEIO • 



OJ991209__15.0222.C7 
+ 

12349 
AAT/GAP 
12349 
671 



Seq. No. 38041 Seq. ID 

Gene No. 78190 Strand 

Start 15985 End 

Name OJ991209__15 . 0222 . C7 . o4 . np Method 

Start 15985 End 

GI 4680186 Score 

Exons ' 15985. .16039, 16876 .'. 17076 

^G I ^ De scrip ( AFl 1 1709),^ . unknown [Oryza . sa t i va .s'ubsp^ .., indical. _ ; 



OJ991209_15.0222.C7 
+ 

17076 
AAT/NAP 
17076 
330 



Seq. No. 38041 Seq. ID 

Gene No. 78191 Strand 

Start 4116 End 

Name OJ991209_15 . 0222 . C7 . o2 . gs Method 

Start 4116 End 

GI none Score 

Exons 4116.. 4222, 4587.. 4644 



OJ991209_15. 0222.C7' 

4644 
GENSCAN 
4644 
.84 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. ■ 
Start;-' *■ ; 
Name 

Start * ; ■ ' 
GI ' 
.Exons. 



38041 Seq. ID 

78192 Strand 

12011 End 

OJ991209_15 . 0222 . C7 . o3 . np Method 

11896 End 

4680186 Score 
11896. .12126, 13805. .13845 

(AF111709) unknown [Oryza sativa subsp. indica] 



OJ991209_15.0222.C7 

14889 
AAT/NAP 
13845 
245 



38041 Seq. ID 

.78192 Strand • 

-12011 ' 

OJ991209_15 . 0222 .C7 .65 . gs Method 

12011 ' ^ End'". 

none ... , ' - - Score- ; 

12011. .12101, 12198. . 12251,' 12.852 .. 12935, 14473 ... 14 560, 
14799. .14889 



OJ991209 15. 0222. C7 



14-88 9 - 
GENSCAN 
1488 9'""" 

: 4 5 * ■ . 



Seq. No. 38041 Seq. ID 

Gene No. 78193 Strand 

Start 16629 End 

Name OJ991209_15 . 0222 . C7 . o5 . gp Method 

Start 16629 End 

GI uC-osflcyp033a04bl Score 

Exons 16629. . 17009 

GI Descrip. ' 6016845/dbj I AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 



■OJ991209_15.0222.C7 

17009 
AAT/GAP 
17009 
658 



37699 



DNA, chromosome 1, clone : P07 IIEIO ' 



Seq. No. 38041 Seq. ID 

Gene No. 78194 Strand 

Start 17438 End 

Name OJ991209_15 . 0222 . C7 , o6 . gs Method 

Start 17438 End 

GI none Score 

Exons 17438. .17523, 17819. . 17882, 18084 

19611. .19668, 20481. .20604, 20625 



18330, 
20751 



OJ991209_15.0222.C7 

20751 
GENSCAN 
20751 
. 69 

18580. .18719, 



Seq. No. 38042 Seq. ID OJ991209_15 . 0222 . C8 

Gene No, 78195 Strand + 

Start 1 End 1016 

Name OJ991209_15 . 0222 . C8 . ol . np Method AAT/NAP 

Start 1 End 400 

GI 5042454 Score 146 

Exons 1..4 00 

GI Descrip. (AC007789) putative polyprotein [Oryza sativa] 

Seq.' No. 38042 Seq. ID OJ991209_15 . 0222 . C8 

,Gene,_No,^,„,:. 78195 - , . . gtrandU:. .±, ,^ 

Start., , 1..-.: .._r-.-. - ... ^3nd joikS:..^. T.. 

Name' OJ991209_i5 . 0222 . c'8 . ol . gs ' Method GENSCAN 

Start 138 End 1016 

GI none Score . 65 

"Exons 138.. 416, 813.. 1016 

Seq. No. 38043 Seq. ID OJ991209_15 . 0222 . C9 

Gene No. 78196 Strand + 

Start 1 End 2191 

Name OJ991209_15 . 0222 . 09 . ol . np Method AAT/NAP 

Start 1 End 2191 

GI 6175140 Score 694 

Exons 1..122, 782. .890, 1218. .1340, 1519. .1662, 1751. .2191 

GI Descrip. (AC010796) unknown protein [Arabidopsis thaliana] 

Seq. No. 38043 Seq. ID OJ991209_15 . 0222 . C9 

Gene No. 78196 Strand + ' 

Start 1 End 2191 

Name OJ991209_15 . 0222 . C9 . ol . gs Method GENSCAN 

Start-. ^l^'. , , ^ , .. .End. -■ 1674 ■ 

GI * .none ^. r. . : ^ .: -•"-Score -■-;59— ■ - 

Exons 71_4..'^923, 1218;;1340^' 1519.. 1674 . _ ' \_ 

Seq. 'No. .■ ■ " 3804 3 ... ' ^ Seq. • ID .: OJ991209_15 ; 0222 .C9 : 

Gene No. . 781.97' : . ' .... Strand . - '. ' . ... - 

Start 2949 End 3145 

Name OJ991209_15 . 0222 . C9 . o2 . tm Method TBLASTX : Maize 

Start * 788 End 1584 - 

GI none Score 118 

Exons 788. .898, 789. .899, 789. .899, 805. .900, 1212. .1355, 1217. .1348, 
1228. .1350, 1510. ,1584, 1510. .1584 

Seq. No. 38043 Seq. ID OJ991209_15 . 0222 . C9 

Gene No. 78197 Strand 

Start 2949 End 3145 



37700 



Name OJ991209_15 . 0222 . C9 . ol . ts Method TBLASTX : Soybean 

Start 1594 End 2194 

GI 5509571 Score 77 

Exons 1594. .1668, 1596. .1652, 1753. .1788, 1784. ,2047, 1787. .2047, 

2111. .2194 

GI Descrip. 2129655/pir S71212 3.0e-33 OBP32pep protein - Arabidopsis 

thaliana (fragment) >gi_1022799 {U37698) OBP32pep [Arabidopsis 
thaliana] 



Seq. No. 38043 Seq. ID 

Gene No. 78197 Strand 

Start 2949 End 

Name OJ991209_15 . 0222 . C9 . ol . tc Method 

Start 1901 End 

GI none Score 

Exons 1901.. 2044, 2129.. 2170 



OJ991209_15.0222.C9 
3145 

TBLASTX: Cress 

2170 

208 



Seq. No. 38043 Seq. ID 

Gene No. 78197 Strand 

Start 294 9 End 

Name OJ991209_15 . 0222 .09 . ol . tm Method 

^Sj:art_._._„. j.9gL._.. End_ 

,.GI.. -,,no.ne.,^. ..^ S.Qore. 

Exons 1901.'. 2149, 1901. .2044 



OJ991209_15.0222.C9 
3145 

TBLASTX: Maize 

214 9 

.2,98 



Seq. No. 38043 . Seq. ID 

Gene No. 78197 Strand 

Start 2.94 9 End 

Name OJ991209_15 . 0222 . C9 . o2 . gs Method 

Start 294 9 End 

GI none Score 

Exons 2949.. 3145 



OJ991209_15.0222.C9 

3145 
GENSCAN 
3145 
.67 



Seq. No. 38044 Seq. ID 

Gene No. 78198 Strand 

Start 37 End 

Name OJ991209_15 . 0222 . CIO . ol . gs Method 

Start ■ 37 End 

GI none Score 

Exons 37.. 233, 522.. 528 



OJ991209_15. 0222. CIO 
+ 

528 

GENSCAN . . 

528 

.74 



-Seq.- No. - • 

Gene No : ' " 

Start' 

Name """" " 
..Start 

GI' - ■ .. 

Exons 

GI Descrip. 



38044 : ' 

78199 •■■ - ■ ■ ■ 

2926 

^^OJ991209'_:15r0"2'2,2'.'C10'.ol . gp 
■.2926 - - . . ■ * ' ^ . ■ - 
34683 1.R1084 , 



-Seq. ID OJ991209_15.. 0222. CIO 
" Strand ■ +■ ' - *. ' ■ - - v.. 

End' - 4407 ^ 
'Method*' " 'AAT7 GAP"*':" * . ^ 

End . .. 4282 ...... : ' J : ' ' 

Score 542 . ' . 



2926. .3021, 3140. .3258, 4169. .4282 
'2501555/spiQ40784 |AAPC_PENCL 2.0e-13 POSSIBLE 
APOSPORY-ASSOCIATED PROTEIN C >gi_549984 {U13148) possible 
apospory-associated protein [Pennisetum ciliare] * 



Seq. No. 38044 Seq. ID 

Gene No. 78199 Strand 

Start 2926 End 

Name OJ991209_15 . 0222 .CIO . ol . np Method 

Start . 2978 End 



OJ991209_15. 0222. CIO 
+ 

4407 

AAT/NAP 

4407 



37701 




O J. 


6970044 




Score 


103 


T*' von Q 


2978. .3015, 3180 


..3258, 4169. 


.4407 






(AF195243) apospory-associated ■ protein 


v«r , c\.u |_ v^i ix dill y ^wiiiwi id o 




reinhardtii] 








Seq. No. 


J O Vj* *i T 




Seq, ID 


OJ991209_15. 0222. CIO 


Gene No. 


/ o ^ u u 




O I, X Ctl i.\Ji 




Start 


X J u u 




End 


4282 


Name 


wo Z/ J JL \J Zf 1. ^ » \J ^ £^ 




Mp"t~ hnH 


VJ i_J IN taJ V—fX^LN 




X J u u 




End 


3581 




n on o 




Score 


. 55 




1506. .1644, 3045 


..3223, 3532. 


.3581 




O VJ ■ IN ^ ■ 


3804 4 




Seq. ID 


OJ991209_15. 0222. CIO 


Gene No. 


/ o ^ u u 




Strand 




Start 


X *J u u 




End 


4282 


Name 


V-/iw' ^ Zf JL \J Zf X<J.\J^^^ 


n 0 nl 1-ni 


Method 


TBLASTX: Maize 


o u d J. u 


3152 ~ 




End 


4282 


v3 -L 


n on o 




Score 


43 


F" von 


3152.. 3193, 3155 


..3181, 3173. 


.3256, 3181. .3258, 3214. .3258, 




4166.. 4282, 4167 


..4280, 4171. 


.4281, 4172. .4282 


. .Seq,..,. No.- 




; , 


,^.S,9q._ID,., 


.Q J,9 9 12i).9_1.5. . .0 2.22,...Q1 Q . . 


Gene No. 


/ O ^ \J u 




Strand 




* Start 


X J U D 




End 


4282 


Name 


Wt>J Zf ^ ±. c^\J ^ X^.U^^^ 


n 0 nl t- «? 


Method 


TBLASTX: Soybean 


O U di. L. 


4 T (^D ~ 

*i X O U 




End 


4282 


O -I. 


none 




Score 


192 




4160. .4282, 4167 


..4280, 4169. 


.4282 






04 S 
^ o y *i *j 




Seq. ID 


OJ991209_11.0222.C1 


Gene No. 


/ O ^ U X 




Strand 


+ 


Start 


^ -7 O 




End 


7271 


Name 




. CI . ol . gs 


Method 


GENSCAN 




9QR ~ 

^ 17 O 




End 


7250 




none 




Score 


. 61 


T*' von ^ 


9Qfi 41fi 114S 


1230, 1268. .1365, 1514. 


.1651, 2460. .2682, 




* 6746. . 6852, 7053 


..7250 






. . 


38045 




Seq. ID 


OJ991209__11.0222.C1 


Gene No. 


78201 




Strand 


+ 


Start 


• 298 ■ 




End- 


7271 . :^ . . 


^Name " 


■■'OJ991209- 11.. 0222 


. CI ; 6l .np':-'-v 


'.Method ^ 


AAT/NAP-'-" - ' ' ^ - 


O U Ct J. L. 


836 




End 


7271 ■ 


.. .. . ^. ^ 


3'98'0'3W^ 




"'Score'*' 


353 ■ "- "^'^^-"-^ '^ 


F' V on'Q 


836; .1105, "2407.. 


.2638, 6708. 


6852, 7083.-. 7271 ' - ' 


f^T rioQoyio 

ox Lj'CoL*XX|J. 


(AC004561 )' putative tropinone 


reductase. [Arabidopsis thaliana 


Seq. No. 


38Q45 




Seq. ID 


OJ991209_11.0222.C1 


Gene No. 


78201 




Strand 


+ - 


Start 


298 




End 


7271 


Name 


OJ991209 11.0222 


.Cl.ol.tw 


Method 


TBLASTX: Wheat 


Start 


674 4 




End 


7247 


GI 


none 




Score 


122 . 


Exons 


6744. .6824, 6745 


..6855, 7094. 


.7240, 7095. .7247 


Seq. No. 


38045 




Seq. ID 


OJ991209_11.0222.C1 



37702 




Gene No. 


78201 








Strand 


+ 






Start 


298 








End 


7271 






Name 


OJ991209 11. 


0222 


.CI .ol . 


tm 


Method 


TBLASTX: 


Mai ze 




Start 


6747 








End 


7247 






GI 


none 








Score 


104 






Exons 


6747 . . 6848, 


6748 


. . 6843, 


. 7101. 


.7247, 7109. .7240 






Seq. No. 


38045 








Seq. ID 


OJ991209 


_11.0222 


.01 


Gene No. 


78201 








Strand 


+ 






Start 


298 








End 


7271 






Name 


OJ991209 11. 


0222 


.01 .ol . 


ts 


Method 


TBLASTX: 


Soybean 




Start 


6747 








End 


7247 






GI 


none 








Score 


104 






Exons 


6747 . . 6848, 


6748 


. . 6843, 


7101 . 


.7247, 7109. .7240 






Seq. No. 


38046 








Seq. ID 


OJ991209 


_11.0222 


.02 


Gene No. 


78202 








Strand 


+ 






Start 


879 








End 


2496 






Name 


OJ991209 11. 


0222 


.02 .ol . 


as 


Method 


GENSCAN 






Start 


879 








End 


2496 






GI 


none 








Score 


. 92 






Exjons_ 


87 9^^884,r„.2395,,^^; 


24 9„6„ 










"""*""*"" 


Seq. No. 


38046 








Seq. ID 


OJ991209 


_1 1.022^2 


.0^2* 


Gene No. 


78203 








Strand 








Start 


3297 








End 


8322 






Name 


OJ991209 11. 


0222 


.C2.02. 


gs 


Method 


GENSOAN 






Start 


3297 








End 


5485 






GI 


none 








Score 


.76 






Exons 


3297. .3380, 


3769 


. .3925, 


4.199. , 


.4302, 4379. .4768, 


4847. .5039, 



5298. .5485 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



38046 Seq. ID OJ991209_1 1 . 0222 . 02 

78203 Strand 

3297 End 8322 

OJ991209_11 . 0222 . 02 . ol . np Method AAT/NAP 

4703 End 8322 

6272381 Score 1324 

4703. .4756, 4835. .4966, 5938. .6375, 6493. .6666, 6711. .7001, 
7079. .8322 

(AO007918) Similar to gi 14325351 T25H8.2 TNP2 protein homolog 
from Arabidopsis thaliana- BAO gb | AF128394 . - . 



Seq." No. 38046 

Gene"No- ' " ' ' - • 

Start • • 3297 ' - . ^ ' .. ■ . . 

Name " OJ991209_11 . 0222 .02 ..o3". gs 
Start 5641 - 

GI none 
Exons 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991209_11.0222.O2 

8322 . . ' . ■ 

GENSCAN . . 

8242 . 

.96 



5641. .6423, 6499. .6598,- 6694. .7005, 7083.. 7933, 8087.. 8242 



Seq. No. 38046 Seq. ID 

Gene No. 78203 Strand 

Start 3297 End 

Name OJ991209_11 . 0222 . 02 . ol . tm Method 

Start 7058 End 

GI none Score 



OJ9912p9_11.0222.O2 
8322 

TBLASTX: Maize 

7525 

95 



37703 




p. von ^ 


7058 7225, 


7064 


7525, 


/ vj o J . 


. / J ^ 1 






Seq. No. 


38046 








Seq. ID 


OJ991209_11.0222 


.02 


Gene No. 


78203 








Strand 






Start 


3297 








FnH 


8 322 




Name 


O'J991209 11 


. 0222 , 


, C2 . ol . 


tw 


Mo 1" h oH 






Start 


7064 ~ 








FnH 


74 4 4 ' 




GI 


none 








Score 


103 




R V n n 


7064 7444 


714 9. 


7403 










Seq. No. 


38046 








Seq. ID 


OJ991209_11.0222 


.02 


Gene No. 


78203 








Strand 






Start 


3297 








End 


8322 




Name 




. 0222 . 


C2 . ol . 


t s 


Method 


TBLASTX: Soybean 




Start 


7088 ~ 








End 


7495 




GI 


none 








Score 


103 




Exons 


7088 . .7318, 


7089. 


, .7220, 


7322. 


.7495, 7323. .7490 




Seq. No. 


38046 








Seq. ID 


OJ991209_11.0222 


.02 


Gene No. 


78203 








Strand 






Start 


3297 








End 


8322' 




Name 


D.TQQl ?nQ 1 1 
w z/ X. ^ y , X .i^ 


^0222_.,C2.,p3,, 




-Method^... 


TBLASTX:Maize . 




O.U.Cl i- v - - — 


7 S 








,.End 1 


.7.7.68. 




CJ 










Score 


81 




F. V n n 


7553 7756 


7659. 


, .7757, 


7 664 . 


.7768 






Seq. No. 


38046 








Seq. ID 


OJ991209_11.0222 


.02 


Gene No. 


78203 








Strand 






Start 


3297 








End 


8322 




Name 


OJ991209 11 


.0222. 


C2.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


7 Q7 ^ ~ 








End 


8315 




GI 


none 








Score 


106 




F von Q 


7Q7^ ftl 


7980. 


.8177, 


O X J -7 . 


.8314, 8172.. 8315 






38047 








Seq. ID 


OJ991209_11.0222 




Gene No. 


78204 








Strand 






Start 


1 








End 


924 




Name 


OJ991209 11, 


.0222. 


03. ol. 


np 


Method 


AAT/NAP 




Start 


1 








End 


924 




GI 


2209031 








Score 


506 




E von *=; 


1. .924 














GtJ'- np»^PTin - 


■ (AB001^569) ORF.of 1.56 


•k:b'[Daucus-.Garota] • / 




Seq. No. 


38047 








Seq. ID 


OJ991209_11.0222, 


.03 


Gene" No". 


' '78^04" ^ - 








Strand" 






•Start - 


^ • . . ; 








End 


■924 ' ." . 




Name 


OJ991209 11. 


0222. 


C3.ol'. 


ts ■ ... 


' Method 


TBLASTX : Soybean ' 




Start 


184 








End- 


-477' 




GI 


none 








Score 


207 




R von ^ 


184 . . 477 














Seq. No. 


38048 








Seq. ID 


OJ991209_11.0222, 


.04 


Gene No. 


78205 








Strand 


+ 




Start 


881 








End 


1447 




Name 


OJ991209 11. 


0222. 


04. ol. 


gs 


Method 


GENSOAN 




Start • 


881 








End 


1447 




GI 


none 








Score 


.83 





37704 



Exons 



881. .1447 



Seq. No. 


38048 




Seq. ID 


OJ991209_11.0222.C4 


Cprip No 


78206 




Strand 






9398 




End 


14 4 4 7 


Nqihg 


OJ991209 11 0222 C4 


. o2 . np 


Mf^i" hoH 


AAT /NAP 


Start 


9398 ~ 




End 


14447 




4680186 

"4 \J (J v J. U U 






373 




9398 9444 13355 


13408 , 


14 947 14447 






fAFlll7n91 unknown 


[Ory za 


sativa subsp. 


indica] 


Seq. No. 


38048 




Seq. ID 


OJ991209_11.0222.C4 


Gene No. 


78206 




Strand 


+ 


Start 


9398 




End 


14447 


Name 


OJ991209 11. 0222. C4 


.ol .np 


Method 


AAT /NAP 


Start 


9708 




End 


12867 


GI 


4544372 




Score 


1198 


Exons 


9708. .10729, 10789. 


.11203, 


11307. .12867 


GI Descrip. 


(AC006920) putative 


retroelement pol polyprotein [Arabidopsis 



thaliana] 



„S.eg,...,No.._„,, 


38048^ • . , . . 


;L:^.Seq.,_ip., 


J 9.9 1 ?M a 1^..Q 2 2 2^4^ ^ 




„782A7. 


. .... .. ...Strand. 


„ . ■ „ 


Qf- a r-t- 
O LaX I, 


15461 


■ End 


156&1' 


Name 


OJ991209 11.0222.C4.o3.gp 


Method 


AAT /GAP 




15461 


End 


15681 


CI 


61605 3.R1084 


Score 


336 


Exons 


15461. .15681 






oX uesCi-xp. 


•1402920/emb|CAA66965| 2. 


Oe-20 (X98321) peroxidase [Arabidops. 




thaliana] * 






Seq. No. 


38048 


Seq. ID 


OJ991209_11.0222.C4 


Gene No. 


78208 


Strand 


+ 


Start 


17226 


End 


17572 


Name 


OJ991209 11.0222.C4.o4.gp 


Method 


AAT /GAP 


Start 


17226 


End 


17572 


GI 


101153 1.R1084 


Score 


464 


Exons 


17226. .17572 






GI Descrip. 


'5852170/emb|AL117265. 1 IOST17804 1 . Oe- 


■115 Oryza sativa 




indica{GLA4) genomic DNA, 


chromosome 4, BAG clone : 1 17 804 * 


Seq. No. 


38048 • 


Seq. ID 


.OJ9912-09_11.0222.C4 . 


Gene ' No; 


• 78209 ' ' - ■ ■ ■•■ • 


Strand ■ 




Start 


3434 


End 


3631 • * 


Name""' 


* 0 J 9 9 1 20 5^11 0 2''2 2 . C 4'- o 1 . gp 


Method 


/AAT/GAP . - • . 


Start '^ ' . ■ 




End ■ 


• 3631 . : .. .. 


GI ■ 


2311364 


Score 


"363 ". - 


Exons 


3434-.. 3631 






Seq. No. 


38048 


Seq. ID 


OJ991209_11. 0222.64 


Gene No. 


78210 


Strand 




Start 


13999 


End 


14380 


Name 


OJ991209 11.0222.C4.o2.gp 


Method 


AAT /GAP 


Start 


13999 


End 


14380 


GI 


uC-osflcyp033a04bl 


Score 


675 


Exons 


13999. .14380 






GI Descrip. 


' 601684 5/dbj | AP000570 . 1 | AP000570 3.0e- 


59 Oryza sativa genomic 



37705 




DNA, chromosome I, clone : P0711E10 * 



becj- NO. 


JO Uft 0 






Seq. ID 


OJ991209_11.0222 


. bfi 


bene no. 


/ 0 Z 1 i 






Strand 






O 4- -i^ -i- 


1 dUDU 






End 


21620 




Name 


Pi tqqi on Q 11 


\j , b^ 


. OD . U S 


Method 


TBLASTX: Soybean 




bt art. 








End 


20174 






none 






Score 


133 




Exons 


QQO/t inri/Q 

yoZ4 . . lUU4o, 




.10189, 


20040. .20174 




Seq. No. 


38048 






Seq. ID 


OJ991209_11.0222 


.C4 


bene lno - 


78211 






Strand 






o car u 


16050 






End 


21620 




Name 


OJ991209 11. 


0222. C4 


.o3. tw 


Method 


TBLASTX: Wheat 




o rart 


9986 






End 


20174 




P T 


none 






. Score 


77 




Exons 


9986. .10042, 


9991. . 


10032, 10037.. 10390 


, 10044. .10130, 






10045. .10323, 10046 




19845. .19982, 19995. .20174 




beq. NO, 


38048 






Seq, ID. 


OJ991209_11,0222 




Gene No . 


78211 






Strand 






,^b La,r t-_ 


16„050_„;.._ 






.,,,._Enci.^_ 


^21620-:;C_ _ 




Name . 


.oj[99a209 ai. 


A22"2rC4' 


■ rt /I 4- m 

..p4.. rm, , 


..Method,. 


.TBLASTX,: Maize 




b uart 


10040 






End 


20174 




bi 


none 






Score 


276 




Exons 


10040. .10258 


, 10045 


1 n o c; "7 


19995. .20174 




beq. NO. 


38048 






Seq. ID 


OJ991209_11.0222 


n A 
. b4 


Gene No . 


78211 






Strand 






b uar u 


16050 






End 


21620 




Name 


OJ991209 11. 


0222. C4 


rt 1 4-™ 

. Ol . tm 


Method 


TBLASTX: Maize 




btart 


10259 






End 


19976 




bl 


none 






Score 


536 




Exons 


10259. .10717 


, 10259 


. . 10654 , 


19581. .19976, 19705. .19974 




Seq. No. 


38048 






Seq. ID 


OJ991209_11.0222 


.C4 


Gene No . 


78211 






Strand 






buaru 


16050 






End 


21620 




Name 


OJ991209 11. 


0222. C4 


.Ol.ts 


Method 


TBLASTX: Soybean 




b raru 


10343 






End 


19928 




bi 


■ none 






Score 


182 




Exons 


-103.43. .10687 


19533 


.-.19892,. 


19534. .19824; - 198'5,8. .19890, 






' - 19896... 19928 


, 19897 


. ; 1992-6 








beq . NO . 


380'48;"; * 






Seq. ' ID- 


OJ99r209_Tl.022'2'- 


"p/i ^ 

. b41 


Gene No . - 


78211 






. -Strand 






btart 


* 16050 






' End ' . . 


21620 . . ' 




Name 


OJ991209 11; 


0222. C4 


. o4 . tw 


Method 


TBLASTX: Wheat 




btart 


10418 






End ' 


19820 




GI 


none 






Score 


116 




Exons 


10418. .10687 


, 19518 


. .19820, 


19534. .19818 




Seq. No. 


38048 






Seq. ID 


OJ991209_11.0222 


.C4 


Gene No. 


78211 






Strand 






Start 


16050 






End 


21620 




Name 


OJ991209 11. 


0222. C4 


. o2 . tm 


Method 


TBLASTX: Maize 




Start 


10867 






End 


19446 





37706 






none 






Score 


76 




Exons 


10867. 


.11100, 19083 


1 Qzl L R 


19092. .19445, 19096.. 19446 




Seq.' No. 


38048 






Seq. ID 


OJ991209_11.0222 


.C4 


Gene No. 


78211 






Strand 








16050 






End 


21620 




Ns-itie 


OJ991209 11. 0222. C4 




Method 


TBLASTX: Wheat 






10975 






End • 


19517 






none 






Score 


74 




Exons 


10975. 


.11103, 19107 


1 Q /] C /I 

. . 1 y D fi , 


19107. .19517, 19108.. 19485 




o e q . IN u . 


38048 






Seq. ID 


OJ991209_11.0222 




Gene No. 


78211 






Strand 






Start 


16050 






End 


21620 




Nfiine 


OJ991209 11. 0222. C4 


. O J . L S 


Method 


TBLASTX : Soybean 




o uaru 


11026 






End 


11434 






none 






Score 


148 




Exons 


11026. 


.11163, 11028 


111 c^Q 

. . 1 1 i D y , 


11184. .11270, 11185. .11277, 






11282. 


.11434 










Seq. No. 


38048 






oeq . ±u 


OJ991209_11.0222 


.C4 


Gene_, Np„._,_ 


78211- 






Strand 




■ 




165,5 






bnci, 


;.-2,i62.o 




Name 


OJ991209 11. 0222. C4 


. o5 . tm 


- Method 


TBLASTX: Maize 




ouarL - 


11884 






iijna 


12264 






none 






Score 


92 




liiXons 


11884. 


.12042, 12040 


19 9 fiA 








Seq. No. 


38048 






o eq . ± u 


OJ991209_11.0222 


.C4 


Gene No. 


78211 






ocrana 






o Lam 


16050 






bno 


21620 




Name 


OJ991209 11. 0222. C4 




Method 


TBLASTX : Soybean 




ot.ar L 


11887 






hna 


12285 






none 






Score 


222 




Exons 


11887. 


.12285 










Seq. No. 


38048 






Seq." ID 


OJ991209_11.0222 


.C4 


Gene No. 


78211 






Strand 








16050 






End 


21620 




Name 


OJ991209 11. 0222. C4 


. o / . tw 


Method 


TBLASTX: Wheat 




onarL 


12042 






End 


12456 




bi 


none 






Score 


-211 . ' 




Exons 


1204 2. 


.12125, 120-43 


. . 1 ^ D O 








Seq." No. 


'■■"-'380-48 "\ 






• "Seq.' ID" 


■ 0 J 9"9^1 2 G9~'rr: O 2'2'2tC4' 


Gene No. 


78211. 






' Strand - 






o Tzaru 


' "16050 






End ' \ 


21620 




Name 


OJ991209 11. 0222. C4 


. oo . LW 


Method 


TBLASTX: Wheat 




o t art: 


12466 






End 


12852 




C T 
bX 


none 






Score 


194 




Exons 


12466. 


.12852, 12645 










Seq. No. 


38048 






Seq. ID 


OJ991209__11.0222 


.C4 


Gene No. 


78211 






Strand 






Start 


16050 






End 


21620' 




Name 


OJ991209 11. 0222. C4 


. o4 . ts 


Method 


TBLASTX: Soybean 




Start 


12628 






End 


12881 





37707 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



none Score 235 

12628. .12873, 12628 .. 128 67 , 12630.. 12881 



38048 
78211 
16050 

OJ991209_11 .0222.C4.o3.np 

16050 

6063554 



Seq. ID OJ991209_11.0222.C4 
Strand 

End 21620 

Method AAT/NAP 

End 20100 

Score 4 66 



16050. .16224, 16863 .. 16890, 17228 .. 17458 , 1757 6 178 62 , 
19819. .20100 

(AP000615) ESTs AU075609 (C63344 ) , C71850 (E04 64 ) , C98611 (E04 64 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



beq. JNO . 


38048 




Seq. ID 


OJ991209_11.0222. 




Gene No . 


78211 




Strand 






Start 


16050 




End 


21620 




Name 


OJ991209 11. 0222. C4 


, o4 . np 


Method 


AAT/NAP 




btart 


18372 




End 


21620 




bl 


4680179 




Score 


3642 




E xp ns^ . _ 


_.18372,.„.20915,. ,209,49 


^,21620.: 








GI • D^escrip-. 


, .. (AE 1,117.0.91 po.lypr:o.te.iri..-[Oryz,a,.,_s"ati.ya. : 


3,ubsp,., IndiQaJ...... , 




beq. NO. 


38048 




Seq. ID 


OJ991209_ri.0222. 


PA 


Gene No. 


. 78211 




Strand 






Start 


16050 




End 


21620 




Name 


OJ991209 11. 0222. C4 


. o3 . tm 


Method 


TBLASTX: Maize 




Start 


18387 




End 


18679 




GI 


none 




Score 


213 




Exons 


18387. .18677, 18391 


. .18678, 


18527. .18679 




Seq. No. 


38048 




Seq. ID 


OJ991209_11.0222. 




Gene No. 


78211 




Strand 






Start • 


16050 




End 


21620 




Name 


OJ991209 11.. 0222. C4 


.o2.ts 


Method 


TBLASTX: Soybean 




Start 


18477 




End 


18737 




GI 


none 




Score 


131 




Exons 


18477. .18737, 18478 


. .18732- 








Seq. No. 


38048 




Seq. ID 


OJ991209_11.0222. 


C4 


Gene No. 


78211 




Strand 






Start- 


' 16050 ' " r ■• ' 




End-. 


"21620 '■- 




Name 


OJ991209 '11.0222.C4 


. ol . tw 


Method 


TBLASTX: Wheat 




'Starif " 


i:8525' '-'■^^^■'^^^^^-^^■^ 




■^-^Xnd'""'"*"^ 






GI • 


none 




Score 


335- - . - - ' . 




Exons 


. 18525. .19103, 18526 


. .19092 








Seq. No. 


38048 




^ Seq. ID 


OJ991209_11.0222. 


C4 


Gene No. 


78211 




Strand 






Start 


16050 




End 


21620 




Name 


OJ991209 11. 0222. 04 


. o6 . tw 


Method 


TBLASTX: Wheat 




Start 


20526 




End 


20889 




GI 


none 




Score 


64 




Exons 


20526. .20633, 20539 


. .20637, 


2067 9. .20888, 207 67. .2088 9 




Seq. No. 


38048 




Seq. ID 


OJ991209_11.0222. 


C4 



37708 



Gene No. 


78211 




Strand 






Start 


1 ^ n c A 




End 


21620 




Name • 


ojyyizoy ii.uzzz.c4. 


o6 . tm 


Method 


TBLASTX: Maize 




Start 


o rt c £r o 




End 


20894 




GI 


none 




Score 


48 




Exons 


OAc^frt OA^^/Ti oncTi 

20559 20661, 2Uo/l. 


O A O A >1 

.208 94, 


20770. .20838 




Seq. No. 


38048 




SecjV ID 


OJ991209_11.0222. 


C4 


Gene No. 


78211 




Strand 






Start 


1 ^ A C A 




End 


21620 




Name 


OJ991209 11. 0222. C4. 


o5 . tw 


Method 


TBLASTX: Wheat 




Start 


O 1 1 A O 

21198 




End 


21548 




GI 


none 




Score 


112 




Exons 


011A0 AI'^OA OIOA^T 

21198 .. 21320, 21296. 


. 2154 7 , 


21354, .21548 




Sea No 


38049 




Seq. ID 


OJ991209 11.0222. 


C5 


Gene No. 


78212 




Strand 


+ 




Start 


830 




End 


1211 




Name 


OJ991209 11.0222,05. 


ol.gp 


Method 


AAT/GAP 




Start 


830 




End 


1211 




GI 


uC-osf Icyp033a04bl 




Score 


663 




^ExpnS;_ 


830,,J.211_... 











.GI^.D^.scrip.. .;.,1601.68i.5/.dbJJ.APAO,a57P.^li^EDQ.057-0 „3.. Oe-55..-Oryza.. s.ati,y.a,..g,^Dmi.c,, 
DNA, chromosome 1, clone : P07 IIEIO * 



Seq. No. 38049 
Gene No. 78213 
Start 13024 

Name OJ991209_11 , 0222 . 05 . o2 . gs 

Start 13024 
GI none 

Exons 13024. .13102, 13134, 

17538. .177-18, 17811, 
20106. .20185, 20222, 
22676. .23100, 23434, 
24901. .25344 



Seq, ID OJ991209_11,0222,C5 
Strand + 
End 25344 
Method GENSOAN 
End 25344 
Score .47 
13296, 16130. .16192, 17106 .. 17203, 
17876, 17917. ,18210, 18 914 .. 18 966, 
20494, 21572. ,21785, 22402 .. 22557 , 
24025, 24102. ,24127, 24210 .. 24 632 , 



Seq. No. 

Gene No. ■ 

Start 

Name 

Start 

GI;. ^ ... . 

Exons 

'Gr"*De scrip': 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



OJ991209_11.0222.C5 

25344 
AAT/NAP 
21095 . 
-10? - - 



38049 Seq, ID 

78213 Strand 
13024 End 
OJ991209_11 . 0222 . 05 . o5 . np Method 
19034- End 

6721561 * - ■ - - - ' Score " 

19034.*. 19138,_ 21067. .'21095 " „ „ _ _ , _ I_ ^ _Z 
• ' ( APO OTO 7 37 ' ' ESr-- AUOB^O 5"8't 0 12 9:7 6 )- '^corFe spinas t o-'^a' "r eg'i'6n"'5T~^'the' 
predicted • gene-. ;■ hypothetical protein [Oryza sativa] . 
gi I 6815086 I dbj |BAA90.372,1 | (AP0'0108iy EST" AU08205'8 (C12;976) . 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



38049 
78214 
34008 

OJ991209_11.0222.05.o4.gs 

34008 

none 



Seq. ID OJ991209_11.0222.C5 

Strand + 

End 37192 

Method GENSOAN 

End 37192 

Score . 6 



34008. .34058, 34 155 .. 34296, 34447 .. 34650, 34 904 .. 3554 6, 



37709 







36347. .36430, 36509. 


. ^ / 1 yz 


Seq. No. 


00 u 41 y 


Seq. ID 


uj y y J.ZU y 


11 . UZz Z . L-D 


Gene No. 


78215 


Strand 






Start 


2196 


End 


11408 




Naine 


OJ991209 11.0222.C5.ol.np 


Method 


AAT/NAP 




4. — v"4- 


763 


End 


6056 




bi 


4680186 


Score 


363 




Exons 


763. .963, 1804. .1858, 5996.. 


6056 






GI Descrip. 


{AF111709) unknown [Oryza sativa subsp 


. indica] 




beq. NO. 


38049 


Seq. ID 


OJ991209_ 


11 , \jZZ/i . L-D 


Gene No . 


78215 


Strand 






Start 


2196 


End 


11408 




Name 


OJ991209 11.0222.C5.ol.gs 


Method 


GENSCAN 




0 L. ciX L 


2196 


End 


11402 






none 


Score 


.64 




Exons 


2196. .2344, 2484. .2615, 2864 


..2980, 5921. .6032, 


6428. .6613, 




8483. .8627, 9269. .9465, 10143 .. 10169, 


10832. .10900, 




10905. .11037, 11317. .11402 








bj^.q,--. Np^._^, ^ 


.,,3 8 0 4.9 _ ,:.„,^. .__Seg.,_I D ^ 


„aJ99120X 


,;nj.222,.X5,_. 


Gene. . No, -j : 


,7.8:21.51, ... _ 


.Strand . ... 






Start 


2196 


End 


114^08 




Name 


OJ991209 11.0222.C5.o2.np 


Method 


AAT/NAP 




Start 


3181 


End 


9057 




GI 


6069646 


Score 


669 




Exons 


3181. .3225, 3896. .4776, 5039 


..5835, 8067. .8151, 


9036. . 9057 



GI Descrip. 



(AP000616) similar to putative reverse transcriptase (AC005315) 
[Oryza sativa] gi | 6907112 | dbj | BAA90639 . 1 | (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAG F9013 genomic sequence. 



putative non-LTR retroelement reverse transcriptase, 
[Oryza sativa] 



(AC006248) 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip; 



38049 Seq. ID 

78215 Strand 

2196 End 

OJ991209_11.0222.C5.o3.np Method 

8539 ' End • 

3980415 Score 



OJ991209_11.0222.C5 

11408 
AAT/NAP 
■11408- 
193 



8539. .8622, 10080 .. 10121 , 10750 .. 11037 , 11317. .11408 
(AC004561) putative- tropinone reductase [Arabidopsis thaliana] 

OJ991209 11.0222.C5 " 



Seq._No^^ ' 38049 _ ^ Se^. I^ 

Gerie No"; ■ ■ :- -vr.:-^-. --strand'"^- '^-' t,-- r-.^^-^-v,- ^--v^^ 

Start. . r7059' " . ' ' * : - ' * End • - -17664 ' - • . . 

Name pJ991209_l 1 . 0222 . 05 . o4 .'np ' Method AAT/NAP 

Start 17059. End' "'17664 - ' 

GI 6721559 Score 606 ' ' 

Exons • 17059. .17182, 17214. .17664- ' 

GI Descrip. {AP001073) hypothetical protein [Oryza sativa] 

gi I 6815084 Idbj IBAA90370. 1 1 (AP001081) hypothetical protein 

[Oryza sativa] 



Seq. No. 
Gene No. 
Start 



38049 
78217 
24143 



Seq. ID 

Strand 

End 



OJ991209 11. 0222. 05 



31270 



37710 



Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ991209_11.0222.C5.o6.np 

24143 

4206306 

24143. .24163, 26528 28197 , 
(AF049110) prpol [Zea mays] 

38049 
78217 
24143 

OJ991209_11.0222.C5.o3.gs 
25863 
none 
25863. 
27890. 
30566. 



.26113, 26353.-26479, 
.28363, 28419. .29195, 
.31270 



Method AAT/NAP 
End 29956 
Score 682 
29891. .29956 



Seq. ID 
Strand 
End 

Method 
End 
Score 

26505 

29583 



OJ991209 11. 0222. C5 



31270 
GENSCAN 
31270 
. 55 

26855, 27522. 
29975, 30314, 



,27872, 
,30553, 



Seq. No. 38049 

Gene No. 78218 

Start 38582 

Name OJ9.91209_11 . 0222 . C5 , o4 . tm 

Start 4843 

.GI npne;^. ....^ ; ™. ™:„ 

.Exons, '. , 



Seq. ID OJ991209__11.0222.C5 
Strand 

End 51930 

Method TBLASTX : Mai ze 

End 5479 

, _S c p. r e . ^ 5 0 . " ^ , .„ 

.4 8A1.„..4 9..68 , . 4 9.64....' 507,4 ,. . '3093^,' , b Al 9 SiiZA^-- ^^^ .^54,5.3.^ 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



38049 
78218 
38582 

OJ991209_11.0222.C5.o7.tm 

5483 

none 



Seq. ID OJ991209_11.0222.C5 
Strand 

End 51930 

Method TBLASTX : Mai ze 

End 5868 

Score 50 



5483. .5605, 5544. .5603, 5588. .5761, 5598.-5768, 5761. .5868 



Seq. No. 38049 
Gene No. 78218 
Start 38582 

Name OJ991209_11 . 0222 . C5 . o4 . ts 

Start 25723 
GI none 

Exons • 25723. .25761, -25728. .25973, 25840 .. 25971 31853 .. 31954 , 
37555. .37593, 37560 .. 37805, 37624 .. 37791 , 37638.. 37805 



Seq. ID OJ991209_11.0222.C5 
Strand 

End 51930 

Method TBLASTX : Soybean 

End 37805 

Score 42 



Seq. No. . 38049 

Gene No". ■ '7821-8' - ■ ' ; • - - 

Start^ _38582 

Start ' • ■• -26064 ' - . • • " ' . , 

GI none 
Exons 



■Seq. ID OJ991209_11.0222.C5 

- Strand-' - ' / - - ■ 
_End ' 51930 
•^--MethW""-' '^T'gL^STX: Wheat"' 

End-" 4 84 62- 

Score '94 * ' ' . 



26064. .26345, 2 6255 .. 2 6437 , 37905. .38315, 47836. .48462, 
47839. .48090, 47 942.. 48406 



Seq. No. 38049 

Gene No. 78218 

Start 38582 

Name OJ991209_11 . 0222 . C5 . o9 . tm 

Start 26336 

GI none 
Exons 



Seq. ID OJ991209_11.0222.C5 
Strand 

End 51930 

Method TBLASTX: Maize 

End 38549 

Score 86 



26336. .26536, 38169 .. 38393, 38391.. 38549 



37711 






Seq. No. 


38049 




Seq. ID 


OJ991209_11.0222 


.C5 




Gene No. 


78218 




Strand 








Start 


38582 




End 


51930 








OJ991209 11 0222. C5. 


o3 . ts 


Method 


TBLASTX: Soybean 








26563 ~ 




End 


39215 








none 




Score 


116 






Cj ^ i 1 o 


26563. .26817, 26565. 


.26816, 


26851. .26922, 26855 .. 26920, 








38997 39215, 38999. 


. 39151 










Seq. No. 


38049 




Seq. ID 


OJ991209_11.0222 


.C5 




f^pnp No 


78218 




Strand 










38582 




End 


51930 






Name 


OJ991209 11 0222. 05. 


o3 . tm 


Method 


TBLASTX: Maize 






Start 


26848 ~ 




End 


49391 






GI 


none 




Score 


225 






P von ^ 


26848 27081, 49036 


.49389, 


49040. .49390, 49254. .49391 






Seq. No. 


38049 




Seq. ID 


OJ991209_11.0222 


.C5 






78218 




Strand 








c-|- a rt 


38582 
\j \j ^ 




End 


51930 






Name 


OJ991209 11 0222 C5 


o3 . tw 


_ ^Method 


TB.LASTX„uWheat,,„;.,.. 








2684 8.. . ~. 




...End. J" 


, .494.61 




-~ 


GI 


none 




Score 


365 








P6848 26973 49039 


.49461, 


49040.. 49429 






Seq. No. 


38049 




Seq. ID 


OJ991209_11.0222 


.C5 




Gene No. 


78218 




- Strand 








Q+- a rt 


38582 




End 


51930 






Name 


OJ991209 11 0222 C5 


o6 . tw 


Method 


TBLASTX: Wheat 




^~ 




27127 ~ 




End 


49763 






O J. 


none 




Score 


306 






P.vnn c; 


27127. .27261, 27366. 


.27530, 


49462. .49761, 49478 .. 49762, 




= 

f 1 




49647 49763 










^3 


Seq. No. 


38049 




Seq. ID 


OJ991209_11.0222 


.05 




Gene No. 


78218 




Strand 








Start 


38582 • 




End 


51930 








OlT991209 11 0222 CS 


o2 . tm 


Method 


TBLASTX: Maize 




1 -J 


C-H a rt 


27229 ~ 




End 


49904 






GI 


none 




Score 


69 






Rvnn 


27229. .27354, 27230. 


.27355, 


27331. .27540, 27366. .27689, 








■ 27 38'4 2 7 68 9 ■ 4 9525 


.'4 9770; * 


'4 977 3. .4 990;4 : ' • 






"^Seqr^ SfoV'"^-'^'' 






^-Seq7"^ID^ 


0 J 9 9 12 1 r ro 2 2'2-':^ 5 




Gene No". . 


■'78218 




Strand- - 








Start 


38582' 




End' 


. 51930 ■ \ 






■ INdlUC 


OJ9912n9 11 0222 CS 




Method 


TBLASTX: Soybean- 






Qf-a rt 


- 27360 ~ 




End 


49856 








1 HJl it; 




• Score 


205 






Exons 


27360. .27593, 49477. 


.49761, 


49478. .49762, 4 97 67 .. 4 9820, 








49784 . .49819, 49824. 


.49856, 


49825. .49854 






Seq. No. 


38049 




Seq. ID 


OJ991209_11.0222 


.05 




Gene No. 


78218 




Strand 








Start 


38582 




End 


51930 






Name 


OJ991209 11. 0222. C5. 


o4 . tw 


Method 


TBLASTX: Wheat 





37712 





Start 


27582 






End 


50279 




GI 


none 






Score 


197 




Exons 


27582 . 


.27689, 27711. 


. 27824 , 


27833. .27937, 4 9797 .. 50 174 , 






49855. 


.50175, 50229. 


. 50279 








Seq. No. 


38049 






Seq. ID 


OJ991209_11.0222.C5 




Gene No. 


78218 






- Strand 






Start 


38582 






End 


51930 




Name 


OJ9912 


09 11. 0222. C5. 


o6 . tm 


Method 


TBLASTX: Maize 




Start 


27833 






End 


50267 




GI 


none 






Score 


141 




Exons 


27833. 


.27931, 49978. 


. 50169, 


49980. .50267 




Seq. No. 


38049 






Seq. ID 


OJ991209_11. 0222.C5 




Gene No. 


78218 






Strand 


— 




Start 


38582 






End 


51930 




Name 


OJ9912 


09 11. 0222. C5. 


o7 . ts 


Method 


TBLASTX: Soybean 




Start 


28533 






End 


28826 




GI 


none 






Score 


187 




Exons 


28533. 


.28826 










S^eg,, ._No^...„, 


^.38049 






._Seq, .ID:,, 


„. Q J9 9 1 2 0,.a^l 1 . 0.2 2 2 , C5 . 




.Geae.,.No.. 


■78218.. 






Strand..,. 






Start 


38582 






End 


51930 


K z 


Name 


OJ991209 11. 0222. C5. 


o5 . ts 


Method 


TBLASTX : Soybean 


- s:r 


Start 


38349 






End 


38615 


L f 3 


GI 


none 






Score 


212 


1 y 

f ^ 


Exons 


38349. 


.38615 








s , ; 


Seq. No, 


38049 






Seq. ID 


OJ991209_11. 0222.05 






78218 






Strand 






Start 


38582 






End 


51930 




Name 


OJ991209 11. 0222. C5. 


o5 . qs 


Method 


GENSCAN 




Start 


38582 






End 


51803 




GI 


none 






Score 


.73 




Exons 


38582, 


.39163, 39392. 


.39627, 


39715. .40018, 40097 .. 40180, 






40278. 


.40352, 40402. 


.40827, 


40906. .40931, 40983 .. 42068, 






42219. 


.42360, 42457. 


.42573, 


45304. .45399, 46548 .. 46748, 


f ^ 




47033. 


.47085, 47472. 


.47949, 


47995. .49500, 4 9704 50082 , 






50173. 


.50482, 50765. 


.51803 







Seq. No. ■ 38049 - 
• Gene No. - -78218 ■ . ■ ■ - , . - - 

Start _ 38582 

•Start . 4 50.91 • 

GI ' . . uC-osficyp033a04bl 

Exons ' 45091. .45472 

. GI Descrip. » 6016845/dbj | AP000570 . 1 1 AP000570 3 
DNA, chromosome 1, clone : P0711E10 ' 



Seq. ID 

Strand 
End 

MeJt*hod~' 
End • . 
Score 



OJ991209- 11. 0222. C5 



519_30 

■ 45472 - . - . 
667 



Oe-59 Oryza sativa genomic 



Seq. No. 38049 Seq. ID 

Gene No. 78218 Strand 

Start 38582 End 

Name OJ991209_11 . 0222 . C5 . o8 . np Method 

Start 47458 End 

GI 4680179 Score 



OJ991209_11.0222.C5 

51930 
AAT/NAP 
51930 
5170 



37713 




Exons 47458. .50843, 50877.. 51930 

GI Descrip. (AF111709) polyprotein [Oryza sativa subsp. indica] 



Seq. No. 


38049 




Seq. ID 


OJ991209_11.0222 


.C5 


Gene No , 


78218 




Strand 






Start 


38582 




End 


51930 




Name 


OJ991209 11. 0222. C5. 


o5 . tw 


Method 


TBLASTX; Wheat 




Start 


4 7503 




End 


47836 




GI 


none 




Score 


111 




Exons 


47503. .47835, 47524. 


.47832, 


47567. .47836 




Seq. No. 


38049 




Seq. ID 


OJ991209_11.0222 


. C5 


Gene No . 


78218 




Strand 






Start 


38582 




End 


51930 




Name 


OJ991209 11. 0222. C5. 


ol . tm 


Method 


.TBLASTX:Maize 




Start 


47683 ~ 




End 


48282 




GI 


none 




Score 


109 




Exons 


47683. .48123, 47698. 


.47961, 


47939. .48121, 48121 48282, 






48128.. 48274 










Seq. No. 


3804 9 




Seq. ID 


OJ991209 11.0222 


C5 


Gene No . 


^78 2 1 8 „ „ _ _ 




Strand 






.S,t,art _ 


r3'85,8.2 .-V... ^^.i.y. ". .. 




End 


^ 51930" ^ " 




Name 


OJ991209 11. 0222. C5. 


o5 . tm 


Met hod 


TBLASTX: Maize 




Start 


48331 ' ~ 




End 


48623' 




GI 


none 




Score 


217 




Exons 


48331. .48621, 48335. 


.48622, 


48474 . . 48 


623 




Seq. No. 


38049 




Seq. ID 


OJ991209 11 0222 


C5 


Gene No . 


78218 




Strand 






Start 


38582 




End 


51930 




Name 


OJ991209 11. 0222. C5. 


o2 . ts 


Met hod 


TBLASTX • Sovhpan 




Start 


48421 ~ 




End 


4 8 676 




GI 


none 




Score 


137 




Exons 


48421. .48675, 48422. 


.48676 








Seq. No..,,,: 


. 38049 




Seq. ID 


OJ991209_11.0222 


05 


Gene No . 


78218 




Strand 






Start 


38582 




End 


51930 




Name 


OJ991209 11. 0222. C5. 


o2 . tw 


Method 


TBLASTX: Wheat 




Start 


48469 ~ 




End 


49036 




GI 


none 




Score 


323 




Exons 


48469. .49005, 48470. 


.49036 








Seq'.'.'''No'7''" 


3 ffG 4 9 ' '"'^ ~ ' ^ 7' 




'S'eq7"-'l D 


• 0 j 9 9 timj:T:<) 2 2 2" 




Gene No . 


■ 78218 




Strand 






Start '. 


.38582 




End 


51930* 




Name 


OJ991209 11.0222 C5 


o 6 . t s 


Method 


TBLASTX : Soybean 




Start 


49210 




End 


49455 




GI • 


none 




Score 


101 " - 




Exons 


49210. .49455, 49211. 


.49438 








Seq. No. 


38049 




Seq. ID 


OJ991209_11.0222. 


05 


Gene No. 


78218 




Strand 






Start 


38582 




End 


51930 




Name 


OJ991209 11. 0222. C5. 


o8 . tw 


Method 


TBLASTX: Wheat 




Start 


50448 




End 


50816 





37714 



GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name . 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
_gtart__. 

Name 

Start 
GI 

Exons 

Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none 



Score 



70 



50448. .50561, 50449 .. 50562, 50607 .. 508 16, 50608., 50760 



End 

Method 

End 

Score 



38049 
78218 
38582 

OJ991209_11.0222.C5.o7.tw 
51135 
none 

51135. .51485, 51292. .51486 

38049 
78218 
38582 

OJ991209_11.0222.C5.o8.tm 
51180 
none 

51180. .51485, 51355. .51471 

38049 
78218 

_38582_,_.:_, 

.0J331 2 0 1 ..0.22 2. . C5: . .q9 . t w _ 
51528 
none 

51528. .51719, 51529 .. 51717 , 51726. .51764 



Seq. ID OJ991209_11.0222.C5 
Strand 

51930 

TBLASTX: Wheat 
51486 
85 



Seq. ID OJ991209_11.0222.C5 
Strand 

51930 

TBLASTX: Maize 
51485 
75 



End 

Method 

End 

Score 



Seq. ID OJ991209_11.0222.C5 
Strand ' - 

51930_:_ ^, 

TBLASTX : Whea.t . 
51764 
114 



Method 
End ' 
Score 



38050 * 

78219 

122 

OJ991209_11. 0222.C6.ol.gs 

122 

none 

122. .736, 867. .931, 1154., 

38051 
78220 
16101 

OJ991209_11.0222.C7 .o2.np 

16101 

4206306 



Seq. ID OJ991209_11.0222.C6 
Strand 

End 1163 

Method GENSCAN 

End 1163 

Score .42 



1163 



Seq. ID OJ991209_11.0222.C7 

Strand + 

End 20780 

Method AAT/NAP 

End 20780 

Score 1347 



16101. .16170, 16409. . 16565, 16710 .. 17177, 17374 .. 1934 6, 
19503. ;20780 • " - . ^ ' - - ■ 



GI Descrip. (AF049110) prpol [Zea mays] 



Seq". No. 

Gene. No. . 

Start 

Name 

Start' 

GI 

Exons 

GI Descrip. 



.38051 : 

78220 

16101 

OJ991209_11 . 0222 . C7 . o3 . np 
16900 
4115365 



. Seq. ID, OJ991209_11-. 0222.C7 • 
Strand -+.... 
End' 20780 
Method AAT/NAP 
End 20780 
Score 1010 

16900. .17051, 17524. .18009, 18217 .. 188 1 9, 1904 9 . . 1 9958 , 
20004.. 20780 

(AC005957) putative retroelement pol polyprotein [Arabidopsis 
thalianaj 



Seq. No. 



38051 



Seq. ID OJ991209_11.0222.C7 



37715 





Gene No. 


78221 


Strand 


+ 




Start 


24961 


End 


26233 






OJ991209 11 , 0222 . C7 . o5 as 


Method 


GENSCAN 




Start 


24 961 ~ 


End 


26233 




GI 


none 


Score 


.56 




P. von s 


24961 .25050, 25158. 25370, 


25847. .26233 




Seq. No. 


38051 


Seq. ID 


OJ991209_11.0222.C7 




Gene No. 


78222 


Strand 


+ 




Start 


26432 


End 


26701 




Name 


OJ991209 11 . 0222 . C7 . o6 as 


Method 


GENSCAN 




Start 


26432 ~ 


End 


26701 




GI 


none 


Score 


.99 




P von <5 


26432 26701 










38051 


Seq. ID 


OJ991209_11.0222.C7 






78223 


Strand 






Start 


313 


End 


8348 




Name 


OJ991209 11.0222.C7.ol.gs 


Method 


GENSCAN 




Start 


313 


End. 


8348 




GI 


none 


Score 


.53 


" 


P yon *=; ■ 


_ 3 1 3.,;„.,4 1 7.,^:^958^, 1 6.1 2.,^. .1.6 4 5_.:. 


i7 67/-..-2284_. 


.,.23.7 1 ,...317 0 .. .. 4 4 19,,. 






. 453:5 ....,5,0 30.,_-. 5.4.9.7 . . 5j6.4Q,„. .7376. ..74 32;, _ 77.2.8 .'._7895., „-7.9.6.9_. .B2a2,,._ , 






.8269. .8348 






f il 


Sea No 


38051 


Seq. ID 


OJ991209_11.0222.C7 


hi 


Gene No . 


78223 


Strand 






Start 


313 


End 


8348 




Name 


OJ991209 11.0222.C7.ol.gp 


Method 


AAT/GAP 




Start 


6537 


End 


6918 


i. "1 


GI 


uC-osflcyp033a04bl 


Score 


659 


f i i 


P yon 


6537. .6918 






2 


V-I ^ i-i/ ^ O X, * 


'6016845/dbj | AP000570 . 1 1 AP000570 3.0e- 


59 Oryza sativa genomic 






DNA, chromosome 1, clone : P0711E10 * 




'~"4 


Sea No 


38051 


Seq. ID 


OJ991209_11.0222.C7 


?^ 


Gene No. 


78224 


Strand 






Start 


8988 


End 


13287 




Name 


OJ991209 11.0222.C7,ol.np 


Method 


AAT/NAP 




Start 


8988 


End 


13287 




GI 


4680179 


Score 


4483 




Exons 


8 988. .12387, 12421 .. 124 78, 


13185. .1328 


■7 . ■ 




GI Descrip.* 


(AF111709) polyprotein [Oryza sativa subsp. indica] — - 




" "Seq/'No: " 


3805l^''-'"^^' ; ' 


" Seq'. ID * 


OJ9'9i2Cf9jll.'C^ 




Gene No. 


78225 ■' ' . ■ ^ 


Strand 






Start " 


22059 .;■ 


End 


'26794, ■ . ... '": " . 



Name 
Start 
GI • 
Exons 



Seq. No. 
Gene No. 
Start 
Name 



OJ991209_11.0222.C7.o2.ts 
2745 



Method 
End 

none Score 
2745. .2807, 2829. .2861, 2861. .2965, 18737 .. 18871, 18738 .. 1888 1 , 
18738. .18875, 18912. .19154, 18914. .18 997, 19037. .19153 



TBLASTX: Soybean 

19154 

183 



38051 
78225 
22059 

OJ991209 11.0222.C7.o4.tw 



Seq. ID OJ991209_11.0222.C7 
Strand 

End 2 67 94 

Method TBLASTX : Wheat 



37716 




start 2888 End 18815 

GI none Score 254 

Exons 2888.. 3016, 10566 10928 , 10566 10991, 10570 10953, 
18687. .18815 

Seq. No. 38051 Seq. ID OJ991209_11 . 0222 . C7 

Gene No. 78225 Strand 

Start 22059 End 26794 

Name OJ991209_11 . 0222 . C7 . o3 . tm Method TBLASTX : Maize 

Start 2891 End 18812 

GI none Score 183 

Exons 2891.. 3136, 10557 10919, 10566 .. 10919, 10570 10920, 
18579.. 18812 

Seq. No. 38051 Seq. ID OJ991209_11 . 0222 . C7 

Gene No. 78225 Strand 

Start 22059 End 26794 

Name OJ991209_11 . 0222 . C7 . o5 . tw Method TBLASTX: Wheat 

Start 3201 End 18524 

GI none Score 257 

Exons 3201.. 3305, 10992 .. 112 94 , 11008 .. 11292, 18126 18422 , 

18399.:..! 852 4 _ _l . . 

Seq. No. 38051 Seq. ID 0^991209^11.0222 707 

Gene No. 78225 Strand 

Start 22059 End - 26794 

Name OJ991209_11 . 0222 . C7 . o2 . tm Method TBLASTX : Maize 

Start 3273 End ■ 18431 

GI none Score 193 

Exons 3273. .3734, 3274. .3585, 3429. .3734, 11055 .. 11450, 17970 .. 18431, 
17972. .18430 

Seq. No. 38051 Seq. ID OJ991209_11 . 0222 . C7 

Gene No. 78225 Strand 

Start 22059 End 26794 

Name OJ991209_11 . 0222 . C7 . ol . ts Method TBLASTX : Soybean 

Start 3306 End 18398 

GI none Score 210 

Exons 3306.. 3638, 11007 .. 11366, 11008 .. 11298, 11329 .. 11364 , 
11370. .114 02, 11371. . 114 00, 18072. .18398 

Seq. No. 38051 Seq. ID . OJ991209_11 . 0222 . C7 

Gene No-. ' 78225 ' - - Strand ' - 

Start _ 22059 End: . 26794 

Name'- ^ " -059 9l2"0'9;;;i"r:"0"22'2\ 'C7^ olT; tw ' " MethbH' .'" TBLASTXTwhea't""'' 

Start' ■ . -3306 . . " . End 6402 ^ 

GI none. . " . ' Score 86 ' " '.' 

Exons 3306.. 3602, 3322.. 3522, 6358.. 6402 

Seq. No. • 38051 Seq. ID OJ991209_11 . 0222 . C7 

Gene No. 78225 Strand 

Start 22059 End 26794 

Name OJ991209_11 . 0222 . C7 . o3 . tw Method TBLASTX : Wheat 

Start 3603 End 18103 

GI none Score 253 

Exons 3603. .3947, 3603. .3956, 3646. .3948, 3951. .4007, 3961. .4002, 
11319. .11456, 11469. .11648, 114 87 .. 11648 , 17 694 .. 18 101 , 



37717 



17711. .18103, 17771. .18103 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



38051 
78225 
22059 

OJ991209_11.0222.C7.o5.tm 

3735 

none 



Seq. ID OJ991209_11.0222. 
Strand 

End 26794 

Method TBLASTX: Maize 

End 17 969 

Score 224 



C7 



3735. .3953, 3736. .3948, 3753. .3953, 11469 .. 11648, 17754, 
17759.. 17968 



,17969, 



Seq. No. 38051 

Gene No. 78225 

Start 22059 

Name OJ991209_11 . 0222 . C7 . o6 . ts 

Start 3804 

GI none 
Exons 



Seq. ID OJ991209_11.0222, 
Strand 

End 26794 

Method TBLASTX : Soybean 

End 17900 

Score 149 



C7 



3804. .3938, 11514 .. 11648, 17532 .. 17750, 17766. .17900 



Seq. No. 38051 

Gene No. 78225 

. Start „ . 22059 „. 

.Name . O,J991,209_ll.,'0.22"2.. 

Start ' 4579 

GI none 

Exons 4579.. 4917, 16688.. 17050 



Seq. ID OJ991209_11.0222. 
Strand - 

„:End ; ,.,267 94,.-,: 

,:Method TBLAsix.: Soybean.^ 

End 17050 

Score 196 



C7 



rii 



Seq. No. 38051 

Gene No. 78225 

Start 22059 

Name OJ991209_11 . 0222 . C7 . o9 . tw 

Start 4801 

GI none 
Exons 



Seq. ID ,OJ991209_11.0222. 

Strand - 

End 26794 

Method TBLASTX : Wheat 

End 26794 

Score 66 



C7 



4801. .4905, 16742. .16876, 26438 .. 26563, 26591 .. 26794 , 
26603. .26758, 26686. .26790 



Seq. No. 

Gene No. 

■Start 

Name 

Start 

GI 

Exons 



38051 
78225 
22059. 

OJ991209_11.0222.C7.o6.tm 

5711 

none 



Seq. ID OJ991209_11.0222, 
Strand 

End 26794 

Method TBLASTX : Mai ze 

End 15479 

Score 66 - 



07 



5711.-.5842,- 5739. .5801, 15201 .. 15326, 15212 .. 15325, 
15351. .15479, 15377. .15472 



Seq. No. 3.8051 
"Gene -No. ^ '78225 . ' . ' 

Start 22059 

Name , OJ991209_1 1 . 0222 . C7 . o6 . tw 

Start 9033 

GI none 

Exons 9033.. 9365, 9097.. 9366 



Seq. ID GJ991209_11.0222; 
Strand 

End 26794 

Method TBLASTX : Wheat 

End 9366 

Score 140 



C7 



Seq. No. 38051 

Gene No. 78225 

Start 22059 

Name OJ991209 11 . 0222 . C7 . ol . tm 



Seq. ID OJ991209_11.0222, 
Strand 

End 26794 

Method TBLASTX : Mai ze 



C7 



37718 






o L. a I. u 


9213 
^ ^ J. -J 




End 


9812 








n on o 




Score 


213 








9213 9653 


9229.. 9651, 9651.. 9812, 9657.. 9809 






Seq. No. 


38051 




Seq. ID 


OJ991209_11.0222 


.C7 




Gene No. 


78225 




Strand 








o Lai- u 


22nSQ 




End 


26794 






Ma mo 


\JKJ Z/ IP J~ IP XX. 


0222.C7.ol.tw 


Method 


TBLASTX: Wheat 






O L. dl. L. 


93fifi ~ 

-7 J O O 




End 


20450 








n on o 




Score 


41 






F von 9 


9366 9992 


9367. .9426, 9369, .9620, 9478. .9936, 20031.. 


204 




Seq. No. 


38051 




Seq. ID 


OJ991209_11.0222 


.C7 




Gene No. 


78225 




Strand 


- 












End 


26794 






Nsine 


n.T991 209 1 1 


0222.C7.o4 . tm 


Method 


TBLASTX:Mai2e 






Start 


98 64 ~ 




End 


10153 






\j J. 


none 




Score 


204 






F von C3 




9865.. 10152, 9965.. 10153 








Seq. No. 


38051 




Seq. ID 


OJ991209_11.0222 


.C7 




. „. .Ge,ne_Np^._,^_ 


__:78225__„.-_„. . 




,„:_Jtrand 














. End . . 








Nsme 


D.TQQl 20Q 1 1 
z> ^ 1. ^ x±. 


0222.C7.o3. ts . 


Method 


TBLASTX: Soybean 






O Udl. L. 


9951 ~ 

-7 -7 J ± 




End 


10206 






O J. 


n on o 




Score 


105 




= 

! y 


F von ^ 


9951 10154 


9951.. 10205, 9952.. 10206 






S3 


Seq. No. 


38051 




Seq. ID 


OJ991209_11.0222 


.C7 




Gene No. 


78225 




Strand 








O L a. 1. U 


22059 




End 


26794 








n.T9 91 209 1 1 
wo zf z/ X c^\j z) XX. 


0222.C7.o2.tw 


Method 


TBLASTX: Wheat 




= 




QQQQ ~ 

P Zf Zf zt 




End 


19907 








T-i on o 




Score 


334 




L_| 


F von ^ 


9999 10535 

Zf Zf Zf Z? 9 » ±.\J -J ^ ^ f 


10000. .10491, 


19788. .19907 






Seq. No. 


38051 




Seq. ID 


OJ991209_11.0222 


.C7 




Gene No. 


78225 




Strand 








Start 


22059 




End 


26794 






Name 


OJ991209 11. 


0222.C7.o7.ts 


Method 


TBLASTX: Soybean 






O U d i. L. 


10740 




End 


18629 






O -L 


none 




Score 


94 






R V on Q 


- 10740. .10985, 10741. ; 10968, 


18441.^.18629 ; " 






Secj'." "NoV" "* 


'S8051 - 




^Seq.'"'- ID' " 


0 J 9 9 3:2 O'r^iT.^^ 27^7" 




Gene No . 


78225. . 




Strand 








' C-t- a 

o u d I. (- 


22059. 




. End ■ 


26794 ■ / 






Name 


OJ991209 .11. 


0222.C7.o7.tw 


Method 


TBLASTX: Wheat 






O (-di. L 


11994 




End 


12362 








none 




Score 


63 






Exons 


11994. . 12107, 11995. .12108, 


12153. . 12362, 12154. .12306 






Seq. No. 


38051 




Seq. ID 


OJ991209_11.0222 


.C7 




Gene No. 


78225 




Strand 








Start 


22059 




End 


26794 






Name 


OJ991209 11. 


0222.C7.ol0.tw 


Method 


TBLASTX: Wheat 






Start 


18914 




End ■ 


19289 





37719 



GI none 

Exons 18914. .19000, 18927 1928 9, 

Seq. No. 38051 

Gene No. 78225 

Start 22059 

Name OJ991209_11 . 0222 . C7 . o7 . tm 

Start 19671 

GI none 

Exons 19671. . 19949 



Score 192 
19052. .19162 

Seq. ID OJ991209_11.0222.C7 
Strand 

End 26794 

Method TBLASTX : Mai ze 

End 19949 

Score 187 



Seq. No. 38051 

Gene No. 78225 

Start 22059 

Name OJ991209_11 . 0222 .C7 . o5 . ts 

Start 19803 

GI none 

Exons 19803. .20198, 19904.. 20098 

Seq. No. 38051 

Gene No. . 78225 

^Start:,„_ „ 22059. -. ^ 

.Name. , „ . D3il2 03^^X1 ,D 222.^^^^^^ . ts. 

Start' 20541 

GI none 

Exons 20541. .20786, 20553 .. 20606, 

Seq. No. 38051 

Gene No. 78225 

Start 22059 

Name OJ991209_11 . 0222 . C7 . o8 . tm 

Start 20559 

GI none 

Exons 20559. .20636, 20622 .. 20690 , 

Seq. No. 38051 

Gene No. 78225 

Start 22059 

Name OJ991209_11 . 0222 . C7 . o4 . gs 

Start 22059 

GI none 

Exons- ■ 22059. .22283 ^ 



Seq. No. ' '38051 " " _ 

-Gene "NoV ^ - 78225^^ - " 

Start 22059 : ' . . 

Name . . OJ991209_ll . 0222 . C7 . o9 . tm 
Start 25215 
GI none 
Exons 25215. .25484 



Seq. ID OJ991209_11.0222.C7 
Strand 

End 26794 

Method TBLASTX : Soybean 

End 20198 

Score 231 



Seq. ID OJ991209_11.0222.C7 
Strand 

End, 2 67 94: :„„ 

„.,Me.thod.„ ^TBLAsfxi.So.y'be'aaw.. - 

End 20786' 

Score 243 
20585. .20671 

Seq. ID OJ991209_11.0222.C7 
Strand 

End 26794 

Method TBLASTX : Mai ze 

End 20798 

Score 89 
20688.. 20798 

Seq. ID OJ991209_11.0222.C7 
Strand. 

End 26794 

Method GENSCAN 

End 22283 

Score .92 



Seq. ID OJ991209_11.0222.-C7 
Strand • " "' 

• End ■ . 26794 .: - 

Method TBLASTX: Maize ' ... 

End ' 25484 

Score 185 



Seq. No. 38051 

Gene No. 78225 

Start 22059 

Name OJ991209_11 . 0222 .07 . o8 . tw 

Start 25230 

GI none 



Seq. ID OJ991209_11.0222.O7 
Strand 

End 26794 

Method TBLASTX : Wheat 

End 25571 

Score 201 



37"726 




Exons 25230. .25571, 25280.. 25552 



Seq. No. 


38052 


Seq.. ID 


OJ991209_11.0222 


.08 




78226 


O L. X d I l\Ji 


+ 




o L. a X. u 




End 


717 






O.TQQI^DQ 11 0977 Pft o1 no 

V^(J y ^ J~ £.\J ^ XX.\J^^^.\^O.UX*il^ 




AAT /MA P 




O L. CLi. L. 




End 


717 








Q /^O 


fi7 






1 fift fipn 717 










/aT,ii79fis\ 7hhnnni n i ro-rw^;:* 


sat 1 va J 






Seq. No. 


38052 


Seq. ID 


OJ991209_11.0222 


.08 


OdlC Vi\J * 


78226 


Strand 


+ 




O U CL i. L. 


1 


End 


717 




Nsitie 


OJ991209 11.0222.C8.o2.np 


Method 


AAT /MAP 




start 


1 


End 


365 




GI 


' 4680186 


Score 


337 






1..49, 165. .365 








GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


. indica] 




Oorr KIo 


38052 


Seq. ID 






.^SJ^-^ASr',. 


J8226_\ .Strand.^_ 


+ 


— 


e-h -a y-4- 




..„End , 


717 




Kla mo 


OJ9912b9 il.0'222.C8'.ol!gs ■ 


Method 


nPM<^PAM 




C-l- a y-t- 
O L-dX U 


165 


End 


sJ D 0 




ox 


none 


Score 








165. .368 








Seq. No. 


38052 


Seq. ID 


OJ991209_11.0222, 


.08 


Gene No. 


78227 


Strand 






Start 


1 


End 


298 






OJ991209 11.0222.C8.ol.gp 


Method 


AAT /GAP 




O I- d X L. 


1 


End 


298 




VJf X 


uC-osflcyp033a04bl 


Score 


542 




T*' V n c 


1. .298 








ox utir o ox x^ . 


' 6016845/dbj | AP000570 . 1 | AP000570 3.0e- 


59 Oryza sativa genomic 




DNA, chromosome 1, clone : P0711E10 ' 






Seq. No. 


38053 


Seq. ID 


OJ991209_11.0222, 


.09 


OCliC LNw* 


78228 


Strand 






91- ;=( ri- 
o i_ d X u 


1 


End 


678 




LNdiut; ■ ■ • 


OJ991209_11.0222.C9.ol.np 


Method 


AAT/NAP 




Start" 




End- - ■ 


■67 8" 




\J X 


5852180 


Score 


376 




^ V O n c " ' '' 


^'^17.500V''552.^^78^' " " -^-'^ 








GI . Descrip.. 


(AL117265) zhbOOOlO.l [Oryza 


sativa] 






Qf^n Mo 


38054 


Seq. ID 


OJ991119__05.0207. 


,02" 


o ■pi o KT 
ocllc IN (J. 


78229 


Strand 






start' 


3215 


End 


3527 




Name 


OJ991119 05.0207.C2.ol.ts 


Method 


TBLASTX: Soybean 




start 


786 


End 


1175 




GI 


none 


Score 


82 




Exons 


786. .968, 1005. .1175, 1027. .1164 






Seq. No. 


38054 


Seq. ID 


OJ991119_05.0207. 


02 


Gene No. 


78229 


Strand 







37721 



start 


3215 


End 


3527 




Name 


OJ991119 05.0207.C2.ol.gp 


Method 


AAT/GAP 




Start 


3215 


End 


3527 




GI 


31047 1.R1084 


Score 


536 




Exons 


3215. .3527 








GI Descrip. 


M185143 8.0e-68 (AC005724) putative signal recognition 


part: 




receptor beta subunit [Arabidopsis thaliana] * 




Seq. No. 


38055 


Seq. ID 


OJ991119_05.0207, 


C3 


Gene No, 


T O O O A 


Strand 


-f 




Start 


459 


End 


600 




Name 


OJ991119 05.0207.C3.ol.gs 


Method 


GENSCAN 




Start 


459 


End 


600 




GI 


none 


Score 


.99 




Exons 


459. . 600 








Seq. No. 


38056 


Seq. ID 


OJ991119_05.0207. 


C4 


Gene No. 


78231 


Strand 


+ 




Start 


60 


End 


368 




Name 


OJ991119 05.0207.C4 .ol.gs 


Method 


GENSCAN 




Start 


60 


End 


368 




, GI ^,„^.. J 


„.,none_;_ _ 


,,Score^,:, 


.-.. 85_ 


^ 


..ExOns - 










Seq. No. 


38057 


Seq. ID 


OJ991119_05.0207. 


C5 


Gene No. 


78232 


Strand 






Start 


26 


End 


503 




Name 


OJ991119 05. 0207. C5. ol.gs 


Method 


GENSCAN 




Start 


26 


End 


503 




GI 


none 


Score 


.93 




Exons 


26. .503 








Seq. No. 


38058 


Seq. ID 


PJ991119_05.0207. 


Co 


Gene No. 


78233 


Strand 


+ 




Start 


1 


End 


1150 




Name 


OJ991119 05.0207.C6.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1150 




GI 


6815072 


Score 


1001* 




Exons 


1. .1150 








GI Descrip. 


{AP001080) Similar to Arabidopsis thaliana chromosome II 


\ BAC 




T13P21; hypothetical protein 


(AC006067) 


[Oryza sativa] 




Seq. No. . 


^ 38058 - • • 


Seq. ID 


OJ991ir9_05.0207:: 


'C6 


Gene No. 


/ 78233 


Strand 






o tar L 




"End' "•■ ~" 






Name 


Oj9'91119 05.0207 .C6.oL.gs 


Method 


GENSCAN- 




Start 


581 ,, ■ ■ ■ 


End 


1072 ' ., ;■ 




GI 


none 


Score 


.67 " ■ 




Exons 


581. . 1072 








beq. JNo . 


38058 


Seq. ID 


OJ991119_05.0207. 


Lb 


Gene No. 


78233 


Strand 


+ 




Start . 


1 


End 


1150 




Name 


OJ991119 05.0207.C6.ol.tm 


Method 


TBLASTX: Maize 




Start 


667 


End 


1035 




GI 


none 


Score 


291 




Exons 


667. .1035, 667. .765, 684. .911 









37722 




Seq. No. 


38059 


Seq. ID 


OJ991119_05.0207.C7 


Gene No. 


78234 


Strand 


+ 


o tart 


1 y D 


End 


3726 


Name 


ujyi*iiiy UD . u^i u / . b / . ox . gs 


Method 


GENSCAN 


b tart 


1 Q 

1 y D 


End 


3726 




none 


Score 


.69 


Exons 


IQ^; '5/1 Q / c:t T'SQ Qfi/I QQT 


982. .1115, 1192. .1273, 1797. 




O/TQ Otf^c:^^ OTT/l O Q R Q '5'50C; 


.3350, 3501.. 3726 


Seq. No. 


38059 


Seq. ID 


OJ991119 05. 0207. C7 


Gene No . 


"7 Q 0 T c: 


Strand 


+ 


otart 


/ y 0 y 


End 


8364 


Name 


ujyyiiiy uo . uzu / . b / . oi . tm 


Method 


TBLASTX: Maize 


O L ciX U 


4 O O O 


End 


4795 




none 


Score 


110 


Exons 


4303., 4DUU/ 4oU/..4/y3, 4d44. 


.4790 




oeq . NO . 


o cj u 3 y 


Seq. ID 


OJ991119_05.0207.C7 


Gene No. 


78235 


Strand 


+ 


Start 


7989 


End 


8364 


_Name _ , „' , ^ , , 


jj u y ,y 1 1. 1 .y . . y p . u_4 y /, . ^b . . p^i . y p. . . - - 


_Met:hpci :. . 


.,AAT/GAP „ _ : 


. oxart 


"7 Q Q Q 


-End ... 


8 364 ' ... 




( o f D 1 . Kl U o 4 


Score 


673 


Exons 


-7 Q Q Q Q '3 C /!■ 

/yoy..oob4 






GI Descrip. 


4 u 4 y 34 ^ / emo 1 LAAzz 3 b / . 1 1 o.ue 


-14 {AL034567) adenylate 




translocator (brittle-1 ) -like 


protein 


[Arabidopsis thalian; 


oeq. IN o . 


3 o U D U 


Seq. ID 


OJ991119_05.0207.C8 


Gene No. 


78236 


Strand 


+ 


Start 


1 


End 


366 


Name 


vjuyyxiiy U3 . uzu / . bo . oi . gp 


Method 


AAT/GAP 


Start 


1 


End 


366 




/ 3 / 3 1 . KX Uo 4 


Score 


133 


Exons 


X../4, 33X..3C)b 






GI Descrip. 


4U4y34z/ emo i bHAZ Z3b/.xi 3.ue 


-14 (AL034567) adenylate 




translocator (brittle-1 ) -like 


protein 


[Arabidopsis thalian; 


Seq. No. 


38060 


Seq. ID 


OJ991119_05.0207.C8 


Gene No . 


/ 0 Z 3 / 


Strand 


+ 


Start 


33X 


End 


1175 


Name 


ujyyxxxy uo . uzu / . bo . ox . gs 


Method , 


GENSCAN ■ 


btart 


33 X 


End ' 


98.6 




none 


Score 


■ .54 * 


Exons 


33X. ,4X0, 33y..bX/, o4o..yob 






Seq. No. 


'38060 - ■.. 


Seq. . ID 


OJ99'1119_05.0207..C8 


Gene No . • 


/ 0 Z 3 / 


Strand 


+ 


C 4- 1^ 4- 

btart 


33X 


End 


1175 


Name 


ojyyxixy Ub . UzU / . Co . oz . gp 


Method 


AAT/GAP 


Start 


376 


End 


1175 


GI 


none 


Score 


816 


Exons 


376. .416, 559. .617, 848. .1175 






Seq. No. 


38060 


Seq. ID 


OJ991119_05.0207.C8 


Gene No. 


78238 


Strand 


+ 


Start 


5946 


End 


10615 



37723 






OJ991119 05.0207.C8.ol.np 


Method 


AAT/NAP 






Start 


5931 


End 


10311 






GI 


2586082 


Score 


4220 






F.xnn s 

J_j \^ 1 1 


5931.. 8338, 8402.. 8643, 8674 


. .10311 








GI Descrip. 


(U72725) retrofit [Oryza longistaminata] 






Seq. No. 


38060 


Seq. ID 


OJ991119 


_05^V0207. 


C8 


Gene No. 


78238 


Strand 


+ 






Start 


5946 


End 


10615 






Name 


OJ991119 05.0207.C8.o3.gs 


Method 


GENSCAN 






Start 


5946 


End 


10615 








none 


Score 


.42 






F.xons 


5946.-6242, 6268.. 6379, 6419 


..8751, 9088.. 9205, 


9383. .9527, 




9852.. 10023, 10607.. 10615 










Seq. No. 


38060 


Seq. ID 


OJ991119 


_05.0207. 


C8 


Gene No. 


78239 


Strand 


+ 






Start 


17782 


End 


18298 






Name 


OJ991119 05.0207.C8.o3.np 


Method 


7\AT/NAP 






Start 


17782 


End 


18298 






Gi 


4803935 


Score 


165 






P, von q 


1 7 7 8 2 ; . 1 7 8 5 2 1 804 0,.„, 1 8 2„9 8:., . ^ 










GI Descrio. 


..(AC006264,) _hyp,athet,ical prot.e.in .^[Arabidop.si.s ..thalianaj . ... 


Seq. No. 


38060 


Seq. ID 


OJ991119 


_05.0207. 


C8 


Gene No. 


78239 


Strand 


+ 






Start 


17782 


End 


18298 






Name 


OJ991119 05.0207.C8.o5.gp 


Method 


AAT/GAP 






Start 


18022 


End 


18238 






GI 


none 


Score 


426 






Exons 


18022. .18238 










Seq. No. 


38060 


Seq. ID 


OJ991119 


_05.0207. 


C8 


Gene No. 


78240 


Strand 








Start 


3231 


End 


3800 






Name 


OJ991119 05.0207.C8.o2.gs 


Method 


GENSCAN 






Start 


3231 


End'^ . 


3800 








none 


Score 


1 






Exon 


3231.. 3800 










QpCT No 


38060 


Seq. ID 


OJ991119 


_05.0207. 


C8 




7B241 - • 


-■' Strand 








■Start ■ • 


' 7468 - ■ ' - ' 


End ^ ■ 


16997 *• 






Name " 


OJ991119 05.0207.C8.o-2.np 


Method 


AAT/NAP 






'Start ' 


■ '74 6^ \- ' - 


""'Ehd""'^'"^' 


"1^6605" 






GI' 


2760323 . r 


. Score : 


607 






F, X n n ^ 


74 68. .7561, . 13870 ... 14 024 , 14 966. .15094, 


15181. . 


152,32, 






15444.. 15517,. 15944.. 16232," 


16328. .16440, 16540 


. .16606 




GI Descrip. 


.(AC002130) F1N21.8. [Arabidopsis thaliana] 






Seq. No. 


38060 


Seq. ID 


OJ991119 


_05.0207. 


C8 


Gene No. 


78241 


Strand 








Start 


7468 


End 


16997 






Name 


OJ991119 05.0207.C8.o4.gs 


Method 


GENSCAN 






Start 


12034 


End 


12386 






GI 


none 


Score 


.58 






Exons 


12034. .12252, 12306. .1238 6 











37724 




O C . LN U . 


J O V U \J 


Seq. ID 


OJ991119_05.0207 


PR 


Gene No. 


78241 


Strand 






Start 


7468 


End 


16997 




IN dlLlC 


OJ991119 05 0207 C8 o3 an 


Method 


AAT/GAP 




O La.!. U 


X .J ^ o ^ 


End 


16030 








Score 


1464 




P von ^ 


13383~ 13701 13870 14021 


14233. .14263/ 14 991 .. 15100 , 






^^^9,^ is232 1S4S3 issi? 


15944. .16030 






*?7fi0323 0f:i-32 ^Ar002130^ 


F1N21.8 [Arabidopsis thaliana] ' 


Seq. No. 


38060 


Seq. ID 


"OJ991119_05.0207 


.C8 


Gene No. 


78241 


Strand 








/ *i DO 


End 


16997 




mo 

IN dlLlC 


n.TQQl 1 1 Q 0207 PR oS nc; 


Method 


GENSCAN 






1 3470 ~ 


End 


16818 






n on o 


Score 


.88 




Exons 


13470 13^14 1 3R70 14091 


14233. .14263, 15453 .. 15517 , 






1SQ44 1fi99Q 1 fi39ft 1^440 


16540. .16585, 16807, .16818 




Seq. No. 


'38060 


Seq. ID 


OJ991119_05.0207 


.C8 




^„ 7 8 2 4 


,_Strand__, 






p.L^d ,L 


7 4 fifl 


.... End . . . 


1699^' Z7^'['Z1 




Nnme 


n.TQQl 1 1 Q OS 0907 Pfl o4 rro 

WUI7-/XXX-7 \J U » \J ^.\J 1 .^w^O . 


Method 


AAT/GAF 




O Ldl. L 


1 *=i9 00 ' ~ 
X u ^ u u 


End 


16997 




O X 


Q709fi 1 R1 0ft4 


Score 


605 




V von Q 


1 6200~ 16226 16328 16440 


1654 0. .16585, 16807. .16997 






'27fi0393 9 O^a-1 Q far0021 30\ 


F1N21.8 [Arabidopsis thaliana] ' 


Seq. No. 


38060 


Seq. ID 


OJ991119_05.0207 


.C8 


(^(sno KFo 


78242 


Strand 






O L d i. L 


1 7 QOR 

X i y yj o 


End 


18187 




Name 


n.TQQl 1 1 Q OR 0907 PP oS 1-Tn 


Method 


TBLASTX: Maize 




O L. d i. c 


6027 ~ 


End 


6447 




ox 


none 


Score 


82 




T*' V o n Q 


fi097 fil 07 fi144 (^1 Q7 fi947 


. . 6447, 6273. . 6443 




Seq. No. 


38060 


Seq. ID 


OJ991119_05.0207 


.C8 


(^Qno Mo 


78242 


Strand 






O Ldl. L 


1 7 QOP 
X / -7 u o 


End 


18187 




Name 


n.TQQl 1 1 Q OR 0907 Pfl oR i-w 

WU_/_?.XXX_/ Uw).U<t.U / .k^O.UJ. t_Vv 


Method 


.TBLASTX: Wheat 




O L. d X L. 


- 9 7 7 • ~ 


End . 


6594 




O X 


• j*ione~ • - ■ . - _ > . . , . „ _ 


Score 


'252 - ■ ■ — 




T*' V o n c 


f^Oll ■fiSQ4 (^9fi9 f^4Q1 








Seq. No'. 


. 38060 * - ' ■ 


■Seq. : JD" 


OJ991I1S_05...0207 


.C8-- 


(^ono Mo 


7 8242 


Strand 






O L d X .L 


1 7 QOR 


End 


18187 




LN dlLlC 


n.TQQl 1 1 Q OS 0907 PR o9 -hw 


Method ' 


TBLASTX: Wheat 




O L. d X L 


fi7fi1 ~ 

O / O X 


End 


7170 




GI 


none 


Score 


413 




Exons 


6781.. 7170, 6798.. 7067, 6892 


. .7164 






Seq. No. 


38060 


Seq. ID 


OJ991119_05.0207 


.C8 


Gene No. 


78242 


Strand 






Start 


17908 


End 


18187 




Name 


OJ991119 05.0207.C8.o6.tm 


Method 


TBLASTX: Maize 





37725 



start 
GI 

Exons 

Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

,Gene_No 
^.'staxt.. . , 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq.^ No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons " ■ 

.SeqV No." ^ " 
. Gene No . - 
Start ■ 
Name • 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 



6877 
none 

6877. .7179, 

38060 
78242 
17908 

OJ991119_05. 

7264 

none 

7264. .7359, 

38060 
78242 
17908 

OJ991119__05. 

7669 

none 

7669. .7758, 

38060 

;7824 2_^ 

17 9.08 , 

OJ991119_d5. 

7672 

none 

7672. .8103 

38060 • 

78242 

17908 

OJ991119_05. 

7675 

none 

7675. .8124 

38060 
78242 
17908 

OJ991119_05. 

7777 

none 

7777 . -.■8133,' 

'38060" " 
7-8242 - 
17908 

OJ991119_05. 
8782. 
5509260 
8782. .9285, 



6882.. 7100, 7027. 

0207.C8.o5.ts 
7363. .7470, 7492, 

0207.C8.o4.tm 
7780. .8094, 7911, 

0207.C8.o3.ts 



End 7179 
Score 264 
.7146 



0207.C8.ol.tc 



0207.C8.o4.tw 



7794. .8117- 



0207.C8.o2.ts 



8904.. 9068, 9108, 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.7665 

Seq. ID 

Strand 

End 

Method 
End 
Score 
.8096 

Seq. ID 

.^trand,_. 
End^_.._... 
Method ' 
End 
Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq\ ' ID 
. Strand - . 

End. . 

Method 

End 

Score 
.9272 



OJ991119_05.0207.C8 
18187 

TBLASTX : Soybean 

7665 

77 



OJ991119_05.0207.C8 
18187 

TBLASTX: Maize 

8096 

64 



OJ991119_05.0207.C8 

TBLASTX: Soybean 

8103 

260 



OJ991119_05.0207.C8 
18187 

TBLASTX: Cress 

8124 

336 



OJ991119_05.0207 .C8 
18187 

TBLASTX: Wheat 
8133 

287 • • . . 



O J9 9 1 ri 9^0 5V020'7 . C 8 ' 
18187 

TBLASTX : Soybean 

9285 

400 



38060 
78242 
17908 

OJ991119 05.0207.C8.o7.tm 



Seq. ID OJ991119_05.0207.C8 
Strand 

End 18187 

Method TBLASTX : Maize 



37726 



start 8821 End 9078 

GI none Score 209 

Exons 8821.. 9078, 8829.. 9077 



Seq. No. 38060 Seq. ID 

Gene No. 78242 Strand 

Start 17 908 End 

Name OJ991119_05 . 0207 . C8 . o2 . tc Method 

Start 8902 End 

GI none Score 

Exons 8902.. 9168, 8913.. 9149, 9091.. 9159 



OJ991119_05.0207.C8 
18187 

TBLASTX: Cress 

9168 

273 



Seq. No. 38060 

Gene No. 78242 

Start 17908 

Name OJ991119_05 . 0207 . C8 . o3 . tw ' 

Start 8949 

GI none 
Exons 



Seq. ID OJ991119_05.0207.C8 



Strand 
End 

Method 

End 

Score 



18187 

TBLASTX: Wheat 

9462 

277 



8949. .9047, 8950. .9294, 9099. .9167, 9103. .9258, 9280. .9462 



Seq. No. 38060 Seq. ID 

. Gene., No,;_ „ _7 8 2 4 2., . _ . St jran.d,:. 

Star^t.,,.- 17908' _.T. -IV . T'.. .End ' ...T 

Name OJ991119_05 . 0207 . C8 . o2 . tm Method 

Start 9082 End 

GI none Score 
Exons . 9082. .9528,- 9102. .9392 



OJ991119 05. 0207. C8 



.18187. ..: ... . : . . 

TBLASTX: Maize 

9528 

387 



Seq. No. 


38060 






Seq. ID 


OJ991119_05.0207.C8 


Gene No . 


78242 






Strand 




Start 


17908 






End 


18187 


Name 


OJ991119 05. 


0207. 


C8.o5.tc 


Method 


TBLASTX: Cress 


Start 


9346 






End 


9597 


GI 


none 






Score 


203 


Exons 


9346. .9597, 


9355. 


.9591 






Seq. No. 


38060 






Seq. ID 


OJ991119_05.0207.C8 


Gene No. 


78242 






Strand 




Start 


17908 






End 


18187 


Name 


OJ991119 05. 


0207. 


C8.ol.tw 


Method 


TBLASTX: Wheat 


Start 


9463 






End 


9900 


GI 


none ' - . ■ 






Score - •• 


-443- --^ - • - -. ^ . 


Exons : ' " 


■ -9463 ; ; 9900V 


94 68. 


:97;82, .■ 98 60'. 


■:98 98- ■ " 




SeqV No. ' 


■ ' 38060*: " 






' Seq."" ID 


■ (5J9 9 1 1 1*93)'5 ;10 20 TvCT""' ' 


Gene No. 


. 78242 






- Strand 




Start 


/ ' 17908 






End 


18187 ■ . " 


Name 


OJ991119 05. 


'0207. 


C8.ol.tm 


Method 


TBLASTX: Maize 


Start 


9652 






End 


10260 


GI 


none 






Score 


312 


Exons 


9652. .10059, 


9654 


..9818, 9858 


. .10001, 


10083. . 10181, 10084. .10260 


Seq. No. 


38060 






Seq. ID 


OJ991119_05.0207.C8 


Gene No. 


78242 






Strand 




Start 


17908 






End 


18187 


Name 


OJ991119 05. 


0207. 


C8.ol.ts 


Method 


TBLASTX: Soybean 


Start 


9664 






End 


10287 



37727 




GI 


none 








Score 


541 




Exons 


9664. . 


10287, 


9666. . 


9818, 9858.. 10052, 


9862.. 10254, 10083.. 10259 


Seq. No. 


38060 








Seq. ID 


OJ991119_05.0207. 


C8 


Gene No. 


78242 








Strand 


- 




Start 


17908 








End 


18187 




Name 


OJ991119 05. 0207. C8 


.o4 . tc 


Method 


TBLASTX: Cress 




Start 


9856 








End 


10361 




GI 


none 








Score 


58 




Exons 


9856. . 


9927, 9937.. 10059, 10075 .. 10278 , 


lUoUb . . lUo d1 




Seq. No. 


38060 








Seq. ID 


OJ991119_05.0207 . 


C8 


Gene No. 


78242 








Strand 


- 




Start 


17908 








End 


18187 




Name 


OJ991119 05. 0207. C8 


. o6 . tw 


Method 


TBLASTX: Wheat 




Start 


9907 








End 


10263 




GI 


none 








Score 


91 




Exons 


9907. . 


10065, 


9957. . 


10058, 10071. .10154 


, 10072.. 10263 




Seq. No. 


38060 








Seq. ID 


OJ991119_05.0207. 


C8 


Gene No. 


78242 








Strand 






_Start^_,,;._ 


.-„.,.™17908.,: 








End : ^ 


.J8187_.„,___:^_j::._ 




Name . . 


... .OJ991119 .05..0207.CB. 


..o3.. tm.^. . 


■ ... .Method. 


..TBLASTKiMalze , 




Start 


13493 








End 


16588 




GI 


none 








Score 


49 




Exons 


13493. 


.13555, 


13499 


. . 13552, 


13578. .13601, 13585. .13632, 






13604 , 


.13633, 


13605 


. .13634, 


13632. .13736, 13635. .1-3718, 






13636. 


.13743, 


13867 


. .14025, 


13907. .14 020, 13918. .14022, 






13918. 


.14007, 


13918 


. .14007, 


14 976. .15101, 14 990. .15091, 






14991. 


.15101, 


14991 


. .15101, 


14 992. .15102, 14 998. .15111, 






15000. 


.15089, 


15152 


. .15232, 


15180. .15233, 15180. . 1524 5, 






15433. 


.15474, 


15438 


. . 15476, 


154 40. .15475, 154 80. . 15518, 






15482. 


.15520, 


15487 


. . 15522, 


15867. .15902, 15928 .. 16197 , 






15941. 


.16186, 


16062 


. .16199, 


16063. .16200, 16317. . 16421, 






16317. 


.16379, 


16328 


. .16462, 


16328. .16450, 16337 1 6429, 






16340. 


.16441, 


16341 


. .16421, 


16352. .16444, 16536 .. 1 6586, 






16538. 


.16588 












Seq. No. 


38060 








Seq. ID 


OJ991119_05.0207. 


C8 


Gene No . 


78242 








Strand 






Start 


17908 








End 


18187 




Name -v • 


OJ991119 05.0207.08 


. o4 . ts „ 


-Method 


TBLASTX; Soybean 




Start"*" • 


- / 1 38 4-6' 








• -End' 


- 1658 8'- - - — 




GI " 


none" 








Score 


121 ■ 




Exons". ' 


" 1'3^84 6; 


714007;"" 


' 1 387 0' 


.^":i4'02"5; ■ 


'I387"9V'. 14007", '13919V . 14t)177"" 


, r-. — ■- • 


... 


- 14973. 


. 1508.9, 


14 97.9 


. .15098, 


L4991. .^15086, 14 998 ■.-15108*, 






15000. 


. 15092, 


15000 


. .15101, 


15001. .15099, 15182 . .. 15232, 






15453. 


.15497, 


15942 


. .16010, 


16021. .16071, 16071. . 16130, 






16173. 


.16244, 


16329 


. . 16421, 


16331. .164 50, 16334. .16429, 






16340. 


.16432, 


16536 


. . 16586, 


16538. . 16588 




Seq. No. 


38060 








Seq. ID 


OJ991119_05.0207. 


C8 


Gene No. 


78242 








Strand 






Start 


17908 








End 


18187 




Name 


OJ991119 05. 0207. C8 


.o3. tc 


Method 


TBLASTX: Cress 




Start 


13870 








End 


16589 




GI 


none 








Score 


67 





37728 



Exons 



13870. .14007, 14991. .15092, 14998 15108, 15000 .. 15101 , 
16329. .16421, 16331 16450, 1634 9 16459, 16538 .. 16588 , 
16539. .16589 



Seq. No. 38060 Seq. ID 

Gene No. 78242 Strand 

Start 17908 End 

Name OJ991119_05 . 0207 . C8 . o6 . gs Method 

Start 17908 End 

GI none Score 

Exons 17908. . 18187 



OJ991119_05.0207.C8 

18187 
GENSCAN 
18187 
.62 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

..Sec5..._:No^_.-._ 
Gen.e.,,.NQ 
Start 
Name 
Start 
GI 

Exons . • 



Seq. ID OJ991119_05.0207.C9 



38061 
78243 
1 

OJ991119_05.0207 .C9.ol.np 
1 

4803935 

1..391, 471. .598, 1845. .1883 

{AC00626.4) hypothetical protein [Arabidopsis thaliana] 



Strand 
End 

Method 

End 

Score 



+ 

4625 
AAT/NAP 
1883 
385 



J8061 ■ . . . , „ „ _ 

,..7^24^./..... 

1 ' ' ' ' 

OJ991119_05.0207.C9.ol.gs 

158 

none 



. „ Seq ...J: D OJ991-119_p5 . 0207 . C9 

at rand-. „ + 

End 4 625 

Method GENSCAN 
End 4479 
Score .91 



158. .391, 471. .726, 810. .928, 983. .1031, 1697. .3247, 3809. .4479 



Seq. No. 38061 Seq. ID 

Gene No. 78243 Strand 

Start 1 End 

Name OJ991119_05.0207.C9.o2.np Method 

Start 574 End 

GI 3047095 Score 

Exons 574.. 720, 1868.. 2494, 2597.. 3260, 3822 
GI Descrip. 



OJ991119_05.0207.C9 
+ 

4625 
AAT/NAP 
4491 
1149 
. .4491 



{AF058826) similar to eukaryotic protein kinase domains 
pkinase.hmm, score: 72.39) [Arabidopsis thaliana] 



[Pfam: 



Seq. No. . 38061 Seq. ID 

Gene No. 78243 Strand 

Start ■■ . ■ 1 . . -~ ■ ' • ■ End 

Name- " - bJ99ili9_05.d207-C9-.o2.-gp : ' Method- 
■ Start ■ 1629 _ ' ' ' ' _ End 

*GI'' ''"/' ■ ' ' 7394 321 ; R1084 ' ' " " ' ^ ^" Score' 

Exons. - ■ - 1629.. 1988 : - . ■ ' . .. .\ 

GI' Descrip. '3047095 4 . Oe-37 (AF058826) similar to eukaryotic protein kinase 
domains (Pfam: pkina3e.hmm, score: 72.39) [Arabidopsis 
thaliana] ' 



OJ991119_05.0207.C9 
+ 

4625 

AATVGAP ■ " ■ * • - * 
1988 

627' ' 



Seq. No. 38061 Seq. ID 

Gene No. 78243 Strand 

Start 1 ' End 

Name OJ991119_05 . 0207 . C9 . o4 . gp Method 

Start 2082 ' End 

GI 3761696 Score 

Exons 2082.. 2548 



OJ991119_05.0207.C9 
+ 

4625 
AAT/GAP 
2548 
872 



37729 





L>'C O J- -L^ * 


3047095 4.0e-37 (AF058826) similar to 


tfin If ^ Y'x/r^f' 1 c "OT'O'h^i'n Vin^^^ 

C Li. J^d X W L. X ^ ^X(^L>CXil J^XildSC? 






H OTTi ainc /P'Fam* r^V"inac(a h mm 
uuiiidxiio \irxdiii. ^ Js.Xiidoc: ■ iJiiuU/ 




"^Q^ fAT;^Vii Hone; i c "hh^l i^n^l 

y I L rtX diJX LAW^O X O L.iidXXdlidJ 






38061 


Seq. ID 


OJ991119 05 0207 C9 

\JfJ ^^XXXw/ \J ^ » KJ ^ \J f a \^ Zf 




f;pnp Wo 


/ O ^ *1 J 


O L. X dl 1L<1 


+ 




Start 


1 


End 


4625 




Name 


OJ991119 05.0207.C9.o5.gp 


Method 


AAT/GAP 




Start 


4 ^ w) U 


FnH 


4625 






Q QQT 4 1 D1 nft 4 


Score 


696 














uX L^C^OOXX^t 




c'imil^iT' i~o 
oxiiixxdx 








Hom^iinQ ^Pf^^m* inW"in^iQP hmm 
k.iXu'iLLdXiio ^E^x dill . L^r^xiidoC.i iiiuii / 


Q OO T~*=* • 7 9 


'^^) r At;=51d i Hone; T q 






Liidx xctiid J 








Seq , No , 


38061 


Seq. ID 


OJ991119_05,0207.C9 




Gene No. 


78244 


Strand 


+ 




Start 




End 


10063 




Name 




Method 


GENSCAN 




C+- o y-f- 


0 0 u 0 


End 


10063 




X 


none 


Score 


,63 




P von Q 


(^iRD'^ (^RP7 f^P9n (^QR^; 7hQR 


..7327, 7372.. 7904, 7932.. 8100, 






R9nd Qid*^ Q1 RR inn(^^ 








o t; . ln , 


38061 ^ ' ■ ' " ^' ^ 


Seq. ID 


OJ991119_05,0207,C9 ' 


~ -J 


Gene No. 


78244 


Strand 


+ 


u = 


Start 


6503 


End 


10063 


r i 2 




OJ991119 05.0207.C9.o3.np 


Method 


AAT/NAP 




O L. Ct X L. 


6840 


End 


10060 


•= !=? 


O X 


6907089 


Score 


4303 


: : = 


P von 


6840. .8100, 8204. .10060 






L : 
•z. ^ 

? i s 


ox L/CO^XX^* 


{AP001129) hypothetical protein [Oryza 


sativa] 


: i~ 


Seq. No. 


38061 


Seq. ID 


OJ991119_05.0207.C9 




Gene No. 


78245 


Strand 




1» z 


O L, O.X L. 


4778 


End 


5862 






OJ991119 05.0207.C9.o2.gs 


Method 


GENSCAN 




O L d X u 


4778 . 


End 


5862 




\3 X 


none 


Score 


.76 




P von ^ 


4778. .4864, 5158 :. 5328, 5599 


,.5688, 5818. .5862 / 


11 


Seq. No. 


38061 


Seq. ID 


OJ991119_05,0207.C9 




^ Gene No. 


'7824 6 


-Strand 






S t a rt " ■ ~ ' ' ' 


-'1:0687 - "- ' - - - 


'^-End - " ' • 


-135-4 4 • - 




Name 


OJ991119 05.0207.C9.o2.tm' ' 


Method ' 


TBLASTX: Maize ' 




• S t 'a r t ' ' ' 


"92 ' ' ■ ■ ■ - . 


End ' 






« \J X 


' none ■ - " 


. Score ' . 


• 303 . : ■ .: - 




P, von *^ 


92. .35.8,^ 94 . .357 








Seq. No. 


38061 


Seq.. ID 


OJ991119_05,0207,C9 




Gene No. 


78246 


Strand 






Start 


10687 


End 


13544 




Name 


OJ991119 05.0207.C9.ol.tc 


Method 


TBLASTX: Cress 




Start 


1903 


End 


2463 




GI 


none 


Score 


44 




Exons 


1903. .1950, 2047. .2190, 2188 


..2337, 2218, ,2463 




Seq. No, 


38061 


Seq, ID 


OJ991119_05.0207.C9 



37730- 



Gene No. 

Start 

Name 

"Start 

GI 

Exons 



78246 Strand 

10687 • End 

OJ991119_05.0207.C9.o2.ts Method 

2041 End 

none Score 



13544 

TBLASTX: Soybean 

2298 

131 



2041. .2178, 2073. .2177, 2169. .2285, 2173. .2298 



Seq. No. 38061 

Gene No. 78246 

Start 10687 

Name OJ991119_05 . 0207 . C9 . o3 . tm 

Start 2926 

GI none 
Exons 



Seq. ID OJ991119_05.0207 .C9 
Strand 
End 

Method 
End 
Score 



13544 

TBLASTX: Maize 

3252 

109 



2926. .3087, 2988. .3113, 3094. .3252, 3159. .3251 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

^,Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



38061 
78246 
10687 

OJ991119_05.0207.C9.ol.ts 

2950 

none 



Seq. ID OJ991119_05.0207.C9 
. Strand 
End 

Method 
End 
Score 



13544 

TBLASTX : Soybean 

4020 

289 



. 2 9 5j0 ^ v32:5 2 2M8 ...^ 2^ ^, 4 0 2 Ol._ , 



38061 ' 

78246 

10687 

OJ991119__05.0207.C9.o3.tc 

2965 

none 



Seq. ID OJ991119_05. 0207.09 
Strand 
End 

Method 
End 
Score 



13544 

TBLASTX: Cress 

4149 

92 



2965. .3087, 2985. .3083, 3835. .3897, 3916. .4149 



Seq. No. 


38061 








Seq. ID 


OJ991119_05.0207. 


09 


Gene No. 


78246 








Strand 






Start 


10687 








End 


13544 




Name 


OJ991119 05. 


0207. 


C9.02. 


tc 


Method 


TBLASTX :Oress 




Start 


3088 








End 


3252 




GI 


none 








Score 


214 




Exons 


3088. .3252, 


3096. 


.3251 










Seq. No. 


38061 








Seq. ID 


OJ991119__05.0207. 


09 


Gene No. 


78246 








Strand 






Start 


. 10687 , 








End 


13544 




Name'' " ' " 


OJ-991119-- a5""; 


0'20'7v 


C9.ql; 


tm 


■ * Method'" 


TBLASTX': Mai ze 




Start 


■3894 ■• 








End 


4 410 ■ 




Gi' "' '-^ ■ " 


" hone " • " 








■ Score 






Exons ■- ' 


3894.;4I33, . 


3895. 


.4158, 


4 


144.. .4287, 4270. .4410 . : . 1 




Seq. No. 


38061 








Seq. ID 


OJ991119_05.0207'. 


09 


Gene No. 


78246 








Strand 






Start 


10687 








End 


13544 




Name 


OJ991119 05. 


0207. 


09. ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


7873 








End 


11307 




GI 


none 








Score 


77 




Exons 


7873. .7956, 


10699 


. . 10824, 


10703. . 10825 


, 11011. . 11307, 






11018. . 11263 














Seq. No. 


38061 








Seq. ID 


OJ991119_05.0207. 


09 



37731 




Gene No. 


78246 




Strand 








10687 




End 


± ^ J '1 *i 




NfliTie 




A 

1 o 4 . tin 




TRT a QTY • Ma i -70 
i oXji-io 1 A . LYlo-X 






J. U O f o 






X u 0 J X 












X ^1 0 








. • ±\J O J 1. 








Seq. No. 


38061 




Seq. ID 


OJ991119_05.0207 


.C9 


Gene No. 


78246 




Strand 








1 nfiR7 

X U O ' 




End 


1 ^S4 4 
i 0 „^ 1 *i 




Nsme 


O.TQQI 1 1 Q rm 0907 PQ 


o T > qs 




0 Ej IN 0 k-zZ-lW 




O Ldi. L 


1 nfift7 ~ 




Hil 


1 9 4 Q4 
X 4^ 4 " 4 






none 




Score 


. u 0 




Hi AvJX io 


1 nfifl7 11447 117Q^ 


1 94 Q4 








O C ^-J^ • L\ \ J • 


J O VJ U X 




Seq. ID 


OJ991119_05.0207 


PQ 


Gene No. 


78246 




Strand 






Start 


10687 




End 


13544 




Name 


OJ991119 05. 0207. C9. 


o4 . np 


Method 


AAT/NAP 




Start 


10690 




End 


13544 




GI 


6498441 




Score 


1014 




■Exons ■ * - • 


10 6a0„,,,,.i0 97J,,j^:nQ 6 5^^^ 


„. 11514,,, , 


13,155^„,, 13 54 4 




GX -.D.e.sc^lp.;. 


L.;(AVo.dQai3j..._fisi:rd727e 


!6.(E2.2.5„8') 


CO r r.e s ponds .t o. . a- r e g i o.n . p,.f 


7th" 



1:3 ' predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 

retrotransposon RetrbSorl. (AF098806) [Oryza sativa] 

m 





Seq. No. 


38061 


Seq. ID 


OJ991119_05, 


.0207 


.C9 




Gene No, 


78246 


Strand 










Start 


10687 


End 


13544 








Name 


OJ991119 05.0207.C9.o5.np 


Method 


AAT/NAP 








Start 


12099 


End 


12535 








GI 


4680185 


Score 


4 65 








Exons 


12099. .12535 












GI Descrip. 


{AF111709) unknown [Oryza 


sativa subsp. 


indica] 






h. 3 


Seq. No. 


38062 


Seq. ID 


OJ991119_05, 


.0207 


.CIO 




Gene No. 


78247 


Strand 










Start 


418 


End 


645 








Name 


OJ991119 05.0207.C10.ol.gs 


Method 


GENSCAN 








Start 


418 


End 


645 








GI 


none 


Score 


.98 








Exons 


418. .510, 601. .645 












Seq. No. ' ' 


'380-63 " ■" • ■ .' * 


" Seq: 'ID ' 


OJ99I119_;05. 


.0207" 


rcii 




' ' Gen§ "No'. 


■"''"7'8'2"4 8''''-^^ "''T'"''-' " 


"^"''"Strand' 










- Start 


. .174 . ' , . . 


. ''End 


3656 ... • 








Name 


'OJ991119 .05.0207VCll.ol.np 


Method 


AAT/NAP 








Start 


174 


End 


3394 








Gi 


6862923 


Score 


116 








Exons 


174.. 219, 1793.. 1975, 3340 


. .3394 










GI Descrip. 


(AC018907) unknown protein 


[Arabidopsis 


1 thaliana] 








Seq. No. 


38063 


Seq. ID 


OJ991119_05. 


,0207 


.Cll 




Gene No. 


78248 


Strand 


+ 








Start 


174 


End 


3656 








Name 


OJ991119 05.0207.Cll.ol.gs 


Method 


GENSCAN 








Start 


1402 


End 


3656 







37732 




GI 


none 


Score 


. / 




Exons 


1409 9990 '^99ft '^fi'^ifi 








Seq. No. 


38063 


Seq. ID 


OJ991119_05.0207 


.Cll 


Gene No. 


78248 


Strand 








J. / 4 


ILillCJ. 






Name 


riTQQIIIQ 0"^ 0907 PI 1 nl i-Tn 


LYlcLllOCj. 


TRT ZiQTY • Ma i -to 






1 7 ft Q 


tLiilO. 


X I? / fl 






none 


Score 


1 Q9 
X Z 




Exons 


17ftfl 1Q4fi 17ftQ 1Q74 








Seq. No. 


38064 


Seq. ID 


OJ991119 05.0207 


.C12 


Gene No. 


78249 


Strand 


+ 










ft 4 ^ 
O J 




Name 


nTQQIIIQ OR 0907 PI 9 nl rrQ 
VJJ^^7XXX" UD.UZU/ .k^XZ.UX.yb 


iyiKi LIIOCJ. 


p P \7 Q p 7\ KT 




O 4- 

otar L 


Q 


lijna 


ft 4 ^ 
OH O 






none 


Score 


Q 
. -7 




Exons 










beq . wo . 


•0 p n tr 
O O U D O 


b G q . X U 


niQQIIIQ 0^; 0907 


PI 

, b X J 


osne lno . 


78250 


Strand 






.Starts,.,: 


: 


..,En(d__ 


^51 6 




Name. . .. ... - 


._OJ9'9aua.,05,..02^^^^ ..G13 . oi. np„.. _ 


, .Method . 


.AAT./NAP„ 




C -1- -1 -1^ -1- 

btar L 


1 


End 


1516 






6815072 


Score 


1277 




Exons 


1..180, 267. .965, 1073. .1516 








GI Descrip. 


(AP001080) Similar to Arabidopsis thaliana chromosome II BAG 




T13P21; hypothetical protein 


(AC006067) 


[Oryza sativa] 




Seq. No. 


38065 


Seq. ID 


OJ991119_05.0207 


.C13 


Gene No. 


78250 


Strand 






b uar L 


1 


End 


1516 




Name 


OJ991119 05.0207.C13.o2.tm 


Method 


TBLASTX: Maize 




b uar L 


110 


End 


576 




C T 

bi 


none 


Score 


69 




Exons 


110. .193, 111. .194, 222. .380, 


384 . .575, 


385. .576 




Seq. No. 


38065 


Seq. ID 


OJ991119_05.0207 


.C13 


Gene No. 


78250 


Strand 






b car L. 


1 


End 


1516 




Name 


OJ991119 05.0207.C13.ol.tw 


Method 


TBLASTX: Wheat 




bLaru 


259 ■ . - . . . 


End 


620 . . . . 






none" " 


' Score ' 


103 ' ■ ••- - 






; 259V •378;" 300. . 398;-, "396. . 620, 


' 3^1 . .567, 


405. . 578" 




Seq.. No... " .. 


380.65- • • 


Seq.- ID ' 


OJ9911.1 9^05.0207 


..CI 3 


Gene No , „ 


. 78250 


Strand 






btarc 


1 ■ ' 


End 


1516 




Name 


OJ991119 05.0207.C13.ol.gs 


Method 


GENSCAN 




b uart: 


267 


End 


1414 






none 


Score 


.44 




Exons 


267. ,908, 989. .1269, 1315. .14 


14 






Seq. No. 


38065 


Seq. ID 


OJ991119_05.0207 


.C13 


Gene No. 


78250 


Strand 






Start 


1 


End 


1516 




Name 


OJ991119 05.0207.C13.ol.tm 


■ Method 


TBLASTX: Maize 





37733 




start 639 
GI none 

Exons 639.. 788, 813.. 971, 817. .882, 




End 1330 
Score 7 6 

1004. .1162, 1229. .1261, 1271. .1330 



Seq. No. 38066 Seq. ID 

Gene No. 78251 Strand 

Start 218 End 

Name OJ991119_05 . 0207 . C14 . ol . gs Method 

Start 218 End 

GI none Score 

Exons 218.. 371 



OJ991119_05.0207.C14 
371 

GENSCAN 

371 

.44 



Seq. No. 


38067 




Seq. ID 


OJ991119_ 


05.0207 


.C15 


Gene No. 


78252 




Strand 


+ 






Start 


10912 




End 


14554 






Name 


OJ991119 05.0207.C15. 


o4 . gp 


Method 


AAT/GAP 






Start 


10670 




End 


10965 






GI 


5667407 




Score 


516 






Exons 


10670. .10965 












Seq. No. 


38067 




Seq. ID 


OJ991119_ 


05.0207 


.C15 


Gene^ -No . ... .. 


78252„ „. „ 




. , , .Str^nd,.. 








S.tari:,,. 


. 10912 _ ... ......... . - ^- 




. End 


14.55.4 Z i \ 






Name 


OJ991119 05.0207.C15. 


o3 . gs 


Method 


GENSCAN 






Start 


10912 




End 


14462 






GI 


none 




Score 


.75 






Exons 


10912. . 10998, 11080. . 


11139, 


12187. .122\ 


34, 12536. 


. 12582, 






13610. .13768, 13882. . 


14060, 


14319. .14462 







OJ991119_05.0207.C15 
+ 



Seq. No. 38067 
Gene No. 78252 
Start 10912 

Name OJ991119_05 . 0207 . C15 . o4 . np 

Start 10912 
GI 6143904 
Exons 10912. .10998, 

12868. .12997, 
14313. .14554 

GI Descrip. (AC010718) putative DnaJ protein [Arabidopsis thaliana] 



11080. .11139, 
13610. .13768, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

12202 

13882 



14554 
AAT/NAP 
14554 
977 

12284, 12536. 
14060, 14154. 



12695, 
14234, 



Seq. No. 
Gene No. 
Start 
Name • 

'^taft'""''""" 
Gi ■ . • 
Exons 

GI Descrip. 



38067 

78252 - . - 

M912 - - 

OJ991119_05:0207.C15.o5.gp • 

^m4'r'^~ " 

16416_1.R1084 ' 
12640. .12695, 128 68 .. 12997 , 
14154 . .14234, 14319. .14349 

'2230757/emb|CAA72705| 7.0e-70 (Y11969) dnaJ-like protein 
[Arabidopsis thaliana] ' 



Seq. ID OJ991119_05.0207.C15 
Strand • + ■. -:• 
End ■-l'4-554 - r - 
Method "-'AAT/GAP' ' " J_ 

1102- 



''End' ™- 
Score 



13610. .137 68, 13882. . 14 060, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



38067 Seq. ID 

78253 Strand 

141 End 

OJ991119_05. 0207 .C15.ol.gs Method 

141 End 

none Score 



OJ991119_05.0207.C15 
660 

GENSCAN 

660 

.48 



37734 



Exons 141.. 290, 336.. 660 

Seq. No. 38067 Seq. ID 

Gene No. 78254 Strand 

Start 1714 End 

Name OJ991119_05 . 0207 . C15 . o2 . gs Method 

Start 1714 End 

GI none Score 
Exons 



OJ991119_05.0207.C15 

8534 
GENSCAN 
8534 
.75 



1714. .1858, 2109. .2148, 2196. .2505, 3386. .3455, 3713. .3779, 
3956. .4077, 4284. .4367, 4554. .4650, 4746. .4788, 5982. .6002, 
6954. .7320, 7416. .7572, 8147. .8534 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



38067 Seq. ID 

78254 Strand 

1714 End 
OJ991119_05.0207.C15.ol.np Method 

3356 End 

2864612 Score 
3356. .3455, 



OJ991119_05.0207.C15 

8534 
AAT/NAP 
5269 
476 



3964. .4077, 4284, 



,4367, 4554. .4650, 5167. .5269 
(AL021811) L-ascorbate peroxidase - like protein [Arabidopsis 
thaliana] gi | 4049334 | emb | CAA22559 . 1 | (AL034567) L-ascorbate 
per oxidase.- like protein [Arabidopsis , thaliana - 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991119 •05.0207.C15 



38067 
78254 
1714 

OJ991119_05.0207.C15.ol.gp 
4280 

LIB3432-042-P2-K1-E12 
4280. .4367 

'2864612/emb|CAA16959| 4.0e-24 (AL021811) L-ascorbate peroxidase 
- like protein [Arabidopsis thaliana] 
>gi_4 04 9334_emb_CAA22559. 1_ (AL034567) L-ascorbate 
peroxidase-like protein [Arabidopsis thaliana] * 



8534 
AAT/GAP 
4367 
118 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



•Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 



38067 
78254 
1714 
OJ991 
6912 
68503 
6912. 
;{AC00 
Arabi 
PFT 
gbl Z2 



Seq. ID OJ991119_05.0207.C15 
Strand 

End 8534 
Method AAT/NAP 
End 8534 
Score 1022 

8534 . . _ 

9999) 'Contains .similarity/'tp' a' basic ;■ 
dopis thaliana gb | ABQi34 4 8', • and .contains a Chitinas'es" class 
00 18"2 ■"'domain-: '■'"'ESts" gb rAI99574i7 *"g5TM7r8'54 57'^ gb'l Z~2'622'2 , ' ' ' 
568 3', ,gb|:T8 838 6,. gbfTl...'. . . , . 



119_05.0207.C15.o2.np 
14 

.7320, 7416.. 7572, 8147;, 



380'67 
78254 
1714 

OJ991119_05.0207.C15.ol.tc 
6917 



OJ991119 05.0207.C15 



none 

6917, 

7240, 



Seq. ID 
Strand 
End 

_ Method 

End 
Score 

7156, 6967. .7236, 6972. .7256, 6994. .7266, 7239. .7328, 
7281, 7415. .7471, 7416. .7472, 7469. .7579, 7481. .7567, 



8534 

TBLASTX: Cress 

8417 

235 



8145. .8312, 8146. .8289, 8307. .8384, 8388. .8417 
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Seq. No. 38067 

Gene No. 78254 

Start 1714 

Name OJ991119_05 . 0207 . CIS . ol . ts 

Start 6918 

GI none 
Exons 



Seq, ID OJ991119_05.0207.C15 
Strand 

End 8534 

Method TBLASTX : Soybean 

End 8417 

Score 309 



6918. .6977, 6978. .7328, 6979. .7320, 7415.. 7471, 7425. .7472, 
7484. .7567, 7489. .7542, 7533. .7562, 8145. .8228, 8145. .8312, 
8146. .8298, 8307. .8384, 8329. .8376, 8370. .8417 



Seq, No. 38067 Seq. ID 

Gene No. 78254 Strand 

Start 1714 End 

Name OJ991119_05 . 0207 . C15 . ol . tm Method 

Start 6921 End 

GI none Score 
Exons 



OJ991119_05.0207.C15 
8534 

TBLASTX: Maize 

8423 

141 



6921. .7328, 6936. .7175, 6937. .7287, 7230. .7322, 7415. .7567, 
7416. .7472, 7533. .7571, 8145. .8228, 8145. .8312, 8149. .8298, 
8307. .8423, 8308. .8388 



Seq. No. 38067 Seq. ID OJ9911 1 9_05 . 0207 . C15 

Gene, No.,, 78254^,,.^^ _ . . .Strand ^ , 

^Start . 1714 „ ..End. ....... 85,34. ... . , . _ , „ „ 

Name OJ991119_05 . 0207 . C15 . o2 . gp Method AAT/GAP 

Start 7028 End 7578 

GI 75699_1.R1084 Score 843 

Exons 7028.. 7320, 7416.. 7578 

GI Descrip. * 1781042/emb | CAA71402 | l.Oe-30 (Y10373) chitinase [Medicago 
truncatula] ' 



Seq. No. 38067 Seq. ID 

Gene No. 78254 Strand 

Start 1714 End 

Name OJ991119_05 . 0207 . C15 . o3 . gp Method 

Start 8199 End 

GI none Score 

Exons 8199.. 8455 



OJ991119_05. 0207. CIS 

8534 
AAT/GAP 
8455 
498 



Seq. No. 38067 
Gene No. 78255 
Start 10911 

Name. OJ991I1 9_05 . 0207 . CIS . o2 . tc - 

•Start;; 109^11 . .^^^ ;• ■ ■ - ' 

GI * ' none' - ■ . - ■ ■ • ■ ■ 

'Ekorvs^'^"^^"'^'''- ''lU^ 17710 ^7 , ' ^ 1 091:27 VlTO 10,'' 

12193. . 12297, 12207. .12284-,. 
\- 12871. . 12948, 12940. . 12993, 

13642. .13806, 13875. .14 063, 

14154. .14234 



Seq. ID 
Strand 
End 

Method 

•End'/ . ■ \' 
Score-' 



OJ991119 05. 0207. CIS 



14436 

TBLASTX: Cress 

14234- ■- - ' 

14 0 • - 

Ill)777;'iri4'2:; lltn^v.Ti 14X7-^ 
I2S37. . 12692, 12S4.6... 12 671,., 
13635. . 137 69, . 13636. . 13770, , 
13880. . 14 065, 13901. .14071, 



Seq. No. 38067 Seq. ID 

Gene No. 78255 Strand 

Start 10911 End 

Name OJ991119_05 . 0207 . CIS . o2 . ts Method 

Start 10911 ' End 

GI none Score 
Exons 



OJ991119_05. 0207. CIS 
14436 

TBLASTX: Soybean * 

14234 

133 



10911. . 10994, 10912. . 11010, 11077. .11142, 11079 .. 1114 1, 
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12193. .12297, 12207 12284 , 12533 12565, 12537 12695, 

12537. .12692, 12548 .. 12697, 12580 .. 12696, 12848 12955, 

12861. .12974, 128 62 .. 13002 , 12895 12999, 13593 13769, 

13600. .13776, 13875 14 063, 13880 .. 14065 , 14154.. 14234 



Seq. No. 38067 

Gene No.- 78255 

Start 10911 

Name OJ991119_05 . 0207 . C15 . o3 . tw 

Start 10911 

GI none 
Exons 



Seq. ID OJ991119_05.0207.C15 
Strand 

End 14436 

Method TBLASTX : Wheat 

End 12276 

Score 133 



10911. .11003, 10912. .11010, 11077 11139, 11079 1114 1 , 
12195. .12275, 12199.. 12276 



Seq. No. 38067 

Gene No. 78255 

Start 10911 

Name OJ991119_05 . 0207 .C15 . 

Start 10911 

GI none 

Exons 10911. .11003, 10912.. 

. _ - : .___11079_.,ail41,„.llQ9U:. 

12537 12638 r .J25m...,. 

13604 . .13705, 13605.'. 
13875. .14063, 13880.. 
14154 . .14234, 14158.. 



o2 . tm 



10998, 
lUAl,, 
.12.633, 
13769, 
14071, 
14235, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
10929. 
,.12195^^. 
.12862.. 
13606. 



OJ991119 05. 0207. 015 



14436 

TBLASTX: Maize 
14418 
126 

11003, 11077. . 11139, 
,12284;,-.. 12199^, J^2292/„._ 

13 00.2 ,...,12 8.6.6. a29»97., 

13776, 13606. . 13794, 
13880. .14062, 14 152 .. 14235 , 
14320. .14418, 14321. .14416 



Seq. No. 38067 Seq. ID 

Gene No. 78255 Strand 

Start 10911 End 

Name OJ991 119_05 . 0207 . 015 . o2 . tw Method 

Start 13608 End 

GI none Score 
Exons 



OJ991119_05. 0207. 015 
14436 

TBLASTX: Wheat 

13922 

98 



13608. .13769, 13608, 
13880. .13921 



13769, 13609. .13776, 13869 .. 13922 , 



Seq. No. .38067 Seq. ID 

Gene No. 78255 Strand 

Start 10911 End 

Name OJ991 119_05 . 0207 .015 . ol . tw Method 

Start 13929 End 

GI none * ' . . • Score- 

Exons ' - - - 



OJ991119_05. 0207. 015 
14436 

TBLASTX: Wheat 
14436 

182 . • 



13929-. . 14060-, -r393-0-. /1406i, ' 1-3932 ; 14063, ':14i54 14234v 
14154. .14234, l4l55.. ; 14235, • 14322 . .14411, -14323 . V14436, 



Seq. No. 38068 . , . . Seq. ID . OJ991119_05 . 0207 .016 

Gene No. 78256 Strand 

Start 1 End * 156 

Name OJ991119_05 . 0207 . 016 . ol . gp Method AAT/GAP 

Start 1 End 156 

GI uO-osrocyp010e04al Score 304 

Exons 1 . . 156 

GI Descrip. ' 544 1880/dbj | BAA82378 . 1 | 5.0e-75 (AP000367) EST 028952 (062945) 

corresponds to a region of the predicted gene.; Similar to maize 
transposon MuDR mudrA protein. (AO003981) [Oryza sativa] ' 
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Seq. No, 


38068 


Seq. ID 


OJ991119_05.0207. 


C16 


Gene No. 


78257 


Strand 






Start 


331 


End 


2987 




Name 


OJ991119 05 0207 C16 ol as 


MpI" hori 


GENSCAN 




Start 


331 ~ 


End 


1511 




GI 


none 


Score 


. 77 




F.xons 


331 413, 495 975, 999 1511 








Seq. No. 


38068 


Seq. ID 


OJ991119 05.0207. 


C16 


Gene No. 


78257 


Strand 






Start 


331 


End 


2987 




Naiue 


OJ991119 05.0207.C16.ol.np 


Method 


AAT/NAP 




Start 


362 


End 


2615 




GI 


6862923 


Score 


386 




Exons 


362. .474, 511. .1431, 2569. .26 


15 






GI Descrip. 


{AC018907) unknown protein [Arabidopsis thaliana] 




Seq. No. 


38068 


. Seq. ID 


OJ991119_05.0207. 


C16 


Gene No. 


78257 


Strand 


- 




Start 


331 


End 


2987 . 




Name 


OJ991119 05.0207.C16.ol.tm 


Method 


TBLASTX: Maize 




Start ■ _ 


.,^22.-™.. : ^ ...... 1: 


„,End,;._ 


2586 - 




_GI_ 


_ .nonje:...„„ . „ ^ , ^ ^ ;„ . 


. S.c.ore :. 


..9_4,. ... ... .\ 




Exons 


527.. 757, 529.. 762, 814.. 972, 


818. .973, 


984. :i067, 1284 . 


. 1430, 




2515. .2586 








Spa No 


38068 


Seq. ID 


OJ991119_05.0207. 


C16 


Gene No. 


78257 r 


Strand 






Start 


331 


End 


2987 




Name 


OJ991119 05.0207.C16.ol.ts 


Method 


TBLASTX: Soybean 




Start 


529 


End 


2684 




GI 


none 


Score 


71 




Exons 


529. .762, 557. .757, 814. .972, 


821. .967, 


2515.. 2586, 2587 


' . . 2667 




2592. .2684 








Sea No 


38068 


Seq. ID 


OJ991119_05.0207. 


C16 


Gene No. 


78257 


Strand 






Start 


331 


End 


2987 




Name 


OJ991119 05.0207.C16.o2.np 


Method 


AAT/NAP 




Start 


922 


End 


2925 




GI 


6006867 


Score 


122 




Exons 


' 922. .1431,. .2368. .2477, 2810.-. 


2925". 






GI Descrip.. 


: ; ( AC 0 0 9 5 4 0') u nk n o wn~ p r o t e i n"" [ Ar a b idbp s i s_ t h a ll an a f ^* ' " ; 




S^;~Nof'^^^^'" 




"Se'q'/-'ID"-^ 


X)J9-fm §i^g"5"::C)-207v 




Gene No. . 


■ 78257 


Strand 






Start . 


331 ' . . . 


End . 


2987. . , - 




Name 


OJ991119 05.020'7-.C16.o2.gs 


Method 


GENSCAN 




Start 


2503 


"End 


2987 




GI 


none 


Score 


. 61 




P von Q 


2503.. 2744, 2912. .2987 








Seq. No. 


38069 


Seq. ID 


OJ991119_05.0207. 


C17 


Gene No. 


78258 " 


Strand 


'+ 




Start 


1 


End 


3066 




Name 


OJ991119 05.0207.C17.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


3066 
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GI 5441880 Score 2835 

Exons 1..841, 1286.. 1317, 1576.. 1892, 2452.. 2601, 2707.. 3066 

GI Descrip. (AP000367) EST C28952 (C62945) corresponds to a region of the 

predicted gene.; Similar to maize transposon MuDR mudrA protein. 

(AC003981) [Oryza sativa] 



oc;^ • iNi^^ , 


J U VJ u ^ 








Seq. ID 


W C ^ J. J. d. ^ \J ^ * \J ^ \J f 


. C17 




/ O ^ J o 








Of r;:^ nH 


-}- 




Start 


1 








End 


3066 




Name 


OJ991119 


_05.0207.C17 


.ol 


.gs 


Method 


GENSCAN 




Start 


70 








End 


2094 




GI 


none 








Score 


.72 




Exons 


70. .2094 














Seq. No. 


38069 








Seq. ID 


OJ991119_05.0207 


.C17 


Gene No. 


78258 








Strand 


+ 




Start' 


1 








End 


3066 




Name 


OJ991119 


05.0207.C17 


.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


397 








End 


993 




GI 


none 








Score 


93 




Exons 


397. .525, 


405. .503, 


559 


. .858, 


576. .797, 


'922. .993 





,Seq. .Na.-. 3806a _ _ _,.Seq..„ip, „Oa99I1.19_a5 .j02.aZ..ClJ.. ^. 

Gene No. ' 78258 Strand + ' 

Start 1 End 3066 

Name OJ991119_05 . 0207 . C17 . ol . gp Method AAT/GAP 

Start 440 End 871 

GI 5701669 Score 849 ' 

Exons 440. .871 

GI Descrip. 544 1880/dbj | BAA82378 . 1 | 5.0e-75 {AP000367) EST C28 952 (C6294 5 ) 

corresponds to a region of the predicted gene.; Similar to maize 
transposon MuDR mudrA protein. (AC003981) [Oryza sativa] 



Seq. No. 38069 Seq. ID 

Gene No. 78258 Strand 

Start 1 End 

Name OJ991119_05 . 0207 . C17 . ol . tw Method 

Start 691 End 

GI* none Score 
Exons 



OJ991119_05.0207.C17 
+ 

3066 

TBLASTX: Wheat 

1071 

208 



691. .885, 700. .897, 891. .1010, 895. .1071, 895. .1041 



Seq. No.- ■ .38069 - - Seq. ID 

Gepe,;N6;-'_7 ■ .7825Sr ''v 'v^ ~ /' 'Strand 

Start" '^ j '^ 1 " „ ' ^ End'^'' 
Name*-" " '^'■'^''OJ95ni'9^05':02*a:7-.C17^'b^^^ 

. Start ' ■- . 2453 . End 

GI . . , . none . ' ' Score. 

Exons 2453.. 2601, 2707.. 2953 • - 



•OJ991119_05.0207 .Q17. 
306^- ^r-'^ 7: - ■ ■•■^^^ 



Method' ' ■ ''GElSiSCAN 
2953 
. 93 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



38070 
78259 
1 

OJ991119_05.0207.C18.ol.np 
1 

5441880 



Seq. ID 
Strand 
End 

Method 
End 
Score 

1..24, 89. .387, 464. .722, 967. .1064, 1311. .1442, 1558. .1792 
(AP000367) EST C28952 (C62945 ) corresponds to a region of the 



OJ991119_05.0207.C18 
+ 

4119 
AAT/NAP 
1792 
1604 
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predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



Seq. No. 38070 Seq. ID OJ991119_05 . 0207 . CIS 

Gene No. 78259 Strand + 

Start 1 End 4119 

Name OJ991119_05 . 0207 . C18 . ol . gs Method GENSCAN 

Start 89 End 2071 

GI none Score .73 

Exons 89. .387, 464. .722, 815. .997, 1155. .1210, 1311. .1442, 1506. .1553, 
1573. .1775, 1911. .2071 

Seq. No. 38070 Seq. ID OJ991119_05 . 0207 , C18 

Gene No. 78259 Strand + 

Start 1 End 4119 

Name OJ991119_05 . 0207 . 018 . ol . gp Method AAT/GAP 

Start 215 End 714 

GI LIB3475-007-P1-K1-G8 Score 781 

Exons 215. .387, 464. .714 

GI Descrip. * 54 4 1880/dbj | BAA82378. . 1 1 5.0e-75 {AP000367 ) EST C28952 {C62945 ) 

corresponds to a region of the predicted gene.; Similar to maize 
• . ^ „ _ X ^ A n s gps on _ Mu D R_mu d r A . PXQ t ^Xti %, AC 00 3 9 8„i,L. J .Q r y z a_,sa t,iy a],^, j 



Seq. No. 38070 ' " " " ■ ' ' Seq.' ID ' OJ9^1119^05 . 0207 . C18 

Gene No. 78259 Strand + 

Start 1 End 4119 

Name OJ991119_05 . 0207 . C18 . o2 . gp Method AAT/GAP 

Start 1896 End 3712 

GI LIB3431-045-P1-N1-A10 Score 822 

-Exons 1896.. 2240, 3604.. 3712 

GI Descrip. ' 54 4 187'6/dbj | AP000367 . 1 1 AP000367 O.Oe+00 Oryza sativa genomic 
DNA, chromosome 2, clone : P0437H03 (contig b) ' 

Seq. No. 38070 Seq. ID OJ991119_05 . 0207 . C18 

Gene No. 78259 Strand + 

Start 1 End 4119 

Name . OJ991119_05 . 0207 . 018 . o2 . gs Method GENSOAN 

Start 2298 End 4119 

GI none Score .7 

Exons 2298.. 2300, 2484.. 2642, 3979.. 4119 

Seq. No.. 38070. - ■ - , . Seq.. -ID OJ991119_05 . 0207., 018 

Gene- No:_-"'- ' 78266'- •■ " - Strand V - ■ . ^ 

Start ■ " ' "6348';' ^'-j '* ■ ' ' " - End' 'J6439 " ^ _ ^iZll 

^'Name^' ■"^•OJ9gril9_oS:. '(J2X)l7clS\^3':gp^'^'' m 

Start' " 6348 End ' • 6439 

. Gl/- \ 21474_1.R1084 . Score ' l'39..' . . 

Exons 6348. . 6439 ' ■ 

GI Descrip. *3894159 2.0e-10 (AO005312) hypothetical protein [Arabidopsis 
thaliana] ' 

Seq. No. 38070 Seq. ID OJ991119_05 . 0207 . 018 

Gene No. 78261 Strand " - 

Start 5252 End 6393 

Name OJ991119_05 . 0207 . 018 . o2 . np Method AAT/NAP 

Start 5167 End 6393 

GI 6862923 Score 332 
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Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5167. .6393 

(AC018907) unknown protein [Arabidopsis thaliana] 



38070 
78261 
5252 

OJ991119_05.0207.C18.o3.gs 

5252 

none 

5252. .6331 



Seq. ID OJ991119_05. 0207. CIS 
Strand 

End 6393 

Method GENSCAN 

End 6331 

Score .88 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name , _ 
Start 
GI 

Exons 



38070 
78262 
6768 

OJ991119_05.0207.C18 .ol. tm 

5279 

none 



Seq. ID OJ991119_05.0207.C18 
Strand 

End 11675 

Method TBLASTX : Maize 

End 5855 

Score 73 



5279. .5491, 5304. .5471, 5588. .5854, 5604. .5855 



38070 
78262 

j:67 68. 

. ..Oj:99ljr9__.Q5 .02.0.7 ..Ql.a...o,i.. t s . 
52"79 
none 



Seq. ID OJ991119_05.0207.C18 
Strand 

::ETid_^,::__11675:__,^._ - - - . -- 

_.Me,th,od., TBLASTX :.S,oybea,n_ . 

End ■ 5855 • 

Score 77 



5279,. 5491, 5298.. 5486, 5600.. 5854, 5607.. 5855 



Seq. No. 38070 

Gene No. 78262 

Start 6768 

Name OJ991119_05 . 0207 . C18 . ol . tc 

Start 5606 

GI none 

Exons 5606.. 5854, 5697.. 5855 



Seq. ID OJ991119_05.0207.C18 
Strand 

End 11675 

Method TBLASTX : Cress 

End 5855 

Score 98 



Seq. No. 38070 
Gene No. - 78262 

Start 6768 

•Name OJ991119_05 . 0207 . C18 . o4 . gs 

Start 6768 

GI none 
Exons, 



Seq. ID OJ991119_05'.0207.C18 
Strand 

End 11675 

Method GENSCAN 

End 10469 

Score .78 



6.768. .6953, 7033. .7131, 7226. .7298, 7383 .. 74 93, . 7590 . ,77 63 , 
78-73. V 8045', ' 8 124 . '.■8352 , 8474'; .8559';'' 8561. ; 8706, ' 8832"; r897'3',- 
9048".. 9167, 9213: .9378, 9736. .16115, ' 10134 104 69^ ' ' ' ' 



Seq; No.. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 



. 38070 ■- ' *' '.-Seq. ID OJ991 11 9_05 .0207 . C18 

78262 Strand . - 

6768 * End 11675 

OJ991119_05.0207.C18.o3.np Method AAT/NAP 
6786 End 10484 

4680204 Score 1021 

6786. .6923, 7274. .7493, 7590. .7763, 7873. .8973, 9048. .10484 
(AF114171) hypothetical protein [Sorghum bicolor] 



38070 
78262 
6768 



Seq. ID OJ991119_05.0207.C18 
Strand 

End 11675 
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N3Itl6 


OJ991119 05 . 0207 .C18 . o2 . 


tw 


Method 


TBLASTX: Wheat 




7424 ~ 




End 


7931 




none 




Score 


68 




7424.. 74 95, 7595.. 7777, 


7602 . 


.7727, 7866.. 7931 


Seq. No. 


38070 




Seq. ID 


OJ991119_05.0207.C18 


Gene No. 


78262 




Strand 




Start 


6768 




End 


11675 


N3itie 


OJ991119 05 . 0207 .C18 . o6 , 


np 


Method 


AAT/NAP 


Start 


8840 




End 


10484 


GI 


4 680204 




Score 


763 




8840 8973 9048 10484 








C^J Dp s ct 1 d 

\J ^ J-y ^ ^ ki/ * 


(AF114171) hypothetical 


protein [Sorghum bicolor] 


Qprr Mo 


38070 




Seq. ID 


OJ991119_05. 0207. CIS 


Gene No. 


78262 




Strand 




Start 


6768 




End 


11675 


Name 


OJ991119 05 . 0207 .C18 . ol . 


tw 


Method 


TBLASTX: Wheat 


Start 


9438 ~ 




End 


9841 


GI 


none 




Score 


42 


F' von ^ 


9438 9533 9438 9608. 


9571. 


.9738, 9603.. 9839, 9690.. 9839, 





9701 9841. 9731 9841 








<J ^ * W * 


38070" 




Seq. ID 


'OJ991119_05. 0'207Vci8 


Gene No. 


78262 




Strand 




Start 


6768 




End 


11675 


Name 


OJ991119 05.0207.C18.o5. 


np 


Method 


AAT/NAP 


Start 


9987 




End 


11675 


GI 


3845248 




Score 


89 


P von ^ 


9987. .10033, 11388. .11675 






ox L^co^J — ^r*^ * 


{AE001410) hypothetical 


protein [Plasmodium falciparum] 


Sea No 


38070 




Seq. ID 


OJ991119_05. 0207. CIS 


Gene No. 


78262 




Strand 




Start 


6768 




End 


11675 


Name 


OJ991119 05.0207,C18.o4. 


gp 


Method 


AAT/GAP 


Start 


11276 




End 


11376 




LIB3477-003-P1-K1-E9 




Score 


161 


P von ^ 


11276.. 11376 








(IT np^pTin 

W -L. L^" \^ O ^. ' ^ * 


*24 9858 6/sp|Q40638 IMPOl 


ORYSA 


2.0e-24 


MAJOR POLLEN ALLERGEN ORY 


S 1 PRECURSOR (ORY S I) 


>gi_1173557 (U31771) Ory s 1 [Oryza 


, . . " . 


sativa] ' 








Cpri No* 


- 38071'- ■ " 




Seq. ID 


"OJ991119" 05.*0207'.C19 ~ " 


No ^ 






''StfaYixi*"''' 




Start . 1. 


868-- ■ 




End ' 


1285 ■■ ■ ' : . 


Name - 


. . OJ991119 05.0207.C19.o4'. 


gp 


Method 


AAT/GAP . . 


Start 


868 




End 


1285 


GI 


LIB34 31-028-P1-N1-A10 




Score 


828 


R V o n ^ 


868.. 1285 








GI Descrip. 


M680203/gb|AAD27566.1|AF114171 7 3.0e 


-33 (AF114171) TNP2-like 




protein [Sorghum bicolor] * 






Seq. No. 


38071 




Seq. ID 


OJ991119_05.0207.C19 


Gene No. 


78264 




Strand 




Start 


8 




End 


1989 


Name 


OJ991119 05.0207.C19.ol. 


gp 


Method 


AAT/GAP 



37742 




start 8 End 1989 

GI 342_1.R1084 Score 3048 

Exons 8. .514, 624. .721, 804. ,823, 859. .1989 

GI Descrip. ' 4574406/gb | AAD24042 . 1 1 O.Oe+00 (AF121139) RIM2 protein [Oryza 
sativa] ' 

Seq. No. 38071 Seq. ID OJ991119_05 . 0207 . C19 

Gene No. 78264 Strand 

Start 8 End 1989 

Name OJ991119_05 . 0207 . C19 . o6 . gp Method AAT/GAP 

Start 142 End 1^989 

GI 342_1.R1084 Score 2819 

Exons 142. .514, 624. .721, 804. .823, 859. .1989 

GI Descrip. M 574 4 06/gb | AAD24 042 . 1 | O.Oe+00 (AF121139) RIM2 protein [Oryza 
sativa] ' 

Seq. No. 38071 Seq. ID OJ991119_05 . 0207 . C19 

Gene No. 78264 Strand 

Start 8 End 1989 

Name OJ991119_05 . 0207 . C19 . o5 . gp Method AAT/GAP 

Start ' 144 End 1989 

GI_:__ , ,342^1 .;R1084 . _Score.„ . 2815,.,.,. . 

.Exons _ .,1.4,4 ....51.4,.. 624... . ..721 ..80,4 . .Jia,. .859. .19.89. , 

GI Descrip. M'574406/gb | AAD24042 . 1 | O.Oe+00 {AF121139) RIM2 protein [Oryza 
sativa] ' 

Seq. No. 38071 Seq. ID OJ991119_05 . 0207 . C19 

Gene No. 78264 Strand 

Start 8 End 1989 

Name OJ991119_05 . 0207 . C19 . ol . np Method AAT/NAP 

Start 925 End 1903 

GI 4680203 Score 960 

Exons 925.. 1903 

GI Descrip. (AF114171) TNP2-li)ce protein [Sorghum bicolor] 

Seq. No. 38071 Seq. ID OJ991119_05 . 0207 . C19 

Gene No. 78264 Strand 

Start 8 • End ' 1989 

Name OJ9911 19_05 . 0207 . C19 . bl . gs Method GENSCAN 

Start 931 End 1962 

GI none Score .56 

Exons - . , 931 . .1962 . . ..^ _ . . 



Seq. No. 38071 ^ /' _ ' _ , _ J - Seq. ID" .OJ99_1119_0^5'.d207._;^C19 

^'Ge ne- 'No 7^ —^^^7^3 2:^4^ — ^^^^ — ^^^-^ - ■ — ^ - ^ ^-g tf a nd^''' - • -^-r:- ■ 

Start - - ... 8 / End^ 1989 ' 

Name..."- . OJ991 1 19_05 . 0207 . Cl'9 . ol . tw Method . TBLASTX : Wheat 
Start 97 9 End 198 9 

GI ' none Score' 52 

Exons 979. .1071, 980. .1045, 1060. .1140, 1077. .1148, 1145. .1225, 

1153. .1293, 1154. .1294, 1241. .1336, 1273. .1332, 1339. .1383, 
1344. .1379, 1378. .1989, 1393. .1710, 1667..1987, 1807. .1989 

Seq. No. 38071 Seq. ID OJ991119_05 . 0207 . C19 

Gene No. 78264 Strand 

Start 8 End 1989 

Name OJ991119 05 . 0207 . C19 . ol . tc Method TBLASTX : Cress 



37743 



start 
GI 

Exons 



1561 End 1989 

none Score 82 

1561. .1710, 1561. .1989, 1667. .1987, 1807. .1989 



Seq. No. 38072 

Gene No. 78265 

Start 1 

Name OJ991119_05 . 0207 . C23 . ol . np 

Start 1 

GI 6862923 

Exons 1 . . 306 

GI Descrip. {AC018907) unknown protein [Arabidopsis thaiiana] 



Seq. ID OJ991119_05.0207.C23 

Strand + 

End 306 

Method AAT/NAP 

End 306 

Score 207 



beq. iNo . 


•D Q A "7 O 




beq. lu 


uuyyiixy uo.uzu/. 


bzo 


Gene No . 


-7 Q o c; 

/ 0 ^ bo 




b rrana 


+ 




b tar t 


i. 




hina 


"5 n 
oU b 




Name 


OJ991119 05.0207.C23.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


37 




End 


288 




bl 


none 




Score 


0 1 /I 

Z XH 




Exons 


J/..^:oo, ^ z., , Z / Z 










__Seq^.„ No 


Q 0 m 0 ■ 

; JpU „ ...^ 




c ^ T r\ 

. , . pjs q . . ^ 1 U 


u J y y.i,ijL y y o^.^uxyj^^. 




Gene. ^No.. 






_ , . S-t rand . 


+^ ^ ^ _____ ^ 




Start 


1 




bna 


f\ 




Name 


OJ991119 05.0207.C23.ol 


. ts 


Method 


TBLASTX: Soybean- 




Start 


37 




End 


288 






none 




Score 


one 
z U b 




Exons 


0 Q Q AO 0 A 0 










beq. NO. 


Jo u / z 




.beq. Lu 


ujyyiiiy uo.uzu/. 


bzo 


bene No. 


T Q 0 C c; 
/OZ DO 




b trana 






btart 


1 




hna 


T n c 
oU b 




Name 


ujyyiiiy uo . uzu / . bz j . oi 


gs 


Method 


bbNbbAN 




Start 


88 




End 


225 




GI 


none 




Score 


.41 




Exons 


88. .225 










Seq. No. 


38073 




Seq. ID 


ojyyiiiy uo.0207. 


C24 


Gene No. 


78266 




Strand 


+ 




Start 


41 




End 


1506 




Name 


OJ991119 05.0207.C24.ol 


gs 


Method 


GENSCAN 




. Start - ■ 


.41- . . . . - . ■ 




End . 


1486. 






"none' ------- ^ - ' - 




Score ' 


. ^4 ■ " . ^ . .: 




Exons " " . 


41; .141, 769. . 943; .970. 


^14 8 


6 * ' ■ ■ ■ • 






Seq. No. 


38073 ■ ^' 




Seq. ID' ' 


OJ991119_0•5.0207. 


'C24- 


Gene No .. . 


78266 , , ] . : 




.Strand . 


+ 




■ Start 


41 




' End 


1506 




Name 


OJ991119 05.0207.C24.ol, 


np 


Method 


AAT/NAP 




Start 


708 




End 


1506 




GI 


6862923 




Score 


332 




Exons 


708. .1506 










GI Descrip. 


(AC018'907) unknown protein 


[Arabidopsis 


thaiiana] 




Seq. No. 


38073 




Seq. ID 


OJ991119_05.0207. 


C24 


Gene No. 


78266 




Strand 






Start 


41 




End 


1506 





37744 






OJ991119 05.0207.C24.ol. 


tm 




TBLASTX- Maize 




719 




End 


1481 




none 




Score 


72 


von Q 
III Avji io 


719. .925, 1213. .1473, 1278. 


. 1481 




Seq. No. 


38073 




Seq. ID 


OJ991119_05.0207.C24 


Gene No. 


78266 




Strand 


+ 


O L. O J. L. 


41 




End 


1506 




OJ991119 05.0207.C24.ol. 


ts 


Mpi" hod 


TBLASTX • Sovbpsn 


o u d i. u 


1212 




End 


1473 




none 




Score 


237 




1212. .1445, 1213. .1473 








Seq. No. 


38073 




Seq. ID 


OJ991119_05.0207.C24 


Gene No. 


78266 




Strand 


+ 


o I- d i. u 


41 




End 


1506 


Nsme 


OJ991119 05.0207.C24.ol. 


tc 


Method 


TBLASTX 'Cress 




1216 




End 


1475 




none 




Score 


232 


F* von ^ 


1216. . 1473, 1222. . 1371, 


1281. .1475 






3 8^0 7 4 , y^-^ 




Seq.^,_J„Il. 




.jS.ene .No,....., 


^.J8.Z6J.. , 




, Strand , 


7 .... „ . 


Start 


1 




End 


848 


Name 


OJ991119 05.0207.C25.ol. 


np 


Method 


AAT/NAP 


O 1- di. i_ 


1 




End 


848 




6862923 




Score 


142 


F vnn Q 


1..239, 744. .848 










(AC018907) unknown protein 


[Arabidopsis thaliana] 


Seq. No. 


38075 




Seq. ID 


OJ991119_05.0207.C26 


Gene No. 


78268 




Strand 




Start 


453 




End 


1511 


Name 


OJ991119 05.0207.C26.ol. 


gs 


Method 


GENSCAN 


O L dl. L. 


453 




End 


1511 




none 




Score 


.53 


F vnn Q 


453^. .561, 1400. .1511 








Oorr Kin 


38075 




Seq. ID 


OJ991119_05.0207.C26 


flpnp No 


78268 




Strand 




Start 


453 




End 


1511 


Name 


OJ991119 0.5. -0207. C26.01. 


gp 


. Method. 


AAT/GAP ' 


Start ■ " 


504 ■ ^ ' ■ ' : 




End • 


1511 




LIB34 7 4-004-P1-K1-B9 




Score 


288- ' - 


P vn n Q ' 


^ "5^04. ^ 5 61,- I40t):\r5ll'' ' 










' '5852l8'2/emb|CAB55420.r| 


9^ 


Oe-13 {AL117265) zhb0012". 1 [Oryza 




sativa] V - . . 










38076 




Seq. ID 


OJ991119_05.0207.C27 


Gene No . 


78269 




Strand 


+ 


Start 


1 




End 


1903 


Name 


OJ991119 05.0207.C27.ol. 


np 


Method 


AAT/NAP 


Start 


1 




End 


1897 ■ 


GI 


.4680501 




Score 


293 


Exons 


1..24, 1343. .1897 








GI Descrip. 


(AF119222) hypothetical 


protein [Oryza 


sativa] 



37745 



Seq. No. 38076 Seq. ID 

Gene No. 78269 Strand 

Start 1 End 

Name OJ991119_05 . 0207 . C27 . ol . gs Method 

Start 1151 End 

GI none Score 

Exons ■ 1151.. 1424, 1459.. 1903 



OJ991119_05.0207.C27 
+ 

1903 
GENSCAN 
1903 
.82 



Seq. No. 38076 
Gene No. 78270 
Start 2903 

Name OJ991119_05 . 0207 . C27 . ol . tm 

Start 1216 
GI none 

Exons 1216.. 1326, 1375.. 1584, 1379, 

3225. .3443, 3251. .3433, 3765. 
8695.. 8868, 8699.. 8872, 8960. 
10685. .10810, 10756. .10809 



Seq. ID OJ991119_05.0207.C27 

Strand + 

End 11044 

Method TBLASTX : Maize 

End 10810 

Score 8'4 

.1573, 1628. .1897, 1720. .1878, 
.3836, 3870. .3944, 3996.. 4238, 
.9166, 10405. .10671, 104 06 .. 10669, 



Seq. No. 
Gene No. 
_Sta_rt_,.;, 
Name., 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



38076 
78270 

2 9 0 3l,„_ , ^, . 

OJ99lil9^05 . 0207,..C27..,oi ..ts 
1378 



Seq. ID 
Strand 
^: End „, 

_ ..Metho.d. , 

End 
Score 

1575, 1379. .1573, 1628. .1897, 3765. .3836, 3873. .3944, 
4238, 8687. .8872, 8695. .8865, 8960. .9166, 104 14 .. 10662 , 
.10669, 10685. .10810, 10741. .10809 



none 
1378. . 
3978. . 
10496. 

38076 
78270 
2903 

OJ991119_05.0207.C27.ol.tc 

1381 

none 



OJ991119_05.02p7,C27 

+ . 

, 11J044,_ ^ 

TBLASTX: Soybean , _ 

10810 

190 



Seq. ID OJ991119_05.0207.C27 



Strand 
End 

Method 

End 

Score 



+ 

11044 

TBLASTX: Cress 

10669 

188 



1381. .1473, 1382. .1573, 3690. .3758, 3765. .3836, 3870. .3944, 
8663. .8866, 8680. .8853, 10405 10662, 10406. .10669 



Seq. No. 
Gene No. 
Start 
Name . 
■Start ■ ■ 
GI_' I 
Exons'* 
GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



38076 
78270 
2903 

OJ991119_05.0207.C27.o2.np 
2903 • • 

2642158' 



Seq. ID OJ991119 05.0207.C27 



Strand 
End 

Method 
End ' • 
Score 



+ 

11044 
AAT/NAP 

103 55- ' - 
379 



"290'3VV2W6, ' 32:20^ ^3515 7' ?6^6 V ; 3'74 6; '8^655 r79T667 'TQJTl':'. lOSSS: 
(AC003000) hypothetical protein [Arabidopsis "thaliana] 



38076 .Seq. ID 

78270 Strand 

2903 " End 

OJ991119_05 . 0207 . C27 . o3 . np Method 

9016 End 

6862923 Score 
9016. .9088, 9963.-. 11044 

(AC018907) unknown protein [Arabidopsis thaliana] 



OJ991119_05.0207.C27 
+ 

11044 
AAT/NAP 
11044 
317 



Seq. No. 



38077 



Seq. ID OJ991109_04.0207.C1 



37746 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



78271 Strand 

136 End 5121 

OJ9911.09_04 . 0207 . CI . ol . np Method AAT/NAP 

136 End 3440 

6907089 Score 4104 

136. .2080, 2180. .3440 

{AP001129) hypothetical protein [Oryza sativa] 



38077 Seq. ID 

78271 Strand 

136 End 

OJ991109_04 .0207 .Cl.ol.gs Method 

256 End 

none , Score 

256. .2080^ 2180. .2289, 2538. .3440 



OJ991109_04.0207.C1 

5121 
GENSCAN 
3440 
.49 



Seq. No. 
Gene No. 
Start 
Name 
Start 

..GI 

..Expna.,.. . ; 
GI Descrip. 



38077 Seq. ID OJ991109_04 . 0207 . CI 

78271. Strand 

136 End 5121 

OJ991109_04.0207.Cl.o2.np Method AAT/NAF 

2675 End 5121 

..5922.623 , _ . Score. 26:9.. .„ ■ 

.2675. .2.69.6\,. 4282. .4.357, 4525.. 4683., '.5.041 .. 5121 . . /Z,^..^. 
(AP000492) hypothetical protein [Oryza sativa] 
gi I 6016856 Idbj I B7\A85199. 1 1 (AP000570) hypothetical protein 
[Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



38078 
78272 
2101 

OJ99il0 9_04 .0207 .C2.ol.np 



Seq. ID OJ991109_04 .0207.C2 

Strand + 

End 5906 

Method AAT/NAP 

End 5906 

Score 5989 



2101 
6630696 
2101. .5906 

(AP000969) ESTs D22114 (C10364 ) , AU076106 {E20423) correspond to a 
region of the predicted gene.; Similar to retrovirus-related pol 
polyprotein from transposon Tnt 1-94. (P10978) [Oryza sativa] 



Seq. No. 38078 Seq. ID 

Gene No. 78272 Strand 

Start 2101 End 

Name OJ991109_04 . 0207 . C2 . ol . gs • Method- 

•Start ■ . . ; ■ '2249. *. - ^' - ' ■ • End / - 

GI ^ ' none . ' . Score 



OJ991109_04.0207.C2 
+ 

5906 
GENSCAN 

3108 - * • ~ 
.84 



Seq. No.. . 38078 
Gene No. 78273 
Start • 16466 

Name OJ991109_04 . 0207 . C2 . o5 . gs 

Start 16466 
GI none 
Exons 16466. . 16513, 

20526. .20697, 

22248. .22680, 

24053. .24490 



17041. .17170, 
21053. .21400, 
22724 . .22945, 



/Seq. ID OJ991109_04.0207. 

Strand + 

End 24490 

Method GENSCAN ' 

End 24490 

Score .58 
20052. .20117, 20273. .20396, 
21416. .2195 6, 2204 5. .22225,- 
23048. .23339, 23553 .. 2377 6, 



C2 



37747 








O 0 u / o 


Seq. ID 


OJ991109_04 .0207.C2 




Gene No. 


78274 


Strand 






Start 


8064 


End 


10878 




Nsme 




Method 


GENSCAN 




O La J- U 


0 U D 4 


End 


10878 






none 


Score 


.65 




Exons 


ffn*^d fi9n^ ft^97 R7Q9 fiQ'^R 


..9110, 9574. .9653, 9982. .10020 






1040"^ 10449 inifiQ infl7fi 








Q o Kl 
O c . IN (J , 


0 0 u / 0 


Seq. ID 


OJ991109_04 .0207.C2 




Gene No. 


78275 


Strand 






Start 


12506 


End 


15249 




Naine 


OJ991109 04.0207.C2.o2.np 


Method 


AAT/NAP 






12492 


End 


15249 






1171577 


Score 


726 • 






12492. ,13202, 13266 .. 134 98 , 


14767. .15249 






(X95343) hypersensitivity-related gene 


[Nicotiana tabacum] 




Seq. No. 


38078 


Seq. ID 


OJ991109_04 .0207.C2 




Gene No. 


78275 


Strand 






q-f- -a -r-h 


12506 


End 


15249 




Nartie^ / , 


-OJ991109 04.0207.C2.o4.gs- 


Method, . , 


,PENSCAN,i _ „ ^ 






, .12506. L .... „ , . . 


End- 


.152.3.1. : . 




PT 


none 


Score 


.95 


%J 


Exons 


12506. .13498, 14767. .15231 








o e q . IN o . 


38078 


Seq. ID* 


OJ991109_04 .0207.C2 


3 U 


Gene No . 


78276 


Strand 




f ^ 


Start 


25304 


End 


28417 




Name 


OJ991109 04.0207.C2.o6.tw 


Method 


TBLASTX: Wheat 




Start 


2017 


End 


2393 




GI 


none 


Score 


96 




Exons 


2017. .2127, 2107. .2244, 2255 


..2392, 2257. .2373, 2261. .2392, 






2265. .2393 







Seq. No. 


38078 








Seq. ID 


OJ991109_04.0207 


.C2 


Gene No. 


78276 








Strand 






Start 


25304 








End 


28417 




Name 


OJ991109 04 


.0207. 


C2.08. 


tm 


Method 


TBLASTX: Maize 




Start 


2257 








End 


2452 




GI 


none 








Score 


229 




Exons 


2257. .2373, 


2258. 


.2452, 


2258". 


.2449 ■ 






Seq. No. 


38078 








•Seq., ID 


OJ991109_04.b207 


.C2 


■"Gene "No". ' 










"Strand"'.'' 






Start 


25304 ■ *. ■ 








End 


28417 




Name 


OJ991109 04 


.0207. 


C2.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


2936 








End 


3343 




GI 


none 








Score 


333 




Exons 


2936. .3286, 


2959. 


.3231, 


2960. 


.3247, 32^ 


8. .3343 




Seq. No. 


38078 








Seq. ID 


OJ991109_04.0207 


.C2 


Gene No. 


78276 








Strand 






Start 


25304 








.End 


28417 




Name 


OJ991109 04 


.0207. 


C2.07. 


tm 


Method 


TBLASTX: Maize 




Start 


3461 








End 


3874 




GI 


none 








Score 


254 





37748 






3461 3874 


3712 


3801 










Seq. No. 


38078 


- 






Seq. ID 


OJ991109_04.0207. 


C2 


Gene No. 


78276 








Strand 






Q-h ;:5 -rt- 
o Ldl. L. 


25304 








End 


28417 




NsLine 


OJ991109 04 


. 0207 


.C2 .o9. 


tw 


Method 


TBLASTX: Wheat 






3538 ~ 

•J ^ •J o 








End 


3730 














Score 


247 




o Awl lo 


3S38 3729 


3539 


. .3730 










Seq. No. 


38078 








Seq. ID 


OJ991109__04.0207. 


C2 


Gene No. 


78276 








Strand 






O L. d J. u 


25304 








End 


28417 




Nsme 


O.TQQI 1 HQ 04 

V-/U _/ -7 X X U VJ 1 


0907 








TBLASTX : Soybean 
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Method 


TBLASTX: Cress 




O t clX L 


4 snn ~ 

*i J VJ U 








End 


4751 




oX 


none 
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Seq. ID 
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Gene No. 
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Strand 






Start 


25304 








End 


28417 




Name 


OJ991109 04 


.0207 


.C2.04. 


tw 


Method 


TBLASTX: Wheat 




Start 


4542 








End 


5294 





37749 



GI none Score 278 

Exons 4542. .4886, 4559. .4723, 4796. .4837, 4881. .5087, 4928. .4981, 

5100. .5216, 5241. .5294 
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CO r\A 
. V^Z . 04 . 
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Score 
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Seq. ID 
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28417 
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Method 


TBLASTX: Maize 


Start 
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End 


5439 


GI 
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Score 


287 


Exons 
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R4 "^T 


3 1 y / . 
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Seq, ID 
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^Gene _No . 
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Strand; _ 
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0 on /) 
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Method 
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Start 
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End 
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GI 
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Score 
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Seq. ID 
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Strand 
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no r\0 
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Method 


TBLASTX: Wheat 


bt art 


R 9 Q c; 

oz y 0 








End 
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none 








Score 
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Exons 


5295. .5369, 


5300 


. .5368, 


5384. 


.5770, 5391. .5765 


Seq. No. 


38078 








Seq. ID 


OJ991109_04.0207.C2 


Gene No. 


78276' 








Strand 




Start 


25304 








End 


28417 • 


Name 


OJ991109 04 


.0207 


.02. oil 


.tw 


Method 


TBLASTX: Wheat 


Start 


6255 








End 


6581 


GI 


none 








. Score 


83 , ■ • 


Exons ■ 


-6255. ;'6-350, 


6256 


. ;6351, 


■62-81. 


V6352, 6352-.-: 642-9;*-'-635^': v^6422 




6355. .6429, 


6416 


. . 6529, 


- 6428. 


.6541, 6438. .6545,; 6537: .6581 



•Seq: No... * -38078 - 
Gene No. . . 78276' 
Start 25304 

Name OJ991109_04 . 0207 . C2 . o5 . ts 

Start 12527 
GI none 
Exons 



Seq. ' ID OJ991109_04-.0207..C2. 
Strand - . .... • . . 
End 

Method 
End 
Score 



28417 

TBLASTX: Soybean 

13171 

147 



12527. .12733, 12812. .1297 6, 1297 4. .13171 



Seq. No. 38078 Seq. ID 

Gene No. 78276 Strand 

Start 25304 End 

Name OJ991109 04 . 0207 . C2 . o9 . tm Method 



OJ991109_04.0207.C2 
28417 

TBLASTX: Maize 



37750 



start 12842 End 14955 

GI none Score 103 

Exons 12842. .12973, 12998 .. 1314 1, 13129 .. 13185, 13298 .. 134 98 , 

13347. .13496, 14869. .14955 



Seq. No, 38078 Seq. ID 

Gene No, 78276 Strand 

Start 25304 . End 

Name OJ991109_04 . 0207 . C2 . o2 . ts Method 

Start 13412 End 

GI none Score 
Exons 



OJ991109_04 .0207.C2 
28417 

TBLASTX ; Soybean 
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13412,-13498, 14761 14952, 14 968 ,, 15006, 15088. .15225 



Seq. No. 38078 

Gene No. 78276 

Start 25304 

Name OJ991109_04 . 0207 . C2 . o3 . np 

Start 25119 

GI 4206306 

Exons 25119. .28417 

GI Descrip. (AF049110) prpol [Zea mays] 



Seq. ID 


OJ991109_04 .0207 


Strand 




End 


28417 


Method 
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End 


28417 
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Name OJ991109_04 . 0207 . C2 . ol2 . tw 
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GI • none 
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Strand 
End 

Method 
End 
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start 27341 End 27724 
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Start 25304 End 28417 

Name OJ991109_04 . 0207 . C2 . o3 . tw Method TBLASTX : Wheat 

Start 27464 End 27883 

GI none Score 152 

Exons 27464. .27883, 274 65 .. 27 677 , 27467 27871, 27714.. 27881 

Seq. No. 38078 Seq. ID OJ991109_04 . 0207 . C2 
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. Name OJ991109_04 . 0207 . C2 . o3 . tm Method TBLASTX : Maize 

Start 27752 End 28101 

GI none Score 104 

Exons 27752. .27922, 27753 .. 27926, 27930 .. 28058 , 27 930 .. 28100 , 
27934. ,28101 

,Se.q,,..Nq. 3J,078^ :„„.,^Seq.^,J^P..,^;OJ991JJD9JD4^^^^^ 

. Gene... No. ^ J8 2.7.6 . , , _ . „. , atrand. r 

Start 25304 ' End 28417 

Name OJ991109_04 . 0207 . C2 . o7 . tw Method TBLASTX : Wheat 

Start 27884 End 28229 

GI none Score 4 9 

Exons 27884. .27922, 27885 .. 27 923, 27 910 .. 28080, 27 930 .. 28229, 
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Seq. No. 38079 Seq. ID OJ991109_04 . 0207 . 03 

Gene No. 78277 Strand + 

Start 9475 End 12399 

Name OJ991109_04 . 0207 . C3 . o2 . gs Method GENSCAN 

Start 9475 End 12292 

GI none Score . 9 

Exons 9475.. 10359, 10505 .. 10760, 10955 .. 11170, 11320 .. 11435, 
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Gene No. 78277 Strand + 

Start ' . 9475 End 12399 . _ 

Name"- ' - • •'OJ991109204 .-0207 vC3 ; o3 . np- " ■ Method - AAT/NAP * • " — - • 
Start^ ^ _ 9475 . ' _ " End .12399 _ 

'GI" ^ ' "6159"171'6':"' "~ Score ■' ^ 2484 ' ' : " " " 

Exons"'.:/ 9'4.75.-. 10382, 10573.:. 1Q73'4, 10817 .. 10-917, ."10985... 11170;.' 

;il248. . 11435, ..11510. .11610, 117 60 .'. 11875 , 11 94.9 .. 12.399 
GI Descrip.- (AP000.492) hypothetical protein [Qryza sativa] 

gil 6691717 I dbj i BAA89397.il (AP000570) hypothetical protein 
[Oryza sativa] 
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Gene No. 78278 Strand 

Start 2609 End . 2990 

Name OJ99110 9_04 . 0207 . C3 . ol . gp Method AAT/GAP 

Start 2609 End 2990 
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GI Descrip. ' 601 6845/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 ' 
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OJ991109_04.0207.C3 
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{AP001129) ESTs C72771 (E2215) , AU082313 (E2215) correspond to a 
region of the predicted gene.; hypothetical protein [Oryza 
sativa] 
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78280 




Strand 






Start 


12978 




End 


18782 




Name 


OJ991109 04. 0207. C3 
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Start 
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End 
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Method 


TBLASTX: Wheat 




Start 


9598 




End 


9885 




GI 


none 




Score 
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9598. .9885 










Seq. No. 
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Seq. ID 
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Gene No. 
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' Strand 






Start - 
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End 
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Name . 
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Method 
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Start""' 
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' ''End 
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Seq. No. 


38079 




Seq. ID 
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Gene No. 


78280 




Strand 






Start 


12978 




End 


18782 




Name 


OJ991109 04.0207.03 


. o4 . np 


Method 


AAT/NAP 




Start 


12730 




End 


18782 




GI 


5922631 




Score 


5416 




Exons 


12730. .15255, 15862 


. . 16788, 


16915. . 17065, 17108. .17362, 





18762. . 18782 

GI Descrip. (AP000492) ESTs 026347 (012145 ), AU078074 (012145 ) correspond to a 



37754 



region of the predicted gene.; similar to prpol; Zea mays 
retrotransposon Cinful-1. (AF049110) [Oryza sativa] 
gi I 6016864 I dbj IBAA85207.il {AP000570) ESTs 

C26347 (C12145) , AU078074 (C12145) correspond to a region of the 
predicted gene.; Similar to prpol; Zea mays retrotransposon 
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O C ^ • l^\J * 
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Seq. ID 


OJ991109_04.0207 




flpnp No 


78280 






Strand 






Start 


12978 






End 


18782 




Name 


OJ991109 04. 0207. C3. 


o4 , tm 


Method 


TBLASTX: Maize 




Start 


12745 






. End 


12998 




GI 


none 






Score 
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TT -V o n s 
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■ A. C. \J ^ ^ f 
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Q^n Mo 
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Seq. ID 


OJ991109__04.0207 
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Strand 








12978 






End 


18782 




IN a.iuc 


OJ991109 04. 0207. C3. 


o J . gs 


Method 
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Start 
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End 


17337 




GI 


none 






Score 


.56 
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— . 
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1 7 1 1 
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Seq. ID 


OJ991109_04.0207, 






78280 






Strand 






O L. d i. L. 


12978 






End 


18782 
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OJ991109 04. 0207. C3. 


o J • um 


Method 


TBLASTX: Maize 




Start 


13288 






End 
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GI 


none 






Score 
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13288. . 
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■ X J *4 W J , 
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Seq. ID 


OJ991109_04.0207, 




ftlpnp Nfo 


78280 






Strand 






Start 


12978 






End 


18782 




Name 


OJ991109 04. 0207. C3. 


oo . tw 


Method 


TBLASTX: Wheat 




Start 


13434 






End 


13819 




GI 


none 






Score 
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13434 . . 
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. X J u / o , 


13508. .13678, 13510. .13668, 






13661. . 


13819, 13662. 


. X O 0 X X 








^f^n No 


-. 38079 , 






Seq. ID 


OJ991109_0.4 .0207. 




Ylpnp ■ No 


7 8280 






- Strand - * 








12978 






End 


18782 




Name ' 


OJ991T09' 04. "0207". CJ. 


o 6 . t w - 


Method 


TBLASTX: Wheat ' 




Start : V . 


. 13-988 






End 


14278 




GI ' . 


none 






Score 


108 




Exons 


13988. . 


14278, 14103. 


.14270 








Seq. No. 


38079 






Seq. ID 


OJ991109_04.0207. 


C3 


Gene No. 


78280 






Strand 






Start 


• 12978 






End 


18782 




Name 


OJ991109 04. 0207. C3. 


o2.ts 


Method 


TBLASTX : Soybean 




Start 


14183 






End 


14569 




GI 


none 






Score 


105 




Exons 


14183. . 


14419, 14199. 


.14429, 


14465. .14569, 14466. .14561 





37755 



Seq. No. 38079 Seq. ID OJ991109_04 . 0207 . C3 

Gene No. 78280 Strand 

Start 12978 End 18782 

Name OJ991109_04 . 0207 . C3 . o4 . tw Method TBLASTX : Wheat 

Start 14279 End 14687 

GI none Score 112 

Exons 14279. . 14422, 14280 14 420, 14456 14686, 14 4 57 14 687 , 
14490. .14687 

Seq. No. 38079 Seq. ID OJ991 109_04 . 0207 . C3 

Gene No. 78280 Strand 

Start 12978 End 18782 

Name OJ991109_04 . 0207 . C3 . o7 . tw Method TBLASTX : Wheat 

Start 14696 End 15026 

GI none Score 92 

Exons 14696. .15022, 14835.. 15026 

Seq. No. 38079 Seq. ID OJ991109_04 . 0207 . C3 

Gene No. 78280 Strand 

Start 12978 , End 18782 

Name OJ991109_04 . 0207 . 03 . ol . ts ' Method TBLASTX : Soybean 

Start . ■ .^..1^ 82 9 J .„..End^ . 15226, ^ 

GI ■ . . none . .Score ..63 

Exons 14829". . 14999, 14 84 0 15226, 15036.. 15179 

Seq. No. 38079 Seq. ID OJ991109_04 . 0207 . 03 

Gene No. 78280 Strand 

Start 12978 End 18782 

Name OJ991109_04 . 0207 . 03 . o2 . tm Method TBLASTX : Maize 

Start 14948 End 15331 

GI none Score 166 

Exons 14948 .. 15331, 14949. .15293 

Seq. No. 38079 Seq. ID OJ99110 9_04 . 0207 . 03 

Gene No. 78280 Strand 

Start 12978 End 18782 

Name " OJ991109_04 . 0207 . 03 . o2 . tw Method TBLASTX : Wheat 

Start 15071 End 15490 

GI none Score 219 

Exons 15071, . 15490, 15072.. 15488 

Seq. No. .- 38079. . Seq.' ID OJ991109_04 . 0207 . 03 

Gene No'. ■ 78280 ^ " ' - Strand " " - • • - ' 

Start 12978 End 18782 

Name • ■OJ991109_^04 i 0207^ 03"; ol . tm . Method"* TBLASTX : Maize' ' 

Start. ..- 15.359. . ../End' . 15715 V . . 

GI , none . ' Score i99 ... 

Exons 15359. .15715, 15369.. 15674 

Seq. No. 38079 ' Seq. ID OJ991109_04 . 0207 . 03 

Gene No. 78280 Strand 

Start 12978 End 18782 

Name • OJ991109_04 . 0207 . 03 . o3 . ts Method TBLASTX : Soybean 

Start 15440 End 15805 

GI none Score 131 

Exons 15440. .15574, 15581.. 15805 



37756 





Seq. No. 


38079 




Seq. ID 


OJ991109_04.0207. 




Gene No. 


78280 




Strand 






O L. ox U 


12978 




End 


18782 






OJ991109 04.0207.C3.o8.tw 


Method 


TBLASTX: Wheat 






15490 




End 


15724 




O X 


none 




Score 


141 






15490. . 


15681,' 15491. .15724, 


15491. .15724 




O C ^ > LM (J . 


38079 




Seq. ID 


OJ991109_04.0207. 






78280 




Strand 






start 


12978 




End 


18782 




Name 


OJ991109 04.0207.C3.o5.np 


Method 


AAT/NAP 




Start 


18032 




End 


18204 




GI 


6063554 


Score 


97 




T<' von Q 


18032. . 


18204 








VJX i^CO^XX^* 


(AP000615) ESTs AU075609 (C63344 ) , C71850 {E04 64 ) , C98611 (EO 






correspond to a region of the predicted gene.; hypotheti 






proteir 


I [Oryza sativa] 








Seq. No. 


38080 




Seq. ID 


OJ9911.09_04.0207. 




Gene No. 


78281 




Strand 


+ 


— ' 


■ Start 


324 




_.,End_^,_._ 


,1348.. ^ ^ 




. ^ IN ctlittr .... . . 


OJ991.109 04...,0207.,C4..ol,.gs 


.. . Method 


GENSCAN. _ . 




O i_ d X u 


324 




End 


1348 




ox 


none 




Score 


.98 


fn 


P von C3 


324. .907, 938. .1079, 1223.. 


1348 






Seq. No. 


38080 




Seq. ID 


OJ991109_04.0207. 


[3 


Gene No. 


78282 




Strand 


+ 




o c dx u 


10745 




End 


13225 ' 




LNdltlC 


OJ991109 04.0207.C4.ol.gp 


Method 


AAT/GAP 




o i_ d X u 


10745 




End 


13225 




O X 


none 




Score 


941 


5 


R von Q 


10745. . 


10915, 11691. .11777, 


12979. .13225 




Qc^n "Wo 


38080 




Seq. ID 


OJ991109__04.0207. 




f^cin^ TJo 


78283 




Strand 


+ 




o u dx i_ 


20354 




End 


29392 




iM diuc 


OJ991109 04.0207.C4.o3.gs 


Method 


GENSCAN 


f ^ 


Start 


20354 




End 


29392 


O 


GI 


none 




Score 


.75 




R von 


. 20354 . . 


20382; 20473. .22467, 


22789. .23094, 23171 . .-23267 , . 






23349/. 


24022, ^24079;. 24140, 


'24170'. :2437 


8, 24457. •.24601, * 






24689. . 


24957, 25034 . .25237, 


25312. .254C 


4, 25481. .25579, 


— 


-- ■ - 


"'25653'. . 


26009," 26121*: :262767 


'2 64 '3 9 . . 2'6'6 75 , ' 27 7 67 2-7 9 1 0 7 






. . 29240. . 


29392 ... 








9<=io No 


38080 




Seq. ID 


OJ991109_04.0207. 




Gene No. 


78283 




Strand 


+ 




Start 


20354 




End 


29392 




Name 


OJ991109 04.0207.C4.o3.np 


Method 


AAT/NAP 




Start 


20434 




End 


22918 




GI 


5911167 




Score 


1636 




Exons 


20434 . . 


22700, 22789.. 22918 








GI Descrip. 


(AF136221) putative transposase protein 


[Zea mays] 




Seq. No. 


38080 




Seq. ID 


OJ991109_04.0207.( 



37757 




Gene No. 


78283 


Strand 


+ 




Start 


20354 


End 


29392 






OJ991109 04.0207.C4.o4.np 


Method 


AAT/NAP 




O L. d J. L. 


23151 


End 


25183 






5732031 


Score 


254 




IT von Q 


23151. .23270, 2334 9 .. 2387 6, 


25124. .25183 






(AF147260) No definition line found [Arabidopsis thaliana] 


Seq. No. 


38080 


Seq. ID 


OJ991109 


_04 .0207.04 


Gene No. 


/ o ^ o o 


Strand 


+ 




o i_ d i- u 


20354 


End 


29392 






OJ991109 04.0207.C4.o2.gp 


Method 


AAT/GAP 




C-l- a >-1- 
O L dl. L 


24159 


End 


24731 




O J. 


none 


Score 


705 




IT v <^ n <^ 


24159. .24378, 24457 .. 24601, 


24692. .24731 




Seq. No. 


38080 


Seq. ID 


OJ991109 


_04.0207.C4 


Gene No. 


78283 


Strand 


+ 




O L. d i. u 


20354 


End 


29392 




Nsme 


O.TQQI T DQ 04 0907 Cd rrn 


Method 


AAT/GAP 




O L d X l_ 


25835 


End 


264 63 




CrT 


none — . - 


. , Score.,... 


JZ35.,::„_, 




^•^yilo. ^ , . 


. . 25.835.-. 2.aQ 09.,. .2.6121...,.2 63.4.1 , 


..2 6.4.3.9, ..26.4 63 /, 


. 




38080 


Seq. ID 


OJ991109 


_04 .0207.04 




78284 


Strand 






Start 


916 


End 


21259 




Name 


OJ991109 04.0207.C4:o2.np 


Method 


AAT/NAP 






916 


End 


21259 






5042463 


Score 


288 






916.. 1025, 2309.. 2451, 6206 


..6327, 6373.. 6509, 


7209. .7423, 




15196. . 15292, 1834 8. . 18403, 


21197. .21259 






(AC007789) unknown protein 


[Oryza sativa] 






38080 


Seq. ID 


OJ991109 


_04 .0207.04 




78284 


Strand 






O U d X L 


916 


End 


21259 




Name 


OJ991109 04,0207.C4.o2.gs 


Method 


GENSCAN 




Start 


1571 


End 


19628 




GI 


none 


Score 


.63 






1571. .2619, 2724. .3019, 4716. .4899, 5331. .5437, 


(CO /I 

OZ ID. . DOZ / , 




7514 . .7619) ' 7 951. .8072, . 8 64, 


B. .8845, 10588. -.1068 


7', 10740.. 11 




11092. -. 11221, 11719. ; 11814> 


1-4 694. .1-4 954, "15-72 9 


. . 1604l'v ■ - 




16065. .16248, 16407. .16516, 


17355. . 17531, 17939 


. .18074, - 




19165 \\ 19211]' ISA 3.0' . : 1 96'2 8 










38080 .. . 


Seq. ' ID 


OJ,991109 


_04 i0207.O4 


Gene No. 


78284 


Strand ■ 






St^rt 


916 


End 


21259 




Name 


OJ991109 04.0207.C4.ol.np 


Method 


AAT/NAP 




q-h -a -rf- 

O UdX L 


1600 


End 


3063 




GI 


5902444 


Score 


1884 




Exons • 


1600.. 3063 








GI Descrip. 


{AB030283) GAG-POL precursor [Oryza sativa] 




Seq. No. 


38080 


Seq. ID 


OJ991109_ 


_04.0207.O4 


Gene No. 


78285 


Strand 







37758 





Start 


28394 






End 


32610 








Name 


OJ991109 04. 0207. C4 


. o4 . gp 




Method 


AAT/GAP 








O L. Ct i. U 


28394 . 






End 


29027 










uC-osf Icypll5g07al 






Score 


794 










28394. .28649, 28731 


. .28817, 


2i 


3905. .29027 










'14 02878/emb|CAA66809| 6.0e- 


-11 (X98130) 


\ unknown 


[Arabidopsis 






thalianal * 
















O • IN • 


38080 
\j \/ \j \j 






Seq. ID 


OJ991109 


04 . 0207 


. C4 






78285 






Strand 










Start 


28394 






End 


32610 








Name 


OJ991109 04. 0207. C4 


. o5 . np 




Method 


AAT/NAP 








Start 


28599 






End 


32579 








GI 


5668808 






Score 


886 








T?von 


28599. .28649, 28731 


. .28822, 


2i 


3910. .29023, 29142 


29380, 








31034. .31090, 31199 


. .31285, 


31759. .32303, 32407 


32579 






Dp spr ID 


{AC007519) F16N3.20 


[Arabidopsis thaliana] 








Seq. No. 


38080 






Seq. ID 


OJ991109 


04 0207 


. C4 




Gene No. 


78285 






Strand. 


- 








Start 


28394 






End 


32610 










OJ991X09_^M-%Q2Q7 , C4,, o4..^g.s 




.Method_,-„. 


•GENSCAN ■ 


— 


'■ — 






^U.U.OO ,. . .. 






E"nd. 


31068 • 




" ■■ 




O -L 


none 






Score 


.92 










'^nn'^p '^DOAO '^iCi'^A 


. . O X U DO 












f fl 


Seq. No. 


o p n p n 
oo u o u 






Seq. ID 


OJ991109 


04 0207 


. C4 


r i : 
ii i=r 


Gene No. 


"7 Q 0 Q t; 
/ o ^ O 0 






Strand 








'-^ 


Start 








End 


32610 








IN CllUC 


OJ991109 04. 0207. C4 


. o5 .gs 




Method 


GENSCAN 






ly 


O L. d J- L. 


31665 






End 


32610 








CJ 
\J ±. 


none 






Score 


.55 






rU 




31665. .32219, 32293 


. .32610 














Seq. No. 


38080 






Seq. ID 


OJ991109 


_04.0207 


. C4 




Gene No. 


78286 






Strand 










Start 


35529 - 






End 


36116 








Name 


OJ991109 04. 0207. C4 


.o2.ts 




Method 


TBLASTX:; 


Soybean 




^3 


Start 


20843 






End 


21160 






f ^ 
^ =f 




none 






Score 


236 








F. von <^ 


20843. .21160, 20938 


. .21150 














Seq-. No."' 


-'38080 ■ ■ ■ • ■• ' ■ 






Seq-. ■ ID . 


OJ991109 


_0'4.. 0207 






Gene No. 


78286 






Strand 










Start'" 


" 3552 9"' ■ ■■^ ' ^' ■ 






End 


'36116 " 








Name 


. OJ991-109 04. 0207. C4 


. o2 . tw 




Method 


TBLASTX:Wheat 








20891 






.End 


"21436 








\J J. 


none 






Score 


152 










20891. .21175, 20983 


. .21141, 


21185. .21304, 21308 


. .21436 






Sea No 


38080 






Seq. ID 


OJ991109_ 


_04.0207 


.C4 




Gene No. 


78286 






Strand 










Start 


35529 






End 


36116 








Name 


OJ991109 04. 0207. C4 


.o2. tc 




Method 


TBLASTX: Cress 






Start 


21200 






End 


21532 








GI 


none 






Score 


303 








Exons 


21200. .21532, 21202 


. .21348, 


21347. .21514 







37759 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 

^Start \^ ^ 

.G,l;. 

Exons 

Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



Seq. No, 

Gene No, 

Start 

Name 

Start 

GI 

Exons. 



38080 
78286 
35529 

OJ991109_04.0207.C4.ol.tm 

21298 

none 

21298. .21564, 21299.. 21565 

38080 
78286 
35529 

OJ991109_04 . 0207.C4.o6.tm 

22025 

none 

22025. .22231, 22031 .. 22222, 

38080 
78286 
35529 

OJ991109_04 . 0207,C4 .o4 . tm 

.,22256 . 

.none. L . . 

22256. .22465, 22399 .. 22701, 

38080 
78286 
35529 

OJ991109_04 . 0207.C4.ol.tw 

22399 

none 

22399. .22701, 22425 .. 22700, 
23376. .23522, 23604 .. 23657, 

38080 
78286 
35529 

OJ991109_04.0207.C4.o5.tm 

25727 

none 

25727 . .25840, 25729.-25857, 
25926. .26000, 25932 . .-26003, 



Seq. ID OJ991109_04.0207.C4 
Strand 

End 36116 

Method . TBLASTX: Maize 

End 21565 

Score 410 



Seq. ID OJ991109_04.0207.C4 
Strand 

End 36116 

Method TBLASTX: Maize 

End 22232 

S.core 206 
22062. .22232 

Seq. ID OJ991109_04.0207.C4 
Strand 

End 36116 

Method TBLASTX: Maize 

End ■ 227 0 6 j ^ 

. Score , , ,,1.11 ... 

22557.. 22706 

Seq. ID OJ991109_04.0207.C4 
Strand 

End ' 36116 

Method TBLASTX : Wheat 

End 23804 

Score 221 
22787. .22912, 23015 .. 23092 , 
23691. ,23726, 23748. .23804 

Seq. ID OJ991109_04 .0207.C4 
Strand 

End 36116 
Method TBLASTX: Maize 
End 26003 
Score 82 
25731. .25949, 25731 .. 2594 6, 
•25939. .26001 



Seq. No. 38080 

Gene 'No.' . -"78286 " " ' ' ■ " 

Start ■ ' 35529 . ' 

Name . OJ991 109_04 . 0207 . C4 . o7 . tm * 

Start 26438 

GI none 

Exons 26438. .26674, 26439.. 26663 

Seq. No. 38080 

Gene No. 78286 

Start 35529 

Name OJ991109_04 . 0207 . C4 . ol . ts 

Start 28728 

GI none 



Seq. ID .OJ991109_04 .0207-.C4 
"Strand ' ' - ' ' ' " ' * 
End . 36116- ^ ' ' ■ 
Method TBLASTX:Maize 
End 26674 . * 

Score 191 



Seq. ID OJ991109_04.0207.C4 
Strand 

End 36116 

Method TBLASTX : Soybean 

End 32595 

Score 65 



37760 



Exons 


9ft79ft 9ftfl9n 9ft79Q 


. z 0 0 1 0 / 


28914. .29051, 28930 




9Q1^7 9Q'^Q7 9Q9R9 


. z -?oo 0 / 


31039. .31107, 31201 






. oz ± *± ± , 


32035. .32118, 32139 




^91dQ ^9'^nd ^9404 


"^9 SQS 
. oz 0 ^ 0 






oGq . NO . 






Seq. ID 


OJ991109 


Gene No. 


78286 




Strand 




Start 


35529 




End 


36116 


Name 




o3 • tm 


Method 


TBLASTX:! 


OT- a J. L. 


00790 ~ 




End 


29383 




none 




Score 


120 


XT' ^ ^ 


9fi79ft 9flff9n 9RQ11 


9 QO 97 


28912. .29025, 29137 




9Q141 9QlftR 9Q9fiS 


. ^ 17 .J 0 0 






o e cj • ln o . 


oonpn 
JO U 0 U 




Seq. ID 


OJ991109 


^jene ino . 


70 Op 

/ 0 4!i 0 D 




Strand 




Start 


35529 




End 


36116 


Name 


OJ991109 04. 0207. C4. 


ol. tc 


Method 


TBLASTX:* 




9ff 7 '^1 




End 


32598 




none 




Score 


54 


TP ir\ f 




9R R T fl 
. Z 0 0 1 0 , 


28897. .29031, 28905 




9flQ19 9Qn9R 9Q1'^7 


0 q 0 p c 

Z_^.J7 0 0 0.;. 


_29258, .,293J 


33,„ 31156 


. , — ^-.^ — „ ^. — 

.. - 


'^17(^1 '^1Q4(^ '^91 ?Q 


^^9 ^00 
>^OiC,0 v.u,,„ 


.3214 3. ...3 2 3.04,. „ 3.24.0.4. 


o e <4 . NO. 


^ 0 U 0 u 




Seq. ID 


OJ.991109_ 


Gene No. 


78286 




Strand 




Start 


35529 




End 


36116 


Name 


O.TQQIinQ 04 0907 r4 


n9 t-m 


Method 


TBLASTX:] 


o Tzar u 


-3 01 p -1 ~ 
J Z 1 0 1 




End 


32623 


ol 


none 




Score 


153 


Exons 


'^9131 '^9'^0'^ ^91 R9 


. OZ 0 U 4 , 


32407. .32595, 32408 




^9S40 ^9fi9^ 








Seq. No. 


38080 




Seq. ID 


OJ991109_ 


Gene No. 


78286 




Strand 




Q-t- a r-t- 

o uar i_ 


•3c;,c;oQ 
00 3 Z ^ 




End 


36116 


Name 


OTQQ110Q 04 0907 P4 


Ob . 


Method 


GENSCAN 


ouar L 


0 c c 0 Q ~ 




End 


36116 


ol 


none 




Score 


.63 


TT^ V 1^ o 


'^Rc^9Q '^'^(^7*=; '^'=i74Q 


. 0 0 1 1 D 






O e . LN o . 


opflpO 
0 0 u 0 u 




Seq. ID 


OJ991109_ 


Gene No. • 


• 78286 




Strand 




Start 


3-5529 




End 


36116 


Name 


' 0 J 9 9 1 10 9 04 ." 0207 .'C 4 V 


06 . np'' 


Method ' 


■'AAT/NAP 


o L ar t 


3564 5 




End ■ • - " 


.35972 - : 


ol 


" 5803252 ■ 




Score . 


85 " 


T7* V c 

iiiXons 


35645. .35795, 35844. 


.35972 






ol uescrip. 


(AP000399) hypothetical protein [Oryza 


sativa] 


O . Ln u . 


38081 




Seq. ID 


OJ991109_ 


Gene No . 


78287 




Strand 


+ 


Start 


477 




End 


721 


Name 


OJ991109 04. 0207. C5. 


ol . gs 


Method 


GENSCAN 


Start 


477 




End 


721 


GI 


none 




Score 


.95 


Exons 


477. .599, 713. .721 









,29051, 



.C4 



37761 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

J3e ne.:.No , 

Starts.,./... 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start... 

GI . 

Exons 

GI Descrip. 



Seq. No, 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ991109_04.0207.C5 
Strand 

End 2753 

Method AAT/NAP 

End 686 

Score 97 



38081 
78288 
1 

OJ991109_04.0207.C5.ol.np 
1 

4388825 
1..19, 510. .686 

(AC006528) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



38081 
78288 
1 

OJ991109_04 . 0207 .C5.o2.np 
1 

5042454 
1..35, 2664. .2753 

(AC007789) putative polyprotein [Oryza sativa] 



Seq. ID OJ991109_04 .0207.05 
Strand 

End 2753 

Method AAT/NAP 

End 2753 

Score 88 



38082 

„7 8289..__^,^ ^ ^ ^ 

OJ991029_05 . 0204 . CI . ol . np 
1 

5902444 
1. .1271 

(AB030283) GAG-POL precursor [Oryza sativa] 



Seq. ID OJ991029_05.0204 .01 

St: rand _ ^- . , ^ 

End_ ,.1271 - 

Method AAT/NAP 
End 1271 
Score 1468 



38082 
78289 
1 

OJ991029_05,0204 .Cl.ol.tw 
71 

none 



Seq. ID OJ991029_05.0204.C1 
Strand 

End 1271 

Method TBLASTX : Wheat 

End 527 

Score 126 



71. .307, 73. .309, 355. .474, 367. .465, 477. .527 



Seq. ID OJ991029_05.0204.O4 

■■ Strand + 

End 1045 

Method AAT/GAP 

- End • ,. ■ 104 5 ■ 

Score 304 

106. .143, 554. .693, 984. .1045 ' . 

5852l82/embTCAB5542'0":i r '9.Ue-T3" 'TAL1T7265') ;"^b0'0T2;. 1 " [Oryza" 
sativa]. . . " - ' . . . . . . 



38083 
78290 
106 

OJ99102 9_05. 0204 .04 .ol.gp 

106 • 

2310235 



38083 
78290 
106 

OJ991029_05. 0204 .04 .ol.gs 

554 

none 

554 , .1013 



Seq. ID OJ991029_05.0204.O4 

Strand + 

End 1045 

Method GENSOAN 

End 1013 

Score .87 



Seq. No, 
Gene No, 



38083 
78290 



Seq. ID OJ991029_05.0204.O4 
Strand + 



37762 



start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
Start 

GI„.. _ :^ 

Exons, , .. „ 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start • . . 
Name 

'Start"-"''""' " 
Gi .. ■ \ : 
Exons 



106 



OJ991029_05.0204.C4 .ol.np 
554 

5852182 
554. .883 

(AL117265) zhb0012.1 [Oryza sativa] 



End 
. Method 
End 
Score 



38084 Seq. ID 

78291 Strand 

1 End 

OJ991029_05. 0204. C5. ol.np Method 

1 End 

4416302 Score 
1. .305 

{AF105716) copia-type pol polyprotein 

38084 Seq. ID 

78291 Strand 

1 End 

OJ991029_05 . 0204 . C5 . ol . tm Method 

1 End 

none „ „ Score „ , 

4 ..a 8.0, . li....l79^ .1B.6.. 3.5.5, .188 . .30L. 

38084 Seq. ID 

78291 Strand 
1 End 
OJ991029_05.0204.C5.ol. tw Method 
4 End 
none Score 
4. .180, 12. .179 

38085 Seq. ID 

78292 Strand 
18 End 
OJ991029_05. 0204. CIO. ol.gs Method 
18 End 
none Score 
18. .122, 329. .413 

38086 Seq. ID 

78293 • .... . •■ Strand 
359 End 
OJ99^1029_05.0204,Cll.ol.gs_ ^ Method^ 

~':3;5'9- -Erid"'" 

none""' ..-.•^ - ■ ' ^. - -Score ^. 
359. .558': 



1045 
AAT/NAP 
883 
433 



OJ991029_05.0204.C5 
+ 

305 

AAT/NAP 

305 

326 

[Zea mays] 

OJ991029_05.0204.C5 
+ 

305 

TBLASTX: Maize 

305 

218 



OJ991029_05.0204.C5 
+ 

305 

TBLASTX: Wheat 

180 

190 



OJ991029_05 .0204. CIO 
413 

GENSCAN 

413 

.97 



OJ991029_05.0204.C11 
558 

GENSCAN _ 

. ;.7 ■ . ' 



Seq. No. 38087 Seq. ID 

Gene No. 78294 Strand 

Start 307 End 

Name OJ991029_05 . 0204 . C14 . ol . gs Method 

Start ■ 307 End . 

GI none Score 

Exons 307.. 370, 530.. 630 



OJ991 029^05.0204 .CI 4 
630 

GENSCAN 
630 



Seq. No. 



38088 



Seq. ID OJ991029_05.0204 .C17 



37763 



Gene No. 


78295 








Strand 


-1- 












Ejna 




Name 






PI 1 

/ .ox 


. gs 


Method 


PCMCPZiM 




1 QA 
1 i» 4 








bna 






none 








S core 


















Q d rr }\\r\ 
O e . LN o , 


38089 








Seq. ID 


r»TQQin9Q OR 0904 PIP 


Gene No. 


78296 








Strand 




Start 


461 








End 


11519 


Name 


OJ991029 05. 


0204 


C18.01 


.gs 


Method 


GENSCAN 


o tar L 


461 








End 


9067 




none 








Score 


.84 


TT' V /*\ o 
HjXOIlb 


461. .673, 949. .993, 1667. ,1841, 2413.. 


2676, 3970.. 4370, 




4662. .4808, 


4889. 


.6952, 


7329. 


.7482, 8796.. 9067 


O e . IN O . 


38089 ' 








Seq. ID 


OJ991029_05.0204.C18 


oene wo . 


78296 








Strand 






461 








End 


11519 


Name 


OJ991029 05. 


0204 . 


C18.01 


. np 


Method 


AAT/NAP 


Start 


3604 








End 


11519 


,GI^ 


2244793.. 








Score 


2181 - - ■ • 


Ex.0 n s„ „ , . , . 


_ .3:6 04.. .37 15,.. 


3970-. 


....4 096,. 


4127.... 


.437.0, 4 6,62..... 4.8.08,. ..,4B89. ..5541,,.... 




5587. .6571,' 


'6623. 


.68 60, 


7233. 


.7445, 7544. .7630, 8059. .8221, 




11492. .11519 










LjX uescnp. 


(Z97336) disease 


resistance N 


like protein [Arabidopsis 




thaliana] 












o e cj . NO. 


38089 








Seq. ID 


OJ991029_05r0204.C18 


laene lno . 


78296 








Strand 




Start 


461 








End 


11519 


Name 


OJ991029 05. 


0204 . 


C18.03 


. tm 


Method 


TBLASTX: Maize 


o t ar L 


4664 








End 


5224 




none 








Score 


97 


T7* T*^ c» 


4664. .4810, 


4665. 


.4811, 


4666. 


.4815, 4E 


J65. .4969, 4887. .4970, 




4889. .4978, 


5025. 


.5051, 


5054. 


.5101, 5090. .5179, 5090. .5170, 




5174. .5221v 


5174 . 


.5224 








Seq. No. 


38089 








Seq. ID 


OJ991029_05.0204.C18 


Gene No. 


78296 








Strand 






461 








End 


11519 


• Name - 


OJ991029 05-. 


0204 . 


■C18 . p2 


vts •.. 


Method . 


TBLASTX : Soybean 


o u a r u 


5177 ■ • - - 








End'-.- 


552.4 - . ' ■ 


PT 


none ' 








Score 


111 . - 


Exons 


"5T77.".:53357" 


5331, 


.552^7 


~'5J55:." 


. 5"5cri; ' 5357 ; : 552 4 ; ' 5357 7; 552^"" 


Seq.' No'. 


38089 








.Seq. ID 


Oj991029_05.0204..C18 


Gene No. 


78296 








Strand 






461 








End 


11519 


Name 


OJ991029 05. 


0204 . 


C18 .o2 


. tm 


Method 


TBLASTX: Maize 


o car u 


5346 








End 


5557 


GI 


none 








Score 


237 


Exons 


5346. .5555, 


5348. 


.5557, 


5357. 


.5557 




Seq. No. 


38089 








Seq. ID 


OJ991029_05.0204 .C18 


Gene No. 


78296 








Strand 




Start 


461 








End 


11519 



37764 



Name 

Start 

GI 

Exons 



OJ991029_05 . 0204 . C18 . ol . ts Method TBLASTX : Soybean 
5528 End 6580 

none Score 385 

5528.. 6019, 5529.. 6017, 5720.. 6025, 5729.. 6022, 6062.. 6298, 
6063. .6257, 6083. ,6208, 6341. .6529, 6344. .6445, 6383. .6580, 
6482. .6574 



Seq. No. 38089 

Gene No. 78296 

Start 461 

Name OJ991029_05 . 0204 . C18 . ol . tm 

Start 5558 

GI none 
Exons 



Seq. ID OJ991029_05,0204.C18 
Strand 

End 11519 

Method TBLASTX : Mai ze 

End 6634 

Score 75 



5558. .5761, 5564. .5746, 5564. .5761, 5684. .5782, 5819. .5974, 
5876. .6019, 5940. .6017, 6051. .6458, 6053. .6634, 6078. .6242, 
6344. .6481, 6386. .6613, 6525. .6629 



Seq. No. 38089 Seq. ID 

Gene No. 78296 Strand 

Start 4 61 End 

Name OJ99102 9_05 . 0204 . C18 . ol . tc Method 

.Start:_^_ _ 55j64^..„.J . ...L..^.^:. End..;.^ 

.01,.. .... ■ none, _ Score . 

Exons . 



OJ991029_05.0204.C18 
11519 

TBLASTX: Cress 

6634 ■ J _ - ^ 

.65 . 



5564.. 5728, 5579.. 5755, 5613 . .■5729,:-5660 .. 6106, 5661.. 6098, 
6062.. 6229, 6158.. 6298, 6224 .. 6262 6344 .. 6424 , 6353.. 6526, 
6479.. 6580, 6482.. 6634 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
-Gene No. 
Start 
Name 
Start 
GI 

Exons . 

GI Descrip.' 

"Seq™'" No'V'""" 
"Gene No'. *. 

Start . 

Name 

Start 

GI 

Exons 



38090 
78297 
597 

OJ991029_05.0204 .C19.ol.gs 
597 
none 

597. .763, 801. .945, 2583. .3635 



Seq. ID OJ991029_05.0204.C19 
Strand 

End 3686 

Method GENSCAN 

End 3635 

Score .44 



38090 
78297 
597 

OJ991029_05.0204.C19.ol.np 
1767 
3298539 

1767:. 1795, 2969.. 3686 • • . , . . 

(AC004'68ir-putative protein kinase [Arabidopsis ■ thalra'na] 



Seq. ID OJ991029_05.0204.C19 
Strand 

End 3686 

Method AAT/NAP 

End 3686 

Score 500 



78297 " - - ■ .. ; 

597 . . 

OJ991029_05. 0204 .C19.ol.ts 
3091 
none 



Seq-- "I D" ' 0 J 9 9T0 2 9;;D 5~':X)'2G~4 v C 1 5' 
Strand ' - . • ' ^ 

End ' 3686 ' ' ' * - 

Method TBLASTX : Soybean ' 
End 3605 
Score 81 



3091. .3255, 3096. .3248, 3231. .3323, 3354.. 3383, 3396.. 3605, 
3412. .3510 



Seq. No. .38090 Seq. ID 

Gene No. 78297 Strand 

Start 597 End 

Name OJ991029 05 . 0204 . C19 . ol . tc Method 



OJ991029_05.0204 .C19 
3686 

TBLASTX: Cress 



37765 






J W J u 








End 


3629 












Score 


135 


C V ^ n o 




31 on 

-J X \J u 


3397 


334 Q 


.3384, ■ 3381, .3572, 3412. .3513, 




3629 














J O U ^ v 








Seq. ID 


OJ991029_05.0204,C19 


Gene No. 


'78297 








Strand 




Start 


597 








End 


3686 


LN dlllC 




0204 

. V ^ V M 


n Q n1 


UilL 


Method 


TBLASTX: Maize 


O L. a I. L 


»^ J. U J 








End 


3657 


fT 


none 








Score ' 


55 


IT* v/^n G 


J. \J ^ * m O ^ f 


31 fiS 


39 fin 


31 (^fi 

J X \J vJ . 


.3261, 3232, .3417, 3264. .3404, 




34ns 3Sfi1 


34 05 


. . J J O T , 


3S7n 


,3608, 3583. .3657 


O Lj^ . iNtj . 


3fi OQI 








Seq. ID 


OJ991029_05.0204,C20 


Gene No. 


78298 








Strand 




Start 


3690 








End 


7214 




\JkJ ^ Z/ a. \J ^ \J ^ 


. 0204 


C7C) n9 




Method 


GENSCAN 


O u d I. L 


36Qn ~ 








End 


7168 


PT 


none 








Score 


.75 






4 1 S7 

'i X ^ / 


4 3fifi 

■ . *i J \J O , 


4 Q1 

*i X U . 


.5066, 5141. .5375, 5377. .5500, 






' — 











O t3 . LN O . 


3Rn Q1 

o o U X 






" ^ 


Seq. ID 


OJ991029_05,0204,C20 


Gene No. 


78298 








Strand 




Start 


3690 








End 


7214 


Name 




• VJ ^ VJ *4 


P9n n9 




Method 


TBLASTX: Wheat 


o LciX U 


D X O / 








End 


6376 


PT 


none 








Score 


82 




fil fi7 fi94 1 


*^1 ^7 
VJ X u / 


fi94 1 


fil 7 S 

O X / J . 


.6294, 6256. .6336, 6296, ,6337, 






D J U U 












3Rn Q1 

O O VJ _7 X 








Seq. ID 


OJ991029_05.0204.C20 


Gene No. 


78298 








Strand 




Start 


3690 








End 


7214 


Name 


OJ991029 05 


.0204 


.C20.O1. 


np 


Method 


AAT/NAP 




6224 








End 


7132 


PT 


3298539 








Score 


560 


xiiXons 


6224. .7132 












PT Pi O C! T~ "1 1^ 


{AC004681) putative protein kinase [Arabidopsis thaliana] 




. 38091. 








Seq. ID. 


OJ991029 05. 020.4, C20 


Gene No . ' . 


--7 8298 • ■ . 








'Strand 




Start 


. 3690 " ' ■ 








End ' " 


> 214 ' ' " ■ 










""^I'dtHdffl""' 


' T B lmt x'rcf^s ^"^^"^ ~ ''''' 


O L-ciX C 


.^ '63M : y: y 








End - "V.": 


.70.8-1 


PT 


. none 








Score 


195 ' " ■ ' . . \ 


17" V n c 


.6380. .6667, 


6381 


; .6668, 


6666. 


6857, 6695.. 6856, 6857.. 6943, 




6858. . 6944, 


7028 


. .7081 








Qpn No 


38091 








Seq. ID 


OJ991029_05. 0204 .020 


Gene No. 


78298 








Strand 




Start 


3690 • 








End 


7214 


Name 


OJ991029 05 


.0204 


.C20.O1. 


ts 


Method 


TBLASTX: Soybean 


Start 


6380 








End 


6856 


GI 


none 








Score 


88 


Exons 


6380. .6532, 


6387 


. .6539, 


6527. 


6607, 6528.. 6620, 6638.. 6667, 



37766 



6683, .6856 



Seq. No. 


38091 






Seq. ID 


OJ991029_05.0204.C20 




/ o ^ -? o 






Strand 




o L. a. J- 1. 








End 


7214 






0904 P90 n1 


•t-m 
. LIU 


Method 


TBLASTX: Maize 


o L. air L. 








End 


6952 




Tl n 






Score 


97 


r V ri o 


Dtt!?. • DJ 'X/ 




D O X D . 


.6701, 6548.. 6688, 6687.. 6893, 




6689. .6871, 


6854. .6892, 


6932. 


.6952 






O O \J ^ X 






Seq. ID 


OJ991029_05.0204.C20 


OCllc LNU . 


/ o ^ _? o 






Strand 




Start 


obyu 






End 


7214 


Nam© 




0904 P90 n1 




Method 


TBLASTX: Wheat 


O L. dX u 


fi7 Q4 ~ 






End 


7136 




llUllc 






Score 


145 


Exons 


6794. .6931, 


6795. .6932, 


6938. 


.7135, 6939.. 7136 


C Q /-T M r\ 

o e • • 


^ft n Qi 

O O U " X 






Seq. ID 


OJ991029_05.0204.C20 




7 p O Qp 






Strand 




?JQ.arr,^_ , 








End^ ■ 


..7214:./ • ^ ■ ^ \r: .- • . 


Name . „ 


n TQQ1 09 Q 0 R 

\J0 y^ LKJ C.y U J 


0904 P90 r^l 
. uz . ^z.u. .ox. 


. gp . . . 


Method . . 


AAT/GAP 


o uar x. 


O / J? D 






End 


7214 




C AAOp-OO 

DUUZO O O 






Score 


697 


Exons 












Seq. No. 


38092 






Seq. ID 


OJ991029_05.0204.C21 




7 ft 9 QQ 






Strand 


+ 


O L. a.X L 


1 
X 






End 


2120 


Name 


n TQ Q1 09 Q OR 


0904 P91 o1 


.np 


Method 


AAT/NAP 


O L ax U 


1 ~ 
X 






End 


2120 


PT 
oX 








Score 


65 




X. .OX/ XjJ/ 


14Rf^ 9104 


. .2120 






GI Descrip 


(AP000559) : 


hypothetical 


protein [Oryza 


sativa] 


Q Ci KT r\ 
O c q . LN O . 


Tp n Q9 






Seq. ID 


OJ991029_05.0204 .C21 • 


^ o n o KT ^ 


■7 ft ^00 
/ o o u u 






Strand 




O C cix L 


O J D 






End 


2023 


Name 


n TQQ1 09 Q OR 


.0204.C21.ol. 


.gs 


Method 


GENSCAN 


O L ax U 


J -7 D 






End 


2023 




none 






Score 


• .-5.9 •. • . ...... 


;ExoVis ■ ' ■ ; ; 


^ 596. .700,- 8 


97v.;i02-6, 1 989. .2023" - • 




o e q . LN o . 












Xjene imo . 


'^:.7830l": 






Strand - 




onaru 


360 






End' 


904 . ' ■ . . ^ 


Name 


OJ991029 05 


.0204.C22.ol. 


.gs 


Method 


GENSCAN " ■ 


o Lart 


360 






End 


904 


GI 


none 






Score 


.81 


Exons 


360. .420, 608. .676, 727, 


. .904 






Seq. No. 


38094 






Seq. ID 


OJ991029_05.0204-.C23 


Gene No . 


78302 






"Strand ■ 




Start 


201 






End 


786 


Name 


OJ991029 05 


.0204.C23.ol. 


.gs 


Method 


GENSCAN 


Start 


201 






End 


786 



37767 






none 


Score 










Exons 














Seq. No. 


38095 


Seq. ID 


OJ991029_ 


_05. 


0204 


.C24 


Gene No. 


78303 


Strand 












ft fiQ 

O O 17 




1110 
X J. 1 u 








Name 




. y s lyietnoa 










o Lari. 




tna 


1 1 1 n 
1 1 1 u 










none 


Score 


Q 

. o 








Exons 


P^Q QQR 1 nOQ 1110 












o e q . IN o . 


-Don Q ^ 


beq. iu 


P TQ Q 1 A O Q 

uu y y lUz y 


n c: 
UO . 


UzU4 


, Lzo 


Gene No. 


78304 


Strand 


+ 








Start 


3362 


End 


3732 








Name 


nTQQ109Q OR 0904 P9R o9 


. np lYieLnoa 


n 7\ rp / M n D 










*^9 ~ 


bna 


J / Jz 








r T 


DUUZ / yfi 


Score 


c; £: 1 








Exons 


Jo DZ . . O / JZ 
















za sauivaj 










Seq. No. 


' 38096 


Seq. ID 


OJ991029_ 


_05. 


0204 


.C25 


_Gene__No.. 


... : J 8 305:. ... ^ 


:._St rand 













394 ' , 


. End. . 


"155^6 "™ 








' Name 


OJ991029 05.0204 .025. ol 


.gs Method 


GENSCAN 








C-h 3 v-l- 

ouari. 


394 


End 


3556 










none 


Score 


.52 








Exons 


394., 839, 1605. .1692, 2062.. 2236, 2678 


..2967, 3379. 


T c; 
. ODD 


0 


O c q . IN U . 


38096 


Seq. ID 


OJ991029_ 


_05. 


UZU4 


P O Q 
. Uz D 


Gene No. 


78305 


Strand 










Start 


394 


End 


3556 








Name 


OJ991029 05.0204.C25.ol 


.np Method 


AAT/NAP 








o L ar u 


786 


End 


2199 








PT 


6907088 


Score 


971 








Tj^ V 


786. . 1151, 1646. . 1886, 


2062. .2199 










\J ^ O w ^ ^ Kri/ . 


(AP00112 9) hypothetical 


protein [Oryza 


sativa] 








beq . NO , 


38097 


Seq. ID 


OJ991029_ 


_05. 


Uz(J4 


. Cz 0 


Gene No. 


78306 


Strand 


+ 








Start 


1 


End 


5069 








Name 


OJ991029 05.0204.C26.ol 


. np Method 


AAT/NAP 








P L ar L - 


1 - ... ' . . 


End 


5069 




- .." 


„ : . .. 




- 4-68 C) l-7 9- 


— 'Score** 


•■2099 








"C ^ C 


1. .30, 1069. .3066, 5051 


..5069 ■; • 










o± uescnp. 


"^^f AF rri fCy^-^i^prbt^rrv 


fOr yTa~'sal:i va: "'s ub§ p V' ' 'i ndT<fai' 






Seq.. No. 


38097 " ' . ■ 


SeqV" ID. " 


OJ991029_ 


;05. 


0204^ 


C26 


Gene No. 


• • 78307 


Strand 


+ 










7596 


End 


8276 








iNaiue 


OJ991029 05.0204.C26.o3 


. gs Method 


GENSCAN 








o car L. 


7596 


End 


8276 








GI 


none 


Score 


.5 








Exons 


7596. .8276 












Seq. No. 


38097 


SeqT' ID 


OJ991029_ 


05. 


0204 


C26 


Gene No. 


78308 


Strand 










Start 


10426 


End 


20008 









37768 






Name 


OJ991029 05.0204.C26.o4.gs 


Method 


GENSCAN 








10426 
J- \j *± ^ \j 


End 


20008 






O J. 


none 


Score 


.42 






Exon s 




13836. .13911, 14522. .14569, 








14 656 14733 14 837 14 903 


17469. .17521, 18207 18228 , 








18435 18539 18884 18953 


19659. .19795, 19821.. 20008 








38097 

J O V J / 


Seq. ID 


OJ991029_05.0204 


• ^ \J 






78 308 


Strand 


+ 






Start 


10426 


End 


20008 






Name 


OJ991029 05.0204 .C26.o2.np 


Method 


AAT/NAP 






Start 


14045 


End 


15695 






yj ± 


1825727 


Score 


170 






P von «5 


14045. .14159, 14522. .14569, 


14688. .14733, 14837 .. 14 907 , 








15607. .15695 










rZT rioQor"io 


{U88308) C32E8.5 gene product [Caenorhabditis elegans] 






Q^arr No 


38097 


Seq. ID 


OJ991029_05.0204 






(^p-np No 


78308 


Strand 


+ 






Start 


10426 


End 


20008 






Name 


OJ991029 05.0204.C26.o2.gp 


Method 


AAT/GAP 




— - 




_14 4 36_ „: . 


,„.„End___,. 


14912 






, o.x.,. 


. 114.65 i.R1084, I ; ■, . 


.y,_Score , „ 


250. „ 






V o n Q 


14436. .14491, 14 520 .. 14569, 


14688. .14733, 14837. .14912 




% =? 


rZT PlocoY~io 


'1825727 2.0e-22 (U88308) C32E8.5 gene 


product [Caenorhabditis 


cn 




elegans] ' 










O C • LN . 


38097 


Seq. ID 


OJ991029_05,0204 


.C26 




fipnp No 


78308 


Strand 


+ 






start 


10426 


End 


20008 






Name 


OJ991029 05.0204.C26.o4.gp 


Method 


AAT/GAP 








15332 


End 


15969 






o J. 


17465 1.R1084 


Score 


647 




= 


P von Q 


15332. .15393, 15605.. 15969 








f 1 




'1825727 2.0e-22 (U88308) C32E8.5 gene 


product [Caenorhabditis 






elegans] * 








? !^ 


Seq. No. 


38097 


Seq. ID 


OJ991029_05.0204 


.C26 




Gene No. 


78309 


Strand 






1. ™i 


O U CI J- u 


4592 


End 


6706 




z H 


N;^ mo 


OJ991029 05.0204.C26.o2.gs 


Method 


GENSCAN 






O L. d -L L. 


4592. ■ , : 


^. End- 


6706 r . - 








* "none"' - ' - - " " - - 


"'■Score 


v4 9 ■ - 






P V on c; . ' " 


•45,92. .4 654,- 47 97. .4 982, 5927 


'.-.5947, 6587. .6706' 




. 


Seq. . No ^-V 


■38097' : :/ "y 


- - Seq. -.ID 


Oj;99102:9._05"..0204 


:c2 5 . 




Gene No. 


7831b . \ . ■ ' ■ " ' ' 


Strand * 








O U Ct i. u 


■12663 


■ End 


13429 . . ~ 








OJ991029 05.0204.C26.o4.tw 


Method " 


TBLASTX: Wheat 








924 


End 


1289 






GI 


none 


Score 


272 






Exons 


924 . .1289, 929. . 1030 










Seq. No. 


38097 


Seq. ID 


OJ991029_05.0204 


.C26 




Gene No. 


78310 


Strand 








Start 


12663 


End 


13429 






Name 


OJ991029 05.0204 .026. o5.tw 


Method 


TBLASTX: Wheat 








37769 







start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene... No . 
.Start. . . 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1314 . 
none 

1314. .1427, 

38097 
78310 
12663 

OJ991029_05, 

1476 

none 

1476. .1673, 

38097 
78310 
12663 

OJ991029_05. 

1604 

none 

1604. .2059, 

38097 
.78310 

12663 , 

OJ991029_05. 

1674 

none 

1674 . .2141, 

38097 
78310 
12663 

OJ991029_05. 

2028 

none 

2028. .2060, 
2180. .2395 



1325.. 1420, 1503. 



0204.C26.o6.tm 



1526. .1672 



0204 .C26.02. tw 



1605. .2087 



0204.C2 6.o2.tm 



1733. .2104 



End 1601 

Score 131 
.1601, 1526. .1600 

Seq. ID OJ991029__05.0204.C26 
Strand 

End 1-34 29 

Method TBLASTX : Mai ze 

End 167 3 

Score 195 



Seq. ID OJ991029__05.0204.C26 
Strand 

End 13429 

Method TBLASTX : Wheat 

End 2087 

Score 519 



Seq. ID OJ991029__05.0204 .C26 

.^Str^nd__.-„; ...... 

End ^, 134 2.9 \ T ...^ .... . 

Method TBLASTX:Maize 
End 2141 
Score 391 



Seq. ID OJ991029_05.0204 .C26 
Strand 

End 13429 

Method TBLASTX : Soybean 

End 2423 

Score 56 

2028. .2060, 2045. .2140, 2064. .2423, 2064. .2372, 



0204.C26.ol.ts 



Seq. No. 
Gene No. 
Start 
Name 
Start . 
GI . ' " 
Exons 

-Seq.r'.'No. 

Gene No. 
•St^rt ' ^ 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



38097 
78310 
12663 

OJ991029_05. 

.2136. . . 

none ' * 
■2136^.2_432, 

38097: . 

78310 

12663 ■ , 

OJ991029_05. 

2157 

none 

2157. .2504, 

38097 
78310 
12663 

OJ991029 05. 



0204 .C26.o3.tw 



2180. .2395- 



0204 .C26.03. tm 



2189. .2359 



0204.C26.ol.tw 



Seq. ID OJ991029_05.0204.C26 
Strand 

End 13429 

Method TBLASTX : Wheat 

.End- . . 2432 .-^ ,. . ... .^.^ 

Score-"' ■ 369 



'Seq. 'ID :OJ9:910293'5'..02'04~::C-26': 
'strand" ' - . "" . . ' . 

End . 13429 . • ' ' 

Method TBLASTX : Maize 

End 2504 

Score 308 



Seq. ID OJ991029_05.0204 .C26 
Strand 

End 13429 

Method TBLASTX : Wheat 



37770 



start 
GI 

Exons 



2438 End 2864 

none Score 606 

2438.-2827, 2439. ,2864, 2496. .2849, 2500. .2862 



Seq. No. 38097 Seq. ID 

Gene No. 78310 Strand 

Start 12663 End 

Name OJ991029_05 , 0204 . C26 . o2 . ts Method 

Start 2445 End 

GI none Score 

Exons 2445.. 2690 



OJ991029_05.0204 .C26 
13429 

TBLASTX : Soybean 

2690 

213 



Seq. No. 38097 Seq. ID 

Gene No. 78310 Strand 

Start 12663 End 

Name OJ991029_05 . 0204 . C26 . ol . tm Method 

Start 2511 End 

GI none Score 

Exons 2511. ,2864, 2513.. 2812 



OJ991029_05. 0204 .026 
13429 

TBLASTX: Maize 

2864 

474 



Seq. No. 

.5e.ne,.„Np,,.._,, . 
St^rt. , .\. 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



38097 

78310_.- ^ 

.J2663.„ . . . ; . 

OJ991029_05.0204.C26.ol.gp 
12663 

14578_1.R1084 

12663. .12891, 13164 .. 13235, 
*2465151/emb|CAB16880| 2 . Oe- 
[Schizosaccharomyces pombe] * 

38097 
78310 
12663 

OJ991029_05.0204 .C26.o4.tm 
13129 
none 

13129. .13236, 13164 13238 , 
13326.'. 13427, 13328 13429, 



Seq. ID 

Strand .., 
.End, . 
Method 
End 
Score 



OJ991029 05.0204.026 



.13429 , . , 

AAT/GAP 
13'428 
662 

13337.. 13428 

19 (Z99753) hypothetical protein 



"^^ Seq. No. 


38097 




I J Gene No. 


78311 




■ . . Start . . 


-14041 




- Name-"' ' ■ 


' 6 J9 9 1 0 2 9 '-05 : 02 0 4';-e2 6 


Start 


1404.1 






"'n'on'e~" 




- Exons . . 


:*-.M404lV 


..iai6.o:,--.^i404;3.. 


Seq.. No. 


.380.97 




Gene No. 


78311 




Start 


14041 




Name 


OJ9910 


29_05. 0204. 026 


Start 


14041 




GI 


none 




Exons 


14041. 


.14160, 14043. 




14517. 


.14582, 14519. 




14687. 


.14740, 14688. 




14841. 


.14906 



, tm 



14159, 
14569, 
14741, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
13165 
13334 



.13236, 
.13429 



OJ991029_05. 0204 .026 
13429 

TBLASTX: Maize 

13429 

112 

13194. .13238, 



Seq. ID 
Strand 

• - Metho^'d" 

_End: 
''^"'dore" — "-■'18"6r 

.'i4074'./..i 4.1:6.3; 



OJ991029 05.0204.026 



14917.. , . : 

/TBLASTX: SoybeaF"- ' " • 
14163 - • ■ " ' ' 



. Seq. ID 
Strand 
End 

Method 

End 

Score 
14044. .14172, 
14686. . 14733, 



dJ991029 05.0204.026 



14917 

TBLASTX: Maize 
14917 
197 

14507 
14686 



14828. , 14917, 14840. 



.14575, 
.14733, 
.14905, 



37771 






38098 




Seq. ID 


OJ991029 


_05.0204. 


C27 


Gene No. 


78312 




Strand 


+ 






Start 


5345 




End 


8098 






Name 


OJ991029 05.0204.C27.ol 


.gp 


Method 


AAT/GAP 








5281 




End 


5601 








uC-osflM202076b06bl 




Score 


598 






Exons 


5281. .5601 














' 1420932/gb|U61383|ORU6138 3 


7.0e-21 Oryza rufipogon 






^ — 001 Tin a "ya "1" o «-»f^o Z\ 1 t ^aoo 
4 COU-IudXaUc \^yJr\ Xlydoc 


qene , 


intron' 1, 


partial 


sequence ' 




Seq. No. 


38098 




Seq. ID 


OJ991029 


_05.0204. 


C27 




/ 0 J X ^ 




Strand 


+ 








0 Oft O 




End 


8098 






Name 


nTQQin9Q OR 0904 (^97 o^^l 
Uu^yXUZy U O . U 4 . / . GO 


. gs 


Method 


GENSCAN 






O Ldl. t. 


0 JHO 




End 


7912 






\j J. 


none 




Score 


.62 






von Q 


c;'^4c: c;'5Qc; ^7Qn ^Q7^ 


7 1 n R 

/ X U 3 


..7243, 7314. .7590, 


7752. .7912 


Seq. No. 


38098 




Seq. ID 


OJ991029 


_05.0204. 


C27 




7 fi 1 9 
/ 0 O X z 




Strand 


+ 








r / c 





_ End.^...:..^_ 


.8 098, 


■ 




Name., . , ... „ 




. gp. 


: Method , 


AAT/GAP. 




^ v.. — • 




10 OA ~~ 

/ <c y 4t 




End 


8098 








none 




Score 


1188 






ILiAOrio 


79QA 7RQn 77^9 fiOQfi 












Seq. No. 


38098 




Seq. ID 


OJ991029 


_05.0204. 


C27 


rHono Mo 


/ o ol J 




Strand 


- 






D Lax U 


7 7"^ 




End 


1228 






Name 


riTQQiri9Q n R docia coi r\0 
ujyyiuzy uo . uzufi . l-z / . oz 


. gs 


Method 


GENSCAN 






O UdX u 


7 7 '5 




End 


1228 






ox 


none 




Score 


.53 






von Q 


77'^ Q7Q 117fi 1 OOQ 












Seq. No. 


38098 




Seq. ID 


OJ991029 


_05.0204. 


C27 


(jene no . 


/ O O X ft 




Strand 








O L d I- L. 


0 c; o 
Z O D J 




End 


2"883 * 






Name 


ujyyiuzy uo . uzuft . / . oj 


.gs 


Method 


GENSCAN 






O LdX U 


Z 3 D J 




End 


2883 






O 1. 


none 




Score 


.92 






P von c? 


Ot;;£;'3 OTTc; OHQQ 0(3Q'5 
.Z Z) O J . -..Z / LD'f Z 7 O p - , Zp O O ... 












Seq. . No.. ■ ; 


38098-^ * ■ 




Seq. .ID. 


OJ991029 


05.0204: 


C27 


'C^e^W^~ Mo""*' 






rrstrancf^^ 




zi!::^::^^ — jt- l'k xs- 




- o LdX L.~ . — 


363i:. v. ' ~ 




-End 


..4-7:68- ' 






Name. . 


Oj'99i029. 05 . 0204 . C27 . o4 


.gs ' 


Method 


GENSCAN 






O LdX L 


.3.631 ■ . • 




End . 


.4768 






oX 


none 




Score 


.64 






IT" V /~\ n o 


3631. .3833, 4242. .4253, 


4639 


. .4768 








Seq. No. 


38098 




Seq. ID 


OJ991029 


_05.0204. 


C27 


Gene No. 


78316 




Strand 








Start 


8901 




End 


9010 






Name 


OJ991029 05. 0204. 027. o6 


.gs 


Method 


GENSCAN 






Start 


8901 




End 


9010 






GI 


none 




Score 


.82 







37772 



Exons 



8901. .9010 



Oct ■ . 


38099 




Seq. ID 


OJ991029 


05.0204 .C28 




78317 




Strand 


+ 




Q+- a y-l- 
OL.aX L. 


^ VJ X 




End 


390 






OJ991029 05 0204 C28 ol 




Method 


GEN SCAN 






201 ~ 




End 


390 






none 




Score 


. 43 




T*' von Q 


201. .390 












38099 




Seq. ID 


OJ991029_ 


05.0204 .C28 


Gene No. 


78318 




Strand 






Start 


474 




End 


2402 




Name 


OJ991029 05.0204.C28.ol 


.np 


Method 


AAT/NAP 




Start 


474 




End 


2391 




w X 


6539555 




Score 


204 






474. .543, 1594. .1929, 2161. .2391 






ox L/t:;ov_yX x^ . 


(AP000836) Similar to mariner 


transposase (AF078934) [Oryza 




sativa] gi | 6539592 | dbj | BAA88208 . 1 | {AP000837) Similar to ma: 




transposase \i\ii\j/o^jH) 


[Oryza 


sativa] 








, .38099 ^ _ 




S_eq._ID 


J)J991029^ 


J35_J0201..C28: 


o n o Kl o 


, .„ 7.831.8 : - 




.'strand 






O t- dx i_ 


Al A 




End 


2402 • ^ 




\T a Tn o 
In alllc 


OTQQin^Q ns 0904 r9ft o9 


.gs 


Method 


GENSCAN 




O LdX u 


lU U D 




End 


2402 




w X 


none 




Score 


.95 




P von ^ 


inn^^ iiif^ 1^91 ififi? 


2271. . 


2402 






Seq. No. 


Jo iUU 




Seq. ID 


OJ991029_ 


_05.0204.C29 


r^onci Mo 


/ o J X 




Strand 


+ 




O LciX L 


50 




End 


190 




Name 


OJ991029 05.0204.C29.ol 


. np 


Method 


AAT/NAP 




O tax t. 


50 




End 


190 




\J X 


6907084 




Score 


118 




Exons 


50. .190 










Kj± uescxxp. 


(AP001129) hypothetical 


protein [Oryza sativa] 




Seq. No. 


38100 




Seq. ID 


OJ991029_ 


05.0204 .C29 


Gene No. 


78320 




Strand 


+ 




Start 


589 




End 


6050 




Name . 


.OJ:99102.9 . 05 . 0204 . C29 . ol 




Method 


.GENSCAN 




O U d X L 






End - ;- :^ 


6d-50- "V'- 




\J X ■ 


none / 




Score 


.74 








r.-:r04*r; 


'-'^15^7 ig-:"- 






.-:-2 3 62 . ..:2 758 . *326l.: 'rBS'S 5 , ■■. 


3878.:; 


:3:9 91V- 4 


0.70. ...14 23 4,." 


-43'7-9 . ::457X■ 




'■".4642'....47,75, 4860. ".5258, 


5347.. . 


5481, ..5985. .6050 . 




Seq. No. 


38100 




Seq. ID 


OJ991029_ 


_05.0204.C29 


Gene No. 


78320 




Strand 


+ 




Start 


589 




End 


6050 




Name 


OJ991029 05.0204.C29.o2 


.np 


Method 


AAT/NAP 




Start 


589 




End 


4595 




GI 


601687-4 




Score 


2179 




Exons 


589. .667, 751. .888, 953 


. .1185, 


1576. . 


1735, 2131. 


.2310, 




2419. .2758, 3257. .3521, 


3935. . 


4205, 4474. .4595 





GI Descrip. (AP000570) ESTs C19143 (E10020 ) , D2507 6 {R3116) correspond to a 



37773 




region of the predicted gene.; Similar to putative AC9 
transposase. (P03010) [Oryza sativa] 



Seq. No. 38100 Seq. ID OJ991029_05 . 0204 . C29 

Gene No. 78320 Strand + 

Start 589 End 6050 

Name OJ991029_05 . 0204 . C29 . ol . gp Method . AAT/GAP 

Start 1278 End 1787 

GI uC-osflcypll0c07bl ■ Score 959 

Exons 1278.. 1787 

GI Descrip. M 680178/gb | AF111709 . 1 | AF111709 5.0e-81 Oryza sativa subsp. 

indica Retrosat 1 retrotransposon and Ty3-Gypsy type Retrosat 2 
retrotransposon, complete sequences; and unknown genes' 

Seq. No. 38100 Seq. ID OJ991029_05 . 0204 . C29 

Gene No. 78321 Strand + 

Start 14230 End 26256 

Name OJ991029_05 . 0204 . C29 . o4 . np Method AAT/NAP 

Start 14230 End 26256 

GI 6630699 Score 106 

Exons' 14230. .14409, 20973 21051, 26176.. 26256 

GX . j3e s c r i p.. „ , . XA POO 0 9 .6 9 , h yp o t h et i c a X ^PXQ t e i n . 0 r yz, a . _s a„t i v:a J j ^ , 

'.r ....; „,,.gi| 67i"l53.6|dbj iBAA8.9i6,6..1J . .('AP6m.673)^hypotheticTi 

[Oryza sativa] 

Seq. No. 38100 Seq. ID OJ991029_05 . 0204 . C29 

Gene No. 78321 Strand + 

Start 14230 End 26256 

Name OJ991029_05 . 0204 . C29 . o3 . np Method AAT/NAP 

Start 14639 End- 14828 

GI 3047096 Score 70 

Exons 14639. .14828 

GI Descrip. (AF058826) similar to eukaryotic protein kinase domains (Pfam: 
pkinase.hmm, score: 189.74) [Arabidopsis thaliana] 

Seq. No. ' 38100 Seq. ID OJ99102 9_05 . 0204 . 029 

Gene No. 78321 Strand + 

Start 14230 End 26256 

Name OJ991029_05 . 0204 . 02 9 . o3 . gs Method GENSOAN 

Start 15510 End 16530 

GI none Score . 92 

..Exons,..:..---, .15510.....1.567.1, 15895... 16530 v .. 

. Seq.^.No.; • _^ 38100^ ■ _ _^ ^ j. ■ ■Seq^_ID qj991029_05 . 0204 .029 

st^irt ■14230- t:l::, . TV : lEnd' ' * z62-5.6' ."/ ""1 ' 

. Name . OJ9'91029_05. 0204 . 029 'oS. gs. ' Method. GENSOAN... 

Start 20163 End 25177 \ ' . 

GI none Score .79 

Exons 20163. .20252, 20550 .. 20628 , 207 69 .. 20998 , 222 64 .. 224 97 , 

22663.-22793, 23631 .. 23803, 25122.. 25177 

Seq. No. 38100 Seq. ID OJ991029_05 . 0204 . 02 9 

Gene No. 78322 Strand 

Start 16990 End 18819 

Name OJ991029_05 . 0204 . 02 9 . o4 . gs Method GENSOAN 

Start 16990 End 18819 



37774 




b J. 


none 


Score 


.83 


Exons 


1 ^^QQfl ITI'^fl Ifi'?'^^: IQ/l'^n 


18679. .18819 


Seq. No. 


38100 


Seq. ID 


OJ991029_05.0204.C29 


Gene No. 


78323 


Strand 






n o 7 c 9 


End 


20300 


Name 




Method 


AAT/GAP 




1 07 CO 


End 


20300 




Zo 1 1 / 4 0 


Score 


578 




1P7c;9 1 Q Q /! 7 1Q99/1 IQOQQ 

xo f . .xoofi / / xy^Zfi. . ±yzyo/ 


20138. .20300 


Seq. No. 


38100 


Seq. ID 


OJ991029_05.0204.C29 


Gene No. 


78324 


Strand 




O L air t 


Z D J y 0 


End 


28001 


Name 


L/Ui?yj.uzi? u 0 . u z u fi . y . 0 1 . um 


Method 


TBLASTX: Maize 


o uaru 




End 


1383 




none 


Score 


69 


r 


0*^7 inO^ IflflQ 1917 IflflQ 


.1257, 129^ 


. .1350, 1345. .1383 


Seq. No. 


38100 


Seq. ID 


OJ991029_05.0204 .C29 


Gene No. 


78324 


Strand 






9(^'^ .... 


„ _End_,.^_., 


JMP , •„„ . 


N axue . J 


piTQQiri9Q n c: n 9 n /I ■ r^oo -i-m 
, , uj y uz y. .u o .„u z u 4i. . u z.y ...0 , tzm , 


.Method 


.TBLASTX : Maize 


orart: 


1/17 7 


End 


1792 




none 


Score 


65 


Exons 


1/177 1Rc;i ^ c A 17C/1 ic;^;7 


..1695, 1572. .1742, 1760. .1792 


Qd/T Mrs 
o e q . IN vj . 


1 nn 

0 0 ± u u 


Seq. ID 


OJ991029_05.0204.C29 


Gene No, 


78324 


Strand 




Start 


26393 


End 


28001 


Name 


OJ991029 05.0204.C29.o3.tm 


Method 


TBLASTX .-Maize 


Start 


1998 


End 


2450 


GI 


none 


Score 


259 


Exons 


1998. .2318, 2009. .2320, 2409 


. .2450 





Seq. No. 38100 

Gene No. 78324 

Start 26393 

Name OJ991029_05 . 0204 . C29 . o2 . tm 

Start 2453 

GI none 

Exons-'..- ... 2453.. 2611,- 2463.. 2696 . 



Seq. No.- 38100 „ ..Seq. ID OJ991029_05 . 0204 . C29 





...... 








-/'"StraSd'^' 




\/Lstaxt:"::: 


/-26393 








'End:. 


/28001.- - 


, Name., . 


OJ9.91029 05.. 0204 


.C29 


06. 


gs / - 


. Method - 


. -GENSCAN ■ . J.. . i . 
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26393 ' 








.End 


26526 . . 


GI 


none 
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.46 


Exons 
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Seq. No. 
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Seq. ID 


OJ991029_05.0204.C29 


Gene No. 


78324 








Strand 




Start 


26393 








End 


28001 


Name 


OJ991029 05.0204 


.C29 


o5 . 


np 


Method 


AAT/NAP 


Start 


26396 








End 


28001 


GI 


5922620 
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Seq. ID OJ991029_05.0204 .C29 
Strand 

End 28001 

Method TBLASTX: Maize 

End - 2696 

Score 282 



•37775 




Exons 26396. .26526, 27900.. 28001 

GI Descrip. (AP000492) EST D15357 (C0514 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gil 6016853|dbj IBAA85196.il (AP000570) EST D15357 (C0514 ) 
corresponds to a region of the predicted gene.; hypothetical 
' protein [Oryza sativa] 
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GI 
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Gene No. 


78327 


strand 






Start 
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78328 
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Q 1 
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oeq.. XX). 
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End 
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. none: ..■„._ .„ . .:,. 
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53: . ... 




Exons 


-312. -.416, .442.. 614, 826: .-907 • 








Seq. No. 


38104 


Seq. ID 


OJ991029_05.0204 .C33 




Gene No. 


78330 


Strand 






Start 


1595 


End 


8061 




Name 


OJ991029 05.0204 .C33.ol.gp 


Method 


AAT/GAP 




Start 


1276 


End 


3084 




GI 


17465 1.R1084 


Score 


1056 




Exons 


1276. .1641, 2275. .2345, 2449.. 


2494, 2612. .2659, 3026. .3084 



GI Descrip. '1825727 2.0e-22 (U88308) C32E8.5 gene product [Caenorhabditis 
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Seq. ID 


OJ991029_05.0204 .C33 




/ O J J 








Strand 




Start 


1595 
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8061 


Name 


OJ991029 05 


.0204 


.C33.01 


np 


Method 
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Start 


1553 








End 


6049 


V3 J. 
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Score 


346 


P von Q 


1553. . 1641, 


2275 


. .2345, 


2449. 


.2494, 2612. .2659, 3026. .3137, 




4084. .4162, 


4 318 


. .4389, 


5663. 


.6049 




V,3 J- O J. J. ■ 


{U88308) C32E8.5 


gene product 


[Caenorhabditis elegans] 


o tr ^-j^ . L>nj , 


38104 








Seq. ID 


OJ991029_05.0204.C33 




78330 








Strand 




Start 


1595 








End 


8061 


Name 






0-3-3 


gs 


Method 
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O L- Q J- L. 


1595 








End 


8061 
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none 








Score 


.6 
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Ej 2^ 1 1 O 


1595. . 1641, 


2279 


. .2345, 


2449. 


.2494, 2612. .2659, 3026. .3140, 




4084. .4176, 


4332 


. .4389, 


4577. 


.4643, 4930. .4961, 5569. .5756, 




6615. .6721, 


7188 


. .7396, 


7446. 


.7640, 7738. .7911, 7916. .8061 


*^^rr Mo 


._381Q4, 




- 




Seq. ..ID. 


OJ991.029._^05.p204 .033. 


fZcmc^ Mo 


78330 








Strand 




Ci- 3 rt 


1 R Q R 








End 


8061 


Name 


OJ991029 05 


.0204 


.C33.01. 


tm 


Method 


TBLASTX: Maize 


Start 


2276 








End 


5901 


GI 


none 








Score 


66 


F" von Q 


2276. .2341, 


2277 


. .2342, 


2277. 


.2354, 2441. .2494, 2442. .2495, 




2449. .2496, 


2449 


. .2496, 


2599. 


.2664, 2606. .2674, 2612. .2662, 




3013. .3141, 


3025 


. .3141, 


4088. 


.4183, 4089. .4178, 4120. .4182, 




4321. .4392, 


4331 


. .4390, 


4577. 


.4648, 4577. .4648, 5550. .5651, 




5563. .5757, 
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.5856, 5£ 
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Seq. ID 


OJ991029_05. 0204. 033 


Gene No. 


78330 








Strand 




Start 


1595 








End 


8061 


Name 


OJ991029 05 


.0204 


.033. 02. 


ts 


Method 


TBLASTX: Soybean 




3021 . • 








End 


4138 
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64 
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3021. .3107, 
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. .3134, 
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9^rr Mo 
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Seq. ID 
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"'Strand'''''- 




Start...-. ' 


'•:i555. : . 








End" - 


■ 8061. z : 


.Name . / 


. OJ991029.' 05 


.0204 


.C33.02. 


gp 


Method. 


'AAT/GAP ■ , - . ." 


Start 


6365 








End . • • 


' 6728 . 




30226 1.R1084 






Score 


391 


R von c 


6365. .6467, 


6615 


. .6728 








GI Descrip. 


'1420932/gb 


IU61383IORU61383 7 


. Oe-21 Oryza rufipogon 




4-coumarate- 


-CoA 


ligase gene, 


intron 1, 


partial sequence' 


Seq. No. 


38104 








Seq. ID 


OJ991029_05. 0204. 033 


Gene No. 


78330 








Strand 




Start 


1595 








End 


8061 


Name 


OJ991029 05 


.0204 


.C33.01. 


ts 


Method 


TBLASTX: Soybean 
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8005 
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. 7999, 


7817 . 
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Seq. ID 


OJ991029_05.0204 


.C33 


Gene No. 


78330 








Strand 
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1595 








End 
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. 7995 , 
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.7999 






Seq. No. 


38105 








Seq. ID 


OJ991029_05.0204 


.C34 


Gene No. 


78331 








Strand 
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Start 
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End 


184 6 




Name 


OJ991029 05 
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.gs 


Method 


\J J_t LN O C\ LN 
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End 


184 6 






none 








Score 


. 84 




I*' von c 


521. .634, 640. .1045, 1830. .1846 






O C ^ • IN , 


38105 








Seq. ID 


OJ991029_05.0204 


.C34 


„Gene ..N_P«*. 


78332 , 








_Strand__ 






Start. 


1.3.8.9... _ 








,.End.„ . 






Name 


OJ991029 05 


.0204. 


C34.01 


.np 


Method 


AAT/NAP 




O LCti. L 


1389 








End 


5796 






4680199 








Score 


579 




T*' von Q 


.1389. .1419, 


3151. 


.3276, 


3449. 


.3563, 3639. .4195, 5770. .5796 


T n <5 o T* 1 o 

W J. J A. A.)^ • 


/n n 1/1171 ^ 


hypothetical 


protein [Sorghum bicolor] 




Qfi^rt No 


38105 








Seq. ID 


OJ991029_05.0204 


.034 


Gene No. 


78332 








Strand 






Start 


1389 








End 


5796 




Name 


OJ991029 05 


.0204. 


C34.02 


.gs 


Method 


GENSCAN 




O U Cti- u 


3161 








End 


5763 




O J. 


none 








Score 


.74 




T*' V on Q 


3161. .3282, 


3453. 


.3563, 


3709. 


.3871, 4004. .4129, 4261. .4482, 




4895.. .5362, 


5713. 


.5763' 










Seq. No. 


38105 








Seq. ID 


OJ991029_05.0204 


.034 


Gene No. 


78332 








Strand 






Start 


1389 








End 


5796 




Name 


OJ991029. 0.5 


.0204 . 


C34 .ol 


. tm 


Method . 


TBLASTX: Maize 






3225 








■'End 


356F 






none 








Score ■ 
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Seq.. No. 


38105 . 








Seq. ID 


OJ991029_65.0204 


.034 . 


.Gene No. 


78332 








Strand 






Start 


1389 








End 


5796 




Name 


OJ991029 05 


.0204 . 


C34 .ol 


ts 


Method 


TBLASTX: Soybean 




O L a. I. L 


3472 








End 


3902 




GI 


none 








Score 


51 




Exons 


3472. .3564, 


3637. 


.3714, 


3705. 


.3776, 3719.. 3898, 3819.. 3902 


Seq. No. 


38105 








Seq. ID 


OJ991029_05.0204 


.034 


Gene No. 


78332 








Strand 






Start 


1389 








End 


5796 





37778 






OJ991029 05 0204 C34 ol tw 


Method 


TBLASTX: Wheat 




O Ldi. u 


3637 ~ 


End 


3991 






none 


Score 
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F von *=! 


3637 3717 3638 3718 3710 


..3991, 3723.. 3983 




Seq. No. 


38105 


Seq. ID 


OJ991029_05.0204 


.C34 


Gene No. 


78332 


Strand . 






Start 


1389 


End 


5796 




Name 


OJ99in29 OS 0204 r34 o2 tm 


Method 


TBLASTX: Maize 




Start 


3717 ~ 


End 


3931 




GI 


none 


Score 
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■p vnn 
j_j A 1 1 o 


3717 3884 3719 3931 










38106 


Seq. ID 


OJ991029__05.0204 


. C35 


Gene No . 


78333 


Strand 






Start 


443 


End 


823 




Name 


OJ991029 05.0204.C35.ol.gp 


Method 


AAT/GAP 




Start 


443 


End 


823 




GI 


30226 1 R1084 


Score 


350 
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443 S^4 9 700 823 
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'1 4 20 932 /rrh 1 n61 3R 3 1 ORr]61 38 3 


7.0e-21 Oryza rufipogon 




..... ~ 
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.intrpn 1,^ 


•partial sequence 


f 

— 


Seq. No. 


38107 


Seq. ID 


OJ991019_0"9.0211 


. CI 


Gene No. 


78334 


Strand 






Start 


1 


End 


635 




Name 


OJ991019 09 0211 CI ol nn 


Method 


AAT/NAP 




Start 


1 ~ 


End 


635 




GI 


5902445 


Score 
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R von 


1 . . 635 








ox O ^ -L . 


fAB030283^ CAG-PCiJ. nrprnrc;or 


[Oryza sativa] 




Seq. No. 
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Seq. ID 


OJ991019_09.0211 


.CI 


Gene No. 
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Strand 






Start 


1 


End 
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Name 


O.T991019 09 0211 PI ol 


Method 
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Score 
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: Strand 
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Method 
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Strand 






Start 


1 


End 


635 




Name 


OJ991019 09.0211.Cl.ol.tm 


Method 


TBLASTX: Maize 




Start 


204 


End 


635 
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. Exons 
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Start 

GI 
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Start 
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78334 Strand 

1 End 635 

OJ991019_09 . 0211 . CI . ol . gs Method GENSCAN 

425 End 562 

none Score .42 
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OJ991019_09.0211.C3 
+ 

2162 
AAT/NAP 
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38108 Seq. ID 

78335 Strand 
608 End 
OJ991019_09 . 0211 . C3 . ol . np Method 
608 End 
6069650 Score 
608. .666, 1517. .2050 

(AP000616) similar to putative DNA-binding protein RAV2 
(AC007017) [Oryza sativa] gi | 6907116 | dbj | BAA90643 . 1 | (AP001129) 
Similar to Arabidopsis thaliana chromosome II BAG F11F19 genomic 
sequence, putative DNA-binding protein RAV2 . (AC007017) [Oryza 
sativa] 



Seq. ID OJ99lbl9_09.0211.C3 

Strand _ „.t^ , V : 

..End;. ...2.162..; . . ,„ 
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End 2162 
Score .55 
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^ AB0l58Wl"'"llAVr ""[7^ 

:^3:t 5 87 eoj-gb I M&07 3;42Vi:iAco 1 L^5£:i::;(Ac^ :putati:ve'"r::::_ :rr : 

DNA-binding protein "(RAV2-likej " [Arabidopsis thaliana] 

gi 1^6524177 Igb I AAF15062..1 1 AC0ri914_4 (AC011914} PAV:^ Arabidopsis 

thaliana] 
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GI Descrip. '2191127 l,0e-24 (AF007269) A_IG002N01.1 gene product 
[Arabidopsis thaliana] * 
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Strand 




0 L dX L 










End 


5986 


Name 




0211 


C5.01. 




Method 


TBLASTX:( 


0 U d J- t 


X DOU 








End 


4481 




none 
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np 


Method. 
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End 
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Score 
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GI Descrip. (AF007269) A_IG002N01.1 gene product [Arabidopsis thaliana] 



Seq. No. 38110 

Gene No. 78339 

Start 1530 

Name OJ991019 09 . 0211 . C5 . ol . tm 



Seq. ID OJ991019_09.0211.C5 
Strand 

End 5986 

Method TBLASTX : Mai ze 



37=781 



start 
GI 

Exons 



1806 End 4966 

none Score 363 

1806. .2162, 1806. .2162, 1856. .2170, 4328. .4966, 4365. .4871, 
4466. .4963 



Seq. No, 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



38110 
78339 
1530 

OJ991019_09.0211.C5.o3.ts 

1866 

none 



Seq. ID OJ991019_09.0211.C5 
Strand 

End 598 6 

Method TBLASTX : Soybean 

End- 4606 

Score 127 



1866. .2162, 1869. .2162, 4328. ,4606, 4365. .4604 



Seq. No. 38110 
Gene No. 78339 
Start 1530 

Name OJ991019_09 . 0211 . C5 . o2 . np 
Start 4304 
GI 3193306 
Exons . 4304 . . 5898 

GI Descrip. (AF06930d) contains similarity to Arabidopsis 

i _ . . membr^ane-a s:s ocia t ed:.^.sal t - inducible -Ijl ke_p_r ot e,in_( GB;AL0 2^^^^ 

. .'.[Arabxdopsas^thalianaL _ , 



Seq. ID OJ991019_09.0211.C5 
Strand 

End 5986 

Method AAT/NAP 

End 5898 

Score 1375 



Seq. No. 38110 

Gene No. 78339 

Start 1530 

Name OJ991019_09 . 0211 . C5 . o2 . ts 

Start 4607 

GI none 

Exons 4607.. 4921, 4611.. 4871 



Seq. ID OJ991019_09.0211.C5 
Strand 

End 5986 

Method TBLASTX : Soybean 

End 4 921 

Score 251 



Seq. No. 38110 

Gene No. 78339 

Start 1530 

Name OJ991019_09 . 0211 . C5 . o2 . to 

Start .4631 

GI none 
Exons 



Seq. ID OJ991019_09.0211.C5 
Strand 

End 5986 

Method TBLASTX : Cress 

End 5056 

Score 185 



4631. .4921, 4632. .4871, 4634. .4912, 4937. .4957, 4970. .5056 



Seq. No. 
Gene No. 



Start 
Name ' 
^St^r^- 

Exons 



38110 

.7-8340 : ^ ■ . ' 

7-57 6- ■ - — — - v 

0 J991 0 1 9_0 9 . 02 1 1 . C5 . o3 . tm 

1516. .7899, . 8001. .8081 



Seq. ID OJ991019_09.0211.C5 
.Strand " . _ * . . , . 

- End - v ; -8Q8i:'- ^ \ 

•Method. TBLASTX: Maize 



Seq. No. ' ' 38111 

Gene No. 78341 

Start 63 

Name OJ99101 9_09 . 0.211 . C6 . ol . gs 

Start 63 

GI .none 

Exons 63. .161, 174. .204, 213. .355 



Seq. ID OJ991019_09.'^0211 .C6 

Strand + 

End 355 

Method GENSCAN 

End 355 

Score .74 



Seq. No, 



38112 



Seq. ID OJ991019_09.0211.C7 



37782 



Gene No, 78342 Strand + 

Start 1018 End - 4922 

Name OJ991019_09 . 0211 . C7 . ol . gs Method GENSCAN 

Start 1018 End • 4922 

GI none Score .41 

Exons 1018.. 1236, 2947.. 3063, 4812.. 4922 

Seq. No. 38112 Seq. ID OJ991019_09 , 0211 . C7 

Gene No. 78343 Strand . + 

Start 6733 End 7134 

Name OJ991019_09 . 0211 . C7 . ol . gp Method AAT/GAP 

Start 6733 End 7134 

GI 7406_1.R1084 Score 638 

Exons 6733.. 7134 

GI Descrip. ' 1122315/emb | CAA63901 | 7.0e-10 (X94191) heat shock protein 17. 
[Pennisetum glaucum] ' 

Seq. No. 38112 Seq. ID OJ991019_09 . 0211 . C7 

Gene No. 78344 Strand 

Start 5814 End 7540 

Name OJ991019__09 . 0211 . C7 . o2 . gs Method GENSCAN 

_S t art, . • 811. Erid_ . .1^ 7.5 4 a.: _ : 

GI . . ■ .... none 1. • . ..... . . . , . .. Score . .... 56 _ _.. . . 

Exons 5814.. 5841, 6286.. 6302, 6342.. 6514,' 6774.. 6864, 7463.. 7540 

Seq. No. 38113 Seq. ID OJ991019_09 . 0211 . 08 

Gene No. 78345 Strand + 

Start 1 End 4618 

Name OJ991019_09 . 0211 . C8 . ol . np Method AAT/NAP 

Start 1 End 4618 

GI 5295955 Score 287 

Exons 1..76, 1046. .1179, 1250. .1387, 1963. .2029, 2334. .2453, 

3173. .3461, 3559. .3717, 4006. .4618 

GI Descrip. (AB026295) Similar to Epstein-Barr virus (EBV) genome. (V01555) 

[Oryza sativa] 

Seq. No. 38113 Seq. ID OJ991019_09 . 0211 . 08 

Gene No. 78345 Strand + 

Start " 1 End 4 618 

Name OJ991019_09 . 0211 . 08 . ol . gp Method AAT/GAP 

Start 1658 End 1767 

Glj-..- - , uC-osflcypi088bl2bl, ~ . Score 148 

Exons- " "-•-■"-1658;^:1767"^ ■ -y.: .v.- : . :v.-; . 

GI ' Descrip\ " ' 5257Y55/dbj I AP0b0364 . 1 1 AP00.0364 3.0e-36 Oryza sativa "genomic 

Seq.'. No..' 38il3.'V '-' .' ' ' " Seq. ID OJ991019_09 . 0211 . 08 '.. ' 

Gene No,.. - .- .78346 . .. . . • \Strand 

Start 345 ' End 5034 

Name OJ991019_09 . 0211 . 08 . ol. gs Method GENSOAN 

Start 345 End 5034 

GI none Score .85 

Exons 345. .484, 1214. .1331, 1433. .1467, 3577. .3696, 3789. .3921, 
4255.. 4502, 5016.. 5034 

Seq. No. 38114 Seq. ID OJ991019_09 . 0211 . 09 

Gene No. 78347 Strand + 



37783 



O L di. u 


2576 


End 


6726 


Nsiue 






AAT /r^AP 


O U d I. t- 


2576 ~ 


End 


-J ^ \J X 




none 


Score 


-? O -J 


III io 


PS76 2847 1261 '^SOl 






Seq. No. 


38114 


• Seq. ID 


OJ991019 


Gene No. 


78347 


Strand 


+ 


Start 


2576 


End 


6726 








O 111 LN O V^rt LN 


O L d i. u 


^^^04 ~ 

J J W T 


End 


6573 




none 


Score 


. 87 




nn4 fi'^71 






kJ C ■ L>J • 


38114 


Seq. ID 


OJ99101 9 


Gene No. 


78347 


Strand 


+ 


Start 


2576 


End 


6726 


Name 


OJ991019 09.0211.C9.ol.np 


Method 


AAT /NAP 


rt 


3922 


End 


5379 




2792238 


Score 


702 


P von Q 


3922.. '5379 








i AFO 3 2 6 9 7..t _ N B S - LSB-., t ype, r e si. stance: p r o t e± n_..[.0 r y. 


o c q . WO. 


-38114 


Seq. ID 


OJ991019_ 


Gene No. 


78347 


Strand 


+ 


Start 


2576 


End 


6726 


Name 


OJ991019 09.0211.C9.o2.gp 


Method 


AAT /GAP 


Start 


4189 


End 


4724 


GI 


uC-osflm202106g09bl 


Score 


1064 


Exons 


4189. .4724 







GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



'2792238 3.0e-35 (AF032697) NBS-LRR type resistance protein 
[Oryza sativa] ' 



38114 
78347 
2576 

OJ991019_09.0211.C9.o3.gp 
4881 

uC-osflcyp050e07bl 
4881. .5299 

'2792238 2.0e-16 {AF032697) NBS-LRR type resistance protein 
..[Oryza.- sativa] ' ,. . . . ...... . _. 



Seq. ID OJ991019_09.0211.C9 

Strand + 

End 6726 

Method AAT/GAP 

End 5299 

Score 773 



■ " Seq. ' No . 

"^""^tSSife'^Ncfr^ 

..Sta-r^t-l'.'.L.'J„' 
. . Name . .... 
Start . . 
GI 

Exons 

GI Descrip. 



38114 - ; ^ „ _ Seq. ID OJ9910I9_09 ._0211 . 09 " 

..O'a991019_09.. 0211 .09.04 .gp^ ' Method ' AAT/GAP ' / " .\ ..' . 

5304- . . • ■ . ' ' " .End . ■ -6100 

17295_1.R1084 Score 1539 

5304. .6100 

'4519258/dbj |BAA75541,1| 3.0e-09 (AB017914) L-zip+NBS+LRR [Oryza 
sativa] ' 



Seq. No. 38114 

Gene No. 78347 ' 

Start 2576 

Name OJ991019_09 . 0211 . 09 . o5 . gp 



Seq. ID OJ991019_09.0211.O9 

Strand -i- 

End 6726 

Method AAT/GAP 



37784 



start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6152 
none 

6152. .6726 

38114 
78348 
16791 

OJ991019_09.0211.C9.o4.gs 
16791 
none 
16791, 
18101, 
22603, 



,16873, 16981. .17154, 
,18238, 18712. .18826, 
,22656, 22779, .22788 



End 6726 
Score 1126 



Seq. ID OJ991019_09.0211.C9 

Strand + 

End 22788 

Method GENSCAN 

End 22788 

Score .51 
17532. .17557, 17802 .. 17851 , 
19512. . 19668, 19683. .204 32, 



Seq. No. 38114 Seq. ID OJ991Q19_09 . 0211 . C9 

Gene No. 78349 Strand + 

Start 37573 End 39787 

Name OJ991019_09 . 02 11 . C9 . o6 . np Method AAT/NAP 

Start 37573 End 39787 

GI 6063557 Score 129 

Exons 37573. ,37839, 39704.. 39787 

:Gi;_Pescrip_.^„^:lA^^^ [Qry^za_sativaJ„ 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No-. 
Gene* No 
Start j'"- 
Naiti'e "''" V' 
"^tartl'I^ 

:gi. ■ 

Exons.... ' 



38114 ■ Seq. ID 

78349 Strand 

37573 End 

OJ991019_09.0211.C9.o7 .np Method 

38403 End 

136125 Score 
38403, . 39787 

PUTATIVE AC TEIANSPOSASE (ORFA) gi | 22113 | emb | CAA29005 I (X05424) 
ORFa [Zea mays] 



OJ991019_09.0211.C9 
+ 

39787 
AAT/NAP 
39787 
1177 



38114 
7 8350 
8056 

OJ991019_09.0211.C9.o2.gs 

8056 

none 



Seq, ID OJ991019__09,0211.C9 
Strand 

End 12416 

Method GENSCAN 

End ^ 12416 

Score .49 



8056. .8199, 10699. .10815, 11375. ,11904, 12188. ,12416 

38114 , -,. . . _ , Seq. ID .. OJ991019_0.9._. 021_UC9 

7 8351;" -strand ' "•™*'-' - 

14325 . ^ ■ ■ ^ End " ' 152i8_ 

fou9<^WV^y '9^021^ '•'-^^MetKbd''-' ^^q^^sC?^^''^'^'^-^':-'''^-^"'''-' 

; 143 2:5:: :.■ :' ..: '.^::.^::ir::- " i::''::;::z:'::End:. - :":r" 1 50:5 5: - .:.i^:::"z. „ z:z'zz 

none ' ..Score. . .9 . ..... 

.14325. . 14495, 14 593 . ..14 683, 14940.. 15055 . 



Seq, No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



38114 
78351 
14325 

OJ991019_09.0211,C9.o2.np 

14328 

"1360625 



Seq. ID OJ991019__09.0211.C9 
Strand 

End 15218 

Method AAT/NAP 

End 15218 

Score 411 



14328, . 14495, 14593 .. 14683, 14 94 0 . . 15012 , 15146. .15218 
(X98015) histone H3-1 [Trichomonas vaginalis] 



37785 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



38114 Seq. ID OJ991019_09 . 0211 . C9 

78352 Strand 

26977 End 32779 

OJ991019_09. 0211.C9.o3.np Method AAT/NAP 

26841 End 32779 

6466937 Score 2216 

26841. .30957, 32756.. 32779 

(AC011621) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



38114 
78352 
26977 

OJ991019_09.0211.C9.o4.np 
26841 
6466937 



OJ991019 09. 0211. C9 



Seq. ID 
Strand 

End 32779 
Method AAT/NAP 
End 32647 
Score 2217 
26841. .30987, 31718 .. 31759, 32613. .32647 

(AC011621) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



Seq,,_.Ng _:38,114._,^j__ .-.Z.,-.,:;-.. 

..Gene. No... 78,3.5'2 . - ...... 

Start 26977 

Name OJ991019_09 . 0211 . C9 . o5 . gs 

Start 26977 
GI none 

Exons 26977. .29512, 29625 29995, 

30968. .31225, 31631. .31725, 



S<eq,_.ID. 

St rand J 

End 

Method 
End 
Score 
30034 
32077 



30279, 
32305 



, O J9 9 1 0;1 9^0 9,„,,iI2aXi C9,, 

32779 
GENSCAN 
32305 
.87 

30289. .30960, 



Seq. No. 


38114 




Seq. ID 


OJ991019_ 


_09.0211 


.C9 


Gene No. 


78353 




Strand 








Start 


34623 




End 


36224 






Name 


OJ991019 09. 0211. C9, 


o6.gs 


Method 


GENSCAN 






Start 


34623 




End 


36031 






GI 


none 




Score 


. 63 






Exons 


34623. .34733, 35396. 


.35527, 


35624. .35714, 35946 


. .36031 




Seq. No. 


38114 




Seq. ID 


OJ991019_ 


_09.0211 


.C9' 


Gene No. 


78353 




Strand 








Start 


34623 




End 


36224 






Name ... ' 


OJ991019 09. 0211. C9. 


o5 . np - 


Method . 


AAT/NAP 






Start " 


- 35360 - ■ 




^:':End'^";'-- 


-36 2:2 4" 








107 9199 - ■ ' . 




Score 


4 7 9 







rH3"^3r^Hi.s.tone-'./^irs eiir^^ -.M.!/.! 11 1:^ -11. 

giT557666remb|CAA536'92 1 'CX76681) H3.3 'hlstone [Paracentrotus. 
lividus] gi I 10 9.1581 1 prf Tl 202 12 67A : his tone H3 . 3 [ Paracentrotus 
lividus] 



Seq. No. 38114 Seq. ID 

Gene No. 78354 Strand 

Start 37613 End 

Name . OJ991019_09 . 02 11 . C9 . ol . tm Method 

Start 3931 End 

GI none Score 
Exons 



OJ991019_09. 0211.09 
37819 

TBLASTX: Maize 

4851 

141 



3931. .4044, 3943. .4041, 4093. .4752, 4095. .4673, 4139. .4762, 



37786 



4486. .4758, 4556. .4762, 4764. .4850, 4765. .4851 

Seq. No. 38114 Seq. ID OJ991019_09 . 0211 . C9 

Gene No. 78354 Strand 

Start 37613 End 37819 

Name OJ991019_09 . 0211 . C9 . o2 . tm Method TBLASTX: Maize 

Start 4878 End 5512 A-'- 

GI none Score 861 

Exons 4878.. 5510, 4879.. 5511, 4880.. 5512 

Seq. No. 38114 • . Seq. ID OJ991019_09 . 0211 . C9 

Gene No. 78354 Strand 

Start 37613 End 37819 

Name 0 J99 1 019_09.0211.C9.ol.tw Method TBLASTX : Wheat 

Start 5313 End 5724 

GI none Score 239 

Exons 5313. .5510, 5314. .5511, 5322. .5549, 5553. .5723, 5584. .5724, 
5590. .5724 

Seq. No. 38114 Seq. ID OJ991019_09 . 0211 . C9 

Gene No. 78354 Strand - 

Start_....:: ... 31613_„..._, ^; . -._.End 37819 

\ . Name,.'' 6j991019 Jd9^ 02il . C9 . o8 ..tm Method TBLASTX : Maize . 

Start 5562 ' End 5952 

GI none Score 277 

Exons 5562.. 5888, 5595.. 5915, 5596.. 5892, 5923.. 5952 

Seq. No. 38114 Seq. ID OJ991019_09 . 0211 . C9 

Gene No. 78354 Strand 

Start 37613 End 37819 

Name OJ991019_09 . 0211 . 09 . o3 . tm Method TBLASTX : Maize 

Start 5953 End 6586 

GI none Score 282 

Exons 5953.. 6576, 5954 .. 6316, 5954.. 6586, 5956.. 6576, 6186.. 6578 

Seq. No. 38114 Seq. ID OJ991019_09 . 021 1 . C9 

Gene No. 78354 Strand 

Start 37613 End 37819 

Name OJ991019_09 . 0211 . C9 . ol . ts Method TBLASTX : Soybean 

Start 14274 End 36225 

GI none Score 100 

Exons . 14274 .. 14492, 14 335 .. 14 4 93, ,14337 .. 14 4 98 , 14581 . .14685^. 
- " "■--14594 ;-yi46837'^ i4939r:i-4986;-^^ 15i57:Vl52-l-9>"- 
' ' 35312. .355^4, '35351.'. 35557, 35612 . ..357 16, 35625 .. 357 14 , . 



Seq.. No. ■ . ■' 38114 \ /r. ' .W * '* Seq. ID' OJ991019_09 . 02li:.C9 

Gene No, 78354 ' . - . Strand - ' . • ' ' 

Start • 37613 , . End 37819 

Name OJ9910 19_09 . 0211 . C9 . ol . tc Method TBLASTX : Cress 

Start 14295 End 36228 

GI none Score 76 

Exons 14295. .14429, 14 313 .. 144 92 , 14 335 .. 14 4 93, 14 581 .. 14 685 , 

14594. . 14683, 14 939 .. 14 986, 15156 .. 15218 , 15157 .. 15228 , 

35357. .35557, 35363 .. 35524 , 35612 .. 357 16, 35625 .. 35714 , 

35939. .36022, 3594 9 .. 36035, 36162 .. 36221, 36163.. 36228 



37787 




o e q . IN o . 


38114 






Seq. ID 


OJ991019_09.0211 






78354 






Strand 








37613 






End 


37819 




Name 


OJ991019 09. 0211. C9 


o 1 n -Hm 


Method 


TBLASTX: Maize 




Start 


J. 'i .J X X 






End 


36228 




GI 


none 






Score 


172 




TT von ^ 


14311. 


.14493, 14319 


. . X T *1 Z? ^ f 


14576. . 14683, 14581 .. 14 685, 






14939. 


.14986, 15156 


1 ^9 1 R 

• .XiJ^XO, 


15157. .15219, 15172. .15222, 






35348. 


.35524, 35349 


. , ODD f 


35607. .35714, 35612 .. 357 16, 






35939. 


.36022, 35949 


. . OKjKJ DD f 


36162. .36221, 36163 .. 36225 , 






36166. 


:36228, 36179 










Q Q ^ Mo 
oSq . LMU . 


38114 






Seq. ID 


OJ991019_09.0211 






78354 






Strand 








37613 






End 


37819 




Name 


OJ991019 09,0211.09 


.o2 . tw 


Method 


TBLASTX: Wheat 




Start 


14323 






End 


36225 






none 






Score 


157 




XT' vr o 


14323. 


.14493, 14331 


1 4 4 Q9 


14581. .14685, 14593. .14685, 






14939. 


.14986, 15156 


1 S9 1 fl 


15169. .15219, 35363. .35524, 






35366. 


.35530, 35612 


. . ^ O / X D / 


35625. .35714, 35939 .. 36022 , 






35952,, 


,36035„, ,. 361.62. 




.361^63. ^. 36225_. . _ , ^ 




Seq. No. 


38114 






Seq. ID 


OJ991019_09.0211. 


09 


Gene No. 


78354 






Strand 






O L- d I. u 


37613 






End 


37819 




Name 


OJ991019 09. 0211. C9 


. o^ . um 


Method 


TBLASTX: Maize 






26914 






End 


27300 






none 






Score 


170 




Th' von c 


26914. 


.27255, 26930 




27277. .27300 




Seq. No. 


38114 






Seq. ID 


OJ991019_09.0211. 


09 


Gene No. 


78354 






Strand 






O L, d JL L, 


37613 






End 


37819 




Name 


OJ991019 09. 0211. 09 


A 

. 04 . tw 


Method 


TBLASTX: Wheat 






27544 






End 


27928 




PT 
oX 


none 






Score 


124 




Exons 


27544. 


.27927, 27689 


O T Q O Q 








Seq. No. 


38114 






Seq. ID 


OJ991019_09.0211. 


09 


Gene No . 


78354 






Strand 






O L Cl X L. 


37 613. 






,..End. 


.37819-.;.: 




Name ' .* " i 


: OJ99i019 P9.G211VC9 


."oo . tm " 


" '. Method 


■TBLASTX : Mai ze ■ • 




O LaX U 


- 27547 






'End' 


28107' 




oX 








ScoFe^"" "^'" 






TT von c 


- -/ --275.41.. 


.:Mi.a7,:.;2.76ii. 


, * <d o u o / . • - 








Seq. No. 


38114 






Seq. ID 


OJ991019_09.0211. 


09 


Gene No. 


78354 






Strand 






O L a X L 


37613 






End 


37819 




Name 


OJ991019 09.0211.09 


o "5 -Ho 
. O J . US 


Method 


TBLASTX: Soybean 




Start 


27775 






End 


28098 




GI 


none 






Score 


113 




Exons 


27775. 


.28098, 27776 


. .28087 








Seq. No. 


38114 






Seq. ID 


OJ991019_09.0211. 


09 


Gene No. 


78354 






Strand 







37788 



start 
Name 
Start 
GI 

Exons 



37613 End 

OJ991019_09.0211.C9.ol3. tm Method 

28141 End 

none Score 
28141. ,28485, 28262. .28486 



Seq. No. 38114 

Gene No. 78354 

Start 37613 

Name OJ991019_09 . 0211 . C9 . o6 . tw 

Start 28393 

GI none 

Exons 28393. .28743 



37819 

TBLASTX: Maize 

28486 

110 



Seq. ID OJ991.019_09.0211.C9 
Strand 

End 37819 

Method TBLASTX : Wheat 

End 28743 

Score 225 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



38114 
78354 
37613 

OJ991019_09. 0211.C9.o6. tm 

28505 
none 

28505. .28534, 28594 .. 28878 , 
2 8 967.,: . 2 9056,.,. _ , _ ... „ ^ 

38114 
78354 
37613 

OJ991019_09.0211.C9.o6.ts 

28588 

none 

28588. .28833 



Seq. ID OJ991019_09.0211.C9 
Strand 

End 37819 

Method TBLASTX : Mai ze 

End 29118 

Score 38 
28643. .28861, 28867 .. 29118 , ' 



Seq. ID OJ991019_09.0211.C9 
Strand 

End 3781.9 

Method TBLASTX : Soybean 

End 28833 

Score 196 



Seq. No. 38114 

Gene No. 78354 

Start 37613 

Name OJ99101 9_09 . 0211 . C9 . o5 . tw 

Start 28747 

GI none 

Exons ■ 28747. .28878, 28864.. 29142 



Seq. ID OJ991019_09.0211.C9 
Strand 

End 37819 

Method TBLASTX : Wheat 

End 29142 

Score 234 



Seq. No. 38114 
Gene No. 78354 

Start. .... 37 613 • - • 

- Name" * " " ' - ■ " ■ - ■ " 0 J 9,9 101 9_0 9 ". 0 21 1-. C 9'. o2 . t s ' ' ■ 
Start_ . ^ 28864 ' • - _ 

.-Exons^""-.- - '28.8 64 V. 29214, .2895-8-^/. 291 94".. . 



Seq. ID OJ991019_09.0211.C9 
Strand 

• End . . 37819 .- , - - .. - . 

"Method ■ TBLASTX : SbybeBn'''i-"-- 

■_End ' _ 2 9214 ' " y _ l ~ 



Seq. No. 38114- 
Gene No. . 78354 
Start ' 37613 

Name OJ991019_09 . 0211 . C9 . o7 . tm 

Start 29137 

GI none 

Exons 29137. .29472, 29L50 29473, 



. Seq. ID OJ991019_09..0211.C9 
Strand 

End 37819 

Method TBLASTX :Maize 

End 29621 

Score 139 
29474 . .29620, 29475.. 29621 



Seq. No. 
Gene No. 



38114 
78354 



Seq. ID OJ991019_09.0211.C9 
Strand 



3778 



9 




start 


37613 




End 


37819 




Name 


OJ991019 09. 0211. C9. 


, o3 . tw 


Method 


TBLASTX: Wheat 




Start 


29191 




End 


29672 




GI 


none 




Score 


114 




Exons 


29191. .29472, 29194. 


. .29430, 


29471. .29671, 29472 .. 295 67 , 






29625. .29672 










Seq. No. 


38114 




Seq. ID 


OJ991019_09.0211 


.09 


Gene No. 


78354 




Strand 






Start 


37613 




End 


37819 




Name 


OJ991019 09.0211.09. 


ol2. tm 


Method 


TBLASTX: Maize 




Start 


30733 




End 


30997 




GI 


none 




Score 


119 




Exons 


30733. .30993, 30761. 


.30997, 


30779. .30955 




Seq. No. 


38114 




Seq. ID 


OJ991019_09.0211 


.09 


Gene No. 


78354 




Strand 






Start 


37613 




End 


37819 




Name 


OJ991019 09.0211.09. 


o7 . gs 


Method 


GENSOAN 




Start 


37613 




End 


37819 




GI 


none 




Score 


.1 




,Exon.s.__^_. 


3J 6 1 3 ., 3 7J 1 9 




-..-^ 


— — ~ 




Seq. No. 


" 38114'"' 




■ • - ■ 

Seq. ID. 


.„ , 

OJ991019_09.0211 


.'C9 


Gene No. 


78355 




Strand 






Start 


38676 




End 


39786 




Name 


OJ991019 09.0211.09. 


oil . tm 


Method 


TBLASTX: Maize 




Start 


38676 




End 


38866 




GI 


none 




Score . 


254 




Exons 


38676. .38861, 38679. 


.38861, 


38690. .388 


66 




Seq. No. 


38114 




Seq. ID 


OJ991019__09.0211 


.09 


Gene No. 


78355 




Strand 






Start 


38676 




End 


39786 




Name 


OJ991019 09. 0211. 09. 


o5 . ts 


Method 


TBLASTX : Soybean 




Start 


38709 




End 


39140 




GI 


none 




Score 


217 




Exons 


38709. . 38795, 38733. 


. 39140, 


' 38891. .390 


13 




Seq. No. 


38114 




Seq. ID 


OJ991019_09.0211 


.09 


Gene No. 


78355 




Strand 






Start ... 


38676 




- .. End . 


■ 39786 , . 




N*ame_' ; 


- OJ991019 09.0211.09. 


o4 . tm • ; 


•."Method 


■-TBLASTX: Mai ze " 




'Start 


■ ' ■ 38867 




■ End 


-3978 6 ; - " ~' ' • 




Gr"^'"'"" 


" ""■^"Ti^ef^""^""'"^'^ " ' ""^ ■ 




' "^'Scoie 






Exoris . " ' 


: 38867 .".38.9.26, 38928 . 


..3917 9, 


"3892.8 ...39131, 39187 .... 3:93.57., " 






39187. : 3935.7, 3"91'91 . 


.'39781, 


; 3 91 92. .3 '97 


85.,. 39376. .'39786 




Seq. No. 


38114 




Seq. ID 


OJ991019_09.0211 


.09 


Gene No. 


78355 




Strand 






Start 


38676 




End 


39786 




Name 


OJ991019 09.0211.09. 


o4 . ts 


Method 


TBLASTX: Soybean 




Start 


39189 




End 


39785 




GI 


none 




Score 


117 




Exons 


^39189. .39476, 39504. 


.39785 








Seq. No. 


38114 




Seq. ID 


OJ991019_09.0211 


.09 



37790 




Gene No. 


78355 


Strand 








Start 


38676 


End 


39786 






Name 


OJ991019 09. 0211 ,C9.o7 , tw 


Method 


TBLASTX: 


Wheat 




Start 


39195 


End 


39485 






GI 


none 


Score 


202 






Exons 


39195. .39476, 39213 .;. 39266, 


39339. . 394 


85 






Seq. No. 


■ 38115 


Seq. ID 


OJ991019 


09. 0211 


.CIO 


Gene No. 


78356 


Strand 


+ 






Start 


1 


End 


1242 






Name 


OJ991019 09.0211.C10.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


1199 






GI 


1091678 


Score 


303 






Exons 


1..100, 155. .529, 1073. .1199 










GI Descrip. 


activator-like transposable 


element [Pennisetum 


qlaucum 


1 
J 


Seq. No. 


38115 


Seq. ID 


OJ991019 


09. 0211 


.CIO 


Gene No . ■ 


78356 


Strand 


+ 






Start 


1 


End 


1242 






Name 


OJ991019 09.0211.C10.o2.np 


Method 


AAT/NAP 






Start 


1 


End 


1242 








^..6.063557 ■ , . . _ - _ 


-;._Score . _ 


-.1.0 4_ 






Exons 


■ :ri.„..32, .109,9. .124.2,. 










GI Descrip. 


'(AP000615) similar to dJ522J7.2 (Z9888 


5) [Oryza 


sat i va] 




Seq. No. 


38115 


Seq. ID 


OJ991019 


_09.0211 


.CIO 


Gene No. 


78356 


Strand 


+ 






Start 


1 


End 


1242 






Name 


OJ991019 09.0211.C10.ol.gs 


Method 


GENSCAN 






Start 


88 


End 


831 






GI 


none 


Score 


.76 






Exons 


88. .514, 616. .692, 766. .831 










Seq. No. 


38115 


Seq. ID 


OJ991019_ 


_09.0211 


.CIO 


Gene No. 


78357 


Strand 








Start 


3813 


End 


9070 






Name 


OJ991019 09.0211.C10.ol.tm 


Method 


TBLASTX: Maize 




Start 


223 


End 


509 






GI 


none 


Score 


40 






Exons 


223. .276, 289. .504, 291. .509 










. Seq. No. . 


38115 - ' 


" ■ Seq. '-ID 


OJ991019 


09.0211 


.CIO 


' 'Gene No. " 


•78357 " . • - - \ . ■ - - : ■ 


Strand ■ 








Start • . 


3813 - . ■ ' ' " ' 


End 


907 0 








"nDJ9:91019 "D9r02ri\ crer;-6l:. ts^''"" 


'Method 


TBLASlXi'^^yi^^n: 




....^Sta'rt ' ' " 


.288 - ' . ::v. . 


. End- .T 


' .513 ■ 






G I . / * 


none .. .. 


Score 


198' ..■ 






Exons 


288. .494, 298. .513 










Seq. No. 


38115 


Seq. ID 


OJ991019_ 


_09.0211 


CIO 


Gene No. 


78357 


Strand 








Start 


3813 


End 


9070 






Name 


OJ991019 09.0211.C10.o2.gs 


Method 


GENSCAN 






Start 


3813 - ■ 


End 


9070 






GI 


none 


• Score 


.65 






Exons 


3813. .4478, 4501. .5376, 6079 


. .6354, 8723. . 9070 







37791 



Seq. No. 38116 Seq. ID 

Gene No. 78358 Strand 

Start 215 End 

Name OJ991019_09 . 0211 . Cll . ol . gs Method 

Start 215 End 

GI none Score 

Exons 215.. 347, 561.. 775 



OJ991019_09. 0211. Cll 
+ 

775 

GENSCAN 

775 

.95 



Seq • No . 


38117 


Seq. ID 


OJ991019_09.0211 






78359 


Strand 






Start 


226 


End 


595 




Name 


OJ991019 09.0211.C14.ol.gp 


Method 


AAT/GAP 




Start 


226 


End 


595 




GI 


30795 1.R1084 


Score 


724 




Exons 


226. .595 








GI Descrip. 


'1009234 3.0e-49 (L38829) SUP2 gene product [Nicotiana 


tabacum] 


Seq. No. 


38118 


Seq. ID 


OJ991019_09.0211 


.C15 


Gene No. 


78360 


Strand 


+ 




Start 


3315 


End 


8520 




Name 


dJ991019 09.0211.C15.ol.np 


Method 


AAT/NAP 




Start. 


..3315_.,- 


..„End 


8517__ 




.GI. .... , . 


,52 95 97 i:. . . ... : „ 


Score.. , . 


7058 „ 




Exons 


3315.. 3734, 3780.. 7031, '7462. 


. .8517 






GI Descrip. 


(AB026295) EST D24 315 (R17 18 ) 


corresponds to a region of 


the 



predicted gene.; Similar to Tobacco DNA for retroviral-like 
transposon Tnt 1-94 . (X13777 ) [Oryza sativa] 



Seq. No. 38118 Seq. ID OJ991019_09 . 02 11 . C15 

Gene No. 78360 Strand + 

Start 3315 End 8520 

Name OJ991019_09 . 0211 . C15 . o2 . gs Method GENSCAN 

Start 3315 End 8520 

GI none Score . 68 

Exons 3315. .4138, 4186. .4436, 4816. .6524, 6696. .6827, 6864. .7091, 

7420. .7847, 7913. .8088, 8249. '.8520 

Seq. No. 38118 Seq. ID OJ991019_09 . 02 11 . C15 

Gene No. 78361 . Strand 

Start 1203 ' End 2794 

Name OJ991019_09 . 02 11 . C15 . ol . gs Method GENSCAN 

.Start . . 1203 : v. • . End . 2794. ■: ... . 

GI. none"* - ■ - ; Score * ^ 53-'. ..rr^:;:: : 

Exons- \ -1203. ":,1267, 'l366."; 1520, 2750!.2794. " 



Seq.' No' " " 38118 ' Seq. - ia OJ9910r9_09 .02 1 1". Cl5 " 

..Gene No. . . 7836'2 " ' ' ' . Strand - * . ' . 

Start 7701 End 9483 - 

Name . OJ991019_09 . 0211 . C15 . ol . tc Method TBLASTX : Cress 

Start 24 " End 2315 

GI none Score 83 

Exons 24. .179, 26. .181, 27. .179, 1198. .1269, 1200. .1262, 1205. .1270, 

1347. .1520, 1348. .1521, 1362. .1520, 1363. .1524, 1596. .1682, 
1600. .1683, 1606. .1683, 2232. .2315, 2233. .2304 

Seq. No. 38118 Seq. ID OJ991019_09 . 02 11 . C15 

Gene No. 78362 Strand 



37792 



start 7701 End 9483 

Name OJ991019_09 . 0211 . C15 . ol . ts Method TBLASTX : Soybean 

Start 24 End 9483 

GI none Score 93 

Exons 24. .179, 27. .179, 28. .180, 35. .181, 1193. .1270, 1198. .1269, 

1350. .1514, 1362. .1520, 1363. .1521, 1363. .1521, 1596. .1682, 
1600. .1683, 1612. .1683, 2215. .2304, 2232. .2315, 2233. .2304, 
9409. .9483 

Seq. No. 38118 Seq. ID OJ99101 9_09 . 02 11 . C15 

Gene No. 78362 Strand 

Start 7701 " End 9483 

Name 0 J9 9 1 0 1 9_0 9 . 0 2 1 1 . CI 5 . o8 . tm Method TBLASTX : Ma i ze 

Start 24 End 181 

GI none Score 166 

Exons 24. .179, 26. .181, 27. .179 

Seq. No. 38118 Seq. ID OJ991019_09 . 0211 . C15 

Gene No. 78362 Strand 

Start .7701 End 9483, 

Name' OJ991019_09 . 0211 . C15 . o5 . tw Method" TBLASTX : Wheat 

S t ar t ... :1 2 0 4 , End_ j,, A&8 2.,.. _.„_™ 

'....Gi: ' none. .... , ... Score... ... ^8X, .'. . . 

Exons 1204.. 1269, 1362.. 1532, 1366.. 1503, 1602.. 1682 

Seq. No. 38118 Seq. ID OJ991019_09 . 0211 . C15 

Gene No. 78362 Strand ' - 

Start 7701 End 9483 

Name O J9 9 1 0 1 9_0 9 . 0 2 1 1 . CI 5 . o 9 . tm Method TBLASTX : Mai ze 

Start 1204 End 1682 

GI none Score 87 

Exons 1204.. 1269, 1362.. 1532, 1363.. 1503, 1602.. 1682 

Seq. No. 38118 Seq. ID OJ991019_09 . 0211 . C15 

"Gene No. 78362 Strand 

Start 7701 End 9483 

Name "OJ991019_09 . 0211 . C15 . o7 . tm Method TBLASTX : Maize 

Start 3642 End 4032 

GI none Score 35 

Exons 3642. .3656, 3654. .3701, 3684. .3725, 3693. .4031, 3769. .3924, 
3825. .4031, 3970. .4032 

"-Seq..-Nb/-; "v' -^'BirsV^ • .-^.Seq: ■ ID • OJ9910i9_09-: 02il-.C15 

. Gene No. 78362 ' - ' • - - . --strand, - - 

Name'^ ^' . V O J9'91G19_Va9':.05n..'Cl5;ol ; tm ^7 Met fiodV. TBLASTX : Maize T: 
•' start ' 4223: ' ' ' .End *. ' 4946 

GI none ' Score 373 

Exons 4223. .4486, 4223. -.4411, 4228. .4476, 4581. .4844, 4612. .4842, 

4832. .4942, 4833. .4946, 4875. .4946 

Seq. No. 38118 Seq. ID OJ991019_09 . 021 1 . C15 

Gene No. 78362 Strand 

Start' 7701 End 9483 

Name OJ991019_09 . 0211 . C15 . ol . tw Method TBLASTX : Wheat 

Start 4871 End 5324 

GI none Score 339 



377 93 



TT von G 




Seq. No. 


38118 


Gene No. 


78362 




7701 


Nsme 




o t air t. 


4 D X 


P T 


none 






Seq. No. 


38118 


Gene No. 


78362 


04- a -rl- 


7701 

/ / U J. 


Nsine 


Pi TQQ1 m Q n Q 


O t air L 




o J. 


none 






Seq. No. 


38118 


Gene No. 


78362 


O L aX U 


77m 

/ / U X 


-NsiTie^ 




O.LalTu , ... 






none 




o o y 1 * » ^ o o 1 f 


Seq. No. 


38118 


Gene No. 


78362 




7701 


N3iTie 


OTQQimQ OQ 




O DU U 


r* T 


none 


Exons 




Seq. No. 


38118 


Gene No. 


78362 


q-i- a y-i- 

O L Ctl. u 


77 01 


Name 


PTQQimQ no 
uj yyxuxy uy. 


ot air L 


O D J X 


P T 


none 


Exons 


jdjx. m u y 3 y f 


Seq;''-'No'.-'' 




Gene No.- 


.78362 ■ 


o. L a X. u 


7 0 1 . 


Name 


n TQQ1 0 TQ 0 Q 
L^uyyxuxy uy. . 


q -t- a V +- 




P T 
oX 


none 


Exons 


ODflD. .OyfiZ, 


O C • i>HJ . 


^ft 1 1 R 


Gene No. 


78362 


Start 


7701 


Name 


OJ991019 09. 


Start 


6555 


GI 


5509260 


Exons 


6555. .6839, 



4872. .5237, 4875. .5264, 5232. .5324, 5244. .5324 



0211. 015. o6.tm 
4962. .5201 

0211.C15.o5. ts 
5289. .5528, 5358, 

0211.C15.o2-.tw 



Seq. ID OJ991019_09. 0211. 015 
Strand 

End 9483 

Method TBLASTX: Maize 

End 5201 

Score 308 



Seq. ID OJ991019_09. 0211. 015 
Strand 

9483 

TBLASTX : Soybean 
5537 
187 



End 

Method 
End 
Score 
.5438 



Seq. ID OJ991019_09. 0211.015 
Strand 

End ' 9483 

, Me t hod . _:;TBLASTXj Wheat. \ 

.End .. . .5948 _ T,^ 

Score 99 



5595.. 5861, 5612.. 5761, '5868.. 5948 



0211. 015. o2.tm 
5604. .6026 

0211. 015. 02. ts 
5636. .5926, 5964, 

0211. 015. o3.tc--- * 
5786.. 5932, 5964, 

0211 .015.03. ts 
6587. ,6811, 6867, 



Seq. ID OJ991019_09. 0211. 015 
Strand 

End 9483 

Method TBLASTX: Maize 

End 6026 

Score 676 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.6032 

'Seg'.-;'ib'- 

Strand 
'End~'^"'^"= 

Method 

End . 

Score 
.6074 

Seq. ID 

Strand 

End 

Method - 
End 
Score 
.6938, 69 



OJ991019_09. 0211. 015 
9483 

TBLASTX: Soybean 

6032 

334 



:O J991019_:09-. 021'l■; Cl-5 • 
c^^:^^:==^:.-l::r^z^ 

TBLASTX: Cress ' ":>" : 

6074 ; 

190 



OJ991019_09. 0211. 015 
9483 

TBLASTX: Soybean 

7022 

224 

12. .7022, 6914. .7021 



37794 



GI Descrip. 

Seq. No. 38118 Seq. ID OJ991019_09 . 02 1 1 . C15 

Gene No. 78362 Strand 

Start 7701 End 9483 

Name OJ991019_09 . 0211 . CIS . o3 . tw Method TBLASTX : Wheat 

Start 6587 End ' 7030 

GI none Score 141 

Exons 6587.. 6664, 6678.. 6839, 6716.. 6811, 6834., 6917, 6905.. 7030, 
6912. .7028 

Seq. No. 38118 Seq. ID OJ991019_09 . 02 11 . C15 

Gene No. 78362 Strand 

Start 7701 End 9483 

Name OJ991019__09 . 0211 . C15 . o5 . tm Method TBLASTX : Maize 

Start 6594 ' End 6899 

GI none Score 288 

Exons 6594. .6857, 6614. .6811, 6834. .6899, 6834. .6899 

Seq. No. 38118 Seq. ID OJ991019_09 . 02 11 . 015 

Gene No. 78362 Strand - 

. _.Start. : _ .7 701 . _ _j. ^ End,. .„ ,.^4 83._ / _ 

Name . .... OJ.9"'9iai9_69. . 0211.01.5. o3., tm, , Method ... TBLASTX r.Maize , 

Start 7528 End 7907 

GI none Score 410 

Exons 7528. .7794, 7530. .7811, 7791. .7844, 7792. .7845, 7842. .7907, 
7845. .7907 

Seq. No. 38118 Seq.^ ID OJ991019_09 . 02 1 1 . 015 

Gene No. 78362 Strand 

Start 7701 End 9483 

Name OJ991019__09 . 0211 . 015 . o4 . tw Method TBLASTX : Wheat 

Start 7654 End 8018 

GI none Score 96 

Exons 7654.. 7800, 7842., 8018 

Seq. No. '38118 Seq. ID . OJ991019_09 . 0211 . 015 

Gene No. 78362 • Strand 

Start 7701 End 9483 

Name OJ991019_09 . 0211 . 015 . ol . gp Method AAT/GAP 

Start 7701 End 8145 

GI . 36280_1.R1084 . . . . ' ■- Score. -.756 . 

-■'Exons;-''- ' 770i: .;814 5 ' . ^^.r ^ .71. t 

GI Descrip. '52 9597 l^xibj [ BAAS 1872. 11 i.'0e-81 (AB02_629J) 'EST_D24 3r5^{R1718 ) 

- ^'■cafre'sp'dn~dB"To"~a^^^^^^ 

. Tobacco. DNA for retroViral-like''transpo'son Tnt 1^94 . (Xl'3777 ) ' 

~ [Oryza sat.iva]. * . , . . ' 

Seq.' No. 38118 Seq. ID OJ99101 9_09 . 021 1 . 015 

Gene No. 78362 Strand 

Start 7701 End 9483 

. Name OJ991019_09 . 0211 . 015 . o2 . tc Method TBLASTX : Oress 

Start 7845 End 8484 

GI none Score 216 

Exons 7845. .8105, 7850. .7996, 8021. .8104, 8120. .8197, 8166. .8237, 
8266. .8484, 8274. .8450 



37795 



Seq. No. 38118 Seq. ID 

Gene No. 78362 Strand 

Start 7701 End 

Name OJ991019_09 . 0211 . CIS . o4 . ts Method 

Start 7845 End 

GI none Score 

Exons 7845.. 8006, 7847.. 7963, 8021.. 8179, 
8274. .8360 



OJ991019_09.0211.C15 
9483 

TBLASTX: Soybean 
8493 
146 

8037. .8240, 8260. .8493, 



Seq. No. 


38118 






Seq, ID 


OJ991019_09.0211 


.C15 


Gene No . 


78362 






Strand 






Start 


7701 






End 


9483 




Name 


OJ991019 09 


. 0211 . 


C15 , olO . tm 


Method 


TBLASTX: Maize 




Start 


7908 ~ 






End 


8090 




GI 


none 






Score 


189 




F.xons 

Jwl 1 i ihJ 


7908. 8090, 


7913 . 


.8089 








Seq. No. 


38118 






Seq. ID 


OJ991019_09.0211 


.C15 


Gene No. 


78362 






Strand 






Start 


7701 






End 


9483 




Name 


OJ991019' 09 


.0211. 


C15.o6.tw 


Method 


TBLASTX: Wheat 




Star 


8 04,6 .„ 






, End ^. 


8454 ■ 




GI :,. 


_ . none , 






,.Score . „. 


..4.1 




Exons 


8046. .8111, 


8159. 


78197', 8166. 


.8240, 8251. .8454, 8253. .8 


441 ■ 


Seq. No. 


38118 






Seq. ID 


OJ991019_09.0211 


.C15 


Gene No. 


78362 






Strand 






Start 


7701 






End 


9483 




Name 


OJ991019 09 


.0211. 


C15.o4.tm 


Method 


TBLASTX: Maize 




Start 


8096 






End 


8483 




GI 


none 






Score 


152 




Exons 


8096. .8203, 


8099. 


.8251, 8131. 


.8250, 8146. .8253, 8178. .8 


252, 




8237. .8428, 


8247. 


.8483, 8248. 


.8481 







Seq. No. 38119 Seq. ID OJ991019_09 . 0211 . C18 

Gene No. 78363 Strand 

Start 1 End 543 

Name OJ991019_09 . 0211 . C18 . ol . np Method AAT/NAP 

Start 1 End 543 

GI 4206306 Score 307 

Exons 1..543 

GI Descrip. ' (AF049110) prpol [Zea.mays] ■ . , . . . . 

Seq". No. • ' 38119 ' " / "* - / Seq." ID '.OJ991019_09.d211.C18 

^G^^~Nc7:":"-^"T&3^3^^":"^ 

Start"'." ' 1 ■ v. . ; End 543' : ' ' . 

Name". . OJ991019_09 . 0211 . C18 : 6l . tw . Method, TBLASTX: Wheat 

Start 1 End 192 

GI none Score 228 

Exons 1..192, 2.. 187 

Seq. No. 38119 Seq. ID OJ991019_09 . 0211 . C18 

Gene No. 78363 Strand 

Start 1 End 543 

Name OJ991019_09 . 02 1 1 . C18 . ol-. ts Method TBLASTX : Soybean 

Start 1 End 354 

GI none Score 147 



37796 






Exons 












Seq. No. 


38119 


Seq. ID 


OJ991019_09.0211 


.018 




Gene No. 


78363 


Strand 








o u di. u 


1 


Rnri 


S4 






Ns-iTie 


WU^-/X\JX:7 UI7.VJ^XX.V^XO.^X. nu 




TRT.AqTy • M;* -i 

i Dlj-rio 1 A . r'Ja X Ze 








1 ~ 

J. 




1 '^9 
X o ^ 








nono 




1 '^Q 
X J ;? 








1 1^9 9 1^0 










Seq. No. 


38119 


Seq. ID 


OJ991019_09.0211 


.018 




Gene No. 


78363 


Strand 








O (- a X L. 


1 

X 












O.TQQiniQ HQ 0911 PI ft nl rrc5 
wu^-7xux;3 U-7.W4i.xx.v_<xo.L;x.yo 




O Ci 1.N O V_-/-i.LN 






O L. a X L. 


1 9Q ~ 




417 

*i X / 








n on ^ 


o OUX tr 










129 417 










Seq. No. 


38119 


Seq. ID 


OJ991019_09.0211 


.018 




Gene No. 


78363 


Strand 










1 


£-ji 


Sd ? 








O.TQQIOIQ OQ- 0911 Tift r\0 -hw 




1 D Xjrio lA . vVIlfc;a.L' 


, 






1 Q^" ~ 

X J , ^ ^, „ , . ~- 


FnH 


4 9 Q 

,4 ^ ...... 








none 


Score 


ft 9 
o ^ 








1Q^ 49Q 1Q4 ?fi1 










Seq. No. 


38120 


Seq. ID 


OJ991109_03.0218 


.03 




Gene No. 


78364 


Strand 


+ 






O U CL i. L. 


2325 


FnH 


^190 

J X _/ VJ 






Nfline 


n.TQQI 1 OQ O'^ 091ft n ol rTQ 




P F M q P A M 






q-h :3 -r-i- 


9^9^ ~ 

41. O ^ O 


RnH 


'^1 QO 
O X u 






ox 


n on o 


Score 






= 




oooc 9^7^ "^O^ft ^1 QO 








□ 




^ft 1 90 

O O X ^ Vj 


qorr T n 
ocq . X U 


nTQQllOQ C\'\ 091ft 






Gene No. 


78365 


Strand 






'f^ 


Start 


8139 


End 


12860 




%4 


Nsitie 


- OJ9911d9 03.0218.C3.ol.np 


Method 


Z\ 7\ T / M Zi D 




r ~i 


q-h r-l- 


8139 


End 


19ft ^^0 
X ^ 0 DU 




.r==| 


ox 


6498440 


Score 


ROO 
J u u 






von c 


8139. .8203, 12626. .12860 










OX L/c;ooJ.x_^. 


.-(AP000815) hypothetical protein, [Oryza. 


sat iva J ... - 






Seq. No. , 


38120. 


Seq. ID 


OJ991109_03.0218 


.03 
















q f p r f ■ 


- '813-9' . * • ' r : 


■- End. : ' . 


i 9 ft f^O " ' ' ' 






, Name 


. OJ991109 03.0218.C3.o3.gs ... . 


" . Method 


L3JljlNoC/-i,IN 






q-h a -r1- 


9795 •'■ 


. End 


1 9 7 c 
X Z / DO 






O X 


none 


Score 


.DO 








9795.. 9846, 10153 .. 10367 ; 104 36 104 82 , 


19^49 197(^R 






Seq. No. 


38121 


Seq. ID 


OJ991109_03.0218 


.04 




Gene No. 


78366 


Strand 


+ 






Start 


1095 


End 


6546 






Name 


OJ991109 03.0218.C4.ol.gs 


Method 


GENSCAN 






Start 


1095 


End 


6330 






GI 


none 


Score 


.64 





37797 





1095 1183, 2515 2605. 


3576 


..3749, 4549.-4697, 4733. .4839, 




4999 5095. 5179 5309. 


5602 


..5702, 5850,. 5960, 60821.6330 


<J O \-i • LN v./ • 


38121 




Seq. ID 


OJ991109_03.0218.C4 


Gene No. 


78366 




Strand 


+ 


Start 


1095 




End 


6546 


Name 


OJ991109 03 0218 C4 ol 


np 


Method 


AAT/NAP 


Start 


2817 ~ 




End 


3595 


GI 


64 98440 




Score 


195 


F VOTl 


2817 2884 3234 3595 








X L./^ O J, -1. k-f • 


fAP000815) hvnothetical 


protein [Oryza 


sativa] 


kJ ^ • w ■ 


38121 




Seq. ID 


OJ991109_03,0218.C4 


Gene No . 


78366 




Strand 


+ 


Start 


1095 




End 


6546 


Name 


OJ991109 03,0218.C4 .ol. 


gp 


Method 


AAT/GAP 


Start 


4745 




End 


5370 


GI 


58051 1.R1084 




Score 


634 


Exons 


4745. .4871, 4999. .5095, 


5179 


. .5370 




GI Descrip. 


M107312/emb|CAA22640| 


2.0e- 


30 {AL035075) eukaryotic translation 



initiation factor 6 [Schizosaccharomyces pombe] ' 



Seq. No.. . . 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



38121 : . . . , „ , 

78366 
1095 

OJ991109_03.0218.C4 .o2.np 

4989 

6498439 



,..Seq...ID OJ99.110'9^03...02X8_.C4_:, 

Strand + 
End 6546 
Method AAT/NAP 
End 6327 
Score . 1051 

4989.. 5095, 5179.. 5309, 5602.. 5702, 5850.. 5960, 6070.. 6327 
(AP000815) ESTs C98259 (C1345 ) , D15820 (C1345 ) correspond to a 
region of the predicted gene.; Similar to translation initiation 
factor 6. (AF022229) [Oryza sativa] 



Seq. No. 38121 Seq. ID 

Gene No. 78366 . Strand 

Start 1095 . End 

Name OJ991109_03 . 02 18 . C4 , o2 . gp Method 

Start 5832 End 

GI 3761005 Score 

Exons 5832.. 5960, 6070.. 6546 

GI Descrip. 4107312/emb | CAA22640 | 2.0e-30 (AL035075) eukaryotic translation 

. ^ ■ initiation, factor . 6 .[ Schizosaccharomyces pombe] . . ; 



OJ991109_03.0218.C4 
+ 

6546 
AAT/GAP 
6546 
1063 



Seq. No. . 38121 J . • Seq.__ ID 

"Start 6:72.4.-::' : " r" ' ' . \ End * 

Name ' OJ991109_63.. 021'a.,C,4.. o3 . gp . , Method. 

Start 6724 End 

GI 41960_1.R1084 Score 
Exons 6724.. 6821, 6861.. 7533 

GI Descrip. ' 510384 6/gb | AAD3967 6 . 1 1 AC007 591_4 1 2.0e-37 (AC007591) F9L1.43 
[Arabidopsis thaliana] ' 



0 J 9 9 1 1 09_G'3 .021 8_^C4 

"7533 ,r .'. r:""'"-\ 

AAT/GJ^P ' '/ 

7533 
1265 



Seq. No. 38121 . 

Gene No. 78368 

Start 14951 

Name OJ991109 03 . 0218 . C4 . o5 . np 



Seq. ID OJ991109_03.0218.C4 

Strand + 

End 15884 

Method AAT/NAP 



37798 



start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14951 End 15884 

6498436 Score 365 

14951. .15037, 15672. .15789, 15838.. 15884 
(AP000815) hypothetical protein [Oryza sativa] 



38121 Seq. ID 

78369 Strand 

7087 End 

OJ991109_03.0218.C4 .o2.gs Method 

7.087 End 

none Score 



OJ991109_03.0218.C4 

10995 
GENSCAN 
10995 
.82 



7087. .8337, 9617. .9967, 10028 .. 10166, 10961. .10995 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



38121 
78369 
7087 

OJ991109_03.0218.C4 .o3.np 



OJ991109 03.0218.04 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.10166, 

corresponds to a region of the 
p re dieted , g e n e . ;S;i.mil.a r , ,t p J^ra bid op s i s, ' _ t h a 1 i a na _c h r omo spin e„^I 
BAG ..F5H14_genomic . sequence, hypothetical protein. . ( AC0.Q.6234 ). 
[Oryza sativa] 



7090 
6498438 
7090. .8337, 



9617.. 9967, 10028, 



10995 
AAT/NAP 
10995 
2941 
10961. . 10995 



(AP000815) EST 093513(053164) 



Seq. No. 38121 Seq. ID 

Gene No. ,78369 Strand 

Start ' 7087 End 

Name OJ991109_03 . 0218 . 04 . p4 . gp Method 

Start 7862 End 

GI LIB3434-059-P1-K1-O10 Score 

Exons 7862.. 8280 

GI Descrip. • 510384 6/gb | AAD3967 6 . 1 | AO007591_4 1 1 
[Arabidopsis thaliana] ' 



OJ991109_03. 0218.04 

10995 
AAT/GAP 
8280 
739 

,0e-42 (AO007591) F9L1.43 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



38121 
78370 
11576 

OJ991109_03.0218 .04 .o2.tm 
5001 
none 
5001. 
"5263: 
5847. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991109_03.0218.O4 
14820 

TBLASTX: Maize 

6297 

115 



.50.93, 5006^. .5089,. 517 6_.,.. 52 65,_. 51,77 .. 52-66/ 5255. , 5308,. 
, 5507v" 5591 vV5728v*56al-:\ 5747,- 5601 ;\ 574T;" 5^36 .•/5¥43v 
,5948, 5849.. 5941, 5852.. 5962, 5853.. 5963, 6.070.. 6297, 



-Seq.. No. 38121 .1.. . .. ' . 

Gene No. 78370 

Start 11576 

Name OJ991109_03 . 0218 . 04 . 02. tw 

Start 5001 

GI none 

Exons 5001.. 5093, 5006 . .5089, 5176 . 

5601. .5678, 5679. .5720, 5681. 



Seq... ID. ^.OJ991,109_03. 0218.04 , 
Strand 

End 14820 
Method TBLASTX : Wheat 
End 5728 
Score 114 

.5304, 5177. .5308, 5601.. 5678, 
.5728 



Seq. No. 
Gene No. 



38121 
78370 



Seq. ID 
Strand 



OJ991109 03.0218.04 



37799 



start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



11576 

OJ991109_03.0218.C4.o3.tc 

5001 

none 

5001.. 5093, 5006.. 5089, 5176, 

38121 
78370 
11576 

OJ991109_03.0218.C4.o2.ts. 
5001 
none 
5001, 
5601, 



.5093, 5006. 
,5732, 5833. 
6070.. 6120, 6135. 



,5089, 5176. 
,5952, 5849. 
,6296, 6136. 



End 

Method 

End 

Score 



14820 

TBLASTX: Cress 

5666 

112 



.5307, 5177. .5308, 5601. .5666 

Seq. ID OJ991109_03.0218.C4 
Strand 

End 14820 

Method TBLASTX : Soybean 

End 6297 

Score 107 

.5307, 5177. .5332, 5591. .5728, 
.5953, 5852.. 5962, 5853.. 5963, 
.6297 



Seq. No. 38121 Seq. ID 

Gene No. 78370 Strand 

Start 11576 End 
Name * OJ991109_03 . 0218 . 04 . ol . tc . Method 

Start 5667 . End 

.GIj.:„.v none ■ Score 

. Exons. _ 



OJ991109_03.0218.C4 
14820 

TBLASTX: Cress 
6297 

76. • . ■ v^.^- ■ 



5667: 5.7.32,. .567 9 ... ,57 3,2,......5.84.7 . 59.51 ,.„.5,a4,a. 

5853. .5963, 6070. .6297, 6135. .6275 



,-59.52,_.5852',...3.962,. 



Seq. No. 38121 
Gene No. 78370 
Start 11576 

Name OJ991109_03 . 0218 . C4 . ol . tm 

Start 7013 
GI none 
Exons 7013. 

7454 . 

9607, 



.7093, 7041.. 7430, 7085. 
.8020, 7455.. 8339, 7459. 
.9759, 9614.. 9778, 9617. 



Seq. ID OJ991109_03.0218.C4 
Strand 

End 14820 
Method TBLASTX : Mai ze 
End 10186 
Score 365 

.7453, 7099. .7452, 7453. .8319, 
.8343, 8001. .8339, 9603. .9749, 
.9739, 9708. .9779, 9791. .10168, 



9793. .10179, 9796. .10068, 9800. .10186 



Seq. No, 
Gene No, 
Start 
Name 
Start 
GI . 

Exons "'\ 

SeqT"No'. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



38121 
78370 
11576 

OJ991109_03. 0218 .C4 .o4 .tc 
7079 

-none .... . 

■707 9 ;-. f 33t)'; "7 lirr;7 329- 



'78370. . : - ^ : ■ ■ . 

11576 . ■ . ■.. ... ' L ■ 

OJ991109_03.0218.C4 .ol.ts 

7115 

none 

7115. .7555, 7117. .7584, 7162. 
7580. .8011 



Seq. ID 
Strand 
End ■ 
Method 
End 

Score- - 



OJ991109_03.0218.C4 
14820 

TBLASTX: Cress 
7330 

.89-.' -.- . ■ ... . . 



■Strand ■ ^ :_• . :-. . ' • ' . ... 

End . ■ 14820' ■ . '. 

Method TBLASTX: Soybean 
End • 8011 
Score 235 

.7572, 7531. .7671, 7570. .8010, 



Seq. No. 38121 Seq. ID 

Gene No. 78370 Strand 

Start 11576 End 

Name OJ991109 03 . 0218 . C4 . ol . tw Method 



OJ991109_03.0218.C4 
14820 

TBLASTX: Wheat 



37800 




start 


7210 


End 


8019 




GI 


none 


Score 


390 




Exons 


7210. .7605, 7211. .7627, 7897 


. .8019 






Seq. No. 


38121 


Seq. ID 


OJ991109_03.0218 


.C4 


Gene No. 


78370 


Strand 






Start 


11576 


End 


14820 




Name 


OJ991109 03.0218.C4.o2.tc 


Method 


TBLASTX: Cress 




Start 


7483 


End 


7978 




GI 


none 


Score 


147 




Exons 


7483.. 7932, 7483.. 7977, 7580 


. .7978 






Seq. No. 


38121 


Seq. ID 


OJ991109_03.0218 


.C4 


Gene No. 


78370 


Strand 






Start 


11576 


End 


14820 




Name 


OJ991109 03 . 0218 .C4 .o3 . ts 


Method 


TBLASTX : Soybean 




Start 


8012 


End 


8175 




GI 


none 


Score 


82 




Exons 


8012. .8173, 8013. .8174, 8013 


..8174, 8014. .8175, 8014. .8175 


Seq. No. 


38121 ' 


Seq. ID 


OJ991109_03.0218 


.C4 


, Gene_No... . 


, J 8 3 70. . _ 


:^^..Strand^,,, 






.Star.t .J. 


. .i.i5j..6 . . , 


..:.Erid..: . 


•.I4.8.2.Q.;,,_ 




Name 


OJ991109 03. '0218 .04 .'"o3.gs'" 


Method 


GENSCAN- 




Start 


11576 ~ 


'"End 


14820 




GI 


none 


Score 


.52 




Exons 


11576.. 12261, 13810.. 13936, 


14094 . . 14209, 14 715. . 14820 




Seq. No. 


38121 


Seq. ID 


OJ991109_03.0218 


.C4 


Gene No. 


78370 


Strand 






Start 


11576 


End 


14820 




Name 


OJ991109 03.0218.C4.o4.np 


Method 


AAT/NAP 




Start 


11579 


End 


13542 




GI 


6498437 


Score 


1200 




Exons 


11579. . 12248, 13490. .13542 








GI Descrip. 


(AP000815) hypothetical protein [Oryza 


sativa] 




Sea. No 


38121 


Seq. ID 


OJ991109_p3.0218 


.C4 




78371 


Strand 






Start 


15111 


End 


15530 




Name 


OJ991109 03.0218.C4 .o3.tw 


Method 


TBLASTX: Wheat 




Start. - . 


.. 15111 . . • - - ; -r ': 


End . 


15530. -. 




GI-;'--;---' 


none-^-"* r-"- '- --'^-v.- : vr . 


- Score*" . 


77 ■ • ^ - 




Exons 


' 15111. .15227, 15111. .15236,^" 


15243. .15530, • 15320. . 15529" ' 










^'-tie-:-^--— t; rT-::rx n.;-:::- ,:;;.<E.,:^c5i£:ff^.- 


-Seq. No. ' 


.:'38i22.. - ~ ■ * . 


. Seq.- ID 


OJ991i:da^03.'0218; 


.:c5 


Gene No. 


78372 : " . • 


Strand 


+ . 




Start 


1 


End . 


484 




Name 


OJ991109 03.0218.C5.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


481 




GI 


6498436 


Score 


327 




Exons 


1..98, 363. .481 








GI Descrip. 


(AP000815) hypothetical protein [Oryza 


sativa] 




Seq. No. 


38122 


Seq. ID 


OJ991109_03.0218, 


.C5 


Gene No. 


78372 


Strand 






Start 


1 


End 


484 





37801 







Mpt h orJ 

Lie 1 1 \J\Ji 


GENSCAN 












4 fi 4 

rt O ri 








none 


Score 


4 ^ 






Exons 


.yOf OOO, .fiO^l 










becj . NO . 


"5 D 1 9 O 
Jo IZZ 


oeq . 1 u 


U J 1 X U 




X 0 . L^O 






Strand 


+ 






Start 


9271 


End 


10777 






Name 


OJ991109 03.0218.C5.o2.gp 


Method 


AAT/GAP 






Start 


9271 


End 


10777 






GI 


uC-osroM202032e07bl 


Score 


902 






p. V n n *^ 


9271. .9395, 10436. .10777 










frT Dp pt "i "n 


'5042437/gb|AC007789.1 |AC0077i 


39 4.0e-14 Oryza sativa BAG T49B20 




genomic sequence, complete sequence' 








Seq. No. 


38122 


Seq. ID 


OJ991109 


03 


0218 .C5 


Gene No. 


78374 


Strand 


+ 






Start 


18000 


End 


19923 






Name 


OJ991109 03.0218.C5.o4.gs 


Method 


GENSCAN 






Start 


18000 


End 


19923 






GI 


none 


Score 


.58 








_a8aOX)>...JLSiBai,. . 1.94.4 9 923^_;;_ 












'"3812:2 ' ' 


Seq. ID ' 


OJ99il0'9 


03 


0218 .C5 ' 


Gene No. 


78374 


Strand 


-H 






Start 


18000 


End 


19923 






Name 


OJ991109 03.0218.C5.o4 .np 


Method 


AAT/NAP 






Qf ;3 rt 


19438 


End 


19920 








64 984 3.3 


Score 


893 






P von Q 


19438. .19920 












(AP000815) hypothetical protein [Oryza 


sativa ] 






Seq. No. 


38122 


Seq. ID 


OJ991109 


03 


0218. C5 


Gene No. 


78375 


Strand 








Start 


1906 


End 


5088 






Name 


OJ991109 03.0218.C5.o2.gs 


Method 


GENSCAN 






^t;^ rt 


1906 


End 


5088 






o± 


none 


Score 


.67 








1906. .2534, 2542. .2825, 4991. 


.5088 








Sea No 


38122 


Seq. ,ID 


OJ991109_ 


03 


0218 .C5 


Gene No... . 


.78375 - . - ■ • 


Strand 








Start -'^ 


"1906 ' ' - ■' - - - 


End . - ■ ' / 


'5088' 






Name 


- OJ991109_03.0218-.C5.o2.np • - . 


Method 


AAT/NAP ■ 






'S t'^flf 




"Effd"-"^^"'" 






o x • - • - .... 


-64 98435 ^ "-''y 


Score- . 


1259 . : 






Exons - . . 


.2085. ;28.04, * : 










GI Descrip. 


(AP000815) hypothetical protein [Oryza 


sativa] 






Seq. No. 


38122 


Seq. ID 


OJ991109_ 


03 


0218. C5 


Gene No. 


78376 


Strand 








Start 


5092 


End 


5173 







Name OJ991109_03 . 0218 . C5 . ol . gp Method AAT/GAP 

Start 5092 End 5173 

GI uC-osficyp088bl2bl Score 100 

Exons 5092.. 5173 

GI Descrip. * 5257255/dbj | AP000364 . 1 | AP000364 3.0e-36 Oryza sativa genomic 



37802 



DNA, chromosome 8, clone : P0026F07 • 



Seq, No. 


38122 




Seq. ID 


OJ991109_ 


03.0218 


.C5 


W die LH \J • 


/ 0 -J / / 




Strand 








Start 






End 


16148 






Name 




0 ? 0 Q 
* ^ 0 


Method 


GENSCAN 








Sfi71 ~ 




End 


16148 






VJ J. 


none 




Score 


.57 






von Q 


^fi71 R7fin 747^ 77 


?4 7QQ4 


..8200, 9194. .9360, 


1 1 Sfl9 
X X sj 0 z . . 


117 0 

X X f u 




1 '^Q^l 14*^17 144fiR 


1 4 S Qi^i 


15999. .16148 






Seq. No. 


38122 




Seq. ID 


OJ991109_ 


_03.0218 


.C5 


Gene No. 


78377 




Strand 








Start 


5671 




End 


16148 






Name 




o3 . np 


Method 


AAT/NAP 






Start 


Sfi74 ~ 




End 


16148 






GI 


fi4 Qfi4 ?4 

U M ^ 0 *i J 1 




Score 


2427 








Sfi74 S7fin 747? 77 


34, 7994 


. .8200, 9194. .9360, 


11582. . 


117 0 
X X / u 




1 ?QS1 1 4 '^1 7 1 44 f^fi 


.14595, 


15999. .16148 










cal protein [Oryza 


sativa] 






O Qo Mo 






_.Seg,_ID_: 


:OJ991Ma, 


0,3.,.i21g 




(^ono Mo 
. VJti 1 It: ... LN^J .. . , 






St rani 








0 t cai; L 


9 1 9R 1 
Z ± Z 0 ± 




End 


22175 






Name 


OJ991109 03. 0218. C5. 


ol . tm 


Method 


TBLASTX: Maize 




start 


10419 




End 


20262 






0 J. 


n on <s 




Score 


85 






Exons 


in4iQ in4fli in4'^9 


.10482, 


10432. .10482, 10519. 


.10587, 






1 rm9n in^fl'^ idrr^ 


.10983, 


10591. .11022, 10625. 


.11020, 






T99nR 19409 T991R 


.12394, 


19439. .19630, 19441. 


.19650, 






1Q4 41 TQfi4T TQ7n9 

Xj'I'iX. .X-zUtX/ X_7/U^. 


.19749, 


19777. .19923, 19782. 


.19922, 






1 QQ7? 9nn?ft 9nn?Q 

X^^/J. .ZUUOO/ ZUUO-3. 


.20110, 


20112. .20144, 20114. 


.20143, 






901 44 901 fi4 901 ftQ 


.20245, 


20230. .20262 






Seq. No- 


38122 ' 




Seq. ID 


OJ991109_ 


03.0218 


.05 


Gene No. 


• 78378 




Strand 








;3 rt 


21281 




End 


22175 






MaTTI 0 


oj^^<^i 1 0^5 0? 091 R rs 


ol.ts 


Method 


TBLASTX :£ 


oybean 




q-i- -a >--|- 


1079? ~ 




End 


19631 






Kj ± 


n on 0 




Score 


66 






F" von Q 


10723 10803 10726 


. 10791, 


10792. .11022, 10792. 


.10983, 






107Q7 •1-1091 10R09 

XU/_7/..XX*J^X/ XVJOU^. 


.11035, 


12208. .12390, 12216. 


.12392", 






12218. .12-3 94, '194 4-1. 


.19629,-" 


19442. .19618, 19446. 


. i9631 - 




D t: ^ . . IN u • 


■J 0 X ^ ^ . 




'-'^'Seq^r-iID-"'- 


' 0 J f 9 f f O'^'-'^as": 02 i£r:x5'- ' 


oene iNQ , 


'70070' 




* . Strand 










•91901 ' ■ 




-End ■ ... ' 


2.217 5- : 






Name 


niQQIIOQ 0? 091fi PR 


ol . tw 


Method 


•TBLASTX: Wheat 




C 4- 3 r--|- 


1 OflOO ~ 
X u 0 u u 




End 


11007 






GI 


none 




Score 


233 






Exons 


10800. .10958, 10801. 


.11007 










Seq. No. 


38122 




Seq. ID 


OJ991109_ 


03.0218 


.C5 


Gene No. 


78378 




Strand 








Start 


21281 




End 


22175 






Name 


OJ991109 03. 0218. C5. 


o5 . gs 


Method 


GENSCAN 






Start 


21281 




End 


22112 







37803 




GJ 

O J. 


none 




Score 


4 R 








91 9ft1 91 '^'^7 91 Qn*^ 
^XZOX. • ^ X O O f f ^ ± o * 


9 9119 

■ ^ ^ X X ^ 










Secj . No . 


^ft 1 99 




Seq. ID 


OJ991109 


0? 091 R 






78378 




Strand 








start 


21281 




End 


22175 






Name 


OJ991109 03. 0218. C5. 


o5 . np 


Method 


AAT/NAP 






O L. O i. I. 


21284 




End 


22175 








6498432 




Score 


648 








21284. .21337, 21598. 


.21741, 


21903. .22175 








(AP000815) Similar to Transcription factor HBP- 


IB. (P23923) 
















O C V-J • • 


38122 




Seq. ID 


OJ991109 


_03.0218 


.05 




7fi 




Strand 








Start 


91 9R 1 

^ X ^ 0 X 




End 


22175 






Name 


nTQQIiriQ fT^ 091 P PR 


oz . tm 


Method 


TBLASTX: 


LYldi Ztr 




o u dx u 


914 70 ~ 




End 


22154 






ox 


none 




Score 


69 






Exons 


91 470 91 ^9^^ 91 470 


91 R9(^ 


21570. .21743, 21571 


917 4 4 
. .ZX/44, 






91R71 917/1/1 91P79 


9 9 1 0 
. Z Z 1 0 U , 


21903. .22025, 21903 


9 9 1 c; 4 
. . Z Z 1 3 , 






2i9jD 7„;,^. 2 214. 9 .220 62., 


^22,1;51_ 










Seq. No. " 


-:} o 1 o o " 
O O X ^1 z 




Seq. ID 


'OJ991109 


0 ^ 0 9 1 R 
U J) . U Z X 0 


PS 


Gene No. 


7 fi "^7 R 




Strand 








O L dX L 


91 9R1 




End 


22175 






Name 




1 4- rt 

Oi . lC 


Method 


TBLASTX: 


Cress 




O U ax U 


91 SQt^ 

^ X J ^ J 




End 


22154 






oX 


none 




Score 


190 






EjXurio 


91 SQR 91744 91RQ9 


9 9 1 4 Q 


21903. .221 


54 






Q /-Y KT 

oeq . iNo . 


38122 




Seq. ID 


OJ991109 


_03.0218 


.05 


Gene No. 


7R^7R 
/ O J / o 




Strand 








Start 


91 9R1 

^ X ^ O X 




End 


22175 






Name 


OTQQIIOQ 0"^ 091 R PR 


n9 +- c 
OZ . t.S 


Method 


TBLASTX: 


ooyoean 




oX- ax t- 


91 SQ^ 

X J ^ J 




:End 


22154 








none 




Score 


93 






Exons. 


91 RQR 91 744 91 ^^07 


917 4 4 
. Z 1 / 4 f± , 


21889. .220 


08, 21903 


9 1 Q7 7 

. . z 1 y / / , 






99007 991 so 9900Q 


99 1 4 Q 


22029. .221 


54 






O e q . . IN U . 


38122 




Seq. ID 


OJ991109 


_03.0218 


.05 


Gene No. . ■ 


78378 ... 




, Strand 








Start v: . • 


21281 - 




End\.'" 


22175 - 






Name 


.OJ991109 03. 0218. C5. 


o2.tw 


Method 


TBLASTX: 


Wheat 




oxax L 






"^''^-Erid"'-'^-""*' 










.*• -none ' ■ " - ' 




■'. -/"Score . 


52 ■ - 






tT* m o 


Jll 1 9 57 . . 2 1 9 7.7 , \ ,219 5.8 


.21996, 


21989. .22120,- 21991 


...22.13i,- 






21995. .22117, 22029.. 


.22154 










Corr Kin 


38123" 




Seq. ID 


OJ991109 


_03.0218 


.06 


Gene No. 


78379 




Strand 








Start 


1 




End 


1395 






Name 


OJ991109 03. 0218. C6! 


ol . np 


Method 


AAT/NAP 






Start 


1 




End 


914 






GI 


122772 




Score 


541 






Exons 


1..44, 282. .553, 702 


. .753, 


835. . 914 









GI Descrip. TRANSCRIPTION FACTOR HBP-IB gi | 100809 | pir M S15347 transcription 



37804 




factor HBP-Ib - wheat gi I 21635 | emb | CAA4 0102 | (X56782) HBP-lb 
[Triticum aestivum] 





kJ ^ • 1^ V • 










cq^^ t n 

otrLj^ . X u 


n.TQQI 1 OQ 0'^ 091ft rf, 

WU_7_7XXU_7 UO.U^XO*V-rO 














c-|- v-^inH 






Start 


1 
X 










1 ?QS 

X O -7 J 




Name 


WU ^ ^ X X VJ 17 


n? 091 ft rfi 


■ol.tc 






TRT Z\qTY • Pt"o Q c: 




Start 


?7 7 ~ 








PnH 

I-jX Id 


Q1 9 

-7 X ^ 




GI 


n OT1 o 








Score 


9 9 




Exons 


277. .555, 


279. .554, 


700. . 


756, 


871. . 912 






qpa No 


38123 








O C!^^ . X L7 


n.TQQI 1 OQ 0^ 091ft rfi 

WU^_7XXVJj7 ^..^.VJ^XO.^U 




Gene No . 


78379 








St rand 






Start 


1 








End 


1395 




NaiQe 


O.TQQI 1 n Q 


0^ 091ft Pfi 


, ol . tm 




TRT Zi^TY • M;:^ -i 70 

1 0 XirlO 1 A. . L^J d X ^ ^ 




Start 


211 ~ 










Q97 




GI 










Score 


^0 R 

J U J 




Exons 


211 . .555, 


279, .554, 


695. . 


7 


700. .756, 


701. .757, 703. .780. 






834. .923, 


834. . 914, 


874 . . 


Q97 








O C LJ^ . IN U • 


O 0 X ^ o 








Qorr T Pi 

oecj . X U 


OTQQIinQ 0"^ n91ft P(^ 






7ft ^7 Q 








Q -h V a n H 






. Q.u d i. ^1 ^ _ 


1 

, _ . „ , X . ^, 








n-nct ... ^ . . .. 


1 ^QR 




IN dlLlt; 




0^ 091 ft Cfs 


ol.ts 






i oXirio i A . ooyosan 


: ; z 




911 ~ 










Q1 9 
3? X ^ 




GI 


none 








Score 


223 




Exons 


277. .555, 


279. .554, 


700. . 


7 Sfi 


701. .757, 


871. .912 


z ,= 


Ccarr Mo 


J. ^ ~J 








Qorr T H 
oecj . X U 


riTQQiiOQ 0"^ n9iR rfi 






7ft "^7 Q 








Q"l- r- a n H 
O L X dllCI 




fy 




1 

X 










1 ^QR 




Name 


OJ991109 


03. 0218. C6. 


ol .gs 




Mot* h oH 


O Hi LN O \»^rt.LN 


s 




9ft 9 ~ 
^ o ^ 










1 ^QR 

X o ^ o 






none 








Score 


ft R 




Exons 


9R9 ^c:'^ 


1320. .1395 








i 3 


Ccirr Mo 


38123 








Cprr T n 


n.TQQI 10Q 0^ 091ft rfi 

WU-7:7XXVJ_7 UJ.U^XO.^^D 




CZc^nm Mo 


7ft'^7Q 








O L X dl iU 




O 


O Ldi. L 


J. 










1 ^QR 
X O -7 o 




Name 


n.TQQI 109 

\J^J _7 17 X X VJ -7 


03. 0218. 06. 


ol . tw 




Moi" hoH 


TRT aQTY • Whoa -t- 




o i_ d i- I- 


283 ~ 








End 


Q1 9 






Ti on o 








Score . 


A A 

4 ft ... 




'Exori's. ■ 


'283-: V 32!,' 


■ 300V-.54 2-; 


.3.03'. . 


55 4v- 


'307. \ 55-5, 


■■■ 7 0 G . •.•■■75 6-;- ■ 7 Oi -.'t 7M • 






795. .908, 


874. ;912 ■ 




























oeCJ . LNU-. 


' "ft 1-9 4 • 

. ^ O X 4 








Seq. ID . 


n T Q Q-T 1 n Q "n n 9 'i *q ^hi 

yJO^^xxKjy Uo.-UZXO.L'/ 




.oene lno . 










Strand . 


. _„ 




Start 


328 








End 


'6821 




Name 


OJ991109 


03. 02 18. C7. 


ol . gs 




Method 


GENSCAN 




Start 


328 








End 


6821 




GI 


none 








Score 


.66 




Exons 


328. .372, 


1269. .1314 


, 328; 


8. .3416, 4112. 


.4286, 6605. .6821 




Seq. No. 


38124 








Seq. ID 


OJ991109_03.0218.O7 




Gene No. 


78380 








Strand 


+ 




Start 


328 








End 


6821 




Name 


OJ991109 


03. 0218. 07. 


ol . np 




Method 


AAT/NAP 



37805 





start 


2253 


End 


3558 




GI 


6815099 


Score 


82 




Exons 


2253.. 2288, 2968.. 3035, 3426 


. .3558 






GI Descrip. 


(AP001081) hypothetical protein [Oryza 


c a "t" T -wfi 1 

O d -1- V CL J 




Seq. No. 


38124 


Seq. ID 


OJ991109 03 0218 C7 




Gene No. 


78380 


Strand 






Start 


328 


End 


6821 




Name 


OJ991109 03.0218.C7.o2.np 


Method 


AAT/NAP 




Start 


3745 


End 


4198 




GI 


6498431 


Score 


769 




Exons 


3745. .4198 








GI Descrip. 


(AP000815) hypothetical protein [Oryza 


c sj ■}- -1 V3 1 

O d L. -1. V CI J 




Seq. No. 


38125 


Seq. ID 


OJ991109 03 . 0218 . C8 




Gene No. 


78381 


Strand 


+ ~ 




Start 


3512 


End 


3686 




Name 


OJ991109 03.0218.C8.ol.gp 


Method 


AAT/GAP 




Start 


3512 


End 


3686 




GI 


427610 


Score 


197 




Exons 


3512. .3617, 3661. .3686 








...GI „Descrip . 


_5852172/embJ CAB5Al^^^^^ ■ 4 , Qe.- 


^n.JAL 1172.65 )..;:2hb0^gp^^^^^^ 






„ satival. ;.,„. . . 








Seq . No . 


38125 


Seq. ID 


OJ991109_03.0218.C8 


I'l 1 




78382 


Strand 


+ 


ft \ 


Start 


3842 


End 


7769 




Name 


OJ991109 03.0218.C8.o2.gp 


Method 


AAT/GAP 


f=y 


Start • 


3842 


End 


7769 




GI 


22376 1.R1084 


Score 


1768 




Exons 


3842.. 4099, 5391.. 5462, 6325 


..6468, 6659.. 6730, 6826.. 6897, 


I y 




7440. .7769 






= 


GI Descrip. 


' 1619300/emb | CAA64565 | 3 . Oe-i 


36 (X95269) 


LRR protein 


't. 3 




[Lycopersicon esculentum] * 








Seq. No. 


38125 


Seq. ID 


OJ991109_03.0218.C8 




Gene No . 


78382 


Strand 


+ 


^ 


Start 


3842 


End 


7769 


f 1 


Name 


OJ991109 03.0218.C8.o2.np ' 


Method 


AAT/NAP 




Start 


3891 


End 


7506 




GI 


6498429 


Score 


957 




Exons 


3891... 4099, .5391. .5462, 6325 


.6468, 6659.. 673.0, .682 6 . ,. 6897> 






- 7440: .7506 ' . - : " 








GI Descrip. 


(AP000815) ESTs C97644 (C60871) , AU081265 (C608.71) correspond to a 














;• ■- -' ■ " • . 


fX9'52-6'g')"- ' [Or-yzarsativaT:,^^^ 








Seq. No. 


38125 


Seq. ID 


OJ991109_03.0218.C8 




Gene No. 


78383 


Strand 


+ 




Start 


8065 


" End 


8633 




Name 


OJ991109 03.0218.C8.o3.gp 


Method 


AAT/GAP 




Start 


8065 


End 


8633 




GI 


none 


Score 


1070 




Exons 


8065. .8633 








Seq. No. 


38125 


Seq. ID 


OJ991109_03.0218.C8 




Gene No. 


78384 


Strand 





37806 



start 
Name 
Start 
GI 

Exons 



299 End 517 

OJ991109_03 . 0218 , C8 . ol . gs Method GENSCAN 

299 End 517 

none Score . 67 
299. .517 



Seq. No. 38125 - Seq. ID 

Gene No. 78384 Strand 

Start 299 End 517 

Name OJ991109_03 . 0218 . C8 . ol . np Method - AAT/NAP 

Start 302 End 517 

GI 6498430 Score 363 

Exons 302.. 517 

GI Descrip. (AP000815) hypothetical protein [Oryza sativa] 



OJ991109 03. 0218. C8 





Seq. No. 


38125 










Gene No. 


78385 










Start 


1918 










Name 


OJ991109 03. 


0218. 


C8.o2. 


gs 




Start 


1918 








GI 


none 










..„.Exons,,_^;„., 


:._;:.,._1918^;„,.2J,04^.,,,; 


J.8:30„, 


..a.069,_4i25„.. 




O C ^ • LN (J . 


38125 ' ' " ■ 











Gene No. 


78386 










Start 


8937 








f 1 H 


Name 


. OJ991109 03. 


0218. 


C8.03. 


ts 


•a =■ 


Start 


3957 










GI 


none 










Exons 


3957. .4079, 


4019. 


.4072, 


5371. 






6320. .6448, 


6320. 


.6427, 


6320. 


\ y 




6326. .6442, 


6326. 


.6445, 


6349. 






6808. .6903, 


7432. 


.7506, 


7437. 




Seq. No. 


38125 










Gene No. 


78386 










Start 


8937 










Name 


OJ991109 03. 


0218. 


C8.04 . 


tm - , . 




Start 


3957 










GI 


none 










Exons 


3957. .4079, 


4022. 


.4081, 


5364 . 






6325.. 64-68, 


6325. 


.6441, 


63.26. 






■ ; •^6658V. 6726,- ■ 


■6683:; 


% 6742, 


;68067 






74'32..7509 




















l'.'Se.qV. No..'-' 


.38i25'.i..':.. 










Gene No. 


78386 










Start 


8937 










Name 


OJ991109 03. 


0218. 


08. o3. 


tm 




Start 


8454 










GI 


none 










Exons 


8454. .8684, 


8458. 


.8490, 


8495. 






8578. .8673, 


8696. 


.8851, 


8763. 






9182. .9265, 


9186. 


.9263 





OJ991109_03.0218.C8 

5270 
GENSCAN 
5270 
.71 



Seq. ID 
Strand 
End 

Method 
End 
Score 

J 2 18 ,i -5 £76 ,.,,52 7 0,,_ 

Se q . I D 0 J9 9 1 10 9^0 3 . 6 218 . C 8^ 
Strand 

End 11464 

Method TBLASTX : Soybean 

End 7508 

Score 153 

.5463, 5373. .5462, 6264. .6428, 
.6433, 6325. .6477, 6326. .6445, 
.6468, 6654. .6761, 6806. .6895, 
.7508 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991109 03. 0218. C8 



11464 

TBLASTX: Maize 
7509 
173 

5462, 5371.. 5463, 6320. 
6442, .6341. . 6445, -6654, 



, 6448, 
6761, 



7.. 6895, 6808; ;6915,; :7431. , 7-505, 



.Seq. ■ -ID. 
Strand 
End 

Method 
End 
Score 



OJ9-91109/.03v 0218.. C?'.- 



11464 

TBLASTX: Maize 
9265 
39 

,8539, 8554.. 8688, 8565. 
,8852, 8955.. 9023, 8962. 



,8672, 
,9024, 



Seq. No. 
Gene No. 



38125 
78386 



Seq. ID 
Strand 



OJ991109 03.0218.08 



37807 



start 
Name 
Start 
GI 

Exons 



8937 

OJ991109_03.0218.C8.o2.ts 
8562 
none 
8562. 
8959. 
9497. 
9711, 



End 11464 
_ Method TBLASTX: Soybean 

End 9845 
Score 116 

.8684, 8578. .8673, 8763. .8852, 8765. .8851, 8949. .9023, 
.9024, 9182. .9286, 9186, .9284, 9491. .9622, 9496. .9618, 
.9619, 9504.. 9635, 9531.. 9620, 9620.. 9640, 9709.. 9813, 
.9836, 9712. .9810, 9804. .9845 



Seq. No. 38125 
Gene No. 78386 
Start 8937 

Name OJ991109_03 . 0218 . 08 . o2 . tc 

Start 8574 
GI none 

Exons 8574.. 8684, 8577.. 8672, 8578. 

8954. .9046, 8955.. 9023, 8956. 
9186. .9272 



OJ991109_03.0218.C8 
11464 

TBLASTX: Cress 

9272 

97 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.8673, 8763. .8852, 8765. .8851, 
.9051, 9182.. 9250, 9182.. 9265, 



Seq. No. 
Gene No. 

„.^Start„.,^,,„..„^. 

Name _ 

Start 
GI 

Exons 



GI Descrip, 



Seq. ID 
Strand 

End 

Method. . 
End 
Score 



OJ991109 03. 0218. C8 



38125 
78386 

..8931^.-_ 

.bj99ir09_Q3..61l8..C.8..o3..np . . . 
8577 
6498428 

8577. .8671, 8767. .8851, 8955. 

9714.. 9923, 10034 .. 10249, 10687 .. 10842, 10946. 
11303.. 11464 

(AP000815) Similar to Arabidopsis thaliana chromosome 



114 64 

AAT/NAP„ . 
11464 
2080 

9020, 9182.. 9283, 9500. 

11053, 



9637, 



II BAG 



T27A16 sequence; hypothetical protein. (AC005496) [Oryza sativa] 



Seq. No. 38125 Seq. ID OJ991109_03 . 0218 . 08 

Gene No. 78386 Strand 

Start 8937 End 11464 

Name OJ991109_03 . 0218 . 08 . o3 . gs Method GENSCAN 

Start 8937 End 11047 

GI none Score . 9 

Exons 8937.. 9020, 9182.. 9283, 9500.. 9637, 9714.. 9923, 10 687 .. 10842 , 
10946.. 11047 



Seq. No. 
Gene No. 

/Start . . 
Name' 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



38125 

7-8386 . 

8937 ' - - ; - 

O J 9 9 1 10 9_0 3 ^'6 21 8 . C 8_. o 4 . t c 



Seq. ID OJ991109_03.0218.C8 
Strand 

• • End . rr . 114 64 • ; ■ 

__^Method *_ TBLASTX: Cress ' 

■Z ^ Score ' ' ! 14 6.'" "'\.ZSZ. 



9497. .9640.,. .95.04. .9638, 9519'.'. 9647., .9524 . ..964 6 . 



38125 
78386 
8937 

OJ991109_03.0218.08.ol.tm 

9563 

none 

9563. .9640, 9564. .9635, 9564. 
9714. .9926, 9714. .9926, 9718, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991109 03.0218.08 



11464 

TBLASTX: Maize 
10189 
100 

9647, 9713. .9925, 9713. .9895, 
9930, 10028. .10189, 10035.. 10187 



37808 



Seq. No. 38125 

Gene No. 78386 

Start 8937 

Name OJ991109_03 . 0218 . C8 . ol . tc 

Start 9709 

GI none 
Exons 



Seq. ID OJ991109_03.0218.C8 
Strand • - 
End- 
Method 
End 
Score 



11464 

TBLASTX: Cress 

10219 

210 



9709. .9882, 9711. .9923, 9712. .9924, 1004 1 .. 10217 , 1004 3 .. 10219, 
10043. .10219 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



38125 Seq. ID 

78386 Strand 

8937 End 

OJ991109_03.0218.C8.o4 .gp Method 

9720 End 

6515 1.R1084 Score 



OJ991109_03.0218.C8 

11464 
AAT/GAP 
10842 
1103 



9720. .9923, 10034. .1024 9, 10687. .10842 

'3582333 7.0e-92 (AC005496) hypothetical protein [Arabidopsis 
thaliana] ' 



Seq. No. 38125 
Gene No. 78386 

.Sta.rt:_,:._.., .,8937_...,„ . , 

Name OJ99li"Q9_.03 ..o7218\ ca ..ol ..t.s 

Start 9861 
GI none 
Exons 



Seq. ID OJ991109_03.0218.C8 
Strand - 

;„End_-, 
Method, 
End ' 
Score 



. .114 64 

, TBLAS.TX : S.oybean. 

10845 

49 



9861.. 9926, 9862.. 9930, 10032 .. 10250, 10034 .. 10285, 
10035. .10250, 10687. .10845, 10688 .. 1084 3, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



38125 
78386 
8937 

OJ991109_03.0218.C8.o2.tm 

10190 

none 

10190. .10252, 10191, 
10943. .11065, 10947. 
11295, .11369 



, 10250, 
,11075, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

10687 

10950 



OJ991109 03. 0218. C8 



11464 

TBLASTX: Maize 
11369 
74 

10845, 10688. .10846, 
11069, 11294. .11368, 



; Seq. No. 38125 ' Seq. ID OJ991 109_03 . 0218 . C8 ' 

f Gene No. 78386 Strand 

^ Start 8937 End 11464 

, Name .OJ991109_03 . 0218 . 08 , o3 . tc Method TBLASTX: Gress 

;.;:-start" : ' ' i068>-'- ■ :^ I r 'End' ' i;0?97 ; - : - - ^ 

GI none Score 65 

'"--'^'^'■Ex^s: ^^'■"^''Tr'D .':-l;a8-4'4'r * 1 0 6 Sl'-rr'mSA S'r'fOmTr.lcOWiS, • XoW^fWMe'r"^"''''^^''''''' : 



Seq. No. 


38126 


Seq. ID- 


OJ991109_03. 


,Q21i 


J .09 


Gene No. 


78387 


Strand 


+ 






Start 


415 


End 


618 






Name 


OJ991109 03.0218.C9.ol.gs 


Method 


GENSCAN 






Start 


415 


End 


618 






GI 


none 


Score 


.46 






Exons 


'415. .618 










Seq. No. 


38126 


Seq. ID 


OJ991109_03. 


.0218 


!.C9 


Gene No. 


78388 


Strand 


+ 







37809 



start 


4 ft 

*3 O O J 


End 


5311 










O.TQQIinQ 0?1ft PQ rr<? 




O Hi LN O V^rtLN 








Start 


4 ft " ~ 

*i O J J 


FnH 


5311 








GI 


none 


Score 


. 87 








R V n n 


4ft'^t^ RD^S S?41 S^ll 












Sea No 


38126 


Seq. ID 


OJ99110Q 




n?i ft 




Gene No. 


78388 


Strand 


+ 








Start 


4855 


End 


5311 








Name 


OJ991109 03.0218.C9,o3.np 


Method 


AAT /NAP 








Start 


4855 


End 










GI 


6498426 


Score 


J X ^ 








Kxon s 

j_j .£\ \y 1 1 


4855. .5091 














(AP000815) hypothetical protein [Oryza 


Q J5 1" 1 1 

o d X V a, J 








Seq. No. 


38126 


Seq. ID 


OJ991109 


03. 


0218 . 


C9 


Gene No. 


78389 


Strand 










Start 


1 


End 


104 








Name 


■OJ991109 03.0218.C9.ol.np 


Method 


AAT /NAP 








Start 


1 


End 


104 








GI 


6498428 


Score 


172 








Exons 


1..104 ■ ■ 













,GI..D.escrip.. (APQ0D815). Similar jto .Arabidopsi.s. thaliana chr.Qmo^spme J.I..BAC 



2416 
GENSCAN 
2416 
.41 



2416 
AAT /NAP 
1326 
365 





T27A16 sequence; 


hypothetical 


protein. 




38126 






Seq. ID 


^ ^ Ki o 


78390 






Strand 


O L. a X L 


932 






. End 


Name 


OJ991109 03 


.0218 


.C9.o2.gs 


Method 


Start 


932 






End 


GI 


none 






Score 


Exons 


932. .1047, 


1261. 


.1322, 2346.. 


2416 


Seq. No. 


38126 






Seq. ID 


Gene No. 


78390 






Strand 


Start 


932 






End 


Name 


OJ991109 03 


.0218 


.C9.o2.np 


Method ■ 


Start 


935 






End 


GI 


6498427 






Score 


Exons 


935. .1047, 


1203. 


. 1326 




GI Descrip. 


(AP000815) 


hypothetical protein [Oryza 


Seq... No. ■ 


- -381-27 , - 






■ Seq. - ID ■ 


Gene No. 


78391 






Strand 










Eiicr^'"''''''^ 


Name'. 


Z." OJ9511W :o3 


V'0''21.8 


•iJi 1-0". o H' g's '^ri' " 


VMet hod' - 


Start ■/ 


1390 ■ . . . 




End 


GI 


none 






Score 


Exons 


1390. .1446, 


1518 


..1622, 1627. 


. 1701 


Seq. No. 


38127 






Seq. ID 


Gene No. 


78392 






Strand 


Start 


4809 






End 


Name 


OJ991109 03 


.0218 


.C1.0.O2 .gs 


Method 


Start 


4809 






End 


GI 


none 






Score 


Exons 


4809. .4992, 


7649 


..7721, 10856 


..10992, 



OJ9?l.lp9_03 . 02iL8 ::C10 - - 



1701 
.84 



17412 
GENSCAN 
16961 
.48 



37810 



13024. .13158, 13641. .13681, 13804 13864 , 1424 6 14 348 , 
14432. , 14485, 14 612 14 674 , 14 94 9 14 998 , 15101 1517 6, 
15555. . 15758, 16016 16103, 16300 16385, 16447 16578, 
16881. .16961 

Seq. No. 38127 Seq. ID OJ991109_03 . 0218 . CIO 

Gene No. 78392 Strand + 

Start 4809 End 17412 

Name OJ991109_03 . 0218 . CIO . o2 . np Method AAT/NAP 

Start 4809 End 7722 

GI 6498424 Score 437 

Exons 4809.. 4992, 7649.. 7722 

GI Descrip. (AP000815) hypothetical protein [Oryza sativa] 

Seq. No. 38127 Seq. ID OJ991109_03 . 02 18 . CIO 

Gene No. 78392 ' Strand + 

Start 4809 End 17412 

Name OJ991109_03 . 0218 . CIO . o4 . np Method AAT/NAP 

Start 11057 End -17412 

GI 6498423 Score 2603 

Exons 11057. .11717, 12968 .. 13135, 1364 1 .. 13681 , 13804 138 64 , ' 

, . ,.J,44 15,.., 1.4J,8„5^,,„ 11612 , ,a 467.4 ,.._15 J 5J 5 8 6 OJAv. 0 3 , 

, . . 163.QQ. . i6*38i,..J6A7a...l,657.S,.„a7296. .12412^,.; 

GI Descrip. (AP000815) hypothetical protein [Oryza sativa] 

Seq. No. 38127 Seq. ID OJ99,1109_03 . 02 18 . CIO 

Gene No. 78393 Strand ^- 

Start 1517 End 1738 

Name OJ991109_03 . 0218 . CIO . ol . np Method AAT/NAP 

Start 1517 End 1738 

GI 6498425 Score 362 

Exons 1517.. 1738 

GI Descrip. (AP000815) hypothetical protein [Oryza sativa] 

Seq. No. 38127 Seq. ID OJ991109_03 . 0218 . CIO 

Gene No. 78394 Strand 

Start 8930 End. 10773 

Name ' - OJ991109_03 . 0218 . CIO . o3 . np Method AAT/NAP ' 

Start 8930 ' End 10773 

GI 5852093 Score 29 

Exons 8930.. 8954, 9892.. 9922, 10677., 10773 

GI Descrip. (AL117264) zwhl_6.1. [Oryza. .sativa] _ . . , 

Seq. No. 3812'7 ' " ' , . ' " ■ " ^ Seq/ ID.' OJ>9ir0 9_d3 . b^2i'8 . cn 

-Start:' r ":*■"*:': i7:m'., : ::: ; :\ :::sr. . '"^ . :.s::::End'i r:. ..::otix:::i., ~: ■::.:;;;:z;::." 

"Name ' OJ99'1109_03.6218'.Cld.o3'.gs Method GENSCAN" " ' .'^ ' 

Start 17123 " End 19717 

GI none Score . 88 

Exons 17123. .17287, 17578 .. 17758, 184 92 .. 18861 , 19492. .19717 

Seq. No. 38127 Seq. ID OJ991109_03 . 02 18 . CIO 

Gene No. 78395 Strand 

Start 17123 End 19717 

Name OJ991109_03 . 0218 . CIO . o5 . np Method AAT/NAP 

Start 18491 End 19717 

GI 6498422 Score • 732 



37811 



Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



18491. ,18861, 19642. .19717 

(AP000815) ESTs AU030013(E50493) ,AU081341 (E50493) correspond to 
a region of the predicted gene.; Similar to O.sativa gene 
encoding calmodulin, (Z12828) [Oryza sativa] 



38127 
78396 
20606 

OJ991109_03. 0218. CIO. o4.gs 
20606 
none 
20606, 
23275. 
24557. 
29600. 



.20801, 22319. .22405, 

.23365, 23442. .23510, 

,24631, 24714. .24954, 
,29654 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991109 03. 0218. CIO 



29654 
GENSCAN 
29654 . 
.77 

22490. .22602, 23029 23163, 
23604. .23791, 24 331 .. 24 4 65, 
26277. .26355, 28734 .. 28826, 



Seq. No. 
Gene No, 
Start 
Name 
Start 

.Exons 



GI Descrip. 



38127 
78396 
20606 

OJ991109_03. 0218, CIO. 
20609 

.^49842a._,,, . 

.2060.9... 2 07.*9'3, 2189.7... 
23029'. .23163, ' 23275. . 
24331. .24465, 24557., 
28734. .28818 
{AP000815) ESTs AU081 
AU032236 {R378 4) , AU081 
AU081361 {R3784) corre 
Similar to alien-like 



Seq. ID OJ991109_03. 0218. CIO 
Strand 

29654 
AAT/NAP 
28818 

3070 • : 



End 

o6.np Method 
End 

^ .S c ore,-: 

2213.4.,' '.22250\72239X).,. ^224 8 9 
23365, ' 23442. ,23510, 23604 
24631, 24714 . .24954, 26277 



,2.28 6,8,.. 

,23791, 

,26355, 



256(C53656) , AU081257 {C53656) , 
351 (E61905) , AU031587 (E61905) , - 
spend to a region of the predicted gene.; 
protein. (AC005623) [Oryza sativa] 



Seq. No. 38127 
Gene No. 78397 
Start 31185 

Name OJ991109_03 . 0218 . CIO . o8 . ts 

Start 13640 
GI none 

Exons 13640, , 13693, 13640, .13684, 

14 058. ,14162, 14193. .14354, 
14258. ,14 350, 14 425 14 4 90 , 
15555. .15617, 15678. .15773, 
16471. .16584 



Seq. ID 
Strand 
End 

Method 
End 
Score 
13804. .13881, 



OJ991109 03. 0218. CIO 



14238 . 
14426, 
16007 . 



33027 

TBLASTX: Soybean 
16584 
75 

13806. .13865, 
14348, 14255. .14395, 
14488, 15099. .15176, 
16108, 16296, ,16388, 



Seq. No. 

''Ge'n"ie'"Nd:""~' 
Start'*^;'"';*"'. 
Name 
Start ■ 
GI 

Exons 



38127 ' ^ • _ ^ ■ ' ■ 

dJ9 9 1 1 b 9_C) 3 . 02 1 8-."ci 0 . o4 . tm 
14057 
none 
14057, 
14426. 
15098. 
15954. 
164.71, 
17343. 



14143, 14058. 

14488, 14612. 

15178, 15099. 

16016, 16007. 

16584, 17138. 

17387, 17602. 



,14162, 
,14674, 
,15176, 
,16117, 
,17230, 
,17685, 



Seq. ID 

"Strand^*" 

:EnE--:.^--:": 

Method • 

End 

Score 



OJ991109_0_3, 0218 .CIO 

:.33'o'2:7'. :::.:;:r.:~r':"*n: 

TBLASTX: Maize * 

17685 

117 



14238. .14 348, 14247. .14396, 

14 94 0. .14 999, 14 94 6, .14 999, 

15666. .15785, 15690, .15779, 

16015. .16119, 16296, .16388, 

17139. .17234, 17339 ,, 17386, 
17603, .17680 



Seq. No. 



38127 



Seq. ID OJ991109_03. 0218. CIO 



37812 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



78397 Strand 

31185 End 

OJ991109_03. 0218. CIO. o2.tw Method 

16052 End 

none Score 

.16052. .16105, 16052. .16117, 16060 ,. 1 6116, 16296 

1-6299. .16388, 164 69 .. 1657 6, 16470 .. 1 6574 , 16470 

16471. .16584, 16983 .. 17036, 16984 17037 , 16991 

17138. .17230, 17139. .17234, 17339 .. 17377 , 17343 



33027 

TBLASTX: Wheat 
17381 
62 



.16388, 
.16586, 
, 17071, 
, 17381 



Seq. No. 38127 

Gene No. 78397 

Start 31185 

Name OJ991109_03 . 0218 . CIO . ol , tw 

Start 18478 

GI none 
Exons 



18478. .18645, 18488 18862, 184 91 .. 18856, 18491 
18491. .18685, 18710 18862, 19640 .. 1 9717 , 19641 



Seq. ID OJ991109_03. 0218. CIO 
Strand 

End 33027 
Method TBLASTX : Wheat 
End 19717 
Score 395 

18697, 
19682 



Seq. No. . 38127 
Gene No. ' 78397 

:S ta rt. ^ 3118 5^ ™ 

.Name,. OJ9.9ilb9_b3 .:.0.2i8 .CIO ..o2..^^ . 

Start ■ 18482 ' ' ' ' 

GI none 

Exons 18482. .18862, 18483 .. 18863, 

19641. .19682 



Seq. ID 

Strand 

End 



OJ991109 03. 0218. CIO 



33027 



. Me t;hod.,..,TBLAS.TX; Cress. 

End' 19717' 

Score 313 
18491. .18685, 19640 . . 1 97 17 , 



Seq. No. 38127 Seq. ID 

Gene No. 78397 Strand 

Start 31185 End 

Name OJ991109_03 . 0218 . CIO . o3 . tm Method 

Start 18482 End 

GI none Score 

Exons 18482. .18862, 184 91 .. 188 62 , 

19640. .19717, 19641. .19682 



OJ991109_03. 0218. CIO 
33027 

TBLASTX: Maize 
19717 
370 

18491. .18685, 18491 .. 18697 , 



Seq. No. 38127 

Gene No. 78397 

Start 31185 

Name OJ991109_03 . 0218 . CIO . o2 . ts 

Start . .18487 

'Gf : ' " ' -none * ' . "r 

Exons'-' ' 18487..'; 18645, 18488 . .188 62, 
T. . " i^B^ 91% ;1 8 6'8 5 / -'l 9'6 4 0 : 19 



Seq. ID 
Strand 
End 

Method 
End 

Score 



OJ991109 03. 0218. CIO 



33027 

TBLASTX: Soybean 
19717 
384" 

18491. .18862, 184 91 .. 18685, 

'19'64T:vl9^'8'2 ^^--^ i 



Seq'. No.' " 38127 'V ' ' .. • ' 
Gene No. 78397 
Start 31185 

Name OJ991109_03 . 0218 . CIO . o2 . tm 

Start 22292 
GI none 

Exons 22292. .22408, 22312 .. 22407 , 

22497. .22604, 23018 .. 2314 3, 
23029. .23169, 23264 .. 23377 , 
23436. .23510, 23439 ., 23510 , 
23601. .23798, 23602 .. 237 93, 



Seq. ID 

Strand- 
End 

Method 
End 
Score 

22489 

23028 

23268 

23440 

23603 



OJ991.109 .03. 0218. CIO 



33027 

TBLASTX: Maize 
28829 
129 

22602, 22490. .22561, 
23144, 23029. .23187, 
23369, 23275. .23376, 
23511, 23441. .23515, 
23797, 24310. .24468, 



37813 



24331. .24465, 24347 .. 244 66, 24551 24 634 , 24558 .. 24 632, 

24559. .24633, 24714 24953, 2474 5.-24 954, 24 854 24 955, 

26275. .26358, 26276 26368 , 26277 26360 , 28731 28829, 
28732.. 28827 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



38127 
78397 
31185 
OJ991109 
22384 
none 
22384 
23029 
23275 
-23441 



03.0218.C10.o4.ts 



22407, 
23169, 
23346, 
23479 



22489. 
23044. 
23336. 



.22602, 
.23166, 
.23377, 



Seq. ID OJ991109_03.0218.C10 

Strand " - 

End 33027 

Method TBLASTX : Soybean 

End 23480 

Score 120 
2297 0. .23143, 23013. .23165, 
23264 . .23347, 23274 . .23336, 
2334 7. .2337 6, 234 39. .234 80, 



Seq. No. 38127 

Gene No. 78397 
Start 31185 

Name ■ OJ991109_03 . 0218 . CIO . o5 . ts 

Start 23578 

GI . : none„ - • _ . ^ 

. Exons. , . , 23,5.78 .\ 237 a0.,:.i357 9„.._..237 97 , 
24331. .24390, 24335.. 24391 



Seq. ID OJ991109_03. 0218. CIO 
Strand 

End 33027 

Method . TBLASTX: Soybean 

End 24391 

■ Score 91 

Xidle. ,23716,.. 23.601..., 2378.0., 



Seq. No. 38127 

Gene No. 78397 

Start 31185 

Name OJ991109_03 . 0218 . CIO . o4 . tc 

Start 23615 

GI none 

Exons 23615. .23797, 23628 .. 23798, 
24336. .24467 



Seq. ID OJ991109_03. 0218. CIO 
Strand 

End 33027 

Method TBLASTX: Cress 

End 24468 

Score 211 
24331. .24468, 24331. .24465, 



Seq. No. 38127 

Gene No. 78397 

Start 31185 

Name OJ991109_03 . 0218 . CIO . o7 . ts 

Start 24393 

GI none 

Exons 24393. .24467, 24 394 .. 24 4 68 , 

^ \^ 2'4551. .24634, 24 558.-24 653, 
-24714. ;'24782, /-24716':-. 24781 • 



Seq. ID OJ991109_03. 0218. CIO 
Strand 

End 33027 

Method TBLASTX: Soybean 

End 24782 

Score 54 
24394. .24465, 24 551 .. 24 634 , 
24711. .24.770, 24713 2476.6, 



'SeqV No'; 3'BT21: ' ' ^ ' 

Gene'No::" ... .. 78397. V 3 : , " r. i:::::.' 

Start ■ 31185 ' " ' 

Name OJ991109_03 . 02 18 . CIO . o3 . tc 

Start 24573 

GI none 

Exons 24573.-24668, 24575 24 634 , 
26276. .26350, 26280.. 26351 



^' SeqV' ID"" OJ9911'0'9'_D'3*: 02T8\-CT^ 

J-.Vstrandr. / "..Vir 

* ' End ■ 33027 *' " "•. " . 

Method TBLASTX: Cress ' 

End' 26351 

Score 85 
24714. .24 953, 24745.-24954, 



Seq. No. 38127 

Gene No. 78397 

Start 31185 

Name OJ991109 03 . 0218 . CIO . o6 . ts 



Seq. ID OJ991109_03. 0218. CIO 
Strand 

End 33027 

Method TBLASTX : Soybean 



37814 



O L Ct i. L 


94 7fi Q 








End 


28827 




CJ 
\J ± 


nons 








Score 


209 




P. y Pi r> *? 

Hi Awl 1 0 




.24953, 


24790. 


94 QS4 


24797. .'24955, 24798. 


.24956, 




^ I.} ^ / V ■ 


.26368, 


26277. 




28732. .28827 




OCV^ . LNU ■ 


J O ± ^ f 








Seq. ID 


OJ991109_ 


03.0218 




7R Q7 
f o 1 








Strand 






q-l- a -rt- 


O ± X O J 








End 


33027 




LN ctiutr 




09 03. 0218. CIO 




Method 


TBLASTX: Maize 




"^n Q7 R 








End 


33027 




GI 


nons 








Scores 


50 




Exons 


30978. 


.31007, 


31013. 


.31099, 


31036. .31095, 31043. 


.31096, 




31114. 


.31449, 


31115. 


.31333, 


31171. .31449, 31173. 


.31451, 




31653. 


.31775, 


31666. 


.31770, 


31854. .32198, 31870. 


.32199, 




32133. 


.32201, 


32159. 


.32200, 


32365. .32457, 32391. 


.32459, 




32392. 


.32457, 


32523. 


.32861, 


32593. .32709, 32607. 


.32714, 




32704. 


.33027, 


32773. 


.33027 









O c; Lj^ . IN . 


38127 










oene iNo . 


78397 








ourana 


O La r L 


31185 








Hina. o-juz / 


^ JNIanie,^^^ _ 




lyieLnoa inijAoiA, ooyoean 


Vstarvt 


• .,..31171 








. ..End. , „ ./„32,18.3^.„ 


GI 


none 








Score 315 


Exons 


31171. 


.31488, 


31179. 


.31451, 


31653. .31775, 31671. .317 69, 




31672. 


.31770, 


31854. 


.32183, 


31870. .32181 


Seq. No. 


38127 








Seq. ID OJ991109_03.0218 


Gene No. 


78397 








Strand 


Start 


31185 








End 33027 


Name 


OJ991109 03.0 


218. CIO 


.ol.tc 


Method TBLASTX : Cress 


Start 


31183 








End 32858 


GI 


none 








Score 175 


Exons 


31183. 


31311, 


31185. 


.31451, 


31188. .31433, 31189 3144 9, 




31653. 


31775, 


31672. 


.31770, 


31854. .32198, 31870 .. 32199, 




32391. 


32459, 


32392. 


.32457, 


32523. ,32858, 32593 .. 32709, 




. 32796. 


32825 








Seq. No. 


38127 








Seq. ID OJ991109_03.0218 


Gene No. 


78397 








Strand 


Start 


31185 








End 33027 


Name 


OJ991109 03.0 


218. CIO 


. o5 .gs 


Method GENSCAN 


Start 


: 31185 - 








:--;End - ■ 33026 ' - - 


GI 


none 








. Score .11 


ExOns''^" 


^' " 31185: • 


3144.87 


;'316'71v* 


:'3l7e"9;^ 


^ 1 7 8 8 . ^ 32 ra^, r3i2 3 52 7;^ 2^ 5^67' 




■...:"..32:5:56.- 


■33026.: 









Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991109 03. 0218. CIO 



Seq. No..' 38127 
Gene No. 78397 
Start 31185 

Name OJ991109_03 . 0218 . CIO . o7 . np 

Start 31188 
GI 6498420 
Exons 31188. .31448, 

32556. .33026 

GI Descrip. (AP000815) ESTs D47452 {S12946) , C23573 (S10086) , C19173 (E10057 ) , 

AU081294 {E10057) ,AU032455 (S10086) correspond to a region of the 



33027 
AAT/NAP 
33026 
1999 



31671. .31769, 31872 32199, 32392 .. 32456, 



37815 




predicted gene.; Similar to PNIL34. (U37437) [Oryza sativa] 
gi I 6721522 I dbj IBAA89564.il (AP001072) ESTs 
D47452(S1294 6) ,C23573 (S10086) , C19173 {E10057 ) , 

AU081294 (£10057) , AU032455 (S10086) correspond to a region of the 
predicted gene.; Similar to PNIL3 



Seq. No. 38127 

Gene No. 78397 

Start 31185 

Name OJ991109_03 . 0218 . CIO . o3 . ts 

Start 32632 

GI none 
Exons 



Seq. ID OJ991109_03. 0218. CIO 
Strand 
End 

Method 
End 
Score 



33027. 

TBLASTX: Soybean 

32858 

89 



32632. .32709, 32634 .. 32858 , 32793.. 32825 



o e q . IN o . 


^ o ± ^ 0 






Seq. ID 


OJ991109 




oene ino . 


7 o no 
f 0 j^O 






Strand 


+ 




o L. ar L 


1 ± O J? 






End 


1328 




Name 




.0218.Cll.ol 


.gs 


Method 


GENSCAN 




Start 


1189 ~ 






End 


1328 




GI 


none. 






Score 


.49 




Exons 


118'9..1328 












S,eM,. ,Np,....„. 








.„. S,eq... .J.D 


0 J 9 "9 1X0 9 


^0.3....a218....Cll.-. 


Gene No. 


78399 






Strand 






Start 


2189 






End 


4797 




Name 


OJ991109 03 


,0218.Cll.o2 


.gs 


Method 


GENSCAN 




Start 


2189 






End 


4569 




GI 


none 






Score 


,76 




Exons 


2189. .2629, 


'3060. .3293, 


3848. 


.4177, 4381. .4569 




Seq. No. 


38128 






Seq. ID 


OJ991109 


_03.0218.C11 


Gene No. 


78399 






Strand 






Start 


2189 






End 


4797 




Name 


. OJ991109 03 


.0218.Cll.ol 


. np 


Method 


AAT/NAP 




Start 


2192 






End 


4797 




GI 


6498419 






Score 


2110 




Exons 


2192. .2629, 


3060. .3293, 


3848. 


.4177, 43e 


il. .4569, 


4747. .4797 


GI Descrip. 


(AP000815) 


Similar to Arabidopsis thaliana DNA 


chromosome 4 , 




clone F22K1 


8 (AL035356) 


[Oryza sativa] 







gi I 6721521 Idbj IBAA89563. 1 1 (AP001072) Similar to Arabidopsis 
thaliana DNA chromosome 4, BAC clone F22K18 , putative protein. 
.(AL035356) [Oryza sativa] _ . 



Seq.' No. 38128 „ „ 

"Gehe^'^NoT -—r^39'9'''- ^ ■r.'-:,::.::-v.-r . 

-St afE-";. z:::: 2.139. - " - r :v: \. ?: ::: 

.Name' " bj991109_03 .0218 ."Cll. ol . gp * 

Start 2312 

GI LIB34 33-019-P1-K1-F6 

Exons 2312.. 2629, 3060.. 3192 

GI Descrip. '3402718 9.0e-16 (AC004261) 
thaliana] * 



Seq. ID 

Strand" 
-EndJ^'T 17. 
Method ' 
End 
Score 



OJ991109 .03.0218.C11 



..-4Z97. 

AAT/GAP.' 
3192 
865 - 



hypothetical protein [Arabidopsis 



Seq. No. 38128 . Seq. ID OJ991109_03 . 0218 . Cll 

Gene No. 78400 Strand 

Start 6140 End 6390 

Name OJ991109_03 . 0218 . Cll . ol . ts Method TBLASTX : Soybean 



37816 




start 


2441 








End 


4569 


v3 J. 










Score 


117 


F. X o n 


2441 2632, 


3060 . 


. 3293, 


3067 


..3294, 3843. ,4031, 3848, .4030, 




4106 4189, 


4453 . 


. 4569 








Seq. No. 


38128 








Seq. ID 


OJ991109 03. 0218, Cll 


Gene No. 


78400 








Strand 




Start 


614 0 








End 


6390 


Naine 




. 0218 . 


Cll . o2 


. to 


Method 


TBLASTX : Cress 


Start 


2486 ~~ 








End - 


3293 


GI 


none 








Score 


136 


p. V rj n "=! 


2486 2632. 


3060 . 


. 3293, 


3061 


. .3291 




\^ * LS\J * 


381 28 








Seq. ID 


OJ991109_03. 0218. Cll 


Gene No. 


78400 








Strand 




o r.ar L 


1 /I n 

Dlfl u 








End 


6390 


Name 


OJ991109 03 


. 0218 . 


Cll . ol 


. tm 


Method 


TBLASTX: Maize 


Start 


24 98 " 








End 


4569 




none 








Score 


148 




2498 2632 


3060 . 


.3293, 


3061 


..3294, 3843. .4019, 3848. .4021, 




3941 4024, 


4103 . 


. 4189, 


4110 


..4184, 4474. .4569 


Seq.. _.Np:. . . 


. .3812.8 








Seq.. 


0 J 9 9 1 X 0-9^0 3.. 0 2 1 .8 ..C 11 . 


Gene No. 


78400 








Strand 




Start " 


6140 








End 


6390 


Name 


OJ991109 03 


. 0218 . 


Cll . ol 


. tc 


Method 


TBLASTX: Cress 


•^1-;^ ri- 


3848 ~ 








End 


4566 




none 








Score 


64 


F. 5f on 


3848 4018, 


3848 . 


. 4036, 


3852 


..4031, 4106. ,4177, 4474, .4566 


Seq. No. 


38128 








Seq, ID 


OJ991109_03. 0218. Cll 


Gene No, 


78400 








Strand 




Start 


6140 








End 


6390 


LN dillC 


OJ991109 03 


, 0218 . 


Cll . ol 


. tw 


Method 


TBLASTX: Wheat 


0 L- Ct i. L. 


3854 ~ 








End 


4189 




none 








Score 


132 


F, vnn «; 


3854 . .4021, 


3855 . 


.4019, 


4109 


..4189, 4110. .4184 


Seq. No, 


38128 








Seq, ID 


OJ991109_03. 0218. Cll 


Gene No. 


78400 








Strand 




Start 


6140 








End 


6390 


iNolllC ■ - - 


OJ991109 03 


. 0218 . 


Cll . o2 




Method 


AAT/GAP. 


Qf "a r V - - • - 

- 0 L. d X u 


—-'614 0 ' ' ~- 









-■End.: ;■■ 


"6390 "- * 




none 








Score 


•458 


F v n Q 


' " 6'1 4 0 6T9tr'" 


„...;„_ 











Seq . No . 


38129' 








Seq. ID 


■OJ9"91l69_03 . 0218 ..C12 


Gene No. 


78401 








Strand 




Start 


1 








End 


1700 


Name 


OJ991109 G'3 


.0218. 


CI2.0I 


.np 


Method 


AAT/NAP 


Start 


1 








End 


1700 


GI 


6721520 








Score 


1659 


Exons 


1..188, 274 


. .487, 


807. . 


921, 


991. .1233, 


1331. . 1434, 1509. .17 



GI Descrip. (APp01072) EST AU029428 (E30359) corresponds to a region of the 
predicted gene.; Similar to antifreeze-like protein (D86598) 
[Oryza sativa] 



37817 




Seq. No. 


38129 








Seq. ID 


OJ991109_03.0218 


.C12 


Gene No. 


78401 








Strand 






Start 


1 

1. 








End 


1700 




LN diUC 


n TQQ1 1 nQ 0'^ 


09 1 fi 

U ^ X o • 


C12.01 


.ts 


Method 


TBLASTX: Soybean 






A 








End 


1229 






none 








Score 


62 




F.xon 


4 91 n M 


1 24 


269. .487, 270. .488, 807. .875, 1152. .1229 


Seq. No. 


38129 








Seq. ID 


OJ991109_03.0218 


.C12 


Gene No. 


78401 








0 L X diiVU 






O U Cl i. u 


1 

X 








End 


1700 




LN ctiiit:? 


O.TQQI 1 DQ 0"^ 


091 fi 

U X 0 . 


C12.01 


.gs 


Method 


GENSCAN 




c-f- a r1- 
o I,, d i. u 


1 ~~ 








End 


1563 






none 








Score 


1 




P von <5 




4 R7 

.10'/ 


807. . 


921, 


991. .1233, 


1331. .1434, 1509 


. . 1563 


Seq, No. 


38129 








Seq. ID 


OJ991109_03.0218 


C12 


Gene No. 


78401 














O L Ct i. u 


1 

X 








End 


1700 




IN olUc 


O.TQQI 1 nQ C\'^ 


091 fi 

U Z X 0 . 


C12.01 


.tc 


Method 


TBLASTX: Cress 




tZl L. d I. u 


1 Q ~ 

X ^ 








End 


875 






„ „^ , Jlo,ri . ^ , 




----- 




_ .Sco,re..^ 


,a9 




P V n G 


1Q 91^ 97"= 


4 P7 




7395'^ 


. 450. .488,. 


807,. .875 , 


^ 


Seq. No. 


38129 








Seq. ID 


OJ991109_03,0218 


C12 


Gene No. 


78401 








Strand 






c:-i- a T-t 


1 

X 








End 


1700 




Nsme 


n TQQ1 1 HQ 


091 fl 

UZ X 0 . 


C12.01 


.tm 


Method 


TBLASTX: Maize 




Q-J- a -r-l- 


99 








End 


488 




\j± 


none 








Score 


132 






99 910 97 


4 P7 


, 276. 


.488 








Seq. No. 


38129 








Seq. ID 


OJ991109_03.0218 


C12 


Gene No. 


78401 








Strand 








1 








End 


1700 




Nsiue 


O.TQQI 1 OQ 0^ 


09 1 P 

U ^ X o . 


C12.02 


. tm 


Method 


TBLASTX: Maize 




O Udi L. 


1199 ~ 
X X ^ ^ 








End 


1433 






none 








Score 


173 




Exons 


1199 19*^^ 


119"^ 
X X z o . 


.1236, 


1336 


. .1392, 1350. .1433 




Seq. No. 


38129 








Seq. ID 


OJ991109_03.0218 


C12 


Gene No. 


.7.8401 








. Strand 






q 1- a y f ' 
O C d X L. 


. -1* • * . . . . / 7 
.X 








:/ End;/'-; ' 


1700': - ■ -^- --^ 




Nsiue 


O.TQQI 1 n Q n 


09 1 

U ^ X o . 


012'. o2 




Method . 


TBLASTX: Cress 






X X / u 








'•'-End ' 


1698 ^-■^^-■"^^^'■—•"^-^ 




XaL > 


none -* 


... 
^' ^ 9 7 ' 






"'" 'Score 


:r22'":::i:.v Tr::;::: 




Exons - 


1170 199Q 


'.1398, 


1519 


.".1698, '15'21. .1697 . " 




Seq. No. 


38129 








Seq. ID 


OJ991109_03.0218. 


C12 


Gene No. 


78401 








Strand 






Start 


1 








End 


1700 




Name 


OJ991109 03. 


0218. 


C12.02 


. ts 


Method 


TBLASTX : Soybean 




Start 


1527 








End 


1698 




GI 


none 








Score 


171 




Exons 


" 1527. .1697, 


1528. 


. 1698 










Seq. No. 


38129 








Seq. ID 


OJ991109_03.0218. 


C12 



37818 



Gene No. 78401 

Start 1 

Name OJ991109_03 . 0218 . C12 . o3 . tm 

Start 1527 

GI none 

Exons 1527.. 1700, 1528.. 1698 

Seq. No. 38130 

Gene No. 78402 

Start 1621 

Name OJ991 109_03 . 0218 . C13 . ol . gs 

Start 1621 

GI none 

Exons 1621.. 1822 



Strand 
End 

Method 

End 

Score 



1700 

TBLASTX: Maize 

1700 

147 



Seq. ID OJ991109_03.0218.C13 

Strand + 

End 1822 

Method GENSCAN 

End 1822 

Score .77 



Seq. Np. 

Gene No. 

Start 

Name 

Start 

GI 

, Exons,.___:„.,..^, 
GI D.escrip. 



38130 
78403 
1 

OJ991109__03.0218.C13.ol.np 
1 

6721520 

„_1,.^J 5^_1 91^., 21 Z_ , 

(APa6i072') ;eST-.AUQ2^9A28 (£303591. cprresponds to. A-.region,.of^th.e, 
predicted gene.; Similar to antifreeze-like protein (D86598) 
[Oryza sativa] 



Seq. ID OJ991109_03.0218.C13 
Strand 

End '277 

Method AAT/NAP 

End 277 

Score 194 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID OJ99110'9_03.0218.C13 
Strand 

End 6687 

Method AAT/GAP 

End 4136 

Score 1123 



38130 
78404 
2833 

OJ991109_03.0218.C13.ol.gp 
2833 

4160_1.R1084 
2833. .3288, 3989. .4136 

'5852172/emb|CAB55410.1| 4.0e-ll (AL117265) 2hb0002.1 [Oryza 
sativa] ' 



Seq. No, 
Gene No, 
Start 
Name 
Start 
GI . 

Exons " 



38130 
78404 
2833 

OJ991109_03.0218.C13.ol.tm 
2966 

none ; , 



Seq.. ID OJ991109_03.0218.C13 
Strand 

End 6687 

Method TBLASTX: Maize 

End 3289 

Score ... 236 . 



.2966. .3004, .:2970. .3152, ' 3092 :V31 667 ' 3193 / :-32-40V-3 194 ; ;32.4rr"'' 
3257. .3289 : ' ■ * . ' " . • 



■ Seq ; "Ko.r' .- 
Gene .No. . 
Start 
Name. 
Start 
GI • 
Exons 

GI Descrip. 



3:8130..- .'rz 

'7840.4: .* ' ' . 

2833 

OJ991109_03.0218.C13.o2.np 

2969 

6721519 



Seq...- .ID.. :ojS9iL09^o3..,on8':::ci3 

Strand - ' ' 

End 6687 

Method AAT/NAP 

End' 6687 

Score 1519 



2969. .3288, 3926. .4029, 4267. .4424, 4664. .4811, 6228. .6363, 
6576.. 6687 

(AP001072) EST AU082116 (E4026) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



Seq. No. 



38131 



Seq. ID OJ991109 03.0218.C14 



37819 



Gene No. 


78405 


Strand 


+ 




Start 




RnH 


S4 7 




Name 


O.TQQI 1 HQ 0'^ 091 ft PI 4 o1 rrc; 




O LN O V^rtlN 




9tpi rf 


*i V J 


FnH 


S4 7 






none 


Score 


. o o 






4 ns S4 7 










38131 


Seq. ID 




PI 4 




78406 


Strand 






start 


1 


End 


4135 




Name 


OJ991109 03.0218.C14.ol.np 


Method 


AAT/NAP 




O L. Cli_ L. 


1 


End 


4135 






6721518 


Score 


801 




P von Q 


1..186, 2781. .2969, 3986. .4135 








{AP001072) Similar to NBS-LRR 


-like protein cD7 . (AF098970) 




[Oryza sativa] 








Seq. No. 


38131 


Seq. ID 




P 1 4 


Gene No. 


78406 


Strand 






Start 


1 


End 


4135 




Name 


OJ991109 03.0218.C14.ol.tm 


Method 


TBLASTX: Maize 




O L. d I. L 


. 735- 


jAi.. . 


1117 





Va-L _ ^ „ 


..none . . ^. . , _ , ^ . 


^Score . ... 


L91 _ 




fT V o n c: 


735. .998, 736. .1017, 1058. .1117, 1060. 


.1116 




Seq. No. 


38131 


Seq. ID 


OJ991109_03.0218 




Gene No. 


78406 


Strand 






O Ldl. U 


1 


End 


4135 




Name 


OJ991109 03.0218.C14.ol.tw 


Method 


TBLASTX: Wheat 






1042 


End 


1402 






none 


Score 


206 




P von Q 


1042.. 1308, 1109.. 1402 








Seq. No. 


38131 


Seq. ID 


OJ991109_03.0218 




Gene No. 


78406 


Strand 






o u a. 1. . u 


1 


End 


4135 




Name 


. OJ991109 03.0218.C14.o2.tm 


Method 


TBLASTX: Maize 




onar L 


1117 


End 


1435 






none 


Score 


157 




Ht AUl 1 o 


1117, .1206, 1118. .1264, 1262. 


.1303, 1319.. 1435 




Seq. No. 


. .38131' ■ - ■ . . 


Seq., ID 


.OJ991109_03.0218 


C14 


Gene No..'' / 


- 7'8^-06- ■ ^' ■ ■ ' ■ - 


Strand" " 






;3 r- ^- 
O U d I. L 


1 • 


:End ; 


4135 ' / ' 




Name 


'6JM1109 '''OT. 02l8\ CTi:o2 \gs 


^Met Hdd 


"'cJenscan^"'^--^ " " '^^'"^ 






' 2i'77:::...v ... : ; 


.End_.'-. 


.4 090 - 






none ... . \ . 


Score . 


";'88- ' 




Exons 


■ 2111 . .2969, 3986. .4090 








beq . NO . 


38132 


Seq. ID 


OJ991109 03.0218 


C15 


Gene No. 


78407 


Strand 


+ 




Start 


174 


End 


365 




Name 


OJ991109 03.0218.C15.ol.gs 


Method 


GENSCAN 




Start 


174 


End 


365 




GI 


none 


Score 


.92 




Exons 


174. .365 









37820 



Seq. No. 


38133 




Seq. ID 


OJ991109 03.0218. 


C16 


Gene No. 


78408 




Strand 


+ ~ 




Start 


5244 




End 


9804 




Name 


OJ991109 03 0218 C16 o3 


no 


Method 


AAT/NAP 




Start 


524 4 " 

»J ^ I T 




End 


9804 




GI 


4 680179 




Score 


6309 




Exons 


5244 9804 










C^J Dp p "t "i n 

\J -L J—^ O ^ .1- . 


XXX f \J Zf 1 A. y ^ i.\J JL.ll 


[ Oryza 


sativa subsp. indica] 




Sea No 


38133 




Seq. ID 


OJ991109_03.0218. 


C16 


Gene No. 


78409 




Strand 






Start 


1 




End 


1054 




Name 


OJ991109 03.0218.C16.ol 


.np 


Method 


AAT/NAP 




Start 


1 




End 


1054 




GI 


6721518 




Score 


1725 




F" von ^ 


1. . 1054 










CiT DpspTin 

\_J J. 1— / ^ O J- -L. k-/ « 


(AP001072) Similar to NBS-LRR- 


-like protein cD7 . {AF098970) 




LVJxyZa SaUlVciJ 










Sea No 






Seq. ID 


OJ991109_03.0218. 




Gene No. 


78410 




Strand 






, S4art..„„ 


104j6_ 




End 


_2„923„_., ^ 


^ 


Name 


... .6 J,9. 91109 Q 3 . 0 2 1 8.' . CI 6. . 0 3. 




Method .... 


. ,T.BLASTX:.S.pybean .:_ 




Start 


314 ' 




End' ■ 


1315 




GI 


none 




Score 


42 






314. .451, 482. .532, 560 


. .811, 


641. .769 


, 983. .1072, 1002. 






1097. .1150, 1172. .1315, 


1179. . 


.1310 






Seq. No. 


38133 




Seq. ID 


OJ991109_03.0218. 


C16 


Gene No. 


78410 




Strand 






Start 


1046 




End 


2923 




Name 


OJ991109 03.0218.C16.o7 


. tm 


Method 


TBLASTX: Maize 




Start 


1016 




End 


1315 




GI 


none 




Score 


41 




R von c; 


1016. .1063, 1017. .1061, 


1085. , 


.1315, 1101. .1310 




^po No 


38133 




Seq. ID 


OJ991109_03.0218. 


C16 


fl^n^ Mo 


78410 




Strand 






Start 


1046 




End 


2923 




Name 


OJ991109 03.0218.C16.o2 


.np 


Method 


AAT/NAP 




Start 


1046 




End 


2923 




\D X .. . • . 


6649085 : 




Score 


,174 .. . . 




pYOn c; ' . - 


1046.-. 1326, 2888.:2923" 










(^T Dp <^'p r "i n 

V_l J. W O w J_ J. . 


(AF146269) resistance gene analog PIC22 ' [Oryza sativa] 
















■ Seq.' No..L:.^'- 


.::38133 " . - . . 




Seq' ID- - 


-OJ 9.9 110 9_. 03 . 0218'. 


C16 


Gene Noi. ' ^ 


\ 78411/ ^ ■ ' ■ ■ . . 




Strand .. ' 






Start 


5520 




End 


6056 




Name 


OJ991109 03.0218.C16.o8, 


. tw 


Method ' 


TBLASTX: Wheat 




O Ld-L L 


5520 




End 


5879 






none 




Score 


263 




Exons 


5520. .5879, 5642. .5878 










Seq. No. 


38133 




Seq.- ID 


OJ991109_03.0218. 


C16 


Gene No. 


78411 




Strand 






Start 


5520 




End 


6056 




Name 


OJ991109 03.0218.C16.o8, 


. tm 


Method 


TBLASTX: Maize 





37821 




ikj L. a J. L, 


^7 fin 








FnH 


6056 


GI 


none 










196 

X y \J 


P von Q 




bill 


S947 


5850 

J 0 J V-/ 


604 4 




Seq. No. 


38133 








Seq. ID 


OJ991109_03.0218.C16 


Gene No. 


78412 








Strand 




Start 


64 38 








End 


6800 


Name 




0918 


n 6 06 


1-m 

■ Uill 


Mo +* H or! 

lie LllLJU 


1 0 Xir^O 1 /\ . l id X ^ C 


Start 


6438 ~ 

vj *i J 0 








End 


6713 


GI 


none 








^ 00 T~0 


205 


P von Q 


64 671 ? 












Seq. No. 


38133 








Seq. ID 


OJ991109_03. 0218, 016 


Gene No. 


78412 








Strand 




Start 


64 38 

vj 1 J 0 








FnH 


6800 






0918 


n 6 o7 


i- w 


Mo "t" H oH 




Start 


64 4 7 ~ 








End 


6800 


GI 


none 








^ 00 TO 


2 68 


F von Q 


6447 6ftnn 


6630 


677 3 








Seq. No. 


38133 








Seq. ID 


OJ991109_03. 0218. 016 


_GeneJNO'._. 


..,,^78413„ 








Strand 






696? 








• F n H " - - 


7871 






0918 
» vj ^ X 0 


n 6 o4 


t w 
t c w 


Mol" H oH 


± DXirtO lA . VVllCdL 


C-|- a v-i- 










FnH 


7448 

/ *i 0 


CJ 
o ± 


n on 0 








CI /^r^ y 0 
0 ^.^U X c 


*J 0 Vj* 


W von Q 


6962 740^ 


6963 

vj J J 


. . 744 8 








Seq. No. 


38133 








Seq. ID 


OJ991109_03. 0218. 016 


Gene No. 


78413 








Strand 




O L. Cli. L. 


6962 








FnH 


7871 

/ 0 / X 




OJQQ1109 0 3 


0918 


ri 6 o3 




Mol" h oH 


TRT.A9TX • Ma 1 T-p 
1 oxirao J. /\ . 1 Jd X ^ c 


O U- Cti. L, 


703S ~ 

/ V J 








FnH 


7 509 




none 








^00 T"0 


390 
J 3? \j 


F von 


7035 7502 


7110 


7232, 


7301 


, . 74 68 




Seq. No. 


38133 








Seq. ID 


OJ991109_03. 0218.016 


Gene No. 


78413 








Strand 




c-j- a ri- 


6962 








FnH 


7 871 


Ma mo 


OJ991109 03 

\J\J Zf Z/ J- J.\J Z/ \J J t 


0218 


n 6 o5 




Moi" Vi oH 




C-l- a -v--f- 


70^5 ~ 
f \j ^ 








FnH 


7^16 

1 ^ X\J 


Vjr X . - _ . 


none 








Score 


183 


" F Yon c; • - • • — 


■ " • 7 0 '35 - -7 3 16- ' 

1 \J ^ ^ m . t ^ J. \J f 


7il8 


■ 7 31 5- 






— - - ■ • - I .... . . 


O C . In (J . 


^ 0 X .J 0 . 








"'^Seqr^lt)^'' 


"i5j?"?ii^)T:ef3rcj2;tg^ 


Gene' No.- 


78413 ^: 








^ / Strand^.'- 




.Start" 


'^6962 " ' 








End " 


■:787i , v ' „ 


Name 


OiT99'1 109 0 3 


0918 

W ^ X 0 


n 6 01 

. ^ X U . W X • 




Method- 


TBLASTX : Soybean 


04- a rt 
0 L dX L 


7389 ~ 

f ^ 0 z? 








End 


7793 




n on d 








Score 


57 


Exons 


7^89 7491 


7^8 9 

1 ^0 Z/ 


7 4^^ 


7 4 91 

1 H ^ X 


..7474, 7425. .7784, 7425. .7502, 




7426. .7785, 


7489 


. .7566, 


7541 


..7783, 7557. .7793 


Seq. No. 


38133 








Seq. ID 


OJ991109_03. 0218.016 


Gene No. 


78413 








Strand 




Start 


6962 








End 


7871 


Name 


OJ991109 03. 


0218 


.C16.05. 


, tw 


Method 


TBLASTX: Wheat 



37822 



start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
, Gene_No^. 
,Start.. 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 
.GI 

^ Exons, ' ; 

-Gene - -No . 
Start 
Name 
Start 
GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 



7497 
none 

7497. .7799, 

38133 
78413 
6962 

OJ991109_03. 

7518 

none 

7518. .7871, 

38133 
78414 
7800 

OJ991109_03. 

7800 

none 

7800. .8309, 

38133 
,^7 8il4_ „ 
.780:0 . _ .. . 

OJ991109_03. 

7809 

none 

7809. .8051 

38133 
78414 
7800 

OJ991109_03. 

7872 

none 

7872. .8225, 

38133 
78415 
8313 

OJ991109_03. 

8313 

none 

^8313V;'8792;:- 

••38133r" ^ 

.7.8415 , -/ 

8313 . 

OJ991109_03. 

8580 

none 

8580. .8840, 

38133 
78415 
8313 

OJ991109_03. 
8638 



End 
Score 



7799 
397 



7535.-7798 . 

0218.C16.o5.tm 
7529. .7789 

0218.C16.ol.tw 
7806. .8219 

0218.C16.o4 . ts 



0218.C16.o2.tm 



7874. .8140, 7926. 



0218.C16.o3.tw 



Seq. ID OJ991109_03.0218.C16 
Strand 

End 7871 

Method TBLASTX : Maize 

End 7871 

Score 325 



Seq. ID OJ991109_03.0218.C16 
Strand 

End 8309 

Method TBLASTX : Wheat 

End 8309 

Score 625 



Seq. ID OJ991109_03.0218.C16 
Strand. .r,..__ .^^^^li,^^ : 

.: 8,30,9 . 



■8 3 3 7. -.87 8 6; -8408-; 



End .■; 
Method 
End 
Score 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.8210 

Seq. ID 

Strand 

End 

Method 
End 
Score 
. 87 91"' - - 



0218.C16.o2.ts 



8585. .8839 



0218.C16.o4.tm 



Seq."'- ID 

Strand 

End " 

Method 

End 

Score 



TBLASTX: Soybean 

8051 

193 



OJ991109_03.0218.C16 
8309 

TBLASTX: Maize 

8225 

473 



OJ991109_03.0218.C16 
9794 

TBLASTX: Wheat 
8792 

'533 • . ... . 



" 0 J9 91 1 0"920~3\02 ra VCT6- 

9794 . . ■ ' . , 
TBLASTX : Soybean 
8840 
278 



Seq. ID OJ991109_03.0218.C16 
Strand 

End 97 94 

Method TBLASTX : Mai ze 

End 8930 



37823 



\D± 


none 








Score 


J / U 




OfT-ap QQ9Q 


0 DO -3 


ft Q9 


ft fi4 n 

0 D fi U . 


ft Q^n 

. 0 -? J u 




Seq. No. 


38133 








Seq. ID 


OJ991109_03.0218.C16 


Gene No. 


78415 








Strand 




q-|- a 


o o u 








End 


9794 


Nsme 


O TQQ 1 1 n Q 0*5 


. U Z X 0 


. X D . OZ 




Method 


TBLASTX: Wheat 


Q+- a -rt- 


o / y y 








End 


9425 


VJ J. 


none 








Score 


613 


Exons 


07 QQ OA 0 ^ 


ft ftn9 

0 O U Z 


ftft 9ft 


ft ft ^ ^ 
0000. 


.9313, 8889. .9380, 9365. .9424 


Q o rr Kl 
O c 4 . In O . 


Jo 1 J J 








Seq. ID 


OJ991109_03.0218.C16 


Gene No. 


78415 








Strand 




Start 


8313 








End 


9794 




OTQQIIHQ n*^ 
k^'uyyjLxuy uj 


091 ft 


X D . (J X 


LIU 


Method 


TBLASTX: Maize 


Start 


8982 ~ 








End 


9567 




none 








Score 


219 


Exons 


oyoz..yifiU/ 


ft Qft 7 

0 y o / 


. y X JO , 


Q1 '^ft 
y X JO . 


.9236, 9140. .9235, 9297. .9491, 




y4o / . .yoD/ 












Seq. No. 


38133 








Seq. ID 


OJ991109_03.0218.C16 


,Gen^. ^o. 


„., ,78415_ 








_S.trand_,.J. 




Start 


' 8313:. . 








,End.J. ..... ' 




Name 


OJ991109 03 


.0218 


C16.06 


tw 


Method 


TBLASTX: Wheat 


Start 


9426 








End 


9794 


GI 


none 








Score 


93 


Exons 


9426. .9491, 


9453 


.9494, 


9472. 


.9759, 9522. .9641, 9741. .9794 



Seq. No. 38133 Seq. ID 

Gene No. 78415 Strand 

Start 8313 End 

Name OJ991109_03 . 0218 . CI 6 . o9 . tm Method 

Start 9568 End 

GI none Score 

Exons 9568.. 9768 



OJ991109_03.0218.C16 
9794 

TBLASTX: Maize 

9768 

190 



Seq. No. 38134 

Gene No. 78416 

Start 7 

Name OJ991109_03 . 0218 . C17 . ol . gs 

Start 7 

GI none .... . - ... 

" Exons : -7-. v 116v 27 6". :359/ '408 693- ■ 



Seq. ID OJ991109_03.0218.C17 

Strand + 

End 693 

Method GENSCAN 

End 693 

Score . .99 



Seq.' No. ' ' 

Gane No'. 

Start- 

Name 

Start 

GI 

Exons 

GI Descrip. 



"3^134 ' -r ;---,v^.--- -r: ■ - ■ 

'7^417 V/ • ■ ' - 

1 

OJ991109_03.0218.C17.ol,np 



^ 0 J5 911 0'5' 03 .'(J2 1 g^rClY ^ 



'Seq. "ID _ 
- Strand' ' ^- . ' 

■ End . ■ 1024 ' ■ . ' ^' 
Method AAT/NAP 
1 End 1024 

5295955 Score 222 

1..198, 278. .611, 639. .755, 994. .1024 

(AB026295) Similar to Epstein-Barr virus (EBV) genome, {V01555) 
[Oryza sativa] 



Seq. No. 38135 Seq. ID OJ991109_03 . 0218 . C18 

Gene No. 78418 Strand + 

Start 8164 End 8505 



37824 



Name 

Start 

GI 

Exons 



OJ991109_03 . 0218 . C18 . o2 . gs Method GENSCAN 

8164 End 8505 

none Score . 95 
8164. .8505 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

51, Descjrig... 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
■ Start 
GI 

Exons 

GI- Descrip. 

Seq. No. 
Gene No". " 
Start 
Name 
Start ■ 
GI 

Exons 

GI Descrip. 



38135 Seq. ID 

78419 Strand 

11227 End 

OJ991109_03 . 0218 . 018 . o4 . np Method 

11227 End 

6721515 Score 



Seq. No, 
Gene No, 
Start 
Name 
Start 



OJ991109_03.0218.C18 
+ 

12979 
AAT/NAP 
12979 
2221 



11227. .11476, 11639. . 11906, 12137 .. 12802 , 12874.. 12979 
(AP001072) Similar to mudrA. (M76978) [Oryza sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991109 03.0218.C18 



38135 
78420 
1 

OJ991109_03.0218.C18 .ol .np 
1 

5295955 
1..40, 584. .717 

ABO 2 62„95 j . . S imi l.ar„XQ„.Ep,s t r r _y i rja.s_ J .EBVJ. ,,^e n pm^^^^^ 5 
lQry.za.. sativaj . „L ., „ . . . .... 



6307 
AAT/NAP 
717 
81 



38135 Seq. ID 

78420 Strand 

1 End 

OJ991109_03.0218.C18.ol.gs Method 

516 End 

none Score 



OJ991109_03.0218.C18 

6307 
GENSCAN 
6307 
.55 



516. .796, 1192. .1280, 1343. .1452, 2479. .2731, 3137. .3378, 
4762. .4965, 5046.. 5174, 6230.. 6307 



38135 Seq. ID 

78420 Strand 

1 End 

OJ991109_03.0218.C18.o2.np Method 

1127 End 

6721516 Score 



OJ991109_03.0218.C18 

6307 
AAT/NAP 
6307 
1863 



1127. .1280, 1343. .1452, 2479. .2731, 3137. .3378, 4762. .4965, 
5046.. 5174, 6230.. 6307 

(AP0010720 . hypothetical protein [Oryza sativa] . , , 



38135 Seq. ID 

■'78421 • '■ - '■■ ■ ' "Strand' * 
. 78-97 .. .. . , . .'• ' : End -l- - 

OJ991109_03.0218.C18.o3.np Method 
7897 End 
6721516 Score 



OJ991109_03.0218,C18 

11069---- -- " ■ '^Z'" 

AAT/NAP ' 

11069 

75 



7897.. 7972, 9^56.. 9752, 10989.. 11069 
(AP001072) hypothetical protein [Oryza sativa] 



38135 
78422 
13570 

OJ991109_03.0218.C18.o3.tm 
11272 



Seq. ID OJ991109__03.0218.C18 
Strand 

End 17884 

Method TBLASTX : Maize 

End 11489 



37825 






on ^ 




Score 


183 


p. von c; 


11272 11481 11274 

XX^ f ^ * . XXIUXf XX^ / ^a 


.114 8 9 






O C • * 


-J O X ^ ^ 




Seq. ID 


OJ991109_03.0218.C18 


Gene No. 


78422 




Strand 




Start 


13570 




End ' 


17884 


Nsrne 


OJ991109 0^ 0218 C18 


. o2 , tm 


Method 


TBLASTX: Maize 




1 1 fi4 4 ~ 

X X D *1 *a 




End 


12006 


\j j- 


n on 




Score 


233 




11644 11940 1171^ 

XXUtI. .XX^':lVJf XX ^JO. 


11831 

• X X O ^ X , 


11926. .11991, 11940. . 12005, 




11941 12006 

XXJ'aX. . J. ^ \J \J \J 








O C • » 


O O X J J 




Seq. ID 


OJ991109_03.0218.C18 




78422 




Strand 






1 ^S70 




End 


17884 


Name 


OJ991109 03.0218.C18 


. ol . tm 


Method 


TBLASTX: Maize 


start 


12447 




End 


12974 




none 




Score 


210 


YOn Q 
£j2\\JL LtD 


12447 12 614 1244Q 

X4l.*3*3/.*X^\JX'a/ X^*arij. 


12 616 

. X ^ U X v , 


124 52. . 12616, 12 619. . 12801, 




126S1 12794 12680 


1 2802 


12713. . 12805, 12741. . 12806, 




1 2871 1 2969 1 ?872 


, 12970 , 


12883. . 12 972, 1288 4 . . 12970, 


^..y 


12885' 1-2974 12897 


.12971 






Seq. No. 


'38135 




Seq. ID 


OJ991109_03.0218.C18 


Gene No . 


78422 




Strand 




O Lctx L 


1 '^S7n 

X *J ^ f u 




End 


17884 


Name 


n.TQQiiDQ m 021 ft rift 


O 4 (T Q 


Method 


GENSCAN 


q-t- a *--|- 


1 ^"^70 ~~ 

X ^ 'J f \J 




End 


17123 




r\ on o 




Score 


.53 




1^S70 1^64 4 14 600 


1 4 627 


15981. .161 


11, 17074. .17123 


o c • LN . 


'^81 




Seq. ID 


OJ991109_03.0218.C18 




78422 




Strand 




Start 


13570 




End 


17884 


Name 


OJ991109 03.0218.C18 


. o5 . np 


Method 


AAT/NAP 


Start 


14730 




End 


15171 


CT 
\j ± 


6721514 




Score 


318 




14730. .14813, 14920. 


.15015, 


15133. .15171 




{AP001072) ESTs D15765 (C1211 ) , AU082107 (C1211 ) correspond to 




region of the predicted gene 


. ; hypothetical protein [Oryza 




sativa] 








Seq*." No; 


--38135 • ' 




■ Seq. ID 


0 J991 i09_:03'; 02l¥: C18 


Gene No. • . 


78422 




Strand 




O L dX L. 


' ■" 13570 




End' ^. 


■17884 - " ' ~ 


-Name ■- 


OJ951:10.9 '03'.0'2r8.Cl8. 


.ol'. gp : - 


^ Method 


. AAT/GAP. "■ :-. 


Q-l- a r-+- 
0 L ax 1, 


15352 




End 


.'l568i' ' 


r* T 


286958 




Score 


660 


V "T^ O 


15352.. 15681 








C Qrr No 


38135 




Seq. ID 


OJ991109_03.0218.C18 


Gene No. 


78422 




Strand 




Start 


13570 




End 


17884 


Name 


OJ991109 03.0218.C18 


. o6 . np 


Method 


AAT/NAP 


Start 


15980 ■ 




End 


17884 


GI 


6721513 




Score 


374 


Exons 


15980. .16111, 17074. 


. 17123, 


17594. .17884 



37826 



GI Descrip. (AP001072) hypothetical protein [Oryza sativa] 



Seq. No. 38136 

Gene No. 78423 

Start 1 

Name OJ991109_06 . 0222 . C2 . ol . np 

Start 1 

GI 4416302 

Exons 1..25, 303.. 989 

GI Descrip. (AF105716) copia-type pol polyprotein [Zea mays] 



Seq. ID OJ991109_06.0222.C2 

Strand -f 

End 98 9 

Method AAT/NAP 

End 98 9 

Score 695 



Seq. No. 38136 Seq. ID 

Gene No. 78423 Strand 

Start 1 End 

Name OJ991109_06 . 0222 . C2 . ol . gs Method 

Start 329 End 

GI none Score 

Exons 329. . 931 



OJ991109_06.0222.C2 
+ 

989 

GENSCAN 

931 

.42 



Seq. No. 38136 Seq. ID 

Gene No. ' 78424 Strand 

StLart__.;^^._ „^ ..:.57q7, - • End, 

Name. .OJ9911Q.9^d'6.. o"222 .€2 ^ 1.^ . Method J 

Start - 2903 End 

GI .6539588 Score 

Exons 2903.. 3118, 4553.. 4571 

GI Descrip. {AP000837) hypothetical protein [Oryza sativa] 



OJ991109_06.0222.C2 
+ 

..664 5 

AAT/NAP . . 

4571 
97 



Seq. No. 


38136 




Seq. ID 


OJ991109_06.0222. 


02 


Gene No. 


78424 




Strand 


+ 




Start 


5707 




End 


6645 




Name 


OJ991109 06. 0222. 02. o3 


.np 


Method 


AAT/NAP 




Start 


5003 




End 


6565 




GI 


5803260 




Score 


278 




Exons 


5003.. 5093, 5753.. 6565 










GI Descrip. 


(AP000399) similar to 


wakl 


gene (AJ009696) [Oryza sativa] 


Seq. No. 


38136 




Seq. ID 


OJ991109_06.0222. 


02 


Gene No. 


■ 78424 




Strand 


+ 




Start 


5707 




End 


6645 




Name 


OJ991109 06. 0222. 02. o2 


.gs 


Method 


GENSCAN 




Start 


5707 ... . 




End 


6645 . . . .. 




GI : 


none - " 




Score ■ . ■ 


-.'91 ■ ' - " ' ' 




Exons 


■ 5707. .6645 










Seq.' NoM - 


3-8136 ..: 




■ Seq... ID-.-. 


.Oj99ll09_d6.-0222v 


02 


Gene No. 


78425 : ■ ■ . 




. Strand *" 






Start 


7169 




End • 


10246 




Name 


OJ991109 06. 0222. 02. ol 


. tm 


Method 


TBLASTX: Maize 




Start 


311 




End 


921 




GI 


none 




Score 


688 




Exons 


311. .919, 319. .921 










Seq. No. 


38136 




Seq. ID 


OJ991109_06.0222. 


02 


Gene No. 


78425 




Strand 






Start 


7169 




End 


10246 




Name 


OJ991109 06. 0222. 02. ol 


.ts 


Method 


TBLASTX: Soybean 





37827 



O ^ d J. L. 






q:>i 

^ X 


GI 




S core 


2ft 9 




71fi 4'^'^ 67S 7^7 91 


751 . .921 




Seq. No. 


38136 


Seq. ID 


OJ991109_06.0222.C2 


Gene No. 


78425 


Strand 




Start 


71 fiQ 


End 


1024 6 


Name 




Mo "t" H n^ 


1 OXir-lO 1 A, * Wiicd l_ 


Start 


4 fi7 ~ 


End 


9?? 


GT 


none 




X X ^ 


IT vr\n «5 


4fi7 797 7?1 Q?? 74fi Ql Q. 






Seq. No. 


38136 


Seq. ID 


OJ991109_06.0222.C2 


Gene No. 


78425 


Strand 




Start 


7169 


End 


1024 6 


Name 


OJ991109 06 . 0222 . 02 . ol . tc 


Method 


TBLASTX: Cress 


Start 


602 ~ 


End 


916 


GI 


none 


O OvJX C 


86 


P. von ^ 


602 73^ 713 916 754 870 

\J\J^aal^^f fj-^t»^J.\Jf /*JT..(J/VJ 






Seq.' No. 


38136 


Seq. ID 


OJ991109_06.0222.C2 


,Gene,,.Np,,.,_. 


78425 


Strand 




Start 


7169 


End 


10246 ' * 




O.TQQIIDQ Ofi n?9? ad 




Hj LN O IN 


O Ldi. t_ 


7 1 ^^Q ~ 

/ X D -7 




X U ^ *i O 








SQ 




71fiQ 79Sfl RlOfi flTRl IDTftQ 


1 094 




Cic^rt Kin 


^7 

O O X o / 


O C . X U 


O.TQQI 1 DQ Vif^ 0999 


Cpne^ Nn 


78426 


Strand 


+ ~ 


Start 


1 


End 


2745 


Name 


OJ991109 06.0222.C3.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


2745 


CrT 
\J J. 


6587816 


Score 


534 


Ej J\.U110 


1..48, 821. .1854, 2671. .2745 








(AC010924) Contains similarity to gb|AJ009696 wall-associated 




kinase 1 from Arabidopsis thaliana and 


contains a protein kinase 




PF| 00069 domain. 






Seq. No. 


38137 


Seq. ID 


OJ991109_06.0222.C3 


Gene No. 


78426 


Strand 


+ 


Start 


1 . . . . 


End 


2745 . , .... . ... . . 


KI 3 m " " 


- Oj99il09 ~06-;0222.*C3.ol.gs' ■ — 


Method ■ 


genscan"---"- • 




967 


End • 


2007 . ■ 


GI 




"Score 




-Exoris ■ - ' 


967.. '.2007 r.;":,*: i:. ' :::: 






Seq. No. 


38137 


Seq. ID 


OJ991109_06.0222.C3 


Gene No. 


78427 


Strand 




Start 


2582 


End 


3825 



Name 

Start 

GI 

Exons 



Seq. No. 



OJ991109_06. 0222.C3.ol.tc Method 
548 End 
none Score 
548.. 598, 982.. 1092, 1026.. 1091, Itll. 
1389. .1517, 1402. .1503, 1491. .1619, 1510. .1641 

38137 Seq. ID OJ991109 06. 0222. C3 



TBLASTX: Cress 

1641 

62 

.1392,. 1119.. 1238, 



37828 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



78427 Strand 

2582 End 

OJ991109_06. 0222.C3.ol.tm Method 

901 End 

none Score 



3825 

TBLASTX: Maize 

1845 

49 



901. .993, 997. .1104, 1011. .1103, 1111. ,1392, 1198. .1320, 
1329. .1397, 1402. .1503, 1418. .1477, 1516. .1644, 1518. .1637, 
1645. . 1845 



Seq. No. 38137 

Gene No. 78427 

Start 2582 

Name OJ991109_06 . 0222 . C3 . ol . ts 

Start 997 

GI none 

Exons 997.. 1104, 1165.. 1392, 1311. 

1518. .1643, 1519. .1644 



Seq. ID OJ991109_06.0222.C3 
Strand 

End 3825 

Method TBLASTX : Soybean 

End 1644 

Score 81 
,1397, 1402.. 1491, 1416.. 1502, 



Seq. No. 38137 
Gene No. 78427 
Start 2582 

Name^_ ^_.^pJ9JiaOJ,^06..,0222..^.^ 

Start- . lb05.__ ^ . _ ' / 

GI none 

Exons 1008.. 1103, 1015.. 1104, 1119. 



Seq. ID OJ991109_06.0222.C3 
Strand 

End 3825 

„ Me t ho d T BLAS TX JLRh e a t,;. 

. End. ■ .1.383 J. .... 

Score 78 
.1238, 1120. .1383 



Seq. No. 38137 Seq. ID 

Gene No. 78427 Strand 

Start 2582 End 

Name OJ991109_06 . 0222 . 03 . o2 . tw Method 

Start 1396 End 

GI none Score 

Exons 1396.. 1491, 1515.. 1625, 1516.. 1653 



OJ991109_06.0222.C3 
3825 

TBLASTX: Wheat 

1653 

101 



Seq. No. 38137 Seq. ID 

Gene No. 78427 Strand 

Start 2582 End 

Name OJ991109_06 . 0222 . 03 . o2 . gs Method 

Start 2582 End 

GI none Score 

Exons 2582.. 2981, 3320.. 3684 



OJ991109_06.0222.C3 

3825 
GENSOAN 
3684 
.55 



Seq; No; ■ 

Gene- No. 

Starf".' 

Name*- ^ ^ - 

Start 

GI 

Exons 

GI Descrip, 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



- .38137- ~\ , - - Seq-. ID' _ 

78427 ■ ' . . Strand 

' ' ■ •■■ '-' ■End' r " ' 3^25 "^' ''"^'^T 

C)J95ll09._0 6..0222.O3..b2.:np ' "1. .Method-' - ^AAT/NAP 'r 
2624 ■ ' ' . ■ . .End ' 3825 

6730728 Score 514 

2624.. 3825 ... 

{AO018849) unknown protein [Arabidopsis thaliana] 



OJ991109'-06;0'222VC3^ 



38137 
78427 
2582 

OJ991109_06.0222.03.o2.ts 

2675 

none 



Seq. ID OJ991109_06.0222.C3 
Strand 

End 3825 ' 

Method TBLASTX : Soybean 

End 3732 

Score 67 



37829 






OCT c; 9R 1 9 


9741 


9Rft 1 

. • ^ O O X / 


O *i O X • 


.3564, 3485.. 3571, 3562.. 3732 


Seq. No.' 


38138 








Seq. ID 


OJ991109_06.0222.C6 


Gene No. 


78428 








Strand 


- 




1110 

X X X u 








End 


4603 


KTa mo 

LN dllLC 


^-7XXU-? Uu 


0999 


Pfi r»1 




Method 


AAT/GAP 


O L ciL L 










End 


1440 




none 








Score 


755 
















o fc; v-J . IN O . 


O 0 X O 0 








Seq. ID 


OJ991109_06,0222.C6 


Gene No. 


78428 








Strand 




Start 


1110 








End 


4603 


LN dlUC 


D.TQQI 1 0 Q Of, 


0999 


P(^ r»1 




Method 


GENSCAN 




1110 ~ 

X X X u 








End 


4603 




none 








Score 


.53 


V Tl c 


1110 14R0 

XXXU. .Xrt^Uf 


990^ 
^ ^ vj o 


94 41 

• ■ ^ 4 4 X , 


J o ,7 • 


.2645, 2728. .2814, 3313. .3857, 
















O G q . LN O . 


0 X J 0 








Seq. ID 


OJ991109_06..0222.C6 


Gene No. 


78428 








Strand 




Start_,^,.::..,,_ 


iiip.....:,._;_L^^ 








_End 


..4 603. „, 


.N.sjne ^. ^ 


n.TQQi 1 OQ Ofi 


0999 


Pf^" o4 


■i-m 


„ Method.. 


„ .TBLASTXiHaize , 




X O 0 o 








End 


2019 


O J. 


none 








Score 


64 




TTOO 14S0 


1 PI Q 

X O 0 


14m 

> . X 4 O X , 


1 Sf^9 


.1657, 1569. .1670, 1572. .1658, 




IQ"?'^ 901Q 


1 R7 fl 
X 0 / 0 


9 019 


1 P R R 
X O O D . 


.2013 




O c . LN O . 


O O X o o 








Seq. ID 


OJ991109_06.0222.C6 


OCllc LN(J . 


/ O 4 ^ O 








Strand 




Start 


1110 








End 


4603 


Name 


OJ991109 06 


.0222 


06. ol. 


np 


Method 


AAT/NAP 


o Lax L 


1525 








End 


4597 


vjX 


3337367 








Score 


1116 


TT' ^ 


1525. .1657, 


1890 


.2008, 


2203. 


.2441, 2589. .2638, 2742. .2817, 




3313. .3857, 


4343 


.4597 








PT PtOQi^T^lT^ 

oX Lyc:;oOXX^* 


(AC004481) -hypothetical 


protein . [Arabidopsis thaliana] 


Seq. No. 


38138 








Seq. ID 


OJ991109_06.0222.C6 


Gene No. 


78428 








Strand 




o L ax L 


1110 








End 


4603 


Name 


OJ991109 06 


.0222 


C6.p2 . 


tc 


Method 


TBLASTX: Cress .... 


o L ax L 


-2201" 








^End ■;' 


"3362 - • ; - 




none 








Score 


; 113 




■;2201. ";"2'44 3V 


. 2202 


.244 47 


'3315. 


."3352* 




Seq. - No." 


' 38138 * 








'Seq. ID 


0 J 9 911 0 9_6'6 .0222. .C.6 


Gene No. 


78428 • ■ . 








Strand 




o L.ax L 


1110 








End 


4603 


Name 


OJ991109 06 


.0222 


C6.o3. 


tm 


Method 


TBLASTX: Maize ' 


o L.ar L 


2204 








End 


2459 


GI 


none 








Score 


139 


Exons 


2204 . .2449, 


2205 


.24 59 








Seq. No. 


38138 








Seq. ID 


OJ991109_06.0222.C6 


Gene No. 


78428 








Strand 




Start 


1110 








End 


4603 



37830 



Name 

Start 

GI 

Exons 



OJ991109_06 . 0222 . C6 . ol . ts Method TBLASTX : Soybean 

3315 End 4510 

none Score 63 

3315. .3413, 3316, .3405, 3504. .3854, 3505. .3597, 3622. .3855, 
4340.. 4510 



Seq. No. 38138 

Gene No. 78428 

Start 1110 

Name OJ991109_06 . 0222 . C6 . ol . tm 

Start 3504 

GI none 

Exons 3504.. 3797, 3505.. 3798 

Seq. No. 38138 

Gene No. 78428 

Start 1110 

Name OJ991109_06 . 0222 . C6 . ol . tc 

Start 3513 

GI none 

Exons 3513.. 3854, 3550.. 3855, 4334, 

Gene No. 78428 

Start 1110 

Name OJ991109_06 . 0222 . C6 . o2 . tm 

Start 3801 

GI none 
Exons 



Seq. ID OJ991109_06.0222.C6 
Strand 

End 4603 

Method TBLASTX : Maize 

End 3798 

Score 341 



Seq. ID OJ991109_06.0222.C6 
Strand 

End 4 603 

Method TBLASTX : Cress 

End 4522 

Score 139 



,4522, 4344. .4520 



. Seq.. ..,ID....,.QJ9.91ia9.^g6,.A2a2 .X.6_ 

Strand 

End 4 603 

Method TBLASTX : Mai ze 
End 4522 
Score 63 



3801, .3854, 3801. .3857, 3802. .3855, 4343. .4519, 4347. .4520, 
4427. .4522 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



Seq. No. - 
Gene No. - 
Start " " 
Name . " 
'Staxt^^ 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



38139 
78429 
5050 

OJ991109_06.0222.C7.ol.gp 
4568 

uC-osflcypOllbOlbl 
4568. .4891 

'343210 5.0e-78 (M35995) apocytochrome b6 (alt.) [Oryza sativa] 
>gi_2267 62_prf 1604469A cytochrome b6 [Oryza sativa] ' 



Seq. ID OJ991109_06.0222.C7 

Strand + 

End 9550 

Method AAT/GAP 

End 4891 

Score 551 



38139- 

•78429- -* • ' • ' ' - ^ 

5050. 

"OJ991l0?j;0'6 . 0-222 . C7 .'o"2 . gs 

"So-so:. r. • --^^ ^ ^ 

none 



Seq. ID OJ991109_06.0222.C7 
Strand - + " • " - ■ 
■End •95'50 
Method""' GENSCAN 

.End.-': v..'::..: 95-50- * 
Score .51 



5050. .5553, 5610. .5693, 5273. .6471, 6554. .7155, 8435. .9550 



38139 
78430 
4531 

OJ991109_06.0222.C7.ol.np 
4531 
343210 
4531. .4868 

(M35995) apocytochrome b6 (alt.) [Oryza sativa] 



Seq. ID OJ991109_06.0222.C7 
Strand 

End 4868 

Method AAT/NAP 

End 4868 

Score 458 



37831 



gi|226762|prf I I 1604469A cytochrome b6 [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ991109_06.0222.C7 
Strand 

End 12197 

Method TBLASTX: Maize 

End 4814 

Score 166 



Seq. ID OJ991109_06.0222.C7 
Strand 

End 12197 

Method TBLASTX : Soybean 

End 4 8 92 

Score 232 



38139 
78431 
10475 

OJ991109_06.0222.C7.ol.tm 
4573 
none 

4573. .4758, 4575. .4814 

38139 
78431 
10475 

OJ991109_06.0222.C7.ol.ts 
4573 
none 

4573. .4809, 4575. .4847, 4575. .4859, 4833. .4889, 4836. .4892, 
4855. .4890 



Seq. No. 

Gene No. 
, Sta.rt 
.Nam.e . . _ 

Start'" 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No.: 
Gene 'No. 

..Start 1^:.:.:- 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 



38139 Seq. ID OJ991109_06 . 0222 . C7 

78431 Strand 

.104.75 , End ^a2197_.... 

bj9ii 109^06 . (J2 2 Z.cLoL.'tc ;MeihQd_:-. ,T.BLAS.TX:.C^^^^ ....... 

4 611 ■ ' ' End ■ *' 4 8 92 

none Score 276 

4611. .4823, 4611. .4823, 4621. .4839, 4824. .4892, 4839. .4892 



38139 
78431 
10475 

OJ991109_06.0222.C7 .o3.gs 

10475 

none 

104 75. .10688, 11872. .12197 

38140 
78432 
20 

OJ991109_06.0222.C8.ol.gs 

20 

hone 

20. .137, 637. .647 



■38140 

.78433 ' 

:m^3 ..■ - ■' , ■ . . ' ' 

OJ99li09_0'6. 022*2. CS.oi.gp 
4330 
4716504 



Seq. ID OJ991109_06.0222.C7 
Strand 

End 12197 

Method GENSCAN 

End 12197 

Score .88 



Seq. ID OJ991109_06.0222.C8 

Strand + 

End 647 

Method GENSCAN 

End 647 

Score . 7 



■Seq. ID OJ991109_06..0222;C8 
Strand ' 

AAT/GAP " . • ■ / 

5693 
816 ' 



...End - . 
Method 
.End- - 
Score 

4330. .4591, 5079. .5171, 5614. .5693 

4803931/gb|AAD29804.1|AC006264__12 2.0e-24 {AC006264) unknown 
protein [Arabidopsis thaliana] 



38140 
78433 
4433 

OJ991109_06.0222.C8.ol.np 



Seq. ID OJ991109_06.0222.C8 
Strand 

End 8793 

Method AAT/NAP 



37832 




start 4395 End 7287 

GI 4803931 Score 698 

Exons 4395.. 4591, 5079.. 5171, 5614.. 5751, 5834.. 5961, 6432.. 6592, 

6677.. 6815, 7164.. 7287 

GI Descrip. (AC006264) unknown protein [Arabidopsis thaliana] 

Seq. No. 38140 ■ ' Seq. ID OJ991109_06 . 0222 . C8 

Gene No. 78433 Strand 

Start 4433. End 8793 

Name OJ991109_06 . 0222 . C8 . o2 . gs Method GENSCAN 

Start 4433 End 8793 

GI none Score .77 

Exons 4433. .4591, 5079. .5171, 7177. .7341, 8747. .8793 

Seq. No. 38140 Seq. ID OJ991109_06 . 0222 . C8 

Gene No. 78433 Strand 

Start 4433 End 8793 

Name OJ991109_06 . 0222 . C8 . ol . tm Method TBLASTX : Maize 

Start 5047 End 7221 

GI none Score 73 

Exons 5047. .5172, 5079.. 5165, 5607.. 5630, 5614.. 5751, 5615.. 5752, 

, .6433.^. 6594,,,. 64 31. > 659A/_6J 4.6 .^601 ,._6£7X...,6772,, _6 6 7 7^„. 6 769 , 

....... ... 6.682 . , 67 7.4 ,. ...6934.. .._loO 8 ,;.i9.5„4,.. ..7 00,7 ji.H, 7 2'21. 'J ,. 

Seq. No. 38140 Seq. ID. OJ991109_06 . 0222 . 08 

Gene No. 78433 Strand 

Start 4433 End ' 8793 

Name OJ991109_06 . 0222 . C8 . ol . t s Method TBLASTX : Soybean 

Start 5686 End 6597 

GI none Score 62 

Exons 5686.. 5751, 5686.. 5751, 5831.. 5962, 6430.. 6597, 6431.. 6595 

Seq. No. 38140 Seq. ID OJ991109_06 . 0222 . 08 

Gene No. 78433 Strand 

Start 4433 End 8793 

Name OJ991109_06 . 0222 .C8.ol.tw Method TBLASTX : Wheat 

Start 5698 End 6769 

GI none Score 42 

Exons 5698.. 5751, 5822.. 5962, 5832.. 5882, 6430.. 6594, 6431. .6589, 
6446. .6604, 6677. .6769, 6682. .6768 

Seq. No 38141.: Seq.. .ID OJ991109_06 . 0222 , CIO 

;Gene No;' /- ^78434 • ■ ■ ' . .Strand .+ / "S": . 

Start , 816 . . ' ' ' 'End' ' 5628 ." " 

Name'" " ■OJ99110'9^0'6 ; 0222 . 010 . oZ. np Method ' AAT/NAP ' " 

sta-rf" : . ■ \Qi6':..: . 71:. \.. ■ ' '.End : ...Airo. " : — 

GI^ V * 4416301' " "■ ■ " ' Score 530 

Exons 816. .1907, 1975. .2412, 4093.,. 4170 - 

GI Descrip. (AF105716) gag protein [Zea mays] 

Seq. No. 38141 Seq. ID OJ991109_06 . 0222 . OlO 

Gene No. 78434 Strand + 

Start 816 End 5628 

Name OJ991109_06 . 0222 . 010 . ol . np Method AAT/NAP 

Start 894 • End 2615 

GI 3645898 Score 615 

Exons 894.. 1990, 2053.. 2395, 2468.. 2615 



37833 






GI Descrip. 


(U68408) in 


-frame stop 


codon; 


possibly 


a post-transposition 






mutation [Zea mays] 










Seq. No. 


38141 








Seq. ID 


OJ991109_06. 0222. CIO 




Gene No. 


78434 








Strand 


+ 




Start 


816 








End 


5628 




Name 


OJ991109_06 


. 0222 


.ClO.ol 


. gs 


Method 


GENSCAN 




Start 


1089 








End 


5628 




GI 


none 








Score 


.55 




Exons 


1089. . 3119, 


3192 


. . 3335, 


3444 . 


.4149, 4151. .4308, 4488. .4941, 






5465 . .5628 














Seq. No. 


38141 








Seq. ID 


OJ991109_06. 0222. CIO 




Gene No. 


/o 4 o4 








Strand 


+ 




Start 


816 








End 


5628 




Name 


OJ991109 06 


. 0222 


.C10.O3 


.np 


Method 


AAT/NAP 




Start 


2189 








End 


4976 




GI 


3645899 








Score 


1230 




Exons 


2189. .2214, 


4065 


, ,4976 










GI Descrip. 


(U68408) 5' 


end 


aot determined experimentally [Zea mays] 




■ Se.q. No. 


3,8 141 




. 


. ; . . 


.Se,q., ID.. 


OJ991109_j06^. Q222^C10^„ 


Gene. No.. . 


,.„7B4.35 . 




■ - ... 





S,trand .„ 


. ,„ . „ 


- — 


Start 


5614 








End- 


■7201'" ' ^ ' 




Name 


OJ991109_06 


0222 


.C10.O5 


.tm 


Method 


TBLASTX: Maize 


Li = 
Til 


Start 


1119 








End 


1523 




GI 


none 








Score 


257 


L -i 
I ■ \ 


Exons 


1119. . 1523, 


1158 


, . 1382, 


1220. 


.1510 






Seq. No. 


38141 








Seq. ID 


OJ991109_06. 0222. CIO 




Gene No. 


78435 








Strand 


+ 




Start 


5614 








End 


7201 




Name 


OJ991109_06 


0222 


.010. o3 


. tm 


Method 


TBLASTX: Maize 




Start 


3087 








End 


3374 


==: J 


GI 


none 








Score 


78 


L ^ 


Exons 


3087 . . 3140, 


3090 


. .3140, 


3092. 


.3154, 3146. .3361, 3150. .3374, 






3156. .3359 














Seq. No. 


38141 








Seq. ID 


OJ991109_06. 0222. CIO 




Gene No. 


78435 








Strand 


+ 




Start 


•5614 








End 


7201 




Name 


OJ991109_06. 


0222 


.C10.p2 


.tm . 


Method 


TBLASTX: Maize 




'Start"" 


' 34 38 " 








Ehd' - 


3920 " • ' ' ' - ■ 




GI ■■ - 


none / 








Score . 


133 




Exons ~ 


- 34 38 .'. 3"557," 


3554 


.".3916, 


""35'55." 


.'3920 






Seqi No.~ ' 


38141 








Seq. ID 


6J991109_06.0222'.C10 ' 




Gene No. 


78435 








Strand ■ 


+ . . ' 




Start 


5614 








End 


7201 




Name 


OJ991109 06. 


0222 


ClO.ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


3597 








End 


4097 




GI 


none 








Score 


264 




Exons 


3597. .3845, 


3599 


.3826, 


3609. 


.3854, 3857. .3883, 3857. .3883, 






3859. .3891, 


3881 


.4081, 


3885. 


.4097 






Seq. No. 


38141 








Seq. ID 


OJ991109_06.0222.C10 




Gene No. 


78435 








Strand 





37834 



start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start. 

Name 

Start 

GI 

Exons 



5614 

OJ991109_06. 

3921 

none 

3921. .4097, 

38141 
78435 
5614 

OJ991109_06. 

4083 

none 

4083, .4250, 



0222. CIO. o6.tm 



3938. .4090 



0222. CIO. o2.ts 



4096. .4335 



End 

Method 

End 

Score 



7201 

TBLASTX: Maize 

4097 

208 



Seq. ID OJ991109_06. 0222. CIO 

Strand + 

End 7201. 

Method TBLASTX : Soybean 

End 4335 

Score 196 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

. Se.q. ...No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
■Start - 
Name- 
Start. ■ 
GI'^ " • ■ 
•Exons 



38141 
78435 
5614 

OJ991109_06. 

4099 

none 

4099. .'4302, 

78435 
5614 

OJ991109_06. 

4303 

none 

4303. .4335, 
4529. .4966, 

38141 
78435 
5614 

OJ991109_06. 

4335 

none 

4335. .4706, 

38141 
78435 
.5614 

OJ991109_206: 
4458 • 
hone' *■ V ■ " 
4458. ..4.71.5,. 
6011. . 6073 



0222.C10.o4 . tm 



4119. .4301 



0222. CIO. ol.tm 



4331. .4396, 4332, 
4683. .4979 



0222. CIO. ol.ts 



4403. .4702, 4728, 



Seq. ID OJ991109_06. 0222. CIO 

Strand + 

End 7201 

Method TBLASTX: Maize 

End 4 302 

Score 257 



.S.eq.... JP„ Oja9 1.1.0 9_Q.6.,Q2,2,2„, CIO. 
Strand + 
End 7201 
Method TBLASTX: Maize 
End 4 97 9 

Score 40 

.4601, 4335. .4973, 4336. .4758, 



Seq. ID OJ991109_06. 0222. CIO 
Strand -i- 

7201 

TBLASTX: Soybean 
4961 
277 



End 

Method 
End 
Score 
.4961 



Seq. ID OJ991109_06. 0222. CIO 
Strand + 

End , 720.1 ,. , . 

Method • • • TBLASTX :Wheat- • * • - ' 
End . 6073 
- ^" ' score " li2 - ' - 

4 5.92.: .'.47 1.4,- 4 737.. .4 913,' 474 3. .4 910, . 4-796.. . 4.912, " 



-0222. CIO ".02. tw" 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



38141 
78435 
5614 

OJ991109_06, 

4500 

none 

4500. .4589, 



0222. CIO. ol.tc 



4593. .4727, 4704, 



Seq. ID OJ991109_06. 0222. CIO 

Strand + 

End 7201 

Method TBLASTX : Cress 

End 4958 

Score 75 
.4958 



Seq. No, 



38141 



Seq. ID OJ991109_06. 0222. CIO 



37835 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



78435 Strand + 

5614 End 7201 

OJ991109_06. 0222. CIO. o4 .np Method. AAT/NAP 

5614 , End 7201 

6002089 Score 147 

5614. .5736, 6530. .6568, 7167. .7201 

(X84147) ribosomal protein S4 [Typha angustif olia] 



Seq. No. 


38142 


Seq. ID 


OJ991109_ 


_06.0222. 


Cll 




78436 


Strand 


+ 






Start 


41 


End 


4647 






Name 


OJ991109 06.0222.Cll.ol.np 


Method 


AAT/NAP 






Start 


41 


End 


4370 






GI 


4406775 


Score 


302 






p. von 


41. .227, 333. .563, 754. .1006, 


1675. .1821, 1906. 


2027, 






2120. .2174, 3601. .3684, 4189. 


.4370 








QT Dp P7" 1 n 

\J -L. Lt/ \^ O \^ ^ hp' 4 


(AC006836) unknown protein [Arabidopsis thaliana] 




Seq. No. 


38142 


Seq. ID 


OJ991109_ 


_06.0222. 


Cll 


Gene No. 


78436 


Strand 


+ 






Start 


41 


End 


4647 






Name 


OJ991109 06.0222.Cll.ol.gp • 


. .Method _ 


„7^T/GAP^ 






Start' .1.,:" 


..,84„ . 


End 7 ... 


..3.71... .„ 






GI 


none 


Score 


316 






Exons 


84. .227, 333. .371 










Seq. No. 


38142 


Seq. ID 


OJ991109_ 


_06.0222. 


Cll 


Gene No. 


78436 


Strand 


+ 






Start 


41 


End 


4647 






Name 


OJ991109 06.0222.Cll.ol.gs 


Method 


GENSCAN 






Start 


84 


End 


4403 






GI 


none 


Score 


.81 






Exons 


84. .227, 333. .666, 755. .1002, 


1659. .1821, 1906. . 


2027, 





3621. .3687, 4153. .4403 



Seq. No. 38142 

Gene No. 78436 

Start ' 41 

Name OJ991109_06 . 0222 . Cll . o2 

Start 954 

GI uC-osflcyp099b01bl 

.Exons . 954.. 1002, 1659.. 1821, 

GI .Descrip. ' 4406775/gb I AAD20086r 9 
[Arabidopsis thaliana] ' 



Seq. ID OJ991109_06. 0222. Cll 

Strand + 

End 4 64 7 

.gp Method AAT/GAP" 

End 3685 

Score 829 
1906. .2027., 2120. .2185, 3621. .3685 
.0e-i2 (ACQ06836)' unknown protein'- • 



Seq. No. - . ' ' .■38142 • . .. 

Gene No! 78436 
Start -41 

Name OJ991109_06 . 0222 . Cll. o3 . gp 

Start 4253 
GI 11899_1.R1084 
Exons 4253.. 4647 

GI Descrip. ' 5922603/db j | AP0004 92 . 1 | AP0004 92 9 
DNA, chromosome 1, clone : P0705D01 ' 



Seq." ID. 
Strand 
End 

Method 
End 
Score 



6J991ia9_.0.5; 
+ 

4647 
AAT/GAP 
4647 
759 



0222 Coil- 



Oe-15 Oryza sativa genomic 



Seq. No. 38142 Seq. ID OJ991109_06 . 0222 . Cll 

Gene No. 78437 Strand 

37836 




start 


<J X ^ VJ 


End 


8491 


Nsme 


O.TQQIinQ Hfi 0999 Pll n9 a<5 


Method 


GENSCAN 


Start 


SI 9n ~ 

^ X ^ u 


End 


8491 


GI 


n n n o 


Score 


.79 


F.xnn ^ 

1_J \j I. 1 o 


SI ?n Sfti? finOfi fiDQ? 6797 


..6938, 7973. .8491 


Qprj Mo 

ij ^ • 1^ w • 


.J O X M ^ 


Seq. ID 


OJ991109_06. 0222. Cll 


Gene No. 


78437 


Strand 




Start 


5120 


End 


8491 


Name 


OJ99110Q 06 0222 Cll o2 no 


-Method ■ 


AAT/NAP 


Start 


SI ?Q ~ 

J X ^ 17 


End 


8001 


GI 


ST ??Q4 9 
*j X ^ J ;? H ^ 


Score 


973 


FiXon s 

l_j 1 1 


5129 S812 6006 6097 6797 


..6938, 7936.. 8001 


JL O ^ -U J. > 


^AT. 079*^49^ nni-^^l-ivp nrnfpin 


[Arabidopsis thaliana] 


<J C • \J • 


38142 


Seq. ID 


OJ991109_06, 0222. Cll 


qqj^q No, 


78437 


Strand 




Start 


5120 


End 


8491 


Name 


OJ991109 06.0222.Cll.o5.gp 


Method 


AAT/GAP 


Start 


7707 


End 


8157 




L1B34 74-001-P1-K1-B10 


Score 


890 


F von Q 


.1101^,^^8151 






T <5 7" 1 Ti 

.VJ.-L ;..L/Co,^.-(- • ^. 


,...;.4803931/„gbJ.AAD.2980.,4....1 LAC.0..a62.6.4. ...12 2 . Oe-24.. (AC00.-6264.U untoo 




protein [Arabidopsis thaliana] * 




OzurT Kin 


38142 


Seq. ID 


OJ991109_06. 0222. Cll 


Gene No. 


78438 


Strand 




Start 


10569 


End 


15429 


Name 


OJ991109 06.0222.Cll.o2.tm 


Method 


TBLASTX: Maize 


o u d i. u 


80 


End 


13671 




none 


Score 


73 


F von <3 


80. .139, 83. .226, 84. .227, 288. .530, 330. .464, 470. .529, 




13576. .13671 






c^arr Kin 


38142 


Seq. ID 


OJ991109_06. 0222. Cll 


(^ono Kin 


78438 


Strand 






10569 


End 


15429 


Name 


OJ991109 06.0222.Cll.o3.tm 


Method 


TBLASTX: Maize 


Start 


730 


End 


2182 




none 


Score 


63 


F vnn Q 


730. .828, 754. .828, 824. .925, 


829. .903, 


829. .927, 963. .1007 




.984. .1019, 1659. .1736, 1662. 


1724, 1767 


. .1820, 1779. .1820, . 




1901. -.2020, 1902. \ 2039, 1903 


2046,- -.1904 . .2011, 2117 .';2182,- 




2118;.2T80 






Q o rr * M n 

o ti (J . IN (J 


■-38142 /: . .: :., " \. .:• 


Seq.,' ID-'- 


.0'J9 9 11 09/ 0 6 : 0.2 2 2 V-C 1^1 


Gene No. 


78438 . " ' — • 


Strand 




Start 


10569 ^ 


End 


15429 


Name 


OJ991109 06.0222.Cll.o4 .tm 


Method 


TBLASTX: Maize 


O L d i. L. 


3615 


End 


4402 




none 


Score 


106 


Exons 


3615. .3689, 3623. .3688, 4152. 


.4280, 4162. .4323, 4318. .4350, 




4355.. 4402 






Seq. No. 


38142 


Seq. ID 


OJ991109_06. 0222. Cll 


Gene No. 


78438 


Strand 




Start 


10569 


End 


15429 



37837 



Name 


OJ991109 06 


0222 Cll ol 


. tm 


Method 


TBLASTX: Maize 




Start 


5118 ~ 






End 


7985 




GI 


none 






Score 


130 




Exons 


5118 5213, 


5129 5263 


5129 . 


.5833, 5130. .5810, 5342. .5812, 




6012 6098- 


6790 6939 


6798 . 


.6944, 7947. .7985 




Seq. No. 


38142 






Seq. ID 


OJ991109_06.0222, 


1 X X 


Gene No. 


78438 






Strand 


- 




Start 


10569 






End 


15429 




Name 


OJQ91109 06 


0222 Cll ol 




Mp1" hod 


TBLASTX • Crpc;<? 

i. LJXjrTij i. £\ * X c o o 




Start 


5132 ~ 






End 


5314 




GI 


none 






Score 


112 




Exons 


5132. 5314, 


5133 5300 










Seq. No. 


38142 






Seq. ID 


OJ991109_06.0222. 


> X X 


Gene No. 


78438 






Strand 


- 




Start 


10569 






End 


15429 




Name 


OJ9Q1 1 OQ Dfi 


0999 n 1 


* L O 


Mp 1" Vi oH 






Start 


5132 ~ 






End 


5347 




GI 


none 






Score 


138 




Exons 


5132 5347 


5133 5345 










,aeq._Na.._, . 








— - _ 

, Seq.. ID 


_ 

0J9 9 1X0 9.^0.6 ..0222.., 


ri 1 


Gene No. 


78438 






Strand 


- 




Start 


10569 






End 


15429 




Name 


OJ991109 06 


0222 Cll ol 




Method 


TBLASTX: Soybean 




Start 


■ 5348 ~ 






End 


58 33 




GI 


none 






Score 


285 




Exon s 


5348 5677, 


5358 5678 


5678 . 


.5833, 57 


42. .5813 




O C ^ . IN W . 


38142 






Seq. ID 


OJ991109_06.0222, 


\^ ±. X 


Gene No. 


78438 






Strand 


- 




Start 


10569 






End 


15429 




Name 


OJ991109 06. 


0222. Cll. o3. 


.gs 


Method 


GENSCAN 




Start 


10569 






End 


15429 




GI 


none 






Score 


.48 




TT vnn q 


10569. .10613, 13267. .13410, 13467. .137 


42, 14303. .14376, 






15285. .15429 










Cpn No 


38143 






Seq. ID 


OJ991109_06.0222. 


C14 


Gene No. 


78439 






Strand 


+ 




Start 


-1 - 






End 


■3797. ... . 




"Name - ■ ■ ■ 


OJ991i09' 06-: 


0222.C14Vor. 


.np;-- 


Method 


- AAT/NAP - 




Start 


1 






End- 


1103 




GI ' " ' ~ 


■'^;82'539-9 ■ 7' 






's core'"" ■ 








1.-. 2 CO",' ."23 4:.. 


8.9i; ■ 1.014',.. 


"iios" 








f^T Dp s pt i n 


(AJ6l2423) wall-associated kinase 2 [Arabidopsis thallana] 


Seq. No. 


38143 






Seq. ID 


pJ991109_06.0222. 


C14 


Gene No. 


78439 






Strand 


+ 




Start 


1 






End 


3797 




Name 


OJ991109 06. 


0222.C14.ol. 


gs 


Method 


GENSCAN 




Start 


24 






End 


3797 




GI 


none 






Score 


.58 




Exons 


24. .251, 345 


. .897,^ 1014. 


.1178 


, 3709.. 3797 




Seq. No. 


38143 






Seq. ID 


OJ991109_06.0222. 


C14 



37838 




Gene No. 


78440 






Strand 




Start 


10390 






End 


11999 


Nsnie 


OJQQI 1 HQ flfi 


n?22 n 4 oi 

• \J £^ . ^X*l ■ WX t 


tc 


Method 


TBLASTX: Cress 




D O 






End 


9390 


GI 


n on o 






Score 


73 


R V on Q 


* A. ^ ^ f Q ^ 




.8733, 8734. .8838, 8848. .9042, 






I7VJO<J. * Zf A. O ^ f 


9145 


..9234, 9259.. 9390 


^f^n Kin 


J O X 1 o 






Seq. ID 


OJ991109_06.0222.C14 




7fi d 4 n 






Strand 




Start 


10390 






End 


11999 


Name 


OJ991109 06 


.0222.C14.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


8650 






End 


9597 


Vj J. 


n on o 






Score 


62 


P von ^ 




ft74Q Rfi^R 


8848 


..9054, 8955. .9056, 9069. .9134, 




9073. . 9135, 


9144 . . 9230, 


9145 


..9234, 9259. .9381, 9259. .9369, 




9382 9597 










O C . 1 N . 


J O X 1 o 






Seq. ID 


OJ991109__06.0222.C14 


Gene No. 


78440 






Strand 




Start 


10390 






End 


11999 


Name 


.X X u^.? ,x 


07 77 ri4 o1 


ts_ . 


^.Method 


TBLASTX: Soybean 


, ^ 


ft f^f^S ' ~ 


^ ' ' 




\ End ..' 


.. 93.9L :. ' 




none 






Score 


42 


von Q 


ftfifiS ft7nQ 


ft74 Q RR'^fl 


RR47 

O O *i / 


..8882, 8905. .9051, 8916. .9011, 




9052 91^5 


I/XIJ. * Zf ^ ^ O f 


y ± ^ zf 


..9236, 9253.. 9393, 9259.. 9375 


Seq. No. 


38143 






Seq. ID 


OJ991109_06.0222.C14 


Gene No. 


78440 






Strand 




Start 


10390 






End 


11999 




O.TQQI 1 DQ Of^ 

\J\J Zf Z> Ji. l.\J Zf UD 


0777 n 4 o^ 


tw 


Method 


TBLASTX: Wheat 


o u d i. L, 


O -7 -? 






End 


9392 


O X 


none 






Score 


52 


IT V o n Q 


Q QQc; Q1 4 1 

O Zf Z/ -J % • :7X*iX, 


Q1 4 4 Q9^7 


9145 


..9234, 9259.. 9381, 9312.. 9392 


o e q . IN U . 


38143 






Seq. ID 


OJ991109_06.0222.C14 


Gene No. 


78440 






Strand 




Start 


10390 






End 


11999 


Name 


OJ991109 06 


0222.C14.o2. 


np 


Method 


AAT/NAP 


c-f- a r•^ 
o t_ d i. I- 


10390 






End 


11999 




4234854 






Score 


2147 


F V on Q 


103,90. .11999 • 








fIT * DpsPT"! D 

\D -L 1_> O -L. • 


'{AFO'82134) "pol p'olyprotein' [•Ze"a mays]' - 




'Seq7"NbT'"''' 


^■"■^38143" ■•*^;r"'^ 






Seqr'lt)" " 


• OJ99ri0^3;S^5; 0222'^ 


Gene No. - V- 


. 7a4.40.- r:.- - 










O L d X u 


10390 






End 


11999 


Name • 


OJ991109 06. 


0222.C14 .o4 . 


tm 


- Method 


TBLASTX: Maize 


o L ax U 


10429 






End' 


10887 


r T ■ 


none 






Score 


56 


rjXono 


10429. .10620, 10669.. 108 


45, 


L0828. .108 


87 


Seq. No. 


38143 






Seq. ID 


OJ991109_06.0222.C14 


Gene No. 


78440 






Strand • 




Start 


10390 






End 


11999 


Name 


OJ991109 06. 


0222.C14 .o2. 


tw 


Method 


TBLASTX: Wheat 


Start 


, 10441 






End 


10840 



37839 



GI none 

Exons 10441. .10836, 10607.. 10840 

Seq. No. 38143 

Gene No. 78440 

Start 10390 

Name OJ991109_06 . 0222 . C14 . o3 . ts 

Start 10444 

GI none 

Exons 10444 . .10635, 10624 .. 10815, 

Seq. No. 38143 

Gene No. 78440 

Start 10390 

Name OJ991109_06 . 0222 . C14 . o2 . tm 

Start 10900 

GI none 

Exons 10900. . 11196, 10 901 .. 11056, 

Seq. No. 38143 

Gene No. 78440 

Start -.103?Q 

..Name. ... . X).J9911.a9^.66,.A22.2_..ci.4 .,q1.. tw... 

Start 10996 

GI none ' • 

Exons 10996. ,11445, 11000 .. 1144 6, 
11431.. 11775 

Seq. No. 38143 

Gene No. 78440 

Start 10390 

Name OJ991109_06 . 0222 . C14 . o3 . tm 

Start 11332 

GI none 

Exons 11332. .11433, 1 14 67 . . 11775 , 

Seq. No. . . 38143 

Gene No. 78440 

Start 10390 

Name OJ991109_06 . 0222 . C14 . o2 . ts 

Start 11467 

GI 5509260 

Exons ^ ' 11467. .'11904-v/ 11468. .-11500, 
GI Descrip. 

...Seq^-'No-. .-. r.:" 3814 3... - ^" ' " -/r." ' ' 

Gene No. * 784 4 0 ' " ■ . ' 

Start ' 10390 

Name OJ9911 09_06 . 0222 . C14 . o2 . tc 

Start 11557 

GI none 

Exons 11557. .11817, 11579.. 11815 

Seq. No., 38144 

Gene No. 78441 ■ 

Start 1 

Name OJ991109_06 . 0222 . C15 . ol . np 



Score 



118 



Seq. ID OJ991109_06.0222.C14 
' Strand 

End 11999 

Method TBLASTX : Soybean 

End 11010 

Score 60 
10718. .10819, 10828. .11010 

Seq. ID OJ991109_06.0222.C14 
Strand 

End 11999 

Method TBLASTX : Mai ze 

End 11331 

Score 126 
11170. .11331 

Seq. ID OJ991109_06.0222.C14 
Strand 

^_End_: . _11999.:.. 

:,_Method.;,. ,.TBLASXK:Whea,t _ 

End 11776 

Score 154 
11422. .11775, 114 29. . 1177 6, 



Seq. ID OJ991109_06.0222.C14 
Strand 

End 11999 

Method TBLASTX: Maize 

End 11775 

Score 132 
11468. .11758 

Seq. ID V OJ991109_06.0222.CI4 
Strand 

End 11999 

Method TBLASTX : Soybean 

End 11904 

Score. 44 • , , ■ 

11543-, .-11815;, ■1187;i. .11897; 



-Seq . ID . 6 J9 9 lIO 9_0"6 022.2; Ql'A 
Strand ' - . . * . ' 
End ■ ■ 11999 
Method TBLASTX : Cress 
End 11817 • 

Score 125 



Seq. ID OJ991109_06.0222.C15 
Strand 

End 3203 

Method AAT/NAP 



37840 



start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

.Seq^._No..__ , 
,.G.eae. Np„._., 
Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



End 
Score 



4234852 
1..2248, 2299. .2431 

(AF082133) gag-pol polyprotein [Zea mays] 



2431 
2200 



38144 
78441 
1 

OJ991109_06.0222.C15.ol.gs 
55 

none 



Seq. ID OJ991109_06'.0222.C15 

Strand - • 

End 3203 

Method GENSCAN 

End 3203 

Score . 5 



55. .1017, 1588. .2439, 3149. .3203 



38144 
78441 
1 

OJ991109_06. 0222.C15.o2. ts 

293 

none 

293. .466, 470. .661, 498. .665 



Seq. ID OJ991109_06.0222.C15 
Strand 

End 3203 

Method TBLASTX : Soybean 

End 665 

Score 65 



_ 38144 „ 

... .7.a44.i .„ 

1 

OJ991109_06.0222.C15.ol.tw 

296 

none 



Seq,,„J.D . OJ99UPJ^0.1.X[222 XL5„ 

... .^'..Strand . , _ : „ 

End .3203 " ^ ' 

Method TBLASTX: Wheat ' 
End 958 
Score 35 



296. .394, 321. .395, 374. .679, 405. .656, 719. .958, 720. .773 



38144 
78441 
1 

OJ991109_06.0222.C15.ol.tc 

299 

none 

299. .466, 479. .679 



Seq. ID OJ991109_06.0222.C15 
Strand 

End 3203 

Method TBLASTX : Cress 

End 67 9 

Score 123 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI- 

Exons 

■.SeqT'No. 
Gene. No. 
Start 
Name 
Start 
GI 

Exons 



38144 
78441 
1 

OJ991109_06. 0222.C15.o2.tm 

,302 . 

none . ' 



Seq. ID OJ991109_06.0222.C15 
Strand 

End 3203 

Method TBLASTX : Mai ze 

End ;67 9 

Score 54 ' ^ ^ ' 



3^02.. 373, 381..46_4, 404_...463/ 470.. 679, 572.. 631' _ • _ 

:3"8-i4*4i' *:::: ::. ■ : seq. id - oj59iio.9Vd£\o222*;cr5-, 

78441 . ' . y • • - strand " ■- ' ' 

1 End • 3203 

OJ991 109_06 . 0222 . C15 . ol . ts Method TBLASTX : Soybean 

666 End 1114 

none Score 82 

666. .755, 668. .907, 683. .862, 760. .924, 911. .934, 911. .1012, 
1049... 1114 



Seq. No. 
Gene No. 
Start 



38144 
78441 
1 



Seq. ID OJ991109_06.0222.C15 
Strand 

End 3203 



37841 



Name 

Start 

GI 

Exons 



OJ991109_06.0222.C15.ol.tin 

1328 

none 

1328. .1393, 1434. .1484, 1589. 
1761. .2234 



Method TBLASTX : Mai ze 
End 2338 
Score 44 

.1720, 1608. .1649, 1730. .2338, 



Seq. No. 38145 

Gene No. 78442 

Start 3492 

Name OJ991109_06 . 0222 . C16 . ol . gs 

Start 3492 

GI none 

Exons 3492.. 3503, 3669.. 3980 



Seq. -ID OJ991109_06.0222.C16 
Strand + 
End 3980 
Method ■ GENSCAN 
End 3980 



Score 



.81 



Seq. No. 38145 

Gene No. 78443 

Start 5092 

Name OJ991109_06 . 0222 . C16 . o2 . gs 

Start 5092 

GI none 

Exons 5092.. 5355, 5543.. 6258, 7166. 

Seg!.3a, J'. Jr-3ai4*5-! . . J/ 

Gene No. 78444 ^ ' • ' 

Start 10155 

Name OJ9911d9_06 . 0222 . C16 . o3 . gs 

Start 10155 

GI none 

Exons 10155. ,10327, 11550.. 11595 



Seq. ID OJ991109_06. 0222. 016 

Strand + 

End ■ 7 34 6 

Method GENSCAN 

End 7 34 6 

Score . 67 
.7346 



. Seq.,^ I.a ...0 J.9 9110 9_0 6. . 0 22 2 . .CJL 6.: 
Strand 

End 11595 
Method GENSCAN 
End 11595 
Score .96 



Seq. No. 38146 

Gene No. 78445 

Start 2082 

Name OJ991109_06 . 0222 . C18 . o2 . gs 

Start 2082 

GI none 

Exons 2082.. 2168, 2247.. 2270 



Seq. ID OJ991109_06.0222.C18 

Strand + 

End. 2270 

Method GENSCAN 

End' 2270 

Score .79 



Seq. No. 

Gene No. 

Start 

Name 

Start_ 

GL 

"ExDffS"'"'" ' 

Seq.. No. 

Gene ■ No. 

Start 

Name 

Start 

GI 

Exons 



38146 
78446 
14 

OJ991109_06. 0222. CIS. ol,gs 

'14 . ■ . . 7.'' 

none . - 

"1^ vr4 ^67 "1 93:'T2^9*3V*'4 9-4 V;"5 4S ' : 

38146' * ' ./ .. 

78447 
4350 

OJ991109_06.0222 .C18 .o3.gs 

4350 

none 

4350.. 4429, 6153. .6258 



Seq. ID OJ991109_06.0222.C18 
Strand 

End 54 5 

Method . GENSCAN . 
"End * 54 5' ' ^ " 

Score' '".64 



..Seq. ID OJ99110.9_06. 0222..C18 
Strand 

End ' 6258 ■ 

Method GENSCAN 

End 6258 

Score .59 



Seq. No. 
Gene No. 
Start 



38147 
78448 
1 



Seq. ID OJ991119_03.0225.C2 
Strand + 
End 139 



37842 



Name OJ991119_03.0225.C2.ol.np Method AAT/NAP 

Start 1 End 139 

GI 5679841 Score 163 

Exons 1 . . 139 

GI Descrip. (AJ243961) contains eukaryotic protein kinase domain PF| 00069 
[Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

_ Exons 

Seq. No. 

Geine No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



38147 
78448 
1 

OJ991119_03.0225.C2.ol.tm 
1 

none 

1..138, 3. .137, 13. .138 

38148 
78449 
64 

OJ991119_03.0225.C3.ol.gs 
64 

none 

...64 ,^..,.54 7 , , .134 3 ,^..14 3,0 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



38149 Seq. ID 

78450 Strand 

5722 End 

OJ991119_03 . 0225 . C4 , o2 . np Method 

5722 End 

5852084 Score 
5722. .5746, 7043. .7147 

(AL117264) zwh0007.1 [Oryza sativa] 



38149 
78451 
1488 

OJ991119_03.0225.C4.ol.gs 

1488 . 

none 

1488. .1594, 2041. .2231, 2426. 
4791. .5028, 5656. .5696 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991119_03.0225.C2 
+ 

139 

TBLASTX: Maize 

138 

201 



OJ991119_03.0225.C3 

1430 
GENSCAN 
1430 
.42 



■OJ991119_03.0225.C4 
+ 

7147 
AAT/NAP 
7147 
96 



OJ991119 03. 0225. C4 



5696 
GENSCAN 
5696 
.79 



,2666, 3036. .3255, 3687. .4022, 



Seq. No. 38149 ^ Seq. ID OJ991119_03 . 02.25 .C4 

Gene No.- • .78451 ' ^" ' ■ ' • ■ Strand " - ■ y/'' 

Start ' • . 1488 • . , ■ - . /End " 5696 ' ' ' _ • 

Name' " '''""■QJ991119J33; :1322'5 . C4vol . Method'" 'AAT/GAP^''' ■""-"■^^"'^ ' • 

Start 1795 .-.End..' . .506a- . .... - *- .T. 

GI../* " . 197^1. Rib84 ■ "'■ ■ " "'"Score" 2619 " V' . 

Exons 1795.. 2231, 2426 .. 2666, 3036 .. 3255, 3687..4022> 4791 ... 4 847, . 

4931. .5069 

GI Descrip. ' 3913653/sp | 023877 | FENT_ORYSA O.Oe+OO FERREDOXIN— NADP 
REDUCTASE, EMBRYO ISOZYME PRECURSOR (FNR) 

>gi_1778686_dbj_BAA13417_ (D87547) precursor f erredoxin-NADP+ 
oxidoreductase [Oryza sativa] ' 

Seq. No. 38149 Seq. ID OJ991 119_03 . 0225 . C4 

Gene No. 78451 Strand 

Start 1488 End , 5696 



37843 




Name OJ991119_03 . 0225 . C4 . ol . np Method AAT/NAP 

Start 1976 End 4954 

GI 3913653 Score 1867 

Exons 1976. .2231, 2426. .2666, 3036. .3255, 3687. .4022, 4791. .4847, 

4931. .4954 

GI Descrip. FERREDOXIN--NADP REDUCTASE, EMBRYO ISOZYME PRECURSOR (FNR) 

gi 1 1778686 I dbj I BAA13417 I (D87547) precursor f erredoxin-NADP+ 
oxidoreductase [Oryza sativa] 



Seq. No. 


38149 








Seq. ID 


OJ991119 


_03.0225.C4 




784 52 








Strand 






start 


7 697 








End 


7849 








022 S 


CC o2 


tm 


Method 


TBLASTX: 


Mai. z e 


O L. d J. L. 


1 Q47 ~ 








End 


2236 




GI 


none 








Score 


326 






x:74 / . , ^ ± y ^ f 


T Q4 ft 
X r? *! o 


2 2 '^2 


X 17 *! ^ • 


.2233, 2063.. 2236 






o o X 4 








Seq. ID 


OJ991119 


0^ 022R r4 


Gene No. 


78452 








Strand 






Start 


7697 








End 


7849 








022 S 

• u ^ ^ ^ 


r4 n1 




Method 


TBLASTX: 


Cress 


Of- o r-h 


1 QfiR ~ . 








_End 


2472 . 




. „ .. ^. , 


...none „ 








. S.core 


i23 _ 




TP v /-^ cr 




1 Q7 0 
X J? / u 


22 


1 Q71 
X / X . 


.2249, 2422. .2472 




D G . LN (J . 


O O X *± ^ 








Seq. ID 


OJ991119 


022R r4 




/ O 4 O ^ 








Strand 
















End 


7849 




Name 


OJ991119 03 


.0225 


.C4.01. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


1968 








End 


3929 




GI 


none 








Score 


223 






X-7VJO. .^^U/ , 




2233 


1977 . 


.2192, 2422.. 2667, 


2429 2 668 








3091 


3108 . 


.3242, 3137.. 3256, 


3665 3841 






3678 


3929 


3688 . 


.3921 






Q o rr \T r\ 
O C . IN U . 


J O X 4 -7 








Seq. ID 


OJ991119 


03 022s r4 




7ft 4 R2 








Strand 






Start 


7697 








End 


7849 




Name 


OJ991119 03 


0225 


C4.01. 


tm 


Method 


TBLASTX: 


Maize 


O Cli. U 


2422 








End 


4040 




PT 


none 








Score 


150 




IliXOnS 




242fi 


2 S S 1 


Z. J o o . 


.2667, 2534. .2668, 


2S49 2fif;ft 




- ' ~25"50;.2G69,' 


2551 


;'2 67 0, 


' 3030. 


■3254, 3034'. .'325 5 > 


-3037/. 3255, 




3137.V3256-, 


3678 


.4040, 


• 3688. 


.4023 






Seq. . No, 


' 38149 - . 








Seq... . ID 


OJ99in9 


03. 0225. C4 


Gene No. 


78'452 . ' - - 








Strand 






Start 


7697 








End 


7849 




Name 


OJ991119 03 


0225 


C4.02. 


tc 


Method 


TBLASTX: 


Cress 


Start 


2473 








End 


3944 




GI 


none 








Score 


115 




Exons 


2473. .2649, 


2473 


.2667, 


2477. 


2668, 3034.. 3255, 


3035. .3088, 




3043. .3255, 


3137 


.3256, 


3672. 


3920, 3678.. 3944, 


3688. .3933 


Seq. No. 


38149 








Seq. ID 


OJ991119 


_03.0225.C4 


Gene No. 


78452 








Strand 






Start 


7697 








End 


7849 





37844 



Name 

Start 

GI 

Exons 



OJ9911 1 9_03 . 0225 . C4 . ol . tw Method TBLASTX : Wheat 

3789 End 4028 

none Score 97 

3789.. 3917, 3793,. 3933, 3953. .4024, 3954. ,4028, 3955.. 4023 



Seq. No. 38149 

Gene No. 78452 

Start 7697 

Name OJ991119_03 . 0225 . C4 . o2 . gs 

Start 7697 

GI none 

Exons 7697. .7849 



Seq. ID OJ991119_03.0225.C4 
Strand 

End ■ 7849 

Method GENSCAN 

End 7849 

Score .69 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



38150 Seq. ID 
78453 Strand 
571 End 
OJ991119_03.0225.C5.ol.np Method 
571 End 
3551954 Score 
571'.. 740, 831. .969, 2224. .2296 
(AF082030) senescence-associated protein 
: c u It i V a r J. , . . . ... .u^ ^ ...v, . . ~, . 



03. 0225. C5 



OJ991119_ 
+ 

2296 
AAT/NAP 
2296 
147 



5 [Hemerocallis hybrid 



38150 
78454 
4403 

OJ991119_03.0225.C5.o2.np 
4391 
136743 
4391. .5615, 



OJ991119_ 
+ 

5835 
AAT/NAP 
5826 
1232 



03. 0225. C5 



Seq. ID 
Strand 
End 

Method 
End 
Score 

5643. .5826 

FLAVONOL 3-0-GLUCOSYLTRANSFERASE (UDP-GLUCOSE FLAVONOID 
3-0-GLUCOSYLTRANSFERASE) ( BRONZE- 1) (BZ-MCC ALLELE) 
gi|82689|pir| IS01052 flavonol 3-0-glucosyltransf erase (EC 
2.4.1.91) (allele Bz-McC) - maize gi | 22205 | emb | CAA307 61 | 
(X07940) UDPglucose flavonoid glycosyl-transf erase [Zea mays] 
gi|1030071|emb|CAA31855| (X13500) UDPglucose : flavonol ' 
3-0-glucosyltransf erase [Zea 



Seq. No. 


38150 




Seq. ID 


OJ991119_ 


_03, 


.0225. 


C5 


Gene No. 


78454 




Strand 


+ 








Start 


4403 




End 


5835 








Name 


. . OJ991119 03.0225.C5.o2 


.gs 


Method 


GENSCAN 








Start ' - '^ " 


; ■ '44 03'' ■ ■ 




End ' . ■ 


■ 5835 ■ 








GI. • • 


: ' none - - ■ 




■ Score 


.44' 








Exons;". . 


-4403. ;5247-, -5253 .... 5835 














Seq.' No.' 


. 38150 • 




"".Seq. ID. 


OJ99ill9_ 


^03. 


.0225. 


C5 


Gene No. 


78455 • 




Strand 










Start 


469 




End 


1557 








Name 


OJ991119 03.0225.C5.ol, 


.gs 


Method 


GENSCAN 








Start 


469 




End 


1557 








GI 


none 




Score 


.74 








Exons 


469. .981, 1360. .1557 














Seq. No. 


38150 




Seq. ID 


OJ991119_ 


_03, 


.0225. 


C5 


Gene No. 


78455 




Strand 










Start 


469 




End 


1557 









37845 




Name 


OJ991119 03 


.0225 


.C5.02. 


tc 


Method 


TBLASTX : Oress 


Start 


485 








End 


717 


GI 


none 








Score 


42 


Exons 


485. .568, 570. .716, 571 


.. .717 






Seq. No. 


38150 








Seq. ID 


OJ991119_03.0225.05 


Gene No. 


78455 








Strand 




Start 


469 








End 


1557 


Name 


OJ991119 03 


.0225 


.C5.02. 


tm 


Method 


TBLASTX: Maize 


Start 


515 








End 


902 


GI 


none 








Score 


110 


Exons 


515. .721, 556. .645, 570 


1. .761, 


571. .747 


, 850. .900, 861. .902 


Seq. No. 


38150 








Seq. ID 


OJ991119_03.0225.O5 


Gene No. 


78456 








Strand 




Start 


4811 








End 


5164 


Name 


OJ991119 03 


.0225, 


.05. o3. 


tm 


Method 


TBLASTX: Maize 


Start 


4811 








End 


5164 


GI 


none 








Score 


40 


Exons 


4811, .4840, 


4811, 


. . 4840, 


4901 . 


.4963, 4918. .4962, 4988. .5164 




5071. 5163- 












,.Seq ._ .No , 


38 15^0 ''"ZZ^'. 




• . 




..Seq.. IP. 


, OJ991119^A3 . 02.25...Q5 


Gene No. 


78457 








Strand 




Start 


5199 








End 


5691 


Name 


OJ991119 03 


.0225, 


.05. ol. 


tc 


Method 


TBLASTX: Oress 


Start 


5199 








End 


5577 


GI 


none 








Score 


198 


Exons 


5199. . 5339, 


5200 , 


. . 5358, 


5409. 


.5471, 5416. .5472, 5469.-5555 




5470. .5577 












Sea. No. 


38150 








Seq. ID 


OJ991119_03. 0225.05 


Gene No. 


78457 








Strand 




Start 


5199 








End 


5691 


Name 


OJ991119 03 


.0225. 


.05.01. 


ts 


Method 


TBLASTX : Soybean 


Start 


5200 








End 


5604 


GI 


none 








Score 


35 


TT von <^ 


5200. .5217, 


5232. 


. .5339, 


5233 . 


.5415, 5407. .5604, 5415. .5558 




5416 . . 5562 












Seq. No. 


38150 








Seq. ID 


OJ991119_03.0225.O5 


Gene No. 


. 78457 








Strand 




Start" ■ 


:. --.5.199 - ■ 








End- ; - 


5691 - 


Name ' 


- OJ991119 03 


.0225! 


.05.01. 


tm 


Method 


TBLASTX: Maize ' 


Start''^ 










•End 




GI. - 


. .- none - . - 








. Score 


99 


Exons 


5206; '.'5352, 


5398. 


, .5691, 


5428 . 


.5577, 5430. .5645 ' 


Seq. No. 


38150 








Seq. ID 


OJ991119_03. 0225.05 


Gene No. 


78457 








Strand 




Start 


5199 








End 


5691 


Name 


OJ991119 03, 


.0225. 


.05.01. 


tw 


Method 


TBLASTX: Wheat 


Start 


5212 








End 


5603 


GI 


none 








Score 


105 


Exons 


5212. .5346, 


5395. 


, .5595, 


5415. 


.5603 




Seq. No. 


38151 








Seq. ID 


OJ991119_03.0225.C7 



37846 



Gene No. 78458 Strand 

Start 1 End 246 

Name OJ991119_03 . 0225 . C7 . ol , np Method AAT/NAP 

Start 1 End . 24 6 

GI 4186110 Score 225 

Exons 1. .24 6 

GI Descrip. (Y10831) putative integrase [Ralstonia eutropha] 



Seq. No. 38151 Seq. ID 

Gene No. 78458 Strand 

Start 1 End 

Name OJ991119_03 . 0225 . C7 . ol . gs Method 

Start 3 End 

GI none Score 

Exons 3. . 128 



OJ991119_03.0225.C7 
246 

GENSCAN 

128 

.98 



Seq. No. 38152 

Gene No. 78459 

Start 188 

Name OJ991119_03 . 0225 . C9 . o2 . tm 

Start 1 

^ G . .npne^, ^ ^ 

Exons. . 



Seq. ID OJ991119_03.0225.C9 



Strand 
End 

Method 
End 

,Scpr_e 



+ 

876 

TBLASTX: Maize 
294 

..^63 „ 



2.2.8 ,.:..2..,..2.9,2/, .3. ^2.5 1,....X..., 2.9.4:. 



Seq. No. 38152 Seq. ID 

Gene No. 78459 Strand 

Start 188 End . 

Name OJ991119_03 . 0225 . C9 , ol . gs Method 

Start 188 End 

GI none Score 

Exons 188.. 876 



OJ991119_03.0225.C9 
+ 

876 

GENSCAN 

876 

.87 



Seq. No. 


38152 


Seq. ID 


OJ991119_03.0225 


.C9 


Gene No. 


78459 


Strand 


+ 




Start 


188 


End 


876 




Name 


OJ991119 03.0225.C9.ol.tm 


Method 


TBLASTX:Maize 




Start 


449 


End 


867 




Gt - 


none 


Score 


187 




Exons 


449.. 634, 450.. 656, 451.. 639, 


653. .856 


, 658.. 867, 661.. 


858 


Seq. No. 


38153 


Seq. ID 


OJ991119_03.0225 


.CIO 


Gene No. 


78460 


Strand 






Start 


1555" • ' ' ' ' 


End . / 


^2344- ■ ■■• ' - • 




Name ' 


GJ991119 03.0225.C10'.ol.gs . 


Method 


GENSCAN 




Start 


15'55 ■ . * 


End ' 


"2341 -:r 




GI. ■ 


none 


Score ■ - 


.9 




Exons 


■ 1555. ".1638, ■1856'. ..1986, 2172". 


.23 41 






Seq.. No.. 


- 38153 


Seq. ID 


OJ991119_03.0225 


.CIO 


Gene No. 


78460 


Strand 






Start 


1555 


End 


2344 




Name 


OJ991119 03.0225.C10.ol.np 


Method 


■ AAT/NAP 




Start 


1588 


End 


2341 




GI 


6634777 


Score 


269 




Exons 


1588. .1638, 1856. .1986, 2172. 


2341 






GI Descrip. 


(AC009917) F26G16.16 [Arabidopsis thaliana] 





37847 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 

.JNfame_ 

. St,ar.t . 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



38153 
78460 
1555 

OJ991119_03. 0225. CIO. ol.ts 

1877 

none 



Seq. ID OJ991119_03. 0225. CIO 
Strand 

End 2344 

Method TBLASTX : Soybean 

End 2344 

Score 43 



1877. .1933, 1889. .1927, 1928. .1987, 1929. .1988, 1929. .2000, 
2173. .2340, 2189. .2344, 2198. .2332 



38154 
78461 
1 

OJ991119_03.0225.Cll.ol.np 
1 

6634777 
1..25, 115. .264, 461. .683 

{AC009917) F26G16.16 [Arabidopsis thaliana] 



-Seq. ID OJ991119_03.0225.C11 
Strand 

End 2788 

Method AAT/NAP 

End 683 

Score 213 



38154 Seq. ID OJ991119_03 . 0225 . Cll 

78461 Strand 

1 End 2788 

^ 0 J 9 9 IJL 1 9^0 3 02 2.5 ...C 1 1^, p 1.,. «g s _ _ Me t hod „__GEN SC Ati 

ji,7Jl..".. End _..,.Z78S.._r - 

none Score .44 
117. .264, 461. .667, 2659. .2788 



38154 
78461 
1 

OJ991119_03. 0225. Cll. ol.tw 

125 

none 



Seq. ID OJ991119_03. 0225. Cll 
Strand 

End -2788 

Method TBLASTX : Wheat 

End 647 

Score 125 



125. .262, 125. .265, 127. .267, 409. .597, 462. .596, 585. .647, 
597. .638 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip;. 



-Seq. No, . . - 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



Seq. ID OJ991119_03.0225.C12 

Strand + 

End 278 

Method AAT/GAP 

End 278 

Score 114 



38155 
78462 
203 

OJ991119_03. 0225.C12.ol.gp 
203 

5004566 
203.. .278 

504 24 37 /gb | AC0p7J8"9_. 1 |-AC0077;89; 1 ,0e-34' 'Or^za •sativa 'BAC^^^ T4 9B20 
genomic sequence, complete sequence 



- Seq.. -ID. OJ991119_03.022S.Cl-2 
strand . " 

End 2012 . 

Method AAT/NAP 

End 2012 

Score 208 



38155 ... 

78463 . . - 

1646 

OJ991119_03.0225.C12.ol.np 
1646 
4587513 
1646. .2012 

{AC007060) Contains eukaryotic protein kinase domain PF| 00069. 
[Arabidopsis thaliana] ' 



38155 
78464 



Seq. ID OJ991119_03.0225.C12 
Strand 



37848 





1 D JD 


tjna 




Name 


ojyyiiiy uj.u^zo.t^j-^i.oi.gs 


Metnou 


GENbCAN 




1 bob 


bna 


loo/. 




none 


Score 


. / y 


^ 


1 0 . . i o bz 






O M ^ 

beq. wo. 


oo iob 


beq. ID 


ojyyiiiy Uo.u^zb.cio 




78465 


Strand. 


x 


Start 


1 


End 


1469 


Name 


OJ991119 03.0225;C13.ol.np 


Method 


AAT/NAP 


b uar L 


1 


End 


'\ A A Q 


r* T 


5679841 


Score 


14 4 ^ 


Exons 


1. .1448 






GI Descrip. 


(AJ243961) contains eukaryotic protein 


Kinase domain PFIUUUby 




[Oryza sativa] 






b e q . LN o . 


38156 


Seq. ID 


ujyyiiiy uo.uzzo.L.iJ 


Ljene no . 


78465 


Strand 


+ 


b uairi- 


1 


End 


1469 


Name 


OJ991119 03.0225.C13.ol.gp 


Method 


AAT/GAP 


Start 


7 ■ 


End 


413 




_,5 8,0 3 3 8 6 : 


• Sc,ore.,.__ 


746 


Ex.ons .. . 


,.„7. ...413 . 






GI Descrip. 


4587513/gb|AAD25744.1|AC007060 2 3.0e- 


17 {AC007060) Contains 




eukaryotic protein kinase domain PF 00069. [Arabidopsis 




thaliana] 






Seq. No. 


38156 


Seq. ID 


OJ991119_03.0225.C13 


Gene No. 


78465 


Strand 


+ 


b Lam 


1 


End 


1469 


Name 


OJ991119 03.0225.C13.ol.gs 


Method 


GENSCAN 


btarc 


96 


End 


1469 




none 


Score 


.51 


Exons 


96. .1469 






Seq. No. 


38156 


Seq. ID 


OJ991119_03.0225.C13 


Gene No. 


78466 


Strand 


+ 


Start 


1399 


End 


1744 


Name 


OJ991119 03.0225.C13.o2.gp " 


Method 


AAT/GAP- 


b uart 


1399 


End 


1744 




5803387 


Score 


627 


Exons 


1399. .1744 






: '„ *. ': 

Seq. No ; 


38156 


Seq. ID 


OJ991119_03.0225.C13 


"Gerie No .* 




Strand '"- 




Start ■ " 


.2050 - ' • • . 


End - - 


10006 ■.■ . . ^ \ . 


Name 


OJ991119. 0'3.0225.C13.o2.gs 


Method 


GENSCAN . . . 


Start 


2050 . 


End 


10006 


^I 


none 


Score 


.48 


Exons 


2050. .2144, 2264. .2316, 2416 


.2471, 2560.. 2618, 2843.-2936, 




3692.-3768, 4737.. 4789, 5033 


.5088, 5175.. 5233, 5460.. 5555, 




5838. .5883, 6765. .6911, 7551 


.7829, 78 


70. .7983, 9386. .9455, 




9467.. 9535, 9786.. 10006 






Seq. No. 


38156 


Seq. ID 


OJ991119_03.0225.C13 


Gene No. 


78467 


Strand 




Start 


2050 


End 


10006 



37849 



Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



Seq. No. 

Gene No. 

„Start,„_ 

..Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ991119_03.0225.C13.o2.np 

2053 

3914470 

2053. .2144, 2264. .2316, '2416. 



Method AAT/NAP 
End • 5613 
Score 481 

.2471, 5175. .5233, 5460. .5613 



PHOTOSYSTEM II 10 KD POLYPEPTIDE PRECURSOR 

gil 1321868|emb|CAA66373| (X97771) lOkD PSII protein [Hordeum 
vulgare] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991119 03.0225.C13 



38156 
78467 
2050 

OJ991119_03.0225.C13.o3.gp 
4205 
4714864 
4205. .4612, 4737. .4975 

3914470/sp|Q40070 I PSBR_HORVU 3.0e-16 PHOTOSYSTEM II 10 KD 
POLYPEPTIDE PRECURSOR >gi_132 18 68_emb_CAA66373_ {X97771) lOkD 
PSII protein [Hordeum vulgare] 



10006 
AAT/GAP 
4975 
1226 



38156 
78467 

,2050,,^ „ . 

dj9.9U13_03.,.0225 .'cii.,o4 . gp ... 

4978 

4714863 

4978. .5633 

13218 67/emb 1X97771 1 HVPSIIIOK 
lOkD protein 

38156 
78468 
11706 

OJ991119_03.0225.C13.ol.ts 

285 

none 



Seq. ID OJ991119_03.0225.C13 



Strand 
„End„.„_,,, 
Method. 
End 
Score 



a.Q006„ 

AAT/GAP, . 

5633 
1301 



5.0e-14 H. vulgare mRNA for PSII 



Seq. ID OJ991119_03.0225.C13 
Strand 
End 

Method 
End 
Score 



11963 

TBLASTX : Soybean 

1331 

74 



285. .350, 306. .350, 354. .1331, 398. .481, 427. .1164, 563. .1330 



Seq. No. 
Gene No. 
Start 
Name 
Start 

Exons ■ 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



38156 
78468 
11706 

OJ991119_03.0225.C13.ol.tm 

312 

none "* ' ' ' 

312.. 536, 440. '.481, '466.'. 507, 

"5 6'3':vl3W' '"-r"-^ ■ 

38156 . 

78468 
11706 

OJ991119_03.0225.C13.ol.tw 

481 

none 

481. .546, 482 
563. .901, 831 



Seq. ID OJ991119_03.0225.C13 
Strand 
End 

Method 
End 

■'Scbre* " 

541.. 900, 542.. 1093^ 543.. 1325, 



11963 

TBLASTX: Maize 
1325. . 
'1-7 4 

542. .1093^ 543. 



Seq. ID 

Strand 
End 

Method 

End 

Score 



526, 483. .536, 542. .901, 543 
902 



0 J 9 9 1 1 1 9_0 3 . 0 2 2 5 . C 1 3 
11963 

TBLASTX: Wheat 

902 

53 

902, 543. .788, 



Seq. No. 
Gene No. 



38156 
78468 



Seq. ID OJ991119_03.0225.C13 
Strand 



37850 




O L.Cli- L. 


11706 








End 


11963 






OJ991119 03 


.0225 


.CI3.0I 


tr 


Method 


TBLASTX: 


C 0 0 


O L.C1J- U 


659 








End 


1121 




\3 J. 


none 








Score 


90 




Rxnn c; 


659. .724, 660. .737, 734 


1117 


, 735, .1121 




Seq. No. 


38156 








Seq. ID 


OJ991119 


_03,0225.C13 


Gene No. 


78468 








Strand 






O L. d J- L. 


11706 








End 


11963 






OJ991119 03 


.0225 


.C13.02 


.tw 


Method 


TBLASTX: Wheat 


O L.C1I. L 


927 








End 


1298 






none 








Score 


154 




P, von 


927 1133 


938 


1054, 1143. .1298 








38156 








Seq. ID 


OJ991119 


VJO . \J C -J • ^^XJ 


Gene No . 


78468 








Strand 






O L. d i. L. 


11706 








End 


11963 




Name 


OJ991119 03 


.0225 


.C13.02 


. to 


Method 


TBLASTX: 


^i. c 0 0 


Start 


2044 








End 


5613 




GT 


none 








Score 


105 




P von c; 


2044. .2145, 


2045 


. .2146, 


2262. 


.2318, 2263. .2319, 


2416. .2472, 


— — ^. ,. — . 


:„„,24iJ^.„.JJ71,,. 


2569 


. .2619, 


^2573. 


,,2599,_45 


.36^._.A613.,., 


4 ^ 4 4 fil 4 


. „ . . 


^.^ '4 7 4i .....47.9.4,. 


.50 '27* 


... 5X)-89.,. 


.5035. 


..50,91:, .5175.... 525,8 ,. 






5458. .5529, 


5518 


. .5613 










Qoo Mo 


38156 








Seq. ID 


OJ991119 


03 n22S ri3 




78468 








Strand 






O UCtJL U 


11706 








End 


11963 




Name 


OJ991119 03 


.0225 


.C13.02 


.ts 


Method 


TBLASTX: 




Start 


2044 








End 


5235 




GI 


none 








Score 


92 






2044 . .2145, 


2045 


. .2146, 


2057. 


.2146, 2260. .2319, 


2262 2318 




2418. .2471, 


2422 


. .2472, 


2569. 


.2619, 2573. .2611, 


. 2fi4 1 2Q1 2 

^OIX. * Zf X, ^ f 




2955. .2999, 


4525 


. ,4593,. 


4536. 


.4613, 4546. .4614, 


47^1 47fi(^ 




4744 47Q4 




. .5089, 


5034. 


.5090, 5035. .5091, 


SI 7S 




5175. .5234, 


5185 


. .5235 










Qor^ Mr% 
O . LN (J . 


38156 








Seq. ID 


OJ991119 




(^ono M/^ 


78468 








Strand 






start 


11706 








End 


11963 




Name 


OJ991119 03 


.0225 


.013. o2 


. tm 


Method 


TBLASTX: 


Maize 


O L. Ct i. L. 


2050. 








. End . 


5091 






none ■ *" * 









Score ' 


-97~: ' 




Exons 


2050.'.2145, 


2060 


. .2146, 


2260, 


.2319, 2262.. 2318, 


2416'. .24 72,' 




2418": .2471/ 




.":'4613," 


4"54'6: 


:.4 614,''47"4-1.V47 94";' 






5035. .5091 - 














Q M r\ 
O e q . LN u . 


38156 








Seq. ID 


OJ991119 


_03.0225.C13 


r^^r^^ M/^ 


78468 








Strand 






Qf ;q rt 

L. CI i- U 


11706 








End 


11963 




Name 


OJ991119 03 


.0225 


.C13.03 


.tw 


Method 


TBLASTX: 


Wheat 


start 


2050 








End 


5086 




GI 


none 








Score 


85 




Exons 


2050. .2145, 


2057 


. .2146, 


2260. 


.2319, 2262. .2318, 


2418. .2468, 




2422. .2469, 


4536 


. .4613, 


4546. 


.4614, 4735. .4794, 


4744 . .4794, 




5027. .5086, 


5035 


. .5085 











37851 



Seq. No. 


38156 


Seq. ID 


OJ991119_ 


03. 0225. 013 


Gene No, 


78468 


Strand 








X X / VJ D 


PnH 


X X ^ DO 




Nsme 


^^^u -/ -7 ± X X -7 u 0 . 0 . ox 0 . 00 . yo 


iYie unoa 


oCjlNOOrviN 






X X / U D 


cjnQ. 






O J. 


none 


Score 


Q 




P' von Q 


XX / VJD. • XX!/DJ 








Seq. No. 


38157 


Seq. ID 


OJ991119_ 


_03.0225.C14 


Gene No. 


78469 


Strand 






q-|- a r1- 

O L. d X. L 


79Q 


CjI lU. 


X D 0 




NsiQe 


\JU-/_7XXX_7 UO. U^^J.VwX*! . ux .yo 


i^ifc; LiiOvJi 


i-j LN 0 V-^-rtiN 




o L d X u 


79 Q ~ 


Hina 


X DO *i 




kJJ X 


none 


Score 


. -? X 














Sea Nn 


38157 


Cprr Tn 

0 C • J. L/ 


n.TQQl 1 1 Q 

\JU y Zf J- J. J- Zf 


0^ 099 s n 4 


ripnp No 


78470 ' 


Qf r;^ nri 


+ 




Start 


5017 


End 


5494 




Name 


OJ991119 03.0225,C14.o2.gp 


Method 


AAT/GAP 




O L d X L 


5017 


End 


5494 




.0 X^ . 


^. A„6447.J.^RlpJ4^. 


Sep re.. 


8.87 -., . 




Li ' ^ r~i 0 

EjXons. - . „^ . , , 


, .5"a1J...54 9.4 . 








GI Descrip. 


'50424 37/gb|AC00778 9. 1 |AC0077i 


B9 1. Oe-34 


Oryza sativa BAG T4 9B20 




genomic sequence, complete sequence' 






Seq. No. 


38157 


Seq. ID 


OJ991119_ 


_03.0225.C14 


Gene No. 


78471 


Strand 






Start 


3511 


End 


4193 





Name 

Start 

GI 

Exons 

GI Descrip. 



OJ991119_03.0225.C14 .01 
3258 

718_3.R1084 

3258. .3753, 3872, .3952, 4070. 
'548605/spl P36886I PSAK_HORVU 



,gp Method AAT/GAP 
End 4193 
Score 1311 
.4193 

6.0e-63 PHOTOSYSTEM I REACTION 
CENTRE SUBUNIT X PRECURSOR (LIGHT-HARVESTING COMPLEX I 7 KD 

PROT-EIN) (PSI-K) •>gi_539055_pir ^A48527 photosystem I protein 

psaK precursor - barley >gi_304220 (L12707) photosystem I PSI-K 
subunit [Hordeum vulgare] ' • 



Seq. No. 
Gene No. 
Start 
Name \ /; 
Start 

Gr"'- ■ 

.Ex""ons 



38157 Seq. ID 

78471 Strand 
3511 , . End 

OJ991 11 9- 0'3-.-022 5 . Cr4 .-o2 . gs - ' - Method 
3511 End 

none ' " " - • - ■ ■ —-r. scoife*'; 

3511. .3753., 3872.. 3952, 4070.. 4147 



OJ991119_03.0225,C14 

4193 ■ ... 
GENSe'AN - - ' " 
4147 ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



38157 Seq. ID 

78471 Strand 

3511 End 

OJ991119_03. 0225.C14 .ol.np Method 

3514 End 

548605 Score 



OJ991119_03.0225.C14 

4193 
AAT/NAP 
4147 
540 



3514. .3753, 3872. .3952, 4070. .4147 

PHOTOSYSTEM I REACTION CENTRE SUBUNIT X PRECURSOR 
(LIGHT-HARVESTING COMPLEX I 7 KD PROTEIN) (PSI-K) 
gi I 539055 I pir I I A48527 photosystem I protein psaK precursor 



37852 




barley gi 1304220 (L12707) photosystem I PSI-K subunit [Hordeum 
vulgare] 



O C ^ • • 


OO J-IJ / 








Seq. ID 


OJ991119 


0^ 099^ ri4 




7ft 4 7 9 








Strand 






O U Cl i- u 










End 


5808 








092 ^ 




trn 


Method 


TBLASTX: 


L 1 d J- ^ c 




'^Sl 4 ~ 

J J J. *a 








End 


4172 




O J. 


i Ivji Ic: 








Score 


245 




Exons 


3514. .3753, 


3587. 


.3754, 


3857. 


.3925, 3858., 3917, 


3876. .3929, 




3914. .3946, 


3915. 


.3947, 


4061. 


.4126, 4068. .4118, 


4125. .4172 


O t; « LN • 










Seq. ID 


OJ991119 


0^ 099^ ri4 












Strand 








S'^ 4 4 








End 


5808 




Naine 


wo z? ^ X 1. ^. vjj 


. 0225 . 


C14.01 


. tc 


Method 


TBLASTX: 


V^X. c o o 




J J ^ 








End 


3937 




GI 


none 








Score 


226 




Exons 


3529. .3753, 


3590. 


.3754, 


3869. 


.3937 






O c . LN U . 


ft 1 R7 
J O X o / 








Seq.' ID 


OJ991119 


0*5 099S n 4 


o n o M 


7ft4 79 






^•-„St?~a.nd:__ 






o U d. i .C * ^ ^ _ . 


^"^4 4 








.-.End, 






Name 


n.TQQI 1 1 Q D"^ 
VJU _? ^ X ± ± ^ uo 


09 9 R 
. U 4^ z o . 


n 4 n1 




Method 


TBLASTX: 


Q r\ \7V^ o a n 
OOyiJcdl 1 


O LdX. t. 


O /I ^ 








End 


3952 






none 








Score 


213 




Exons 




o o y u . 


.3754, 


3869. 


.3952, 3876.. 3911 




Seq. No. 


38157 








Seq. ID 


OJ991119 


_03.0225.C14 




7ft 4 79 








Strand 






o LciX L 


S^4 4 








End 


5808 




Name 


O.TQQT 1 1 Q D'^ 


099 S 


C14 .o2 


tm 


Method 


TBLASTX: 


i*i d X Zi c 


Of- a 


snfi7 ~ 

J w o / 








End 


5797 














Score 


42 




Exons 




O U I?U . 


.5155, 


5112. 


.5174, 5202.. 5225, 


^909 ^91 




S?4 4 RS9fi 


^ ^4 R 


.5521, 


5359. 


.5526, 5585.. 5797, 






5626; .5772 














O C • IN (J . 


^Rl S7 

J O X *J f 








Seq. ID 


OJ991119 


0^ 099 s ri4 




7ft 4 79 








Strand 






o L air L 


R^4 4 

O O fi ri 








End 


5808 




Name 


n.TQQI 1 1 Q 0? 


099 S 


C14 .o2 


tc . 


..Method ' 


TBLASTX: 


^i. tS o o 


O L dl- U - 


*J J J vJ 








-End ■ ■ ■ : 


5747 






none 








Score 


135 




Exons " 


^ 5336. ;5'52:7; 


"^'5342; 


.5512V 


.5344: 


^-5526,/ ■55'8-5tV574'67 


''-S6^1V:57T67" 




■ 56'25..574 7^ 














oeq . NO . 


'^R 1 R7 
O 0 X o / 








.Seq. ID 


OJ991119 


0^ 099 R n 4 


Gene No. 


■' 78472 








Strand 






Start 


5344 








End 


5808 




Name 


OJ991119 03 


.0225. 


C14.03, 


gs 


Method 


GENS CAN 




Start 


5344 








End 


5520 




GI 


none 








Score 


.67 




Exons 


. 5344. .5520 














Seq. No. 


38157 








Seq. ID 


OJ991119 


_03.0225.C14 


Gene No. 


78472 








■ Strand 







37853 



start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 

.Seq,.. No. _ 
Gene No. 
Start 
Name 
Start 
GI 

Exons 



5344 End 5808 

OJ991119_03.0225.C14 .o2.np Method AAT/NAP 
5347 End 5808 

3132477 Score 332 

5347. .5520, 5627. .5808 

(AC003096) unknown protein [Arabidopsis thaliana] 



38158 
78473 
1 

OJ991119_03. 0225. 015. ol.np 
1 

3132477 



Seq. ID OJ991119_03,0225.C15 
Strand 

End 18864 

Method AAT/NAP 

End 15017 

Score 3120 



1..35, 326. .411, 635. .766, 912. .1067, 1463. .1644, 1734. .1915, 
1959. .2034, 2164. .2371, 2455. .2576, 2656. .2851, 3351. .3470, 
3599. .3672, 3757. .3913, 3978. .4149, 4272. .4390, 4770. .4932, 
5443.-5574, 5683. .5867, 6129. .6229, 7361. .7493, 7831. .8006, 
8146. .8291, 8924. .9147, 9415. .9516, 10857 .. 10956, 11349. .11414 
11502. .11564, 11658. .11723, 11804. .11875, 12001. .12066, 
12259. .12324, 12423 .. 1288 9, 14982. .15017 
(AC003096) unknown protein [Arabidopsis thaliana] 



.38.15a.. „ 

78473 
1 

OJ991119_03.0225.C15.ol.ts 

347 

none 



„S.eq.. ID., QJ991.U.9_0.3 .02.25. .„C1 5.. . 
Strand 

End 18864 

Method TBLASTX : Soybean 

End 7975 

Score 72 



347. .412, 351. .413, 636. .782, 637. .792, 895. .1047, 896. .1069, 
910. .1077, 1004. .1069, 1461. .1568, 1462. .1569, 2474. .2578, 
2696. .2716, 3358. .3462, 4009. .4122, 7345. .7503, 7844. .7975 



Seq. No. 38158 Seq. ID 

Gene No. 78473 Strand 

Start 1 End 

Name OJ991119_03 . 0225 . C15 . ol . gp Method 

Start 353 End 

GI LIB3434-004-P1-K1-F7 Score 

Exons 353.. 411, 635.. 742 

GI Descrip. '3132477 l.Oe-24 {AC003096) 
thaliana] ' 



OJ991119_03. 0225. 015 

18864 
AAT/GAP 
742 
282 



unknown protein [Arabidopsis 



Seq. No'.- 
Gene No. 

'Start'-". " 
Name 
Start 
GI 

Exons 



38158 ■ 
78473 
-T " ' 
OJ9911 
353 ' . 
none 
353. .4 
1961. . 
3599. . 
5457. . 

7831.:. 

11804. 
13209. 



19_03.0225.C15.ol.gs 



Seq: .ID ^OcJ99111~9_03v 0225^:;Ci5' 
Strand 

End ■ -^188 64 ''"^ r " '^'^'■'^ 
Method ■ GENSCAN. ■. ' . 

End ' 18864 

Score .69 
11, 635. .766, 912. .1067, 1463. .1644, 1734. .1872, 
2034, 2164. .2371, 2455. .2576, 2668. .2851, 3351. .3470, 
3672, 3757. .3841, 3981. .4149, 4272. .4390, 4812. .4991, 
5574, 5683.. 5867, 6000.. 6047, 6129.. 6229, 7295.. 7493, 
8046, 8156. .8266, 8605. .8719, 8924. .9147, 9415. .9532, 
.11875, 12001. .12066, 12259 .. 12324 , 12423 .. 13114 , 
.13383, 13941. . 14033, 15837 .. 15912 , 18752. .18864 



Seq. No. 



38158 



Seq. ID OJ991119_03. 0225. 015 



37854 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



78473 Strand 

1 End 

OJ991119_03, 0225. CIS. ol.tc Method 

64 8 End 

none Score 



18864 

TBLASTX: Cress 

8229 

178 



648. .749, 3379. .3459, 7833. .8009, 7838. .8008, 8139. .8228, 
8146. .8229 



Seq. No. 38158 

Gene No. 78473 

Start 1 

Name OJ991119_03 . 0225 . C15 . ol . 

Start 669 

GI none 

Exons 669.. 752, 698.. 766, 699. 

1462. .1644, 1462. .1644, 



1734. .1880, 
2165. .2374, 
2441. .2578, 
5755. .5874, 



1942. 
2165. 
2446, 
7345. 



,2031, 
,2374, 
,2583, 
.7503, 



tm 



.782, 
1463. 
1962, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
898. . 1086, 
.1645, 1732. 



OJ991119_03.0225,C15 
18864 

TBLASTX: Maize 
8005 
88 



2045, 
2175. .2378, 
3982. .4146, 
7360. .7431, 



910. . 1077, 1461. . 1643, 
.1875, 1733. .1885, 
1965.. 2033, 2131.. 2373, 
2320. .2376, 2438. .2602, 
4275. .4400, 4762. .4962, 
7465. .7503, 7865. .8005 



..S.eq,,.„.No, _ 

Gene. No.. . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



1 5 8 _ ^ ,Seq^. I D _ 

.78473... ■ ...strand.,. 

1 End 

OJ991119_03. 0225.C15.o2.gp Method 

1812 End 

428085 Score 
1812. .1872, 1961. .2034, 2164. .2383 

3132477 l.Oe-24 (AC003096) unknown protein [Arabidopsis 
thaliana] 



. P J9 9 nA9 JD3 JD 2 2 

*188 64 
AAT/GAP 
2383 
612 



38158 
78473 
1 

OJ991 
3595 
uC-os 
3595. 
'3132 
thali 



Seq. ID OJ991119_03.0225.C15 
Strand 

End 18864 
Method AAT/GAP 
End 4810 
Score . 808 

.3672, 3757. .3841, 3980. .4149, 4272. .4390, 4770. .4810 
477 4.0e-34 (AC003096) unknown protein [Arabidopsis 
ana] ' 



119_03.0225.C15.o3.gp 
flcyp021b04bl 



Seq. No. 

Gene No! 

Start 

Name' 

Start 

GI 

Exons 



38158 

'•78.473 ' - " — 
1' 

■■OJ9?I1I9^03, 
52 97 " 
none 

5297. .5344, 
5457. .5576, 



5299.. 5346, 5305. 
5457. .5576, 5458. 



Seq. ID 
Strand" 
End 

Method"' 
End" ■ 
. Score 



OJ991119 03. 0225. CIS 



18864 

TBLASTX rMai^-^e ■ 

5752 J- .:,: " ' 

59 ' ■ . ' ■ 

5349, 5306. .5356, 5455. .5574, 
5577, 5678. .5752 



Seq. No. 38159 Seq. ID 

Gene No. 78474 Strand 

Start 4 64 End 

Name OJ991 11 9_03 . 0225 C16 . bl . gs Method 

Start 464 End 

GI none Score 

Exons 464 . . 551 



OJ991119_03.0225.C16 
+ 

551 

GENSGAN 

551 

.96 



37855 





Seq. No. 


38160 








Seq. ID 


OJ991119 


_03.0225, 


.018 




Gene No. 


78475 








Strand 


+ 








Start 


812 








End 


2478 








Nanie 


OJ991119 03 


.0225, 


,C18.ol 


.np 


Method 


AAT/NAP 








Start 


812 ~ 








End 


2478 








GI * 


3420004 








Score 


460 








Exons 


812. . 1298, 


1967. . 


.2478 














GI Descrip, 


(AF000305) 


steroid sulf ©transferase 1 


[ Brassica 


napus ] 






Seq. No. 


38160 








Seq. ID 


OJ991119_ 


_03.0225, 


.018 




Gene No. 


78475 








Strand 


+ 








Start 


812 








End 


2478 








Name 


OJ991119 03 


.0225. 


.018. ol 


. tm 


Method 


TBLASTX:] 


Maize 






Start 


1965 








End 


2276 








GI 


none 








Score 


44 








Rxon s 

1.J ^\ Vh/ 1 1 o 


1965 . . 2018, 


2031, 


. .2276, 


2036 


..2176, 2055. .2276 








Seq. No. 


38160 








Seq. ID 


OJ991119 


_03.0225. 


.018 




Gene No. 


78475 








Strand 


+ 








Start 


812 








End 


2478 








Naine - ' . 


0J9 9 1 11 9^.:;Q,3, 


...022.5^. 


,c.i:8:,oi. 




Methpil, „ 


.TBLASTX: J 


Cre_ss^_;. , 






Start 


204 3 


. , — .. 






...End/. / , 


,..„2.4 4i... 






"rH 


GI 


none 








Score 


228 - 








Exons 


2043. .2306, 


2343, 


, .2411, 


2360 


. .2419, 2419. .2448 






ifl 

? i s 


Seq. No. 


38161 








Seq. ID 


OJ991119 


_03.0225 


.019 


i la? 


Gpne No . 


78476 








Strand 


+ 






f ^ 


Start 


709 








End 


989 








Name 


OJ991119 03 


.0225. 


,C19.ol 


.gs 


Method 


GENSCAN 








Start 


709 ~ 








End 


989 








GI 


none 








Score 


.91 






§y 




709 . . 989 
















^=-:> 


Seq. No. 


38162 








Seq. ID 


OJ991119 


_03.0225 


.020 




Gene No. 


78477 








Strand 


+ 








r Start 


956 








End 


1248 








Name 


OJ991119 03 


.0225. 


,C20.ol 


.gs 


Method 


GENSCAN 








Start 


956 ~ 








End 


1248 








GI 


none 








Score 


.98 








R von s 


956. . 1206, 


1242. . 


,1248 














Seq. No. ' ' 


;''38l62 ' 








Seq. ID 


' OJ9'91119; 


_03-. 022-5 


.,C20: 




refine No. 


7 8 478 








Strand. 


+ 








start ■ ' 


■• 1'88'7' 








End 


"2338 ■■ 








Name - • 


. ' OJ99ll.lft..'03 


.0225. 


:C2d.o2 


...g-s .. . 


. . Method. - 


: GENSCAN-- 








Start 


1887 ~ 








'.'•End 


2338 








GI 


none 








Score 


.76 










1887 2119, 


2230. 


. .2338 














Seq. No. 


38162 








Seq. ID 


OJ991119 


__03.0225 


.020 




Gene No. 


78479 








Strand 










Start 


8502 








End 


14263 








Name 


OJ991119 03 


.0225. 


.020.02 


.np 


Method 


AAT/NAP 








Start 


8502 








End 


14263 








GI 


5295971 








Score 


2980 








Exons 


8502. .8542, 


8643. 


. .8739, 


9999 


. .14263 









37856 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



(AB026295) EST D24315 (R1718 ) corresponds to a region of the 
predicted gene.; Similar to Tobacco DNA for retroviral-like 
transposon Tnt 1-94 . {X13777 ) [Oryza sativa] 



38162 Seq. ID 

78479 Strand 

8502 End 
OJ991119__03.0225.C20.o4 .gs Method 

9956 End 

none Score 
9956. .14257 



OJ991119_03.0225.C20 
+ 

14263 
GENSCAN 
14257 
.99 



Seq. No. 38162 

Gene No. 78480 

Start 4001 

Name OJ991119_03 . 0225 . C20 . ol . np 

Start 4001 

GI 6466937 

Exons 4001.. 8234, 9965.. 9996 

GI Descrip. (AC011621) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



Seq. ID OJ991119_03.0225.C20 
Strand 

End 9996 

Method AAT/NAP 

End 9996 

Score 2136 



,S.e.q..,..No..... . . , .3816,2 . „ Seq.. JD. .„.0J3 9 U 1.9.^0.3 . 022.5 ..,C 2.0 ., 

Gene No. 78481 Strand 

Start 14738 . End 15124 

Name OJ991119_03 . 0225 . C20 . o2 . tc Method TBLASTX : Cress 

Start 1907 End 2329 

GI none Score 159 

Exons 1907. .2098, 1908. ,2099, 2117. .2173, 2119. .2172, 2195.^2326, 

2210. .2329 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



38162 
78481 
14738 

OJ991119_03.0225.C20.o4 .tm 

3999 

none 



Seq. ID OJ991119_03.0225.C20 
Strand 

End 15124 

Method TBLASTX : Maize 

End 9073 

Score 41 



3999. .4052, 4003 .. 4053, 4 103 .. 4204 , 4104. .4325, 4105. .4260, 
4356. .4541, 4357. .4539, 4357. .4554, 4529. .4726, 9020. .9073 



Seq. No. 

Gene.. No . 
Start ■ 
Name 
Start 

Exons 



38162 
78481 

14738. ■ ■ • • • ■ - - 
OJ9911l'9_03 . 0225 . C2.0 . o5 . tw 
4339 ' ;"" • ' ■" 

..none'"-- . '. ' -. i '.".^ ' - ■ 



Seq. ID OJ991119_03.0225.C20 
Strand 

End- 15124 - ' 
Method TBLASTX: Wheat 
End:-- ' "■^■4654--" - - 
-Score -*I4.3 - - ^ \. ' 



4339. .4539, 43.44. .4541, 4376. .4546, 4529. .4600, 4541. .4.654 



Seq. No. 38162 ■ 

Gene No. 78481 
Start ■ 14738 

Name OJ991 11 9_03 . 0225 . C20 . o6 . tw 

Start 4718 

GI none 

Exons 4718. .5110, 4731. .4898 



Seq. ID OJ991119_03.0225.C20 
Strand 

End 15124 

Method TBLASTX : Wheat 

End 5110 

Score 81 



Seq. No. 



38162 



Seq. ID OJ991119_03.0225.C20 



37857 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

_Exon.s , 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 

Start. . 
Name^ 
Start- ^ 
GT'^;"- ' 
Exohs- 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



78481 
14738 

OJ991119_03. 

4728 

none 

4728. .4919, 

38162 
78481 
14738 

OJ991119_03, 

4958 

none 

4958. .5329, 

38162 
78481 
14738 

OJ991119_03. 
5198 
none 
^.5198. .„5596,_ 

38162 ^ 

78481- 

14738 

OJ991119_03. 

5366 

none 

5366. .5596, 

38162 
78481 
14738 

OJ991119_03. 

5792 

none 

5792. . 6310, 

38162 
78481 
14738 

OJ991119_03': 
5976' _ . 
nbhe""'" ' 
,.597-6 :: 6254, 

38162 
78481 

14738 ' " 

OJ991119_03. 

6068 

none 

6068. .6415, 

38162 
78481 



0225.C20.ol.tm 
4730.. 5365, 4739. 

0225.C20.o4.ts 
4968. .5228 

0225.C20.o2.tw 

98^,.. 5 5 9-3 .„ 

0225.C20,o8. tm 
5375.. 5563, 5582. 

0225,C20.o2. tm 
5889. .6308, 5948. 



Strand 
End 

Method 

End 

Score 



15124 

TBLASTX: Maize 

5365 

164 



,5038, 4968.. 5264 



0225-.C20.o7 vtw- 



6023. .6319 /. - 



0225. 020. o5.ts 



6069. .6287 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991119_03.0225.C20 
15124 

TBLASTX: Soybean 

5329 

152 



OJ991119_03.0225.C20 
15124. 

TBLASTX: Wheat 

5596 

161 



Seq. ID OJ991119_03.0225.C20 
Strand 

End 15124 

Method TBLASTX : Maize 

End 57 91 

Score 60 
.5791, 5682.-5789 

Seq. ID OJ991119_03,0225.C20 
Strand 

15124 

TBLASTX: Maize 
6310 
347 



End 

Method 
End 
Score 
.6283 ■ 



Seq. ID OJ991119_03.0225.C20 
Strand 

End , 15124 . . 

■Method ■ ■ - -TBLASTX : Wheat' '* 
End ' 6319 '" ' ' " j"'^^ 

■Score -^155- -^^ - t^^:- 



Seq. ID- OJ991119_03.0225.C20 

Strand - - 

End 15124 

Method TBLASTX : Soybean 

End 6415 

Score 111 



Seq. ID OJ991119_03.0225.C20 
Strand 



37858 



start 
Name 
Start 
GI 

Exons 



14738 

OJ991119_03.0225.C20.o3.tm 

6338 

none 

6338,. 6814, 6351.. 6809, 6356. 



End 15124 

Method TBLASTX: Maize 

End 6816 

Score 278 

6811, 6490.. 6816 



Seq. No. 38162 

Gene No. 78481 

Start 14738 

Name OJ991119_03 . 0225 . C20 . o3 . tw 

Start 6392 

GI none 

Exons 6392.-6835, 6396.. 6794 

Seq. No. 38162 

Gene No. 78481 

Start 14738 

Name OJ991119_03 . 0225 . C20 . o6 . ts 

Start 6524 

GI none 

Exons 6524 . . 6832 



Seq. ID OJ991119_03.0225.C20 
Strand 

End 15124 

Method TBLASTX : Wheat 

End 6835 

Score 194 



Seq. ID OJ991119_03.0225.C20 
Strand 

End 15124 

Method TBLASTX : Soybean 

End 6832 

Score 203 



S.e.q.. No..,.. 38162.,. . 

Gene No. 78481 

Start 14738 

Name OJ991119_03 . 0225 . C20 . ol2 . tm 

Start 7003 

GI none 

Exons 7003.. 7083, 7168.. 7416, 7519. 

Seq. No. 38162 

Gene No. 78481 

Start 14738 

Name OJ991119_03 . 0225 . C20 . ol3 . tm 

Start 9858 

GI none 

Exons 9858.-9968, 9900.. 9926, 9998. 

Seq. No. 38162 

Gene No. 78481 

Start 14738 

Name . OJ991 119_03.. 0225 . C20 •. o5 . tc - 

Start r'':'. v. 10^.21/ "r *.:;:'\: 

GI. none ' : 

'Exons- '"' " "■"llJl2:i:\ro^ll7'"1018377ia3:3*5'^ " ^ 



Seq,. JD.,, ..QJ9.91.119._0.3..,022A..C2.Q. 
Strand 

End 15124 

Method TBLASTX : Maize 

End 7632 

Score 111 
.7632 

Seq. ID OJ991119_03.0225.C20 
Strand 

End 15124 

Method TBLASTX : Maize 

End 10236 

Score 4 7 
.10234, 10024. .10236 

Seq. ID OJ991119_03.0225.C20 
Strand 

End 15124 

Method . TBLASTX: Cress . .. 

. End ; ; . i.O 41 1'v;-. : y-- . z *'v:. 
Score . . 183 * 



.Seq. No. . 38162 

■Gene No. 78-481 ' 

Start 14738 

Name OJ9911 19_03 . 0225 . C20 . o9 . tw 

Start 10130 

GI none 

Exons 10130. .10525, 10232.. 10468 



Seq. ID OJ991119_03..0225.C20. 
Strand 

End 15124 • 

Method TBLASTX : Wheat 

End 10525 

Score 235 



Seq. No. 
Gene No. 
Start 



38162 
78481 
14738 



Seq. Id • OJ991119_03.0225.C20 
Strand 

End 15124 



37859 






n.TQQl 1 1 Q 0"^ n9?S C7C) 


o 7 "t" m 


Method 


TBLASTX: Maize 




C-f- a rt 
O L. CLJL L. 


1 np ~ 

X\J ^DU 




End 


10639 






none 




Score 


200 




P von Q 


in^sn 104^'^ in9R^ 


1 04 4 Q 


10465. .10521, 10466. . 10576, 
















Seq. No. 


38162 




ocq . X u 


n.TQQI 1 1 Q 0"^ 099^; 
L^u;7^xxx^ uj.uzzo 


.020 


Gene No. 


78481 




0+- r-a n/S 






Start 


XH / O O 




PnH 


1 SI 94 

XD X 




Ma mo 




o1 1 -Hm 

.oil. tm 


Mot hoH 


1 D±jr\o i A . LXld X Z S 




O L.CLX. L. 


X X\J DO 




End 


11467 




\J ± 


none 




Score 


195 




P von c 


XXU.JU..XX^O^/ XXVJJ/. 


1 1 97 S 
. X X ^ ' ^ r 


11336 1 1 4 

XXJJO. * XX*i 


67 




Seq. No. 


38162 




Ocq . X u 


OJ991119_03.0225 


.020 


Gene No. 


78481 




Qf- nH 

O L. X dl 






Start 


14738 

X *a /JO 




PnH 


15124 






n.TQQI 1 1 Q 0^ 099"^ r9n 


o1 0 tuj 
. U X U . L W 


LYie unoa 


TBLASTX: Wheat 






1 1 077 ~ 

X X u / / 




End 


11533 






n on o 




Score 


176 




P von Q 


11077 119R0 11 n7fi 

X X'U / / . * X X ^ O \J f xxu/o. 


. X X ^ ^ J f 


1 1 Q 114 
xxjj.?. . xxy 


46, 11447. .11533 




Se.q...' No. . ..: , 


™"3 81 62"!' ™ 7rir'7^r^ "~' 




Coo Tn 

^-..,.P.eq.,. .xU 


,.0 J9,9 1 Il;9.„,0..3, . 0 2 25,. C2A 


Gene No. 


78481 




O L X di IvJ. 






c-j- a rt 


1 4 7 ^ R 




PnH 


• 15124 




Name 


n.TQQI 1 1 Q n'^ 099^ r9n 
\JOzyyxxxz? uo.uz^o.czu 


o7 o 
. O / . US 


ixie t.noa 


TBLASTX: Soybean 






114 71 
X X *i / X 




End 


11800 






n on o 




Score 


197 




P von Q 


11471 llftDO 11 ^n^ 

XXI / X. • XXOUU^ X X D\J J m 


1 1 f^(^4 
• X X D D 4 








Seq. No. 


38162 




Seq. ID 


OJ991119_03.0225, 


.020 


Gene No. 


78481 




Strand 






c-|- o rt 


1 47^ft 




End 


15124 




Naine 


n.TQQI 1 1 Q n99R ^90 

Wu_3^XXX^ UO.U^^O.L/ZU 


. 0 1 • t w 


Method 


TBLASTX: Wheat 




O L dX. L 


1 1 f^9 1 ~ 
X X u ^ X 




End 


12166 




\3X 


none 




Score 


339 




P von Q 


11^91 1 90^7 1 1 ft91 

XXv^X. . X ^ \J \J 1 f xxo^x. 


1 90f^0 


12071.. 12166 




Seq. No. 


38162 




Seq. ID 


OJ991119_03.0225. 


.020 


Gene No. 


78481 




Strand 






O L di L 


1 47 




End 


15124 




Name 


n.TQQ1 1 1 Q n99S r9n 

\JOpZ/XXXZ/ WJ.-U^^J.V^ZU 


•Ob. tm 


Method 


TBLASTX: Maize 




O L dX L_ 


-11 R1 3-" - " - * 

X X O X 




: .End' 


-12238- ■ 




CT 

\JX 


■ n on o 




Score 


376 




P von Q " 


• " " 1 'fi 1 3 ~"T9 TS 4" * V'1 R i> 1 

XXOXO. .X^XJM^ XXO^X. 


'T9T4 4"' 


12167*.". 122;3g"' "' ' "^ ":'™*^*" 




Seq. No. . . 


' 38162 . .. 




Seq. ID 


OJ991li9_03.0225: 


,020 


Gene No. 


78481 




Strand 






C4- a Y-f- 

o LdX L 


1 4 7 ^R 

X *i /JO 




End 


15124 




Name 


n.TQQ1 1 1 Q 0^ n99s r9n 


o9 -1- c 


Method 


TBLASTX: Soybean 




o uar L 


1 1 R 4 n ~ 

X X O 4 U 




End 


12316 




GI 


none 




Score 


394 




Exons 


11840. .12316, 11848.. 


.12141 








Seq. No. 


38162 




Seq. ID 


OJ991119_03.0225. 


O20 


Gene No. 


78481 




Strand 






Start 


14738 




End 


15124 





37860 



Name 

Start 

GI 

Exons 



OJ991119_03.0225.C20.o3.tc 

11855 

none 

11855. .12304, 11857. .11940, 



Method TBLASTX : Cress 
End 12304 
Score 281 
11965. .12138, 12197.. 12301 



Sea. No 


38162 




Seq. ID 


OJ991119_03.0225 


. C20 


Gene No 


78481 




Strand 






start 


14738 




End 


15124 




Naiue 


OJ991119 03.0225.C20 


. o3 . ts 


Method 


TBLASTX: Soybean 




Start 


12728 




End 


13216 




GI 


5509260 




Score 


349 




Exons 


12728 13216, 12793. 


. 12966, 


13051. .13188 




GT Hp^pti tj 












Sea No 


38 162 




Seq. ID 


OJ991119_03.0225 


.C20 


r^pne No 


78481 




Strand 






Start 


14738 




End 


15124 




Name 


OJ991119 03.0225.C20 


o9. tm 




TBLASTX: Maize 




Start 


12746 




End 


13060 




GI 


none 




Score 


310 




P. V n n *^ 


12746 13060 12764 


13045 








Qprr No 


.3 8 1^6 2 .v.™ . , 


— 


_,S<eq,, ..XD 


aj.9 9 1 11 9. ,.01.. 0 Z2.5 ,.C2A 




784 81 




Strand • 






Start 


14738 




End 


15124 




Name 


OJ991119 03.0225.C20 


o4 . tc 


Method 


TBLASTX: Cress 




Start 


12835 




End 


13099 




GI 


none 




Score 


216 




von Q 


12835 12966 12836 


13099 








^f^n No 


38162 




Seq. ID 


OJ991119_03.0225 


C20 


Gene No . 


78481 




Strand 






O U d i. L. 


1 47 ^ft 




End 


15124 




Name 


OJ991119 03.0225.C20 


o4 . tw 


Method 


TBLASTX: Wheat 




Start 


12880 




End 


13435 




GI 


none 




Score 


245 




P von ^ 


12880 12966 12881 


13225, 


12881. .13228, 13211. .13435 




Qpri No 


38162 




Seq. ID 


OJ991119_03.0225 


C20 


flfianp No 


78481 




Strand 






O L. d i. u 


14738 




End 


15124 




Name 


OJ991119 ..03.0225.C20. 


olO.tm 


, Method 


TBLASTX: Maize 




Start " - ■\ 


-"i3262- ' - ' 




■ ' End,- w" 


13525 • ■ 




GT 


none 




. Score 


245 . 




' P V o n* «5 " 


" "r32'6'2'^- 1 35'2''5''' 'r32 64'"' 


"I3'5'2"4' 








Se'q. No. 


38162" ■ .." ' . . 




Seq. ID . 


OJ991119_03..'0225 


C'20 


Gene No. 


78481 ■ 




Strand 






Start 


14738 




' End 


15124 




Name 


OJ991119 03.0225.C20. 


o5 . tm 


Method 


TBLASTX: Maize 




Start 


13529 




End 


13981 




GI 


none 




Score 


421 




Exons • 


13529. .13981, 13564.. 


13914., 


13781. ,13960 




Seq." No. 


38162 




Seq. ID 


OJ991119_03.0225. 


C20 


Gene No. 


78481 




Strand 






Start 


14738 




End 


15124 





37861 



Name 

Start 

GI 

Exons 



OJ991 1 19_03 . 0225 . C20 . ol . tc Method TBLASTX : Cress 

13567 End 14230 

none Score 271 

13567. .13836, 13568 .. 138 61 , 138 65 .. 13981, 13979 .. 14230, 

14021. . 14173, 14023. .14178 



Seq. No. 38162' 
Gene No. ' 78481 

Start 14738 

Name OJ991119_03 , 0225 . C20 . ol . ts 

Start 13589 

GI none 
Exons 



Seq. ID OJ991119_03.0225.C20 
'Strand 

End 15124 

Method TBLASTX : Soybean 

End 14239 

Score 151 



13589. .13750, 13618 .. 13755 , 13763 .. 14239, 14050. .14178 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq.^N.d... 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



38162 
78481 
14738 

OJ991119_03.0225.C20.o8,tw 

13757 

none 



Seq. ID OJ991119_03.0225.C20 
Strand 

End 15124 

Method TBLASTX : Wheat 

End 14200 

Score 144 



13757. .13984, 14 006 .. 14200, 14023. .14199 



.:.381j62.. V..;. 

78481 
14738 

OJ991119_03.0225.C20.o5.gs 

14738 

none 

14738. ,15124 



, aeq.„ :t IX.: ,OT9,SU 19^3 022,5.., 
Strand 

End 15124 
Method GENSCAN 
End 15124 
Score .95 



Seq. No. 38163 

Gene No. 78482 

Start 438 

Name OJ991119_03 . 0225 . C21 . ol . gs 

Start 438 

GI , ,none 

Exons '438.. 608, 651.. 807, 917.. 927 



Seq. ID OJ991119_03.0225.C21 

Strand 

End 927 

Method GENSCAN 

End 927 

Score .88 



Seq. No. 
Gene No. 
Start 
Name 

Start' • ' 
•GI • 
Exons/"' 
GI Des"cr-ip. 

Seq. No. 
Gene No. 
Start • 
Name 
Start 
GI 

Exons 

Seq. No. 
Gene No. 



38164 
78483 
1 

OJ991109__08..0223.C2.ol..np: . 
6742729 ' * ' ■ 

■ "i/Zioso"'""' 

(AF121139) -RIM^ protein: [Oryza sativa] 



Seq. ID OJ991109_08.0223.C2 
Strand 

End 1232 

Method- AAT/NAP 

End' - 1060;-::-*- • " • 

Score - 14 63 ' 



38164 
78483 
1 

OJ991109_08.0223.C2.o2.tw 
2 

none 



Seq. ID OJ991109_08.0223.C2 
Strand 

End 1232 

Method TBLASTX : Wheat 

End 404 

Score 43 



2. .43,' 3. .44, 68. .289, 69, .293, 124. .294, 267. .404, 268. .402 



38164 
78483 



Seq. ID OJ991109_08.0223.C2 
Strand 



37862 






1 
± 






tina 


1 9 9 
X Z OZ 






n TQQ1 1 n Q 


no 099"^ CO 
UO . UZZ J . . 


. ol . qs 


Me cnou 














Ejna 


114 0 
X X ft U 






none 






Score 


ft fv 




Exons 


^fi. .000/ 


XUOX . ■ XXfiU 










Seq. No. 


38164 






Seq. ID 


OJ991109_08.0223 


.C2 


Gene No. 


78483 






Strand 








± 








1 9'^9 
X z o z 




N3.rne 


r» TQQ1 1 n Q 
u J y y 1 1 u y 


HQ n99 P9 


, OZ . uS 


Method 


i t5ij>\o 1 A . ooyDean 




O L d JL L 


*i u o 






ii^na 


f,^ 1 

D X X 






none 






Score 


0 y 




Hi ^ 




4 9 4 ft ft 


4 Q ^ '^7 








Seq. No. 


38164 






Seq. ID 


OJ991109_08.0223 


.02 


Gene No. 


78483 






Strand 






Start 


1 

X 






J-jiivJ. 


1232 




Name 


Pi TQQ1 1 n Q 
U J y y 1 xU y 


HQ 099 "5 r*9 
UO . UZZ 0 . UZ . 


o 1 . tm 


Method 


TBLASTX: Maize 




O LO. J. L 








iiina 


904 




P T 


none 






Score 


56 






4 R "7 f^4 7 


c 7 7 7 f:; 


R7 7 Q4 

DO 1 , , 1 yfi , 


O 0 O . . f 0 D , 


776. .904, 776.. 


895 








" ■ " ' " 


.peq _. , .i y 


,Q.J9.9.1XQa, .Q.B....Q2a3..,a2. 


Gene No. 


78483 ■ 






" Strand 






Start 


1 






End 


1232 




Naine 


n.TQQI 1 HQ 

KJO _7 X X U 1/ 


Oft 099^ P9 
u o . uz z o . uz . 


o 1 . tw 


A +" 


TBLASTX: Wheat 




o tar L 


4 P 7 ~ 






hjna 


957 






none 






Score 


178 




Exons 




4 Q9 71^ 


^Ql 777 

oyx. . / / / , 


c 7 7 
o y D . . / / o , 


696. .794, 697..; 


801, 




7 Q4 fi Qft 


7 Qft ft QQ 


ft 0 R Q R7 

ouo. .yo/, 


p Q£: Q c;9 
o y D . . y OZ 






Seq. No. 


38164 






Seq. ID 


OJ991109__08.0223 


.02 


Gene No. 


78483 






Strand 








1 

X 






End 


1232 




Name 


O TQQI 1 HQ 
UU y z? X X u y 


Oft 099'^ P9 
UO . UZ Z J . (^Z . 


ol.tc 


Method 


TBLASTX: Cress 






7fi 9 ~ 






End 


1102 






none 






Score 


78 




Exons 


TOO 1109 


ft no Q9 R • 

/ ouu..yzo> 


936. .1079 






Seq. No. 


38164 






Seq. ID 


OJ991109_08.0223 


.02 


Gene No. 


78483 






Strand 






-1- :a -rt- 


1 

X - . ■ 






End : 


1232 ... . . . , 




Naiue 


uo y y X X u y 


68-,0223,e2. 


'ol • ts" ■■ . 


Method 7 


TBLASTX :-Soybearr-'-- 




C -t- a r-+- 


P 9 1 
0 ^ X 






End ' 


1232' ■ - 






none • 






"S'cbre " ' 






v in c 


fi 9 1 1 T 1 7 
o^cx. .xxxv 


, "834 :.r08;2, 1112. .1174, ' Xltb I 


.120 4 , ' 1 2 0 d .1 2 3 ir " ' " 


Seq. No. 


38165- 






Seq, ID 


OJ991109_08.0223 


.03 


Gene No. 


78484 






Strand 


+ 






917 






End 


316 




Name 


PTQQI 1 HQ 


08. 0223. C3. 


ol . gs 


Method 


GENSCAN 




Start 


217 






End 


316 




GI 


none 






Score 


.7 




Exons 


217. .316 












Seq. No. 


38165 






Seq. ID 


OJ991109_08.0223 


.03 


Gene No. 


78485 






Strand 







37863 



start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq, No. 

Gene No; 

Start 

Name 

Start 

GI 

Exons 



1 End 1424 

OJ991109_08.0223.C3.ol.np Method AAT/NAP 

1 End 1424 

5852182 Score 344 

1..282, 1361. .1424 

(AL117265) zhb0012.1 [Oryza sativa] 



38165 
78486 
5801 

OJ991109_08.0223.C3.o3.gs 

5801 

none 



Seq. ID OJ991109_08.0223.C3 
Strand 

End 11768 

Method GENSCAN 

End 11768 

Score .4 



5801. .5880, 9271. .9319, 9541. .9651, 11657. .11768 



Seq. No. 


38166 


Seq. ID 


OJ991109_ 


_08 


.0223 


C4 


Gene No. 


78487 


Strand 


+ 








Start 


2909 


End 


4138 








Name 


OJ991109 08.0223.C4.o2. 


gs Method 


GENSCAN 








Start 


2909 


End 


4138 








GI 


none 


Score 


.72 








.Exons,,;, 


,.,.2 9 aa ... ,. 3 op 2.,_ 3 24 5 ,.. 3 4,8 8 


. 37 33....... ,4138 










Seq. No. 


'38166 


Seq. ID 


'*OJ99ii*09 


38 


.0223 




Gene No. 


78487 


Strand 


+ 








Start 


2909 


End 


4138 








Name 


OJ991109 08.0223.C4.ol. 


np Method 


AAT/NAP 








Start 


3223 


End 


3516 








GI • 


6539588 


Score 


150 








Exons 


3223. .3516 












GI Descrip. 


(AP000837) hypothetical 


protein [Oryza 


sativa] 









Seq. No. 38166 Seq. ID 

Gene No. 78488 Strand 

Start 4525 End 

■Name OJ991109_08 . 0223 . C4 . o3 . gs Method 

Start 4525 End 

GI none Score 

Exons 4525.. 4784, 4911.. 4938 * 



OJ991109_08.0223.C4 
+ 

4962 
GENSCAN 
4938 
.8 



Seq. No. 


38166 






Seq. ID 


OJ991109_08 


.0223.C4 


Gene -No... 


. 78488 • 






Strand , 






Start " V • 


- 4-525- ' 






-;:End ' 


4 962 - - 




Name 


OJ991ia9 08 


.0223 


.C4.o2.np 


Method 


AAT/NAP 




Start" 


■" ■'47'66 " ^ - • * " 






"End " 


'■4962 




GI . 


•3645899" . 






Score 


.101 ■ 




Exons . . 


.4.7 66'.. . 4 962 












GI Descrip. 


(U68408) 5» 


end 


not determined experimentally [Zea 


mays] 


Seq. No. 


38167 






Seq. ID 


OJ991109_08 


.0223. C5 


Gene No. 


78489 






Strand 


+ 




Start 


1762 






End 


7539 




Name 


OJ991109 08 


0223 


.C5.ol.gs 


Method 


GENSCAN 




Start 


1762 






End 


7276 




GI 


none 






Score 


.59 




Exons 


1762. .1807, 


4865 


..4967, 5721. 


.5869, 7029.. 7276 





37864 




Seq. No. 


38167 




Seq. ID 


OJ991109 


08 


0223 


C5 


Gene No. 


78489 




Strand 


+ 








Start 


1762 




End 


7539 










OJ991109 08 


.0223.C5 ol nn 


MpI" hod 


aat/nap 








start 


37 95 ~ 




End 


7539 








GI 


4 680203 

T \j (J yj ^ \j J 






535 
•J J .J 








Exons 


3795 3856- 


5538 . . 6205. 7378 


. 7539 










GI Descrin 


( AF114171 1 


TNP2-like orotein 


r SoTahnm 


h 1 oo 1 or* 1 








Seq. No. 


38168 




Seq. ID 


OJ991109_ 


_08. 


0223 


.C6 


Gene No. 


78490 




Strand 










Start 


4804 




End 


5349 








Name 


OJ991109 08 


0223 C6 o2 as 


Mpt h od 


GENSPAN 








Start 


4 804 ~ 




End 


534 9 








GI 


none 




Score 


. 47 








Exons 


4804 4875, 


5191 5349 












Seq. No. 


38169 




Seq. ID 


OJ991 109 


08 . 


0223 


. C7 


Gene No. 


78491 




Strand 


+ 








Start 


1322 




End 


1840 








Name 


OJ991109 08 


.0223.C7.ol.np 


Method 


AAT/NAP 








Start 


,.,.513.. 




.JEnd,,. 


184 0 


* "'-^^ 







G.I ; ,„ ; _ 


,„ .6.5.2.9 5S 8 . 




S_core,.. ... 


202 " 


' ' "" ■* 






\^ 1 i o 


913. .939, 1617. .1840 












GI Dp pt" i n 


\r\t.\J\J\J O O I ) 


hypothetical protein [Oryza 


CO "1- 1 VP 1 
o o. L, X V a. J 








Seq. No. 


O O J. D ^ 




Seq. ID 


OJ991109_ 


_08. 


0223 


.C7 


Gene No. 


78491 




Strand 


+ 








Start 


1322 




End 


1840 








Name 


OJ991109 08 


.0223.C7,ol.gs 


Method 


(^FNSPAN 








Start 


1322 




End 


174 7 








GI 


none 




Score 


. 55 








p. V n n 


1322. .1379, 


1617. .1747 












Sea No 


38169 




Seq. ID 


OJ991109 


08, 


0223 


.07 


Gene No. 


78492 




Strand 


+ 








Start 


5164 




End 


8729 








Name 


OJ991109 08 


.0223.C7,o3.gs 


Met hod vv'. 


GENSCAN 








Start 


5164 




End 


'8729 








GI 


none 




Score 


.41 








F!xnn s 

l-j ^\ W 1 1 o 


5164. .5195, 


5327. .5445, 6002. 


.6383, 6452. .6675, 


6764. .7149, 




7182. .7239, 


7296.. 8008, 8292. 


.8729 










Spa No 


38169 




Seq. ID 


OJ99110'9_ 


_08. 


0223 


.07 


"Gene No'.". \ 


" .7'8'4 93'' 




V^Strand ' ~ 










Start" . ' ' 


1132- . 




End - , .. 


3936 ■ 








Name- 


OJ99li09 08. 


. 0223.C7.62.'np' 


Method 


AAT/NAP , 








Start 


1132 




End 


3936" ■ 








\3 1. 


5852179 




Score 


277 










1132. . 1245, 


2570. .2811, 2886. 


.3086, 3916.. 3936 










(AL117265) 


zhb0009.1 [Oryza sativa] 










Seq. No. 


38169 




Seq. ID 


OJ991109_ 


08. 


0223 


.07 


Gene No. 


78493 




Strand 










Start 


1132 




End 


3936 








Name 


OJ991109 08 


.0223.C7.o2.gs 


Method 


GENSCAN 








Start 


2612 




End 


2981 









37865 



GI 

Exons 

Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



none 

2612.. 2839, 2859., 2981 

38169 
78494 
9193 

OJ991109_08.0223.C7.o4 .gs 

9193 

none 



Score 



.83 



Seq. ID OJ991109_08.0223.C7 
Strand 

End 15840 

Method GENSCAN 

End 13384 

Score .44 



9193. .9741, 10368. .10575, 10641. .10859, 11178. .1207 6, 
1224 8. .12870, 12881. .13080, 13110. .13384 



Seq. ID OJ991109_08.0223.C7 
Strand 

End 15840 ' 

Method AAT/NAP 

End 15200 

Score 2967 



38169 
78494 
9193 

OJ991109_08.0223.C7.o3.np 
9196 
4378066 
9196. .14196, 14879. .15200 
(AF098806) polyprotein [Sorghum bicolor] 

gi I 4 680208 |gb|AAD27571.1 |AF114171_12 (AF114171) polyprotein 







. ... [-So rghum^ ^bicolor L; . . ... . 






^ , _„ , — 




"fh 


Sea No 


38169 








Seq. ID 


OJ991109 08 0223 


. C7 


".•^ ' 




78494 








Strand 








Start 


-/ ± -3 J 








End 


15840 






Name 


OJ991109 08. 


0223. 


C7.05. 


tm 


Method 


TBLASTX: Maize 






Start 


9247 








End 


9507 




O 


GI 


none 








Score 


80 




£ t = 




9247. .9507, = 


9272. 


.9439 












Seq, No. 


38169 








Seq. ID 


OJ991109_08.0223 


.C7 




Gene No. 


78494 








Strand 






3 


Start 


9193 








End 


15840 




C3 


Name 


OJ991109 08. 


0223. 


C7..06. 


tm 


Method 


TBLASTX: Maize 






Start 


9514 








End 


9756 






GI 


none 








Score 


42 






Exons 


9514. .9756, 


9515. 


.9574, 


. 9653. 


.97*51; 








Seq. No. 


38169 








Seq. ID 


OJ991109_08.0223 


.07 




Gene No. 


78494 








Strand 








Start . 


9193 - 








End 


15840 . 






'Name ' ' ' 


- OJ991109 08. 


0223.;. 


C7,o2. 


■ts 


Method 


• TBLASTX: Soybean 






Start 


9771 ' 








End- 


10145 






- GI'" " " 


" * none " ' ' "" 








■'Score 








Exons / • . 


• 9111. .9995, 


9778'. 


..9963, 


. 10*002 


. .10145," 


100'0'3.. ,10116. . 






Seq. No.' 


38169 








Seq. ID 


OJ991109_08 .0223 


.07 




Gene No. 


78494 








Strand 








Start 


9193 








End 


15840 






Name 


OJ991109 08. 


0223. 


C7.o3. 


tm 


Method 


TBLASTX: Maize 






Start 


9786 








End 


10148 






GI 


none 








Score 


180 






Exons 


9786. . 10148, 


9787 


..9975, 9994 


. .10056 








Seq. No. 


38169 








Seq. ID 


OJ991109_08 .0223 


.07 




Gene No. 


78494 








Strand 







37866 



start 
Name 
Start 
GI 

Exons 



9193 End 

OJ991109_08 . 0223 . C7 . o4 . tw Method 

9918 End 

none Score 
9918, .10307 



15840 

TBLASTX: Wheat 
10307 
.-232 



Seq. No, 

Gene No, 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Se,q. N.o. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 

'Start - 
GI • 
Exons'' 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



38169 
78494 
9193 

OJ991109_08.0223.C7.o4.tm 

10149 

none 

10149. .10415, 10150. .10290 



Seq. ID OJ991109__08.0223.C7 
Strand 

End 15840 

Method TBLASTX : Mai ze 

End 10415 

Score 77 



38169 
78494 
9193 

OJ991109_08.0223.C7.o3.tw 
10754 
none 

10754 . .10 900, 10755. .108 95, 10895 .. 11161, 10935. . 11078 



Seq. ID OJ991109_08.0223.C7 
Strand 

15840 

TBLASTX: Wheat 
11161 
69 



End 

Method 

End 

Score 



38.1.69 . „ . ..... . 

78494 
9193 

OJ991109_08.0223.C7.ol.ts 

11303 

none 

11303. .1168 6, 114 93. .11633 

38169 
78494 
9193 

OJ991109_08.0223.C7.o2.tw 

11312 

none 

11312. .11731, 11418. .11678 

38169 
78494 
9193 

OJ991109_08 . 0223 . C7 . o2 . tm 
■114 05 ■ ; ■ •/ .' • • ; ' ' 

none 

•'1 r4'tD5-7:-riT8 8V"' 11 '4 18 ^ \ 1 1'6'7 8" 

38169 
78494 
9193 

OJ991109_08.0223.C7.ol.tm 

11816 

none 

11816. .12172, 11817. .12173 

38169 
78494 
9193 



S..eq. .JD .OJ991109_Q.8.p223-..C7 
Strand 

End 15840 

Method TBLASTX : Soybean 

End . 11686 

Score 68 



Seq. ID OJ991109_08. 0223.C7 
Strand 

End 15840 

Method TBLASTX : Wheat 

End 11731 

Score 173 



Seq. ID OJ991109_08.0223.C7 
Strand 

End 15840 

Method . TBLASTX: Maize 

End' ; - ir788 ' ■ ' _ / " : 

Score 167 



,Seq.. ID ..OJ991109_08.0223.C7, 
Strand' - 
End 15840 
Method TBLASTX: Maize 
End 12173 
Score 242 



Seq. ID OJ991109_08.0223.C7 
Strand 

End 15840 



37867 



Name 

Start 

GI 

Exons 



OJ991109_08 . 0223 . C7 . ol . tw Method TBLASTX : Wheat 

11846 End 12301 

none Score 292 

11846, .12301, 11847. ,12275, 11882. ,12277 



Seq. No, 

Gene No, 

Start 

Name 

Start 

GI 

Exons- 



38169 
78494 
9193 

OJ991109_08.0223.C7.o5,tw 

12506 

none 



Seq. ID OJ991109_08.0223,C7 

Strand - * 

End 15840 

Method TBLASTX : Wheat 

End 12865 

Score 83 



12506. , 12727, 12507 .. 12728 , 12734. .12865 



Seq. No, 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



38169 
78494 
9193 

0 J991 10 9_08 . 0223 . C7 . o5 . gs 

13532 

none 



Seq. ID OJ991109_08 .0223.C7 
Strand 

End 15840 

Method GENSCAN 

End 15840 

Score . 52 



13532. ,14 377, 14 4 07 .. 14 661, 14 723 ., 14 859, 14885 ,. 15271, 
15456. .15840 



,.Se.q...Na.,,.. ... 3.816,9 

Gene No. 78 4 94 

Start 9193 

Name * OJ991109_08 , 0223 , C7 , o6 . tw 

Start 13712 

GI none 

Exons 13712. .14002 



S.eq.. ,.ID OJ99ir09_0,8 ,02.2A,a7 
Strand 

End • 15840. 
Method TBLASTX : Wheat 
End 14002 
Score -179 



Seq. No. 38170 

Gene No. 78495 

Start 5254 

Name OJ991109_08 . 0223 , 08 , o2 . gs 

Start 5254 

GI none 
Exons 



Seq. ID OJ991109_08.0223.C8 

Strand + 

End 954 9 

Method GENSCAN 

End 7 371 

Score .75 



5254. .5361, 6638. .6901, 6976. .7371 



Seq. No. 
Gene No. 
Start 
Name 

Start: ~ - \ 
Glj. ' ■ 
'Exoris' ■ ■•■ 
'GT Desordp-. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No, 
Gene No. 



38170 
78495 
5254 

9J991109_08.0223.C8.ol.np . 

• 6611 ■ - - : : 

6539588 

6611V. W13,' ^230". . 8265^^ ■ " ' 

■ ('AP000837) ' hypothetica-l-;p'rotein [Oryza satlva] 



Seq. ID OJ991109_08.0223.C8 
Strand + 
End 9549 
Method . AAT/NAP . , . . 
End ' . ■ ' 8265 ; - ' ' : 

Score 202 



38170 
78495 
5254 

OJ991109_08.0223.C8.o3.gs 

8014 

none 



,S,eq. ID . OJ991109_08.0223.C8 

Strand + 

End 9549 

Method GENSCAN 

End 9549 

Score .52 



8014. .8793, 9115. .9295, 9482. ,9549 



38170 
78496 



Seq. ID OJ991109_08,0223.C8 
Strand 



37868 






Start 


885 


End 


3371 






Name 


OJ991109 08 0223 . C8 . ol . as 


Method 


GENSCAN 






Start 


885 ~ 


End 


3371 






GI 


none 


Score 


.85 






Exons 


885. .1082, 1156. .1266, 1506. 


.1670, 2888. .2959, 3369. .3371 




Seq. No. 


38171 


Seq. ID 


OJ991109_08.0223 


.C9 




Gene No. 


78497 


Strand 


— 






Start 


192 


End 


353 






Name 


OJ991109 08,0223.C9.ol.gs 


Method 


GENSCAN 






Start 


192 ~ 


End 


353 






GI 


none 


Score 


.71 






Exons 


192 . . 353 










Seq. No. 


38172 


Seq. ID 


OJ991109_08.0223, 


.CIO 




Gene No. 


78498 


Strand 


+ 






Start 


1 


End 


705 






Name 


OJ991109 08.0223.C10.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


705 






GI 


4416302 


Score 


260 






Exons 


1..397, 605. .705 










GI^Descrip.. 


._XAE105JJ,6X_cpp^ia-type_.no^^^^ pp.lyprptein^. 


IZea .mays.:]^: - 


.,1 ^ 


" f H 


Seq. No. 


3817~2" 


Seq. ID 


> • - - ^ ■ 

OJ991109_08.0223, 


.CIO 




Gene No. 


- 78498 


Strand 


+ 






Start 


± 




705 






Name 


OJ991109 08.02'23.C10.ol.tm 


Method 


TBLASTX: Maize 




fu 


Start 


1 


End 


399 






GI 


none 


Score 


227 




=, 


Exons 


1..135, 2. .232, 14... 148, 220 


..261, 247 


. .399 




ri ; 


Seq. No. 


38172 


Seq. ID 


OJ991109_08.0223, 


.CIO 




Gene No. 


78498 


Strand 


+ 




3 


Start 


1 


End 


705 






Name 


OJ991109 08.0223.C10.ol.tw 


Method 


TBLASTX: Wheat 






Start 


2 


End 


157 






GI 


none 


Score 


172 






Exons 


2. .157, 4. .132, 5. .136 








r "1 

f 


Seq. No. 


38172 


Seq. ID 


OJ991109 08.0223. 


.CIO 




Gene No. 


78498 


Strand 


+ 






Start 


1 . • . 


,End 


705 . 




■: 


Name ^ ' * ' * 


-OJ991109 08". 0223.010.01. ts 


Method ^- 


TBLASTX •Sovbean' 






Start 


13 


End 


399 






' '"GI" 


"'none" '""" - - 


Sco'fe " 


154 ' " -'-^-^ 






Exons • 


■ 1.3. .231, 14 . .232, :271. .399 • 










Seq. No. 


38172 • ■ ■ • 


Seq. ID 


OJ991109_08.0223. 


.CIO 




Gene No. 


78498 


Strand 


+ 






Start 


1 


End " ■ 


705 






Name 


OJ991109 08.0223.C10.ol.gs 


Method 


GENSCAN 






Start 


439 


End 


640 






GI 


none 


Score 


.61 






Exons 


439. .640 










Seq. No. 


38173 


Seq. ID 


OJ991109_08.0223, 


,C11 




Gene No. 


78499 


Strand 


+ 





37869^ 



start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 
Start 
Name 
Start 

,GI„._ 

Exons ... 



End 

Method 
End 
Score 



1698 
AAT/NAP 
16-98 
699 



OJ991109_08.0223.Cll.ol.np 
1 

6630685 
1. . 665, 1480. . 1698 

(AP000969) Similar to copia-type pol polyprotein, (AF105716) 
[Oryza sativa] 



38173 
78500 
12506 

OJ991109_08.0223.Cll.o3.gs 

12506 

none 



Seq. ID OJ991109_08.0223.C11 

Strand + 

End 13207 

Method GENSCAN 

End 13207 

Score .76 



12506. .12640, 12785 12999, 13081.. 13207 



38173 
78501 
31 

OJ991109_08.0223.Cll.ol.gs 
31 

none.. : . .■ ; . , 



Seq. ID OJ991109_08.0223.C11 
Strand 

End 1561 

Method GENSCAN 

End 1561 

Score .71 



31. ..2.02, .630. ,..6.6.1., .71,7.. .9,28.,,.. 1X6 L. ..1365 1518.. .1.5^1, 



Seq, No . 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



38173 
78502 
8889 

OJ991109_08. 0223.Cll.ol.gp 
8889 

10431_1.R1084 
8889. .9060 

• 1256198/dbj I D63711 IRICTNR3 4.0e-82 Rice transposon Tnr3 DNA, 
complete sequence' 



Seq. ID OJ991109_08.0223.C11 

Strand ' - 

End 9060 

Method AAT/GAP 

End 9060 

Score 301 



38173;; 
7 8503 
10315 

OJ991109_08.0223.Cll.o2.gp 

10315 

4716319 

10315. .10640 



Seq. ID OJ991109_08.0223.C11 
Strand 

End 10640 

Method AAT/GAP 

End 10640 

Score 546 



Seq: No. *; 38173 ' : ; / . ; ' ' 

Gene No. 78504 . ' 

"Start " ''•'=■12114 "■ ' " "■ " " " ' ' ' " "■ 
Name - ■ OJ99,1109_08 . 0223 . C11-. ol . tw 

Start ' : 82.' ... * . . " . .' : . 

GI * none 

Exons 82.. 168, 208.. 465 

Seq. No. 38173 

Gene No. 78504 

Start 12114 

Name OJ991109_08 . 0223 . Cll . ol . tm 

Start 211 

GI none 
Exons 



Seq; .ID . OJ991 10:9_08 , G2237eii 
Strand - ' • ' 

'End 20348' ^-^-^^-^ 

Method.- TBLASTXi-Whe^t : ■ 
End . 4 65- ' . : 

Score • .4 7 ■ 



Seq. ID OJ991109_08. 0223. Cll 
Strand 

End 20348 

Method TBLASTX : Mai ze 

End 1680 

Score 388 



211. .660, 219. .665, 1471. .1572, 1472. .1612, 1606. .1680, 



37870 




1608. .1670 



Seq. No. 


38173 


Seq. ID 


OJ991109 08 0223 


. Cll 


(^cinp No 


78504 


Strand 






Start 


12114 


End 


20348 




Na.ine 


OJ991109 08 0223 Cll ol ts 


Met hod 


TRT.ASTX • Sovhean 




Start 


229 ~ 


End 


618 




GI 


none 


Score 


240 




Exons 


229 618. 234 575 








Seq. No. 


38173 


Seq. ID 


OJ991109_08.0223 


.Cll 


Gene No . 


78504 


Strand 






Start 


12114 


End 


20348 




Naine 


OJ991109 08 0223 Cll o2 nn 


Method 


AAT/NAP 




Start 


12114 ~ 


End 


16849 




GI 


2415368 


Score 


34 




Exons 


12114. .12191, 14942. .15171, 


16796. .16849 




VwJ -1_ l—y ^ J i_ _i_ k_> . 


^APDl S ? 7 1 DTOtPS *=!P /t~pvpt"*^p 

\ Xi i- V/ -i- ^ ( w / k- ' J- Vw^ l_ CI O ^ / -L. vl^ V J_ o ^ 


transcriptase [Volvox carteri] 


Seq. No. 


38173 


Seq. ID 


OJ991109_08.0223 


.Cll 




78504 


Strand 






Start 


12114 


_..Encl^.„.„, 


J0318:„_„,: 




Name 


OJ991109 08 0223 Cll o4 as 


. .Method ^ 


..GENSCAN . , 




Start 


14423 ~ 


End 


18283 




GI 


none 


Score 


.62 




P. V o n ^ 


14423 14596 14625 14860 


15041. .15305, 16176. .16370, 






16796 16895 17267 17433 


17880. .18117, 18156. .18283 




Seq. No. 


38173 


Seq. ID 


OJ991109_08.0223 


.Cll 


Gene No. 


78504 


Strand 






Start 


12114 


End 


20348 




Name 


OJ991109 08.0223.Cll.o3.np 


Method 


AAT/NAP 






17997 


End 


20348 




GI 


4151193 


Score 


59 




Exons 


17997. .18117, 20290.. 20348 








Ly* W O -L. ^ ^ . 


(AF04 9905) copalyl diphosphate synthase 1; CPSl [Cucurbita 




maxima] 








Sea No. 


38173 


Seq. ID 


OJ991109_08.0223 


.Cll 


Hphp No 


78504 


Strand 






Start 


12114 


End 


20348 




Name 


OJ591109 08.0223.Cll.o5.gs 


Method 


GENSCAN 




Start " " 


- 19751 ■ - - - " 


End- ■■ 


-20136 - ■ ' ■ • 




\J -L 


.none 


Score 


.89 . ■ 




'EXbhs' 


-19 7'5 f ; i9'8 08 ,-""1 98 50';; 2 0136 








Seq . ■ No . 


38174 


Seq. ID 


dJ991109_08.0223 


.C12. 




78505 


Strand 








977 


End 


10527 




Name 


OJ991109 08.0223.C12.ol.tm 


Method 


TBLASTX: Maize 




Start 


971 


End 


1297 




GI 


none 


Score 


83 




Exons 


971. .1093, 975. .1112, 1181.. 


1297, 1197 


. .1292 




Seq. No. 


38174 


Si^q. ID 


OJ991109_08.0223 


.C12 


Gene No. 


78505 


Strand 






Start 


977 


End 


10527 





37871 



Name 

Start 

GI 

Exons 



OJ991109_08 . 0223 . C12 . ol . gs Method GENSCAN 

977 End 2176 

none Score .89 

977. .1079, 1182. .1281, 2113. .2176 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



38174 Seq. ID OJ991109_08 . 0223 . C12 

78505 Strand 

977 End 10527 
OJ991109__08.0223.C12.ol.np Method AAT/NAP 

978 End- 6918 
6009478 Score 946 

978. .1079, 1182. .1336, 1848. .2007, 5358. .5490, 5568. .5691, 
6005.. 6219, 6318.. 6510, 6628.. 6918 

(AB015675) copalyl diphosphate synthase [Lycopersicon 
esculentum] 



Seq. No. 38174 

Gene No. 78505 

Start 977 

Name OJ991109_08 . 0223 . C12 . ol . tc 

Start 980 

GI none^ ^ 

Exons Z '^\, Z^ \986 r.'rol:r,'T'995r.l\093^/iT8T^ 



OJ991109 08.0223.C12 



Seq. ID 
Strand 
End 

Method 
End 

Score , „ _ 

1324, 11,82... 1298, . 53.82. ".'5.4.95,, 
5591. .5692, 6006. .6215, 6007. .6222, 6105. .6233, 6317. .6502, 
6321.. 6503, 6617.. 6793, 6645.. 6794, 6806.. 6901, 6810. !6899 



10527 

TBLASTX: Cress 

6901 

.66 



Seq. No. 38174 Seq. ID OJ991109_08 . 0223 . C12 

Gene No. 78505 Strand 

Start 977 End 10527 

Name OJ991109_08 . 0223 . C12 . o3 . tm Method TBLASTX : Maize 

Start 1438 End 1781 

GI none Score 126 

Exons 1438.. 1653, 1695.. 1781, 1700.. 1777 

Seq. No. 38174 Seq. ID OJ991109_08 . 0223 . C12 

Gene No. 78505 Strand 

Start 977 End 10527 

Name OJ991109_08 . 0223 . C12 . ol . tw Method TBLASTX : Wheat 

Start 1507 End 1868 

GI none Score 70 

Exons 1507.. 1653, 1638.. 1868, 1716.. 1868 

■Seq.; No.--' 38174' - - _ ■■ v - " Seqv ID'- "OJ991l6?_08;.;0223~ ei2 

Gejie No,. 78505, , " ' ' Strand " - 

^■'Sifar't - --■•"-- ^ •977 - ■ - • - -^r..- -:. End ' ' ""10521 " ■ ' ' 

Name • OJ991 109_08 . 0223 . C12 . o2 . gs ■ Method GENSCAN.' \ ' 

Start 350,1 . ' .End 10527 

GI none Score' '.58 

Exons 3501.. 3824, 4202.. 4281, 5378.. 5490, 5568.. 5691, 6005.. 6171, 

'6318 .. 6501, 6619.-. 6919, 8086. .8197, 8359. .8619, 8670. .8920, 
10423.. 10527 



Seq. No. 38174 Seq. ID OJ991109_08 . 0223 . C12 

Gene No. 78505 Strand 

Start 977 End 10527 

Name OJ991109_08 . 0223 . C12 . o2 . tm Method TBLASTX : Maize 

Start 5366 End 6200 



37872 



GI 

Exons 



none Score 80 

5366. .5494, 5379, .5495, 5379. .5495, 5380.. 5496, 5473. .5511, 
5589.. 5693, 5591.. 5692, 6006.. 6200, 6007.. 6174 





Seq. No. 


38175 




Seq. ID 


OJ991109 08 


. 0223 


. C13 




Gene No . 


78506 




Strand 










Start 


909 




End 


■':i689 








Nsine 


OJ991109 08.0223.C13 


. ol . gs 




G ENS CAN 








Start 


909 




End 


1689 








.GI 


none 




Score 


.65 








Exons 


909. .1015, 1344. .1499, 1554 


. .1689 










Seq. No. 


38175 




Seq. ID 


OJ991109 08 


. 0223 


. C13 






78507 




Strand 










start 


64 




End 


4730 








Name 


OJ991109 08.0223.C13 


. ol . np 


Met hod 


AAT/NAP 








Start 


64 




End 


4730 








GI 


5852181 




Score 


128 








Exons 


64 162* 1336 1640 


4 684.. 


4730 










GI Descrio 

V-J J- i— / W O J- k*/ ■ 


(AL117265) zhbOOll.l 


[Oryza 


q a -H -i va 1 










Cjprr No * 


^ 38175 




Seq. ID 


OJ991109 08 


. 0223 


. C13 




(7pnp No 


...785.07 ... 




Strand 










Start 


64 




End 


4730 








Naine 


OJ991109 08.0223.C13 


. o2 . gs 


Mpi" Vi oH 








f n 


Start 


3584 




End 


3760 








GI 


none 




Score 


.87 








Exons 


3584. .3760 














*^prr No 


38176 








, \J ^ £. ~J 


C14 


~z 


Qpnp No 


78508 




St rand 








f 1 f 


start 


441 




End 


839 








Name 


OJ991109 08.0223.C14 


.ol.gp 


MpI" hoH 


AAT /GAP 






B 


Start 


441 




End 


839 






Tj 


GI 


none 




Score 


749 






s 1 


Exons 


441. .839 














Sea No 


38176 




Seq. ID 


6j991109 08 


0223 


. C14 




Qp-np No 


78509 




Strand 










Start 


999 




End 


1370 










OJ991109 08.0223.C14, 


. o2.gp 




AAT /CAP 








Start 


999- 




End . . . 


1370. . , . .. 








GI - 


" 3763187 -■ 




■ Score"-: 


617 








.Exons 


999.. 1370 














vSeq. No. ■ 


38177 •-; 




Seq. ID 


OJ991109_G.8: 


0223' 


.C15' 




,Gene No. 


78510 . ' ; ' 




Strand 










Start 


1 




■ End 


3692 








Name 


OJ991109 08.0223.C15, 


. ol . np 


Method 


AAT/NAP 








Start 


1 




End 


3692 








GI 


3461840 




Score 


595 







Exons 

GI Descrip. 



1..32, 1695. .3371, 3669. .3692 

(AC005315) putative non-LTR retroelement reverse transcriptase 
[Arabidopsis thaliana] 



Seq. No. 
Gene No. 



38177 
78510 



Seq. ID 
Strand 



OJ991109 08.0223.C15 



37873 



start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

^Seq. .No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No". 
Start 
Name 
Start • ■ : 
GI 

Exons ' 



OJ991109_08.0223.C15.ol.gs 

871 

none 



End 

Method 

End 

Score 



3692 
GENSCAN 
3172 
.41 



871. .984, 1401. .1652, 2523. .2693, 2772. .3172 



38177 
78510 
1 

OJ991109_08. 0223.C15.ol.tw 

1252 

none 

1252.. 1503, 1254.. 1628 

38177 
78510 
1 

OJ991109_08.0223.C15.o2.tm 

1347 

none 

1347. .1415, 1372. .1404, 1446. 

^38177 [[' [' " r - r^'/ 

78510 
1 

OJ991109_08.0223.C15.o2.tw 
1716 
none 



Seq. ID OJ991109_08.0223.C15 
Strand 

End 3692 

Method TBLASTX : Wheat 

End 162'8 

Score 157 



Seq. ID OJ991109_08. 0223. 015 
Strand 

End 3692 

Method TBLASTX : Mai ze 

End 1815 

Score 43 
.1814, 1453. .1815 



-S,eq... IP.,. OJ991109.^08 .0223.0X5, 
Strand . - 
End 3692 
Method TBLASTX : Wheat 
End 2268 
Score 91 

1716. .1814, 1860. .1892, 1893. .2267, 1894. .2268 

OJ991109 08. 0223. 015 



38177 
78510 
1 

OJ991109_08. 0223. 015. o3.tm 
1848 
none 

1848.. 2045, 1917.. 2021 

38177 
78510 
1 

OJ991109_08. 0223. 015. ol.ts. 

1890 . - ■ ■ ■ V - - - 

none ; 

'18 90 .■■.2075, 2064.': 22 917 2361-7\24l7 



Seq, ID 
Strand 
End 

Method 
End 
Score 



Seq. ID 
Strand 
End 

Method 
End; - . ' 
Score 



3692 

TBLASTX: Maize 

2045 

59 



OJ991109_08. 0223. 015 
3692 

TBLASTX : Soybean . . 
24 r7- ' ' - - 
54 



Seq. No. 38177 Seq. ID 

Gene No. 78510 Strand 

Start 1 End 

Name OJ991109_08 . 0223 . 015 . ol . tm Method 

Start 2049 End 

GI none Score 
Exons 



OJ991109_08. 0223. 015 
3692 

TBLASTX: Maize 

2984 

73 



2049. .2783, 2182. .2295, 2332. .2499, 2524. .2631, 2767. .2961, 
2835. .2984 



Seq. No. 
Gene No. 



38177 
78510 



Seq. ID 
Strand 



OJ991109 08.0223.015 



37874 






1 

X 












uo . uzz J • k^x o . oo 


. L.W 


rJc Liioa 


TRT a QTY - Whoa -1- 






9 ~ 
^1 J J o 






9 4 
^ DO 4 






none 




o v_-^JX tr 


114 

X X *i 




Exons 


9'^RP 94QR 9^4*^ 




9 f^R 4 






Seq. No. 


38177 




. Seq. ID 


OJ991109_08.0223 


.015 


Gene No. 


78510 




Strand 








1 

X 




LjIIKJ. 






isia mo 


n.TQQIIHQ nft 099"^ PIR r»4 
^JU^^XXu^ UO . UZZ O . L-X O . 04 




Mo"t- H 


TRT a^TY • Who;:* l- 




O LdL L 


Z D / 






9 

^ ^ o o 






none 






1 70 
X / u 






9*^Q7 9Q^fi 971 9Qin 


9ft ^^7 


9Q1 4 






Seq. No. 


38177 




Seq. ID 


OJ991109_08.0223 


.015 


Gene No. 


78510 




Strand 






O L. d 1. 


1 

X 






J \j -? ^ 




Nsine 
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Gene No. 
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Strand 
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X u 0 0 
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. gs 
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X u 0 0 




PT 
oX 


none 




Score 
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Exons 












Seq. No. 


38178 




Seq. ID 


OJ991109_08.0223 


.016 


Gene No. 


78512 




Strand 


+ 




O UdX U 
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1 <!. X 
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O.TQQI 1 flQ OR 099*^ PI n9 


. gs 
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O LdX L 
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oX 


none 




Score 


RR 




Exons 


^470 ?fi71 4im 491Q 










Seq. No. 


38178 




Seq. ID 


OJ991109_08.0223 


016 


Gene No. 


78513 




Strand 






q-l- 3 r--|- 
Ol_d.X U 


8799 




End 


1 1 9 sn 

X X Z. J u 




N3me 


OJ991109 Q8-. 0223. 016. o4 




Method 






O LdX L 


87 99 "- 'vV/ .; v . . ^ 




End ' • 








none 




Score 


4 Q ■ 




Exoris 


■ 8799: .8980, 104r4, .10508, 10952. .11250 






o e q . iM o . 


38178 . ' 




■ Seq'. lb' 


n T QQll inQ OR 099*^ 


Pi 


Gene No. 


78514 




Strand 






Start 


671 




End 


2691 




Name 


OJ991109 08. 0223. 016. ol 


.np 


Method 


a a T /Map 




o Lam 


671 




End 


Z D y X 




GI 


6721512 




Score 


102 




Exons 


671. .872, 900. .1013, 2644. .2691 






GI Descrip. 


{AP001072) hypothetical 


protein • [Oryza 


sativa] 




Seq. No. 


38178 




Seq. ID 


OJ991109_08.0223, 


016 


Gene No. 


78515 




Strand 







■ 37875 





R1 77 






End 


O X 1 ^ 






r\ TQQ1 


109_08.0223.C16 


. o3 . gs 


Method 


r* T? M C P Zi M 






m 77 






End 


QIAO 
O X fi Z 






none 






Score 


7 7 






T 77 


.5354, 7574. .7736, 7830. .8142 






o e . LN O . 


J o 1 / o 






Seq. ID 


OJ991109_08.0223 


. CI D 




/ O O X D 






Strand 






Start 


11674 






End 


16750 




Name 


OJ991 


109_08.0223.C16 


. o5 . gs 


Method 


GENSCAN 




C-f- -a y-f 

O Ldi. L 


1 1 fi74 






End 


15696 






none 






Score 


. 65 




Hi AUIlo 


T 1 7 4 
X X D / 4 


..11678, 11845. 


.11942, 


1224 6. .124 35, 12577 .. 12 687, 






X i. O D O 


..13017, 13246. 


.13744, 


13778. . 14094, 14 37 9. . 14 682, 






X 4 / U T 


..15102, 15286. 


.15696 








Con Mri 


38178 






Seq. ID 


OJ991109_08.0223 


PI 
. X D 




78516 






Strand 






start 


11674 






End 


16750 




Name 


OJ991 


109_08.0223.C16 


o2 .np 


Method 


AAT/NAP 




O LciL t 


11726 






End 


16750 




-k.-L_. , 


. 6.623973 _ _ 






_2527_ 




TP V T*^ C? • 


. l.,172.6 


., 15 6,3 2,,,.. 4.6726,.,. 


.167.S„0„. 








ol uescnp. 


(AC007505) Highly similar to Tal-3 polyprotein [Arabidopsis 




thaliana] 










Seq. No. 


38178 






Seq. ID 


OJ991109_08..0223 


PI 
. L-X D 


Gene No. 


78516 






Strand 








11674 






End 


16750 




Name 


OJ991109 08.0223.C16 


ol . tm 


Method 


TBLASTX: Maize 




oT,ar u 


11735 






End 


12158 






none 






Score 


311 




Exons 


11735 


..12157, 11739. 


12158 








Seq. No. 


38178 






Seq. ID 


OJ991109_08.0223 


.C16 


Gene No. 


78516 






Strand 








11674 






End 


16750 




Name 


OJ991109 08.0223.C16. 


o2. tc 


Method 


..TBLASTX: Cress 




oL a J- L 


11735 






End 


12337 






none 






Score 


65 




Exons 


11735 


..11947, 11963.. 


12100, 


12110. .122 


14, 12209.. 12337 




Seq^ Np. ' . 


'38178 






Seq. ID 


";OJ991'1D9_08-.0223 


•'Ci6 


Gene No. 


,78516 






Strand 






O L aiTL 


11.674 






End 


16750 ' 




Name 


OJ991109' 08,0223..C16. 


0.3 . ts* 


Method. 


TBLASTX: Soybean 




o Tiari. 


11738 






' End 


12136 






none 






Score ■ 


52 




X*\ C 

tiXons 


11738 


..11851, 11748.. 


11843, 


118 61. . 12136, 118 64 . . 12133 




Oorr No 

O . LN , 


38178 






Seq. ID 


OJ991109_08 .0223 


.C16 


Gene No. 


78516 






Strand 






Start 


11674 






End 


16750 




Name 


OJ991109 08.0223.C16. 


o4 . tw 


Method 


TBLASTX: Wheat 




Start 


11762 






End 


12215 




GI 


none 






Score 


62 




Exons 


11762 


..11962, 11763.. 


11951, 


11978. . 12184, 11981. .12184, 





37876 



11994 . .12215 



Seq. No. 38178 

Gene No. 78516 

Start 11674 

Name OJ991109_08 . 0223 . C16 . o2 . tm 

Start 12221 

GI none 

Exons 12221. ,12526, 12223 12537 , 
12503, ,12658, 12570. .12659 



Seq, ID OJ991109_08,0223.C16 
Strand 

End 16750 

Method TBLASTX : Mai ze 

End 12659 

Score 200 
12231. .12524, 12239. .12538, 



Seq. No. 38178 

Gene No. 78516 

Start 11674 

Name OJ991109_08 . 0223 . C16 . ol . tw 

Start 12311 

GI none 

Exons 12311, . 12766, 12555 .. 127 67 , 



Seq. ID OJ991109_08.0223.C16 
Strand 

End 16750 

Method TBLASTX : Wheat 

End 13090 

Score 67 
127 61. .13090, 12777. .13088 



Seq. ID OJ991109_08.0223.C16 
Strand 

End . 16750 



Seq. No. 38178 
Gene No. 78516 

, Start___ ,..,,1167 4.___,, _ „ _ 

.Name _.Oji 91 i.oi_o'a,.0 223 . 016 ....Method TBLASTX.: Ma iz.e . ... 

Start - 12665 
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Exons 12665. .13093, 12798.. 13094 



End 
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13094 
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Gene No, 

Start 
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Start 

GI 

Exons 
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Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
S.taft . 
Name 
Start 
GI 

Exons 



38178 
78516 
11674 

OJ991109_08.0223.C16.ol.ts 
12679 
none 

12679. .12945, 12692 .. 13069, 12721 .. 12945, 12777. .13067 



Seq. ID OJ991109_08. 0223. 016 
Strand 

16750 

TBLASTX: Soybean 
13069 
119 



End 

Method 

End 

Score 



38178 
78516 
11674 

OJ991109_08, 0223. 016. o3.tc 

12887 

none 

12887 ...13093, 12921. . 13088 
38178 ■" 

"78516 " '■' ■ ' '•' 

11674 . . ■ . . 

OJ99il09_08. 0223. 016. o3.tw 

13091 

none 

13091. .13360, 13092. . 13361' 



Seq. ID OJ991109_08 .0223.016 
Strand 

End 16750 

Method TBLASTX : Oress 

End 13093 
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Seq. ID OJ99110_9_08. 0223. 016 
"Strand' ' v. -v. 

End 16750 --- - .- 

Method TBLASTX: Wheat 
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Score 205 



Seq. No. 38178 

Gene No. 78516 ;;„.. 

Start 11674. 

Name OJ991109_08 . 0223 . 016 . ol . tc 

Start 13451 
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Seq. ID OJ991109_08, 0223.016 
Strand 
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Method TBLASTX : Oress 
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Score 171 
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X-J-iJ/^. .X<a7/XXf X<JU7 / . . 


14026, 


13698 140 
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O C • LN . 


^ft T 7R 
J O X / o 




Seq. ID 


OJ991109 


08 0993 


n 6 


Gene No. 


78516 




Strand 








Start 


11674 




End 


16750 






Name 




o2 . tw 


Method 


TBLASTX: 


Wheat 




O L. a. JL U 


± o *j y ^ 




End 


14260 






GI 


none 




Score 


34 






P V on Q 


X^'>J^%J. .XJU^^f X<^/X\J. . 


13775, 


13717. .13776, 13808 


1 4038 






1 ^fiDft 14137 1 3ft fi4 

XJOVO..X^X<.J/f X<^(J(JM.. 


14138, 


14105. . 14260, 14149 
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Seq. No. 


38178 




Seq. ID 


OJ991109 


_08.0223. 


C16 


Gene No. 


78516 




Strand 
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End_ . 


^.16750,,,^ 






.N.sijrie. , 


n.TQQIIOQ Oft 0993 PI 


o 4 "hm 
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TBLASTX,: 


L i d X .^--V^ . - — ic^. 
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X o u o / 
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14041 
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Oft 0993 
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Gene No. 


78516 




Strand 
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11674 
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TBLASTX: 
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O L dx. u 


1 S04 
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n on o 
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q^^rr No 
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J O X / ^ 
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OJ991109 
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n ft 

X o 


Gene No. 


78517 




Strand 








Start 
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End 
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KI a mo 

LN dlLlO 


OJ991109 08.0223.C18. 


ol . np 


Method 


AAT/NAP 






o i_ d X u 


459 




End 


729 






o,x 


. 6742729 . 
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310 






P V o n Q ~ ' ~ ' * " 
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<JX LJC^OV^XXL/'* 


. • {'AF12il39) RIM2 protein" [Oryza sativa.] 








Seq. No. " 


■ "3'.817.9 . . * . : 




- Seq.;' ID ^ 


OJ99ir09 


_08.0223; 


.C18 


Gene No . ' 


' 78518 • " ' 




Strand' 








O LdX U 


634 




End 


721 
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OJ991109 08.0223.018. 


ol . tw 


Method 


TBLASTX:^ 
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GI 


none 




Score 
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461. .721, 470..721 
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Seq. ID 
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_08.0223. 
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Gene No. 


"78518 




Strand 








Start 
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End 
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Name 


OJ991109 08.0223.C18. 


ol . gs 


Method 


GENSCAN 
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GI 
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End 661 
Score .94 
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GI 

Exons 
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GI Descrip. 
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Start 
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Start 

GI 

Exons 
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Start 
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Start 

GI 

Exons 

GI Descrip. 



Seq. No, 

Gene No. 

Start 

Name 

Start" 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



38180 
78519 
94 

OJ99l209_08 . 0222 . C2 , ol . gs 
94 

none 

94. .129, 226. .365 

38181 
78520 
875 

OJ991209_08. 0222.C3.ol.gp 
875 

9263_1.R1084 

875. .943, 1390. .1527, 1629. 
' 5817065/emb|CAB53665. 1 | 6. 
[Homo sapiens] ' 

38 1 siTrczz™!" zr \Z7'"'Z7Z 

78520 

875 . , 

OJ991209_08.0222.C3.ol.gs 

910 

none 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991209_08.0222.C2 
365 

GENSCAN 

365 

.78 



Seq. ID OJ991209_08.0222.C3 

Strand + 

End 2865 

Method 7VAT/GAP 

End 1668 

Score 383 
.1668 

Oe-11 (AL110160) hypothetical protein 



.,Seq.. ID .0.J9 91 2.03^0.8 ..022Z.,CX:-. . 



Strand 
End 

Method 

End 

Score 



2865 
GENSCAN 
2865 
.59 



910. .943, 1390. .1527, 1629. .1716, 2779. .2865 



38181 Seq. ID 

78520 Strand 

875 End 

OJ991209_08 . 0222 . C3 . o2 , gp Method 

1345 End 

9263_1.R1084 Score 
1345.. 1527, 1629.. 1717 

'5817065/emb|CAB53665.1| 6. Oe-11 
[Homo sapiens] * 



OJ991209_08.0222.C3 
+ 

2865 
AAT/GAP 
1717 
381 



(AL110160) hypothetical protein 



38181 Seq. ID 

78521 ; ' . .. : Strand 

974-3 - ■ - • ' ■ ; End " " 

OJ991209_08,0222.C3.o3.qs _ ' Method 

^9743 • ■ • ■ ■ ■■^-'--■^nd ' 

"none ' " Score 

9743.'. 9919, 10008.: 10088 



OJ991209_08.0222.C3 

+ . ... 
"'i008*8 - ' ■ 
GENSCAN 
10088 ' 
.7 .' 



38181 
78522 
10766 

OJ991209_08. 0222 .C3.04 .gs 
10766 
none 

10766. .10829, 10917 .. 11029, 11205 .. 114 05 , 11738 .. 12031 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991209_ 
+ 

12031 
GENSCAN 
12031 
.52 



08. 0222. C3 



Seq. No. 



38181 



Seq. ID OJ991209 08. 0222. C3 



37879 



Gene No. 78522 Strand 

Start 10766 End 

Name OJ991209_08 . 0222 . C3 . o3 . np Method 

Start 11038 End 

GI 6069646 Score 

Exons 11038.. 12031 

GI Descrip. ■ (AP000616) similar to putative reverse 
[Oryza sativa] gi I 6907112 | dbj | BAA90639 
Arabidopsis thaliana chromosome II BAG 
putative non-LTR retroelement reverse 
[Oryza sativa] 



+ 

12031 
AAT/NAP 
12031 
427 

transcriptase 
II (AP001129) 
F9013 genomic 
transcriptase . 



(AC005315) 
Similar to 
sequence, 
(AC006248) 



Sea No 
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08 . 0222 


C3 




78523 




strand 








Start 
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End 
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Mp-H h nd 


GENSCAN 






Start 
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End 
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GI 
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Strand 
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End 


18807 






GI 
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Strand 
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Start 


16134 




End 
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OJ991209 08. 0222. C3 
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Method 


GENSCAN 






Start 
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End 
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GI 


none 




Score 
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18552. . 18825, 19896 
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Seq. No. 


38181 




Seq. ID 


OJ991209_ 


08.0222 


C3 


Gene No. 


78525 




Strand 


+ 






Start 


21647 




End 


25755 






Name 


OJ991209 08. 0222. C3 


. o4 . np 


Method 


AAT/NAP 






Start 


21647 




End 


25752 






GI; 


- 6815053 




, Score 


.7 65 






Exons " * 


■ 21647'. ,2-1793V~ 25290 


. : 254 65, 
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GI Descrip. 


{AP001080)' hypothetical protein [Oryza 


sativa] 






Seq. No. , 


38181 




Seq. ID* 


OJ9912"09_ 
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C3 


Gene No. 


78525 '* 




" Strand. ' 


■+ 






Start 


21647 




End 


25755 






Name 


OJ991209 08. 0222. C3 


. o9 . gs 


■ Method 


GENSCAN 






Start 


24041 




End 


25755 






GI 


none 




Score 


.84 






Exons 


24041. .24259, 24268 


. .24451, 


24482. .24624, 25290. 


.25399, 





25416. .25755 



Seq. No. 38181 Seq. ID OJ991209_08 . 0222 . C3 

Gene No. 78526 Strand 

Start 2653 End 9308 

37880 



Nsm© 


OJQ91?n9 08 0222 C3 ol no 


Method AAT/NAP 




Start 


2653 ~ 


End 9308 




GI 


6630556 


Score 1610 




Exons 


2653.. 2809, 3255.. 3398, 3580 


. .3772, 3864. .3920, 


4226. .4332, 




47Sfl 4829 4931 5049 5535 


5679 5840 5892. 


5992 6037. 




fil fi27fi 6^9"^ fi7fil 7068 


7221 7305 7426 
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flSQO ftfi44 9116 9308 








^Ar0117n8\ nnf^i-|--ivp ;ilnh;i-T.- 
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nx d 1^ X K^v.^^ o X o 
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O C M • IN ^ ■ 


?8 1 ft 1 

O O X O X 


9pri TD OJ991209 


08 0222 C3 


Gene No. 


78526 


Strand 




Start 


2653 


End 9308 




Name 


OJ991209 08 0222 C3 o2 as 


Method GENSCAN 




Start 


3201 ~ 


End 6757 






none 


^crsy ^ 67 




F.xnn 


3201 3398 3580 3772, 3810 


3920. 4226 4387, 


4944 5049, 




5S3S 5679 6749 6757 






o t; • viw t 


^8 1 ftl 

>J O X O X 


9pn TD OJ991 209 


08 0222 C3 


rzpnp No 


78527 


Strand 




„St a r^;;^v, 


.1^ .4 52 ^ . . _ . .... 


.End ____ 1 4 7 15_-„^ 





.Name. , ... .. 


;OJ9ai26.9 58..Q222.C3..o3..gp. 


....Methods :AAT/'gaE... 




Start 


14452 


End 14719 




O J. 


LIB3434-035-P1-K1-A7 


Score 460 






14452. .14719 








*5441876/dbj IAP000367.1IAP000367 l.Oe-114 Oryza 


O CL L. J- V Cl y~j w 1 1 ^11 IX 




DNA, chromosome 2, clone : P0437H03 (contig b) * 




Seq. No. 


38181 


Seq. ID OJ991209_ 


08. 0222. C3 


Gene No. 


78528 


Strand 




Start 


15503 


End 17016 




Name 


OJ991209 08 .0222 .C3.o6.gs 


Method GENSCAN 






15503 


End 17016 






none 


Score .79 






15503. .15655, 16152. .1634 9, 


16930. .17016 




Seq. No. 


38181 


Seq.- ID OJ991209_ 


08. 0222. C3 


Gene No. 


78529 


Strand 




Start 


19299 


End 19706 




Name 


OJ991209 08.0222.C3.o5.gp 


Method AAT/GAP 




O L. CI J. - _ 


19299 ..... 


End • .19706. 




■ " 


■ none ' " " 


' Score- • 751" " J,; ■ 




von Q 


19299. .19706 ' 






Seq. No. 


- 38181 - * / 


Seq. ID OJ991209_ 


08, 0222. C3 


Gene No. 


78530. 


' Strand . 




O d X U 


21051 


End 23001 




Name 


OJ991209 08 .0222 .C3.o3.tc 


Method TBLASTX : Cress 


O L-dX U 


1623 


End 1858 




PT 
ox 


none 


Score 80 




Exons 


1623. .1718, 1624. .1719, 1626 


..1718, 1793. .1858, 


1795. . 1842 


Seq. No. 


38181 


Seq. ID OJ991209_ 


08. 0222. C3 


Gene No. 


78530 


Strand 




Start 


21051 


End 23001 




Name 


OJ991209 08.0222.C3.o5.tm 


Method TBLASTX: Maize 



37881 





ttaJ L.CLi- l- 


1 f^^Q 








End 


1857 






J. 


none 








Score 


134 






P von ^ 




1^41 

X D 4 X 


1 71 S 
. . X / X J , 


164 9 

X D4 Z . 


.1716, 


1787, ,1855, 


1 7 Qft 1 R S 7 
X ( yO * ,XoO/, 






1 7QPI 1 R SI 
















O C ^ • L\KJ , 


^fl 1 ft 1 
O O X o ± 








Seq, ID OJ991209 


OR 0999 P*^ 
Uo , UZ ZZ . v^O 




flp^-n^ Mo 


/ O J o u 








O C X dllC 








C-f- =1 

O L. d i. L. 


^ ± u o ± 








End 


23001 










09 99 


o1 

. k^o . ox . 


Uiu 


Method 


TBLASTX: 


i>^ax ze 






9717 ~ 








End 


9263 






yj ± 


none 








Score 


128 






P von Q 


9717 9ft19 


^9 SS 


"^4 04 

. . O 4 U 4 , 


^9 S6 


.3396, 


3577. .3774, 


OO/O. .J / / D f 






O O J J? . *O^ZZ/ 


^ft 49 

O O 4 ^ 


^Q99 
. * z>y C.4L f 


^ft7 1 

J O / X . 


.3924, 


4226. .4300, 


4ZZy. .4ZOo, 






4233. .4301, 


4309 


. .4335, 


4746. 


.4835, 


4747. ,4839, 


4904 . .5065, 






4929. .5051, 


5524 


. .5661, 


5531, 


.5683, 


5532. .5723, 


5532. ,5681, 






5838 5912 


5840 


5899, 


5990 . 


. 6040, 


6.006, . 6038, 


6118. .6276, 






6134 6277 


6678 


67 64 

. .0/0*3/ 


66Q1 

O O ^ J. . 


.6762, 


7051, .7164, 


7062. .7142, 






7069 7909 


70 fi7 


7910 


706Q 

/ \J\jy m 


.7203, 


7307, ,7426, 


7308. .7427, 






7R1 1 ftOnft 


7ft 1 9 

/ O X ^ 


ftOOQ 


ft Sfi4 

0 v) D4 . 


.8644, 


8584, ,8646, 


8588. .8647, 






Q1 1 1 Q96^ 


Q1 1 6 

-7 X X O 


Q1 Q6 

• . ^ X ^7 O 














1 ft 1 








,.5eg._I 


D_ ^ 0.0:95 12 ,0,9^ 0 8 .,,0.22 2^ C3^, 




rZdn o Mo 




"■• 






„ Strands,...' 




11 


O L d I_ L. 


9 1 0 SI 
^ X u o ± 








End 


23001 






IN dlLLC 


n.TQQi 9nQ Dft 


0999 


o1 


L o 


Method 


TBLASTX: 


Soybean 




o LdX U 


979 ^ ~ 








End 


8008 






none 








Score 


107 






Exons 


2723. .2812, 


3255 


. .3320, 


3342. 


.3404, 


3598. ,3771, 


o^roo OTTO 
ODOO . ,3778, 






3683. .3775, 


3842 


. .3922, 


3849, 


.3923, 


4226. .4297, 


474 6. ,4 8 35, 






474 7 4ft 


4 Q9 ft 


so so 


4 Q9Q 


.5051, 


4929. .5051, 


4931, ,5074, 






SS94 Sfi*^1 


J O O 4 


Sf^ft 0 
. . Do U , 


Sft40 
O o 4 U . 


.5899, 


5990. .6040, 


6009, ,6041, 






fil 1 ft fi97 


61 1 Q 

D X X ^ 


. . DZ / / , 


^1 '^1 
o X O X . 


.6283, 


6132. . 6284, 


6678, .6764, 


i 




70^0 79nQ 


7069 


791 1 


7 1 

/ O X D . 


.7426, 


7811. .7858, 


7812, .7859, 






7859 8008 


7863 

/ O U J 


8006 

1 . o o o o 












Seq. No. 


38181 








Seq. ID OJ991209 


_08.0222.C3 




Gene No. 


78530 








Strand 








o i_ d. i. L 


91 0S1 








End 


23001 




^3 


Nsme 


n.TQQi 90Q Oft 


0999 


r3 oi 


■I-U7 

U W 


Method 


TBLASTX: 


Wheat 




O Ldi L 


^S7^ ~~ 








End 


3934 








n on o 








Score 


89 






von <5 


3S73 3749 


^S77 


^774 


"^Sft 1 
O *J O X . 


r3775. 


3842. .3934, 


38 63. .3.^28. 




Q ia /-T Mo 

o e q . LN u . 


"^ft 1 ft 1 
O O X O X 








Seq. ID OJ991209 


_08.0222.C3 


- - 


' Gene" No. 


- 78530 " 








'Strand 








■ ' Start - ; 


21051. 








End _ 


- ' . 23001 ■ 






Naiue 


n.TQQI 90 Q Oft 


0*99 9 

U ^ ^1 . 


r3 oT 


■ho 


Method 


TBLASTX: 


Cress'. 




Q-h a -r-l- 
O L din_ 


4'7 dfi ~ ' 








End 


5687 








none 








Score 


111 






Exons 


474f^ 4ft^S 


4 Q04 


so f^S 

. JUDO, 


4 Q^ 7 
4 ^'4 / , 


.5054, 


5521. ,5661, 


5535. .5687, 






Q SfiftO 
















Seq. No. 


38181 








Seq. ID OJ991209 


_08.0222.C3 




Gene No. 


78530 








Strand 








Start 


21051 








End 


23001 






Name 


OJ991209 08. 


0222. 


C3.03. 


tw 


Method 


TBLASTX: 


Wheat 




Start 


4928 








End 


5810 





37882 




GI none Score 144 

Exons 4928. .5065, 4929. .5051, 4931. .5074, 5524. .5661, 5531. .5683, 

5532. .5681, 5790. .5810 





Sea. No 


38181 




Seq. ID 


OJ991209_08.0222 


.C3 






78530 




Strand 








Start 


21051 




End 


23001 






Name 


OJ991209 08. 0222. C3 


o2.tc 


Method 


TBLASTX: Cress 






Start 


7862 




End 


9184 






GI 


none 




Score 


141 






Exons 


7862.. 8008, 7863.. 8009, 8591 


. .8644, 9116. .9184 






Seq. No. 


38181 




Seq. ID 


OJ991209__08.0222 


.C3 




Gene No . 


78530 




Strand 








Start 


21051 




End 


23001 






Name 


OJ991209 08. 0222. C3 


o4 . tw 


Method 


TBLASTX: Wheat 






Start 


10744 




End 


11065 






GI 


none 




Score 


140 






Exons 


10744. .10920, 10754 


.10921, 


10910. .11065, 10972.. 11061 






Sea No 


38181 




Seq. ID 


OJ991209_08.0222 


. C3 






„ 78530 _ , 


r^^.',— T-;...iJr^— 


„:,.Strand,;_ 








Start, 


_ ilQ5L. , ; ■ 




End.,. 


..23QQ.1 






Name 


OJ991209 08. 0222. C3 


o3.tm 


Method 


■ TBLASTX: Maize 






Start 


10754 




End 


11140 




i ~^ 


GI 


none 




Score 


287 




fp 


F.xnn s 


10754. .11140, 10756. 


.11115 








ft 3 

C3 


C . LN . 


38181 




Seq. ID 


OJ991209_08.0222 








78530 




Strand 






s ; ; 


start 


21051 




End 


23001 




i , J 


Name 


OJ991209 08. 0222. 03. 


o2.tw 


Method 


TBLASTX: Wheat 






Start 


11229 




End 


11605 






GI 


none 




Score 


105 




1 3 


Exons 


11229. .11366, 11444, 


.11605 










Sea. No 


38181 




Seq. ID 


OJ991209_08.0222 


.C3 




(^pnp Nd 


78530 




Strand 








start 


21051 




End 


23001 






Name 


OJ991209 08. 0222. C3. 


o2,tm 


Method 


TBLASTX :Maize 






Start 


11450 




End 


12013 






.GI - ■ 


none 




■ Score 


266 






Exons ' * ' 


;■ 11450;-. 11758,- 11500. 


^,11658.; 


11786. rl2G13^" : 


- 




O " M . IN . 


' '-3818r " • "/ 




■■'Seq. ID" 


OJ99r2'0"9_08V0'222' 


■ ^ 






78530 . 




Strand 








D L. d -L L 


21051 . ■ 




End 


23001. ' ^ 






Name 


OJ991209 08. 0222. C3. 


o5 . tw 


Method 


TBLASTX: Wheat 






Start 


11612 




End 


12016 






GI 


none 




Score 


104 






Exons 


11612. .11758, 11765. 


. 12016 










Seq. No. 


38181 




Seq. ID 


OJ991209_08.0222 


.C3 




Gene No. 


78530 




Strand 








Start 


21051 




' End 


23001 






Name 


OJ991209 08. 0222. C3. 


o4 . tm 


Method 


TBLASTX: Maize 






Start 


18531 




End 


18832 





37883 




\j ±. 


none 




Score 


255 






1 ft ^"^1 1 ftft?n 1 ftR'^1 


1 ft S7 S 


18576. .18623, 18627 .. 18830, 






1 ft fiPQ 1 ftR^9 1 ft fiSfi 


1 ftft ^9 
• X 0 0 ^ ^ 








Seq. No. 


38181 




Seq. ID 


OJ991209_08.0222. 


C3 


Gene No. 


78530 




Strand 






Start 


^ ± VJ .J X 




End 


23001 




Name 


O.TQQ1 9nQ Oft 0999 T'^ 


n9 1- Q 


Method 


TBLASTX: Soybean 






T ft Q ~ 




End 


19310 






n nn o 




Score 


190 






1 ft S4 Q 1 ftR97 1 ft f^Sfi 


1 ftft 9fi 
. X 0 0 ^ 0 , 


19200. .19310, 19219.. 19299 




Seq. No. 


38181 




Seq. ID 


OJ991209_08.0222. 


C3 


Gene No. 


78530 




Strand 








^ X U J J. 




End 


23001 






n.TQQI 9nQ Oft 0999 


Oo * gs 


Method 


GENSCAN 




O Cli. L 


9 1 n SI ~ 




End 


23001 






Ti n n o 




Score 


.69 






9inm 91141 91 909 


9197*^ 


21888. .21940, 22933.. 23001 




*^f=>rr Kin 


^ft 1 ft 1 

O O X O X 




' Seq. ID 


OJ991209_08.0222. 




flono Kin 


„.7 8530___„^__ 




. r and..,,.;. 






Start' S 17 


'2105.1... , 






7.23 o.ori 7:3". riTZ 




Name 


OJ991269 08.0222:C3. 


06 . gp 


Method" 


AAT/GAP 




Start 


22278 




End 


22450 






LIB34 33-026-P1-K1-C1 




Score 


254 




III A(Jlio 


22278. .22450 












' 5852170/emb|AL117265. 1 IOST17804 1. Oe- 


44 Oryza sativa 






indica (GLA4 ) genomic 


DNA, chromosome 4 


, BAG clone: tl7804 ' 


Cf^rr Kin 


38182 




Seq. ID 


OJ991209_08.0222. 


C4 


f^oTn Kin 


78531 




Strand 


+ 




Start 


18821 




End 


24290 




Name 


OJ991209 08.0222.04. 


06 . gp 


Method 


AAT/GAP 






18738 




End 


20531 




GI 


LIB3433-034-P1-K1-B9 




Score 


607. 




Exon s 


18738. .18868, 20332. 


.20531 








\j 1. UtJoL-i-X^. 


'5107157/gb|AAD39991 


. 1 |AF150084_1 2.0e 


-20 (AF150084) small 




finger-like protein 


[Malus domestica] ' 






Q Q M n 
O c q . L\ CJ . 


38182 




Seq. ID 


OJ991209_08.0222. 


04 


Gene No. . 


78531 ... 




. Strand 


+ 




Start • ■ 


18821^ - ' ■ ' 




• End' ■ ' -■■ 


24290 ; • ■ / ;- " 




Name 


OJ991209 08. 0222. C4. 


o2 . gs 


Method. 


GENSCAN 






18821 ■ - 




-■End" ' 


24290' ' ■ ' 






. none ... 




Score ' 


■ .72 ■ ■ - 




Exons 


. 18821. .18868, 20332*. 


.20502", 


21112 . .21178, 21884 . .22104., 






22106. .23873, 24283. 


.24290 - 








Q o rr W n 
O C q . LN u . 


38182 




Seq. ID 


OJ991209 08.0222. 


C4 


Gene No . 


78531 




Strand 


+ 




Start 


18821 




End 


24290 




Name 


OJ991209 08. 0222. C4. 


08 . np 


Method 


AAT/NAP 




Start 


20276 




End 


20496 




GI 


5107157 




Score 


189 




Exons 


20276. .20496 










GI Descrip. 


(AF150084) small zinc finger 


-like protein [Malus domestica 



37884 




Seq. No. 


38182 


Seq. ID 


OJ991209_08. 


0222. 


C4 


Gene No. 


78531 


Strand 


+ 






Start 


18821 


End 


24290 






Nsnie 


OiTQQIPflQ 08 0999 CA nQ nn 


Method 


AAT/NAP 






Start 


POfiftfi ~ 
^ o o u 


End 


23884 






GI 


S903099 

>J J \J ^ \J Z/ ^ 


Score 


1215 






P vnn <^ 


PDRRfi 90944 9^^A9 ??fi84 










VJJ J. O %v .1- ■ 




[Arabidopsis thaliana] 






Spo No 


38182 


Seq. ID 


OJ991209_08. 


0222 . 


C4 


Gene No . 


78532 


Strand 








Start 


695 


End 


17230 






Name 


OJ991209 08.0222.C4 .ol.np 


Method 


AAT/NAP 






Start 


649 


End 


4211 






GI 


6630556 


Score 


702 






F* von Q 


649. .793, 1116. .1259, 1475. 


.1667, 1760 


..1816, 2111. 


.2214 


f 




3207. .3278, 3414. .3518, 3984. .4211 








\J X. \^ O J* ^ k-* « 


(AC011708) putative alpha-L 


-arabinof uranosidase [Arabidopsis 




thaliana] 












,^8182^:^:.;.. _^ .; ^ _^,„ 


-._^.Seq,_,ID_, 


,PJ991209J)8.^ 


022:2^ 




Gene.. No,.,,.... ^. 


. .7.8532..,: ... .j^: - 


■'J...:3tx.and._.,„ 








Start 


695 


End 


'172'30 "'"'^^"^ 






Name 


OJ991209 08.0222.C4.ol.gs 


* Method 


GENSCAN 






Start 


695 


End 


17230 






GI 


none 


Score 


.79 






Exons 


695. .793, 1116. .1259, 1475. 


.1667, 1760 


..1816, 2111. 


.2214 





3207. .3278, 3414. .3532, 3998. .4148, 4588. .4733, 4809. .4878, 
5255. .5425, 6007. .6197, 6454. .6606, 7878. .8121, 8221. .8412, 
8920. .8949, 9532. .9651, 9781. .9924, 10014 .. 10200, 10287 1034 3, 
10483. .10586, 1094 1 .. 11012 , 11056 .. 1 1237 , 1194 1 12085 , 
12647. .12739, 12940 .. 13326, 13408 .. 13555, 1364 1 . . 137 62 , 
14012. . 14208, 14986. . 15040, 15196 .. 154 19, 15832 .. 1594 9, 
16010. .16114, 17225. . 17230 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI. 

Exons ' 



GI Descrip. 



38182 
78532 
695 

OJ991209_08.0222.C4.o2 .np 

2499 

6630556 



Seq. ID OJ991209_08 .0222.C4 



Strand 
End 

Method 

End 

Score 



17230 
AAT/NAP 
6535 
990 • 



•24 99. .2542,. 3207 . :3278, ■ 34 14 . . 3518 3984 .- . 4 14.8;,^ 4 3l'4-; •.■4366V 
4457.. 4502, 4588.. 4733, 4809.. 4878, 5255.. 5408, 5502.. 5623, 

^^0077. 6197, '^6433:;^535 ' ' '~ - ^s-:-.- -.. ..-^ : 

(AC011708) putative alpha-L^arabinof-uranosidase/..[ Arabidopsis 
thaliana] 



Seq. No. 38182 

Gene No. 78532 

Start 695 

Name OJ991209_08 . 0222 . C4 . o3.np 

Start 2667 

GI 5107819 

Exons 2667.. -2706, 3190.. 3293, 3414. 

4809.. 4878, 5255.. 5402, 5496. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.3532, 3998 
.5623, 6007 



OJ991209 08. 0222. C4 



17230 
AAT/NAP 
6075 
847 

4148, 
6075 



4588. .4733, 



GI Descrip. (AF149413) contains similarity to arabinosidase [Arabidopsis 



37885 



thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



. Gi; Dies.cr ip.. 



38182 
78532 
695 

OJ991209_08 
3043 
5107819 
3043. .3293, 
5255. .5402, 



0222.C4.o4.np 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991209_08.0222,C4 

17230 
AAT/NAP 
6075 
844 



,4148, 4588.-4733, 

,6075 



3414. .3532, 3998. 
5496. .5623, 6007. 
(AF149413) contains similarity to arabinosidase 
thaliana] 



4809. .4878, 
[Arabidopsis 



38182 
78532 
695 

OJ991209 08.0222.C4.o5.np 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.4148, 
.5408, 



OJ991209 08.0222,04 



3043 
6630556 

3043. .3278, 3414. .3518, 3984. .4148, 4314. .4.366, 4457. 

4588. .4733, 4809. .4878, 5255. .5408, 5502. .5623, 6007. 

6.. .J^Q7 9 ^ 

( AC 0 1 1 7 D 8. ) . . p u t a t iy e J .a Iph a - L -a r a b i n p f .u r a n.o s i ,da ^ e , [ A r a bidop s i a . . 
thaliana] 



17230 
AAT/NAP 
7079 
979 
4314 . .4366, 
5502. .5623, 



4502, 
6197,' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons ' 



GI Descrip-. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



38182 
78532 
695 

OJ991209_08.0222.C4.o6.np 

3420 

6630556 

3420. .3518, 3984. .4148, 4314, 
4809.. 4878, 5255.. 5408, 5502, 



Seq. ID OJ991209_08.0222.C4 
Strand 

End 17230 

Method AAT/NAP 

End 6188 

Score 947 

.4366, 4457. .4502, 4588.-4733, 



5623, 6007.. 6188 
(AC011708) putative alpha-L-arabinof uranosidase [Arabidopsis 
thaliana] 



38182 
78532 
695 

OJ9912 

9126 

14187_ 
'912'6'. . 

10483. 

12 64 7. 
■ '51078 

simila 



OJ991209 08. 0222. C4 



09_08.0222.C4.ol.gp 



Seq. ID 
Strand 
End 

Method 
End 

1 .R1084 , . - Score 
9668-, 9'781v ; 9924, "10008. '.10200, 
. 105.86, .10941. .11012,' 11119. .11237, 
:i*2695, i:2:77g;Tr28247; ]:2?40V. 13'00'9 
1 9 / gb rAAD4 0 1"32 . 1 1 AFl 4 94 1 3_1 3 1 . 0 e- 1 0 7 4 AEl 4 941 3.) 
rity to arabinosidase [Arabidopsis - thaliana] ^^ 



17230 
AAT/GAP 
13009 
2693 
10287-. . 10343, ' 
11941. . 12085, 



contains 



38182 Seq. ID 

78532 Strand 

695 End 

OJ991209_08 . 0222 . C4 . o7 . np Method 

9513 End 

6630556 Score 



OJ991209__08.0222.C4 

17230 
AAT/NAP 
15398 
1745 



9513. .9668, 9781. .9921, 10005 .. 10200, 10287 .. 1034 3, 
10483. .10586, 10941 11012, 11119 .. 11237 , 1194 1 .. 12085 , 
12647. . 12699, 12779 .. 12824 , 12940 .. 13085 , 131 90 .. 13259, 



37886 



GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name ■ 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

^Exons- 

^.G.I P.e.scrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



13408. .13571, 13651. .13762, 14012 .. 14208, 14 986 15040, 
15196. .15398 

(AC011708) putative alpha-L-arabinof uranosidase [Arabidopsis 
thaliana] 



38182 
78532 
695 

OJ991209_08 . 0222 . C4 . o2 . gp 
13163 

31091 1.R1084 



OJ991209 08. 0222. C4 



Seq. ID 
Strand 

End 17230 
Method AAT/GAP 
End 14121 
_ Score 771 

13163. .13259, 13408 .. 13555, 1364 1 . . 137 62 , 14012. .14121 
»5107819/gb|AAD40132.1|AF149413_13 3.0e-50 (AF149413) contains 
similarity to arabinosidase [Arabidopsis thaliana] * 



38182 Seq. ID 

78532 Strand 

695 End 

OJ991209_08.0222.C4 .o3.gp Method 

13349 End 

31091 1.R1084 Score 



OJ991209_08.0222.C4 

17230 
AAT/GAP 
14213 
810 



..133^9 . .^13555,_13641.^.a^37^62,.,_14012, ,14.2 13_ 

.:\ilOJ81^^^ 3/0,e-i6.,XAFi4.9S3i 
"similarity to arabinosidase [Arabidopsis thaliana] * 



38182 
78532 
695 

OJ991209__Q8.0222,C4 .o4 .gp 
14094 

uC-osflm202106f09bl 
14094. .14208, 14986, 



OJ991209 08. 0222. 04 



Seq. ID 
Strand 

End 17230 
Method AAT/GAP 
End 15919 
Score 896 
15040, 15196. .15419, 15832.. 15919 
M809270/gb|AF149413.1|TlN24 2.0e-09 Arabidopsis thaliana BAG 
T1N24» 



Seq. No. 38182 Seq. ID 

Gen^,.No. 78533 Strand 

Start 25669 End 

Name OJ991209_08'. 0222 . 04 . o2 . tm Method 

Start 692 End 

GI none Score 

Exons - 692.. 796, 693.. 794, 1104.. 1262, 1108.. 

■ • ■ i472-.-. 1669, 1473. .16'70; 1474. .1671,- 1762. .1818, 

. 1769. .■1819,- 2111. .2209, 2113. .2217, 3207. .3278, 
•"'■"■^"*""3397. .aS22; *'34r3...3532, 401'0.'.4150/ ' 4 023 . ■V4 165, 
,: .■ ^ '^O^S. ..415'9V"43.14.. . 43.6-4; -.4314: .4367., 4 4 53 .4 503, 

.. ' 456-9. .4730, 4576.. 4746," 4588 
4796. .4879, 4 807 . . 4 88 r, 524 1 
5504. .5623, 5514. .5624, 6007 
7719. .7778, 7720. .7797, 7878 
9547. .9726, 9775. .9930, 9779 

9996.. 10199, 9997.. 10203, 10286 .. 1034 5 , 10286.. 
10480. . 10587, 10486. . 10587, 104 87 .. 10588 , 10487 
10940. . 11011, 10941. .11012, 10942 
11116. .11259, 11117. .11239, 11119 
11928. .12086, 11930. .12088, 11930 



OJ991209 08.0222.04 



12647. .12703, 12772 .. 12825, 12777, 



26025 

TBLASTX: Maize 
15309 
67 

1257, 1470. .1667 
17 65'.: 
3369. . 
-40^4'. . 
" 4:45.5 . 
4778. . 
5254. . 
6008. . 
9546. . 
9975. . 
10345,- 
. . 10606 
. . 11054 
. .12087 
. . 12701 
. .12827 



.4731,. 4604. .4735, 
,5390, 5249.. 5389, 
.6174, 6008. .6175, 
.7976, 9546. .9671, 
.9931, 9780. .9974, 



1818-, - 
3530, 

4505,. 

4903, • 

5415, 

6202, 

9677, 

10199, 



,11013, 10953 

,11244, 11923 

,12091, 12636 

,12827, 12777 



37887 



12901. . 13086, 12944. 

13189. .13260, 13397. 

13403. .13558, 13643. 

14012. . 14209, 14013. 

14984 .. 15040, 15194. 



,13087, 12948, 

13552, 13401, 

13762, 13644. 

14213, 14014. 

15280, 15194. 



.13094, 13176. .13262, 

13553, 13402. .13554, 

13763, 13651. .13764, 

14211, 14984. .15076, 

15277, 15196.. 15309 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



38182 
78533 
25669 
OJ9912 
1104 
none 
1104. . 
1762. . 
2125. . 
3412. . 
4124 . . 
4607. . 
5504 . . 
6058. . 
10032. 
1028 9. 
-1048Q,. 
10945. 
11930. 
12772. 
13176. 
13643. 
14014 . 



09 08.0222.C4 .o2.ts 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991209 08. 0222. C4 



26025 
TBLASTX: 
14209 
98 



1181, 
1818, 
2217, 
3540, 
4222, 
4735, 
5623, 
6174, 
. 10202 
.10345 

..xosij. 

. 11016 
. 12091 
. 12828 
. 13262 
. 13762 
. 14064 



1203. .1262, 1499 
1766. .1819, 1784 
2126.. 2224, 3207 
3430.. 3531, 4017 
4455. .4505, 4456 
4796.. 4879, 4807 
5514.. 5624, 6007 
9561.. 9677, 9778 
, 10101. , 10202, 
, 10292. .10345, 
,,„104.85.. ..10589, 
, 11116. . 11259, 



11931. 
12777. 
13189. 



,12089, 
,12827, 
,13260, 



..1666, 1503. .1670, 
..1819, 2111. .2209, 
..3278, 3408.. 3530, 
..4151, 4023. .4169, 
..4506, 4576. .4746, 
..4881, 5241. .5309, 
..6054, 6008. 
..9849, 9779. 
10102. .10206, 
1031.1. .a 03 55., 
10481. .10588, 
11126. .11239, 
12636 
12883 

13402. .13542, 



13653. .13763, 
14060. . 14209, 



14012. 
14061. 



6055, 
9850, 
10126 

XMJX 
109A1 
11870 
12701, 12647 
13086, 12932 
13403 
,14059, 14013 
,14204, 14063 



Soybean 



1575. .1673, 
2113. .2217, 
3411. .3530, 
4024 . .4158, 
4588. .4731, 
5249. .5395, 
6058. .6174, 
10026. . 10058, 

. .10203, 

.^..10587, 

...iioi2„„._ 

. .11914, 
. .12703, 
. .13087, 
. .13543, 
. .14063, 
. .14209 



Seq. No, 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

' Gene;. No . 

Start 
" *' Name* ■ ^' 

start " 
. "GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



38182 
78533 
25669 

OJ991209_08.0222.C4 .ol.tc 

1116 

none 

1116. .1181, 1568. .1666, 1575, 
2111. .2185, 2126. .2179, 9564, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991209 08. 0222. C4 



26025 

TBLASTX: Cress 
10560 
91 

1664, 1762.. 1818, 1762, 
9677,. 9583. . 9696, 9781, 



,1818, 
,9849, 



9788.. 9859, 9820.. 9930, 9987.. 10073, 10053 .. 10202, 10105 .. 10200, 
10289. . 10345, 10292 .. 1034 5 , 10480.. 10560 



38182 ■ . . . . Seq. ID 

-78533 • ' ■ ■ ■ ' . Strand ' 

25669 • End' 
■'OJ99120'9JO'8 vO'222 . C4 ". 61'. tw""'" " ~ Method " 

14.72 " : . 'End/ 

none ■ ' , - Score ■ 



OJ99120.9 08. 0222. C4. 



26025 

TBL-ASYR:'Whear^ 
1034 a. - ' 
221. ' ., 



1472. .1669, 1476. .1670, 1476. .1673, 1480. .1671, 1758... 
1762. .1818, 1764. .1820, 1765. .1821, 9996. .10199, 9997. 
10039. .10215, 10285. . 10347, 1028 6 .. 1034 8 , 10286. .10345 



1820, 
.10203, 



38182 Seq. ID 

78533 Strand 

25669 End 

OJ991209_08.0222.C4 .o2.tc Method 

3207 End 

none Score 



OJ991209_08.0222.C4 
26025 

TBLASTX: Cress 

12691 

79 



37888 




F, V o n 


3207.. 3278, 3397.. 3531, 3402 


..3530, 4011. .4151, 4023. .4154 




4 024. .4158, 10941. .11012, 11095. .11259, 


11135. .11245, 






^^^9l iPi'^o ii940 12086 


12647. .12691 




Sea No 


J 0 X 0 4^ 


Seq. ID 


OJ991209_08.0222 


.C4 


(^pnp No 


78533 


Strand 






Start 


25669 


End 


26025 




Name 


OJ991209 08 0222 C4 o2 tw 


Method 


TBLASTX: Wheat 




Start 


J J / 


End 


12794 




GI 




Score 


113 




R V n n 


^"^97 ^S?2 3407 3S32 3411 


..3530, 4023. .4169, 4024. .4173 




10992 11012 11112 11237 

XW^i^^. .XXUX^, J.XXX^. .XX^v)', 


11116. .11259, 11117. . 11239, 






11913 12086 11923 12087 

XXI7X.J* * X^UOU, XXJ^^i-J. . X^V^U / , 


11928. .12086, 11930. . 12088, 






11930 12091 12636 12701 

XX-7.J\J*.X<l.U^X, X^VJ^U..X^/\JX, 


12647. .12703, 12777.. 12794 




9prT Nn 


38182 


Seq. ID 


OJ991209_08.0222 


.C4 




78533 


Strand 






start 


25669 


End 


26025 




Name 


OJ991209 08.0222.C4.o3.tc 


Method 


TBLASTX: Cress 




Start 


6058 


End 


15264 




GI 


none 


Score 


94 






6058.. 6174, 6059; .6175, 7719 


727J:/._7,T20.. 777.6^_ 781.3,,.^.. 7JJ2 




. 7878„.. .7,916,. ,14063. .1.4209„,. 14,064. ...14.213, 








14QftS 1^041 1 SI Q6 1S964 








Seq. No, 


00 ±0 ^ 


a art Tn 
ocq . J.LJ 


0.1991909 08 0799 




Gene No. 


7 p c 0 0 
/ 0 0 0 J 


Q+- v-a 

0 L. X ana 






Start 


25669 


End 






Name 


OJ991209 08.0222.C4.o3.tw 


Method 


TBLASTX: Wheat 




Start 


20326 


End 


20502 




GI 


none 


Score 


179 




R von ^ 


20326. .20502 








Seq. No. 


38182 


Seq. ID 


OJ991209__08.0222 


.C4 


Gene No. 


78533 


Strand 






Start 


25669 


End 


26025 




Name 


OJ991209 08.0222.C4.o4.tc 


Method 


TBLASTX: Cress 






20326 


End 


20511 




GI 


none 


Score 


204 




R von Q 


20326. .20511, 20368. .20502 








Seq. No. 


. 38182 


Seq. ID 


OJ99I209_08.0222 


.C4 


Gene No." 


78533 • ' 


Strand, 






C f o T^ -l- 


25669 . ■ 


End ■ ' 


26025 ' " ■■■ 






0 J9 91 2 0'9 0 g :-0 2^2 2".-C-4 ."oS i tin-* "■: - 


"'Method'"" 


TBLASTX :Marze 






' '2:0326 "■ - . "": 


\End • - . . 


20502.- >. 




\j 1. - . . 


none 


Score 


194 , 




R. V o n c: 

111 jTk i 1 o 


20326. .20502, 20386.. 20490 








O C q . LN U . 


38182 


Seq. ID 


OJ991209_08.0222 


.C4 


Gene No. 


78533 


Strand 






Start 


25669 


End 


26025 




Name 


OJ991209 08.0222.C4.o4.ts 


Method 


TBLASTX: Soybean 




Start 


20332 


End 


20523 




GI 


none 


Score 


214 




Exons 


20332. .20523 









37889 




Seq. No. 


38182 




Seq. ID 


OJ991209_08.0222 


.C4 


Gene No. 


78533 




Strand 






Start 


^ J O D ^ 




End 


26025 




IN dlllC 


n.TQQ19nQ nft 0797 Cd 


o 4 "1" m 


Method 


TBLASTX: Maize 






9 1 ~ 




End 


22552 






none 




Score 


79 




F. von <5 


91Q4fi 99n^S 99'^9R 


225S2 


22352. .22549 




O t;^ ^ . vi\J * 


J o ± o ^ 




Seq. ID 


OJ991209_08.0222 




Gene No. 


78533 




Strand 






Start 


25669 




End 


26025 




Name 


O.TQQ1 9nQ Dfl 0999 r4 


O^ 


Method 


TBLASTX: Soybean 




O U Cli- u 


994Q^ ~ 




End 


22882 




CT 

\3 X 






Score 


175 




P von Q 


994Q^ 99fift4 99Sm 


. * ^ ^ ^ ZP \J f 


22598. .22714, 22618 22653, 






9971 ^ 99Rff 9 










c C1/-T Mo 


^ftl fi9 
o o ± o ^ 




Seq. ID 


OJ991209_08.0222 




Gene No. 


78533 




Strand 






Start 


25669 




End 


26025 






O.TQQ19n'Q nfl 0999 


o 1" m 


Method 


TBLASTX: Maize 






9 9 RS^ ■• ~ 




_„;.End. 


22980 - ' 




CJ 






Score.,,, 


..73_ _ 




Exon s 


99RR^ 99(=;49 99(^1^ 


997^9 


22730. .22978, 227 90 .. 22 978 , 






99RQ7 99QRn 










Seq. No, 


38182 




Seq. ID 


OJ991209_08.0222 


.04 


Gene No. 


78533 




Strand 








^ J D D -7 




End 


26025 




Naine 


n.TQQi 9nQ nft 0999 rd 


O 1 t" Q 


Method 


TBLASTX : Soybean 




C-l- -1 V--I- 
O Lctl. L 


99Q^f; ~ 

^ ^ -? wJ U 




End 


23404 




CJ 






Score 


420 




l-j AUX 1 o 


99Q^fi 9^1^fi 99Q40 


9^404 


23221. .-23400, 23276.. 23404 




O c q . IN U . 


1 ft 9 
J O X o ^ 




Seq. ID 


OJ991209_08.0222 


CA 


Gene No. 


78533 




Strand 






Start 


25669 




End 


26025 




Name 


r).TQQ190Q Oft 0999 r4 


U X ■ L.iiL 


Method 


TBLASTX: Maize 




q-j- a v-l- 
O Ldl. L 


99Qft1 ~ 




End 


23881 • ^ 






n on o 




Score 


607 




Exon s 


99Qft1 9^44S 99Qft9 


9^4 7^ 


23306. .23473, 23515 .. 23760, 






91Slfi 9?78S 9^619 


93789 


23834.. 23881 




Seq., No. - 


• "38182 




Seq: ID 


OJ991209_^68:022"2' 


.C4 


Gene" No ^ 


' "'78533' " ^' " ■ ' 




Strand" ' 








'9 Sf^fiQ" ■ 




■ End 


26025 - • ' . . - 




Name - 


D.TQQI 90Q Oft 0999 r4 
\j\jz}z)X£^\jZf uo.vj^^^,v^*i. 




. Method . 


TBLASTX : Soybean - 




Q -t- 3 V -1- " 

o Lar L 


9 1 ^ ~ 
Z O D X O 




End 


23875 




r T 


none 




Score- 


■196 




Exon s 


9^61^ 23782 23636 


. 23782 , 


23834 . .23875 




Seq. No. 


38182 




Seq. ID 


OJ991209_08.0222 


.C4 


Gene No. 


78533 




Strand 






Start 


25669 




End 


26025 




Name 


OJ991209 08. 0222. C4. 


o3 . gs 


Method 


GENSCAN . 




Start 


25669 




End 


26025 




GI 


none 




Score 


.84 





37890 



Exons 



25669.-25776, 25829.. 26025 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



38183 
78534 
317 

OJ991209_08.0222.C5.o2 
317 
119714 

317. .434, 2120. .2732, 5973 



OJ991209 08. 0222. C5 



.np 



Seq. ID 
Strand 

End 7038 
Method AAT/NAP 
End 7038 
Score 202 
6093, 6906.. 7038 
EXTENSIN PRECURSOR (CELL WALL HYDROXYPROLINE-RICH GLYCOPROTEIN) 
gi I 82169 I pir I I S06733 hydroxyproline-rich glycoprotein precursor 
- common tobacco gi | 19867 | emb | CAA32090 | (X13885) extensin" (AA 
1-620) [Nicotiana tabacum] 



Sea No 


38183 














/ 0 *J J *3 












Start 


317 






End 


7038 




Name 


OJ991209 08 


.0222.C5.ol. 


,tc 


Method 


TBLASTX: Cress 




Start 


951 






FnH 


^ snft 

X w> u 0 












Score 


ID J 






QRl T SOP! 


_7J^. .X'iXD 












^ R 1 ft ^ 


— , . 

- : ■ ' • 




* , ... ..^ 








OCiie LNO • 


/ 0 o 0 1 






Strand 






Cf- -a y--|- 


OX/ 








7 0 "^P 
/ u 0 0 




Name 


OJ991209 08 


.0222.C5.o2. 


, tm 


Method 


TBLASTX: Maize 




Start 


951 






' End 


1238 




GI 


none 






Score 


95 




von C3 


-70X. .X^OO, 


952. .1113 












^ft 1 ft ^ 
J 0 X 0 J 






Seq. ID 


OJ991209_08.0222, 


, v_.0 




78534 






Strand • 








J X / 






End 


7038 




Name 


ri.TQQI 90 Q nft 


.0222.C5.o2. 


ts 


Method 


TBLASTX: Soybean 




Start 


951 






End 


1238 




GI 


none 






Score 


118 




Exons 


951 . . 1238, 


952. .1146 










Seq. No. 


38183 






Seq. ID 


OJ991209_08.0222, 


,C5 


Gene No. 


78534 






Strand 






Start 


317 






End 


7038 




Name . 


OJ991209 08 


.0222.C5.ol. 


^P. ... 


Method. 


AAT/NAP 




Start- 


' 95-4 - ■ ■ ' 






•End. 


■ 2245 - ~ ■ 




GI; 


■ 3582328 






Score' 


881 




Exons" " '""'■7 


954v\'2'24"5'^' " 












GI ' Descrip-.' 


.(AC0P54 96)- 


hypothetical protein [Arabidopsis th'aliana]' " 




Seq. No. 


38183 






Seq. ID 


OJ991209_08.0222. 


C5 


Gene No. 


78534 






Strand 






Start 


317 






End 


7038 




Name 


OJ991209 08 


.0222.C5.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


1242 






End 


2281 




GI 


none 






Score 


64 




Exons 


1242. .1931, 


1276. .1470, 


1504 . 


.1926, 1725. .1919, 1922. .2083, 




1931. .2086, 


2189. .2281, 


2189. 


.2281 






Seq. No. 


38183 






Seq. ID 


OJ991209_08.0222. 


C5 



37891 




Gene No. 


78534 








Strand 








"5 1 T 








iLna 


/ u o O 




Nsme 


ujyyizuy uo 


rt 9 9 9 


. .ox. 


L S 


Method 


J. DXi/\b i A : 


Soybean 


O LaJ- L 


1 0 ^ A 








iiina 


1 7 Q 7 

X / o / 




Kd± 


none 








Score 


jO 




TP V /^T^ o 

EjXons 


1 0 R/l 1 7Q7 
lZOf±..l/0// 


^ 01 f. 

XZ / D 


. . X 4 O fl , 


X fl D O 


1 7R 
. . X / o o 






Seq. No. 


• 38183 








Seq. ID 


OJ991209 


_08.0222.C5 


Gene No. 


78534 








Strand 






o L d. J- U 


J 1 / 








c^na 


/ u o o 




Nsme 


r» TQQ1 on Q HQ 


n 9 9 9 
. U^- 


. y^D . OZ . 


T- C 


riennoQ 


TRT QTV • 
i DXjM.b i A . 


k^ress 




1 








cjTIQ. 


9 1 1 
Z X X D 






none 








Score 


X fl / 




TP V 




X D / U 


1 Q 1 7 
. . X y X / , 


9 n 1 9 
Z U X z 


01 1 
. . Z X X 0 






beq . !No . 


O Q 1 Q O 

oo loo 








Seq. ID 


OJ991209 


AO n999 r'R 

Uo . uz z z . uo 


Gene No. 


78534 








Strand 






Start 


317 








End 


7038 




NBiue 


n TQ Q1 9 fl Q fl Q 


n9 9 9 
. UZZZ 


. v^O .ox. 


T, W 


Method 


TBLASTX: 


/vneat 


O La.]- I- 


1 0 fl / 








End 


2293 






none 








Score 


68 




^Exons -, 


1 o X. • 4- y y 5 


. -] /T /I 1 

;Xt)4 y 




, . X^Dfl p 


,.1929 -1922. .211 6 


9 n 1 9 • 9 1 1 
,.^z,yx z , . zxjL^D, 


.-. 








■ • - — • 






■ ■ ■ — 


beq. INC. 


O Q 1 Q /I 








Seq-.- ID 


OJ991209 


no 0999.^^^ 
Uo.UZZZ.UD 


Gene No. 


78535 








Strand 


+ 




Start 


1663 








End 


3724 




Name 


n TQ Q1 9 n Q HQ 


n 9 9 9 
. UZ Z Z 


. V_.D . O X . 


gs 


Method 


GENSCAN 




b L.ar t. 


1 D DO 








End 


3724 






none 








Score 


.53 




Exons 


1 D DO . .1 y DZ / 


zUo 0 


9 1 7 n 
. • Z X / u , 


OQ A n 
Z 0 fl u 


..2934, 3030. .3102, 


OZ Zo . . ooz u , 




OOflfl. .O/Zfl 














beq. JNo. 


Oo lo 0 








Seq. ID 


OJ991209 


no n999 ni 
Uo.UZZZ.U/ 


Gene No. 


78536 








Strand 


+ 




Start 


2978 








End 


7112 




Nanie 


A TQQ1 OflQ nft 
UJzJ^lZUy UO 


099 9 

. u z z z 


Cl r\^ 

. ^ / .ox. 


gs 


Method 


GENSCAN 




b carr. 


z y / O 








End 


7112 . 






none 








Score 


.81 




Exons 




o y u z 


. . fl U 0 0 , 


/I Q Q 
1 O y 17 


..4456, 4710. .4829, 


Dfl i?D . . OO^ O , 




1 HA A "7119 














beq . INO . 


00 XO D 








Seq ID 


•6\J9:91"209 


n Q. " h O-O O -r* 7 - • - 
Uo . UZ^ZZ. . O / 


Gene No.- 


' 78537 \ ' ■ 








Strand 


+ ■ 




Start ' 


' 7780 ■ 








'End ■ " ' 


' "17^30 "^' 




Name 


OJ991209 08 


.0222 


.C7 .o2. 




Method . 


GENSCAN 




btarr 


.. 7780 








End' 


15276- 






none 








Score 


.55 




Exons 


7780. .8048, 


8106 


. .8228, 


8315 


. .8480, 9245. .9283, 


QQc;/I QQ7 9 




10172. .117 40, 117 65. . 11823, 


11859. . 12272, 14452 


n c o 7 
. . X OZ / 0 


Seq. No. 


38185 








Seq. ID 


OJ991209 


_08.0222.C7 


Gene No. 


78537. 








Strand 


+ 




Start 


7780 








End 


17530 




Name 


OJ991209 08 


.0222 


.C7.o2. 


np 


Method 


AAT/NAP 




Start 


13542 








End 


17530 




GI 


4226115 








Score 


71 





37892 



Exons 13542. .13650, 14752 .. 15053, 17493.. 17530 

GI Descrip. (AF125455) No definition line found [Caenorhabditis elegans] 



Q o rr M 
O C Lj . LN U . 


O O 1 0 o 




Qorr T H 

oeq . X Lj 


n TQQ1 900 Oft 


09 9 9 
, UZ Z Z . 




^ o n o M ^ 


/ o O O O 




o L X ant-i 


1 






O L.ciL L 


X 3 ,3 0 / 






90977 






Name 




o4 . gs 


Mo H W 

LYie L nou. 


vjoLNok^/iLN 






o L-dX L 


X i?oo / 




Cjna 


90977 






GI 


none 




Score 


.56 






Exons 


19387. .20277 












O c ^ • LN (J • 


'^ft 1 ft ^ 

O 0 X O D 




Qorr T H 


n TQQ1 90Q Oft 


099 9 


ri 




/ o O J 3 




o L X dilCi 










9 R997 

^ O ^ ^ r 






9 fi9ft 1 

^ OZ O X 






Name 


nTQQ19nQ Oft 0999 CI 


o D . gs 


LYlc L nou. 


v3l-jLNo^riLN 






O L di. L 


9^997 ~ 






9 fi9ft 1 

Z DZ O X 








none 




Score 


ft 4 






Exons 


25227. .26072, 26078. 


.26281 










O c (-J . LN O . 


38185 




Seq. ID 


OJ991209_08. 


099 9 
u z z z . 


ri 


(asne LNO . 


78539 




Strand 








JD t a IT L^; , 


.25227:..j_ 




, Snd_.._:::;. 


,.2,6281.. ^.-J...,:. 







Name , ....... ^ ,^ 


. . .6 J 9,9. 1 ^ ~Q L .0 8, ..b 222 . C7 


o 5. . ,np , 


Metho.d,„ 


AATyNAR.; 






O L dl. L 


25411 




End 


26204 








3885338 




Score 


380 






Exons 


25411. .26204 












GI Descrip. 


(AC005623) unknown protein 


[Arabidopsis thaliana] 






O fe; . i\ U . 


38185 




Seq. ID 


OJ991209_08. 


0222. 


CI 


Ljsne LNO . 


78540 




Strand 


+ 






o L air L 


32742 




End 


39436 






Name 


OJ991209 08. 0222. 07. 


o8 . gs 


Method 


GENSOAN 






o Lairi, 


32742 




End 


39436 






PT 


none 




Score 


.56 






Exons 


32742. .33145, 33264. 


.33618, 


35391. .35568, 38635 .. 38882 , 






38993. .39166, 39280. 


.39436 










O c . LN U . 


38185 




Seq. ID 


OJ991209_08. 


0222. 


Cl 


oene lno • 


78540 




Strand 


+ ■ 








32742 




End 


39436 






IN altlc 


OJ991209 08. 0222. C7. 


o6 . np 


Method 


AAT/NAP 






o t. d. X L 


32793 ... 




, End. 


33684 ..... 






p .-r " . . : 


' - 3402705 - ' 




" Score ■ ■ 


■ 475' - 






Exons 


32793. .33179, 33286. 


.33684 










GI" Descrip. 


' "'CAC00"42'61*) "•hypothetical "proteih 7[Arabidopsis'' thai i aha] " 




beq-. LNO . , 


38185 • . . ' 




'"Seq. ID 


.OJ9912.d.9^08. 


0222.' 


m 

u / ■ 


Gene No ... 


78540 




Strand 


+ 






Start 


32742 




End 


39436 






Name 


OJ991209 08. 0222. 07. 


o5 . gp 


Method 


AAT/GAP 






Start 


35134 




End 


38740 






GI 


none 




Score 


852 






Exons 


35134 . .35245, 35327. 


.35568, 


38635. .38740 






Seq. No. ' 


' 38185 




Seq. ID 


OJ991209_08. 


0222. 


07 


Gene No. 


78541 




Strand 








Start 


2750 




End 


3185 







37893 










o 1 rro 


fie LllOQ 


r\rii f orlir 






Start 


91 ~~ 






1 ft S 
J ± O O 






GI 






Score 


D D 






P. vnn R 


91 ^(\ ? 1 ft S 












V? ^ ■ L>HJ , 


^ftl ft R 




otrq • J. U 


n.TQQI 9nQ Oft 0999 


Cl 




Gene No. 


78542 




Strand 








Start 


16439 




End 


18621 






Naine 


OJ991209 08. 0222. C7 


. o3 . np 


Method 


A AT /MA P 






o L. a. i- u 


16439 




End 


1 O OZ X 






GJ 


5257262 




Score 


J o o 






Rxon <^ 

1—1 J. 1 o 


16439. .16525, 16721 


. .17250, 


18082. .182 


TRS97 1ftfi91 






ox L^C? O ^ J. ■ 


(AP000364) hypothetical protein [Oryza 


sat i va ] 






Seq. No. 


38185 




Seq. ID 


OJ991209_08.0222 


C7 




Gene No. 


78542 




Strand 








Start 


16439 




End 


18621 








ujyyizuy uo.uzzz.l,/ 


. o2.gp 


Method 


AAT/GAP 






Start 


18044 




End 


18411 






GI 


4879704 




Score 


572 






P von Q 

Hi ^ W i 1 O 


18044 . . 18411 












Seq^., No,. 


^38 185 Z^'rr.' ! "ZT" 




_ ;Seq^.fu_' :OJ9ii2A9:-' 08 .76221^^^^ ,1. 




Gene No. 


78543 ' 




Strand 








o u ax u 


20940 




End 


22574 








ujyyizuy uo.u^zz.l./ 


o5 . gs 


Method 


GENSCAN 






O U Ct X U 


20940 




End 


22574 




i y 


v3 X 


none 




Score 


.55 




f 1 

M 


P von C5 

ill 1 o 


20940. .21549, 22486 


.22574 








~A 


Seq. No. 


38185 




Seq. ID 


OJ991209_08.0222. 


07 


I y 


Gene No. 


78543 




Strand 








Start 


20940 




End 


22574 




= 




OTQQiono HQ nooo 
ujyyizuy ub . uzzz , u / , 


o3 . gp 


Method 


AAT/GAP 






o u d X u 


21216 




End 


21773 






GT 

O X 


none 




Score 


679 






K von Q 


21216. .21773 












Seq. No. 


38185 




Seq. ID 


OJ99120'9_08.0222. 


07 




Gene No. 


78544 




Strand 








Start 


29151 




End 


32331 






. Name. . . , , 


OJ991209 08. 0222. C7. 


o6 . tm 


Method 


TBLASTX: Maize 






O L d X L 


• ■ li;032' - ;^ - - ~' " 




- 'End 


-112 65 ' 






CT 

-L 


none 




Score 


192 






R V o n Q " ' ' " ' 


' iio327vri:265,"iio47: 


'.ring. 


110*6"6:'-.11182V lioro-; :Tir9^8^" 






-Seq.. No. .. . 


. 38185.' 1. 




-■Seq. ID 


OJ991209_0B...0222. 


07 . . 




Gene No. 


78544 




Strand 








O LdX L 


29151 




End 


32331 






Name 


OJ991209 08. 0222. 07. 


o3 , ts 


Method 


TBLASTX: Soybean 






o Lar L 


25482 




End 


26159 






GI 


none 




Score 


108 






Exons 


25482. .25580, 25839. 


.26096, 


25913. .25984, 26097.. 26159 






Seq. No. 


38185 




Seq. ID 


OJ991209_08.0222. 


07 




Gene No. 


78544 




Strand 








Start 


29151 




End 


32331 





37894 



Name 

Start 

GI 

Exons 



OJ991209_08 . 0222 .C7 . o5 . tm Method TBLASTX :Maize 

25782 End 25958 

none Score 230 

25782. .25958, 25799 25852, 25907.. 25957 



Seq. No, 
Gene No. 
Start • 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Expns_, , 



38185 
78544 
29151 

OJ991209_08.0222.C7.o7.gs 
29151 
none 
29151. 
30236. 



29453, 29526. 
30432, 30774. 



.29603, 
.30940, 



32062. .32331 

38185 
78544 
29151 

OJ991209_08 . 0222 . C7 . o2 . tm 

29731 

none 



Seq. ID 
Strand 
End 

Method 
End 
Score 

29716 

31684 



OJ991209 08. 0222. C7 



32331 
GENSCAN 
32331 
.56 

29949, 30076. 
31831, 31909. 



30156, 
31981, 



Seq. ID OJ991209_08.0222.C7 
Strand 
End 

Method 
End 
Score 



32331 

TBLASTX: Maize 

30433 

129 



29731. .29937, 397JA. .23955., 29732 :. 2995J3, • 30052 .. 30156, 

3007 4 . ; 3 ai 57 , 3023,3 .. .ii)2 7.4 .3JD.2 3 6.,.„. 30.2 7 4 , .3 Q2.75 ... 3DA Q.6 

30279. .30419, 30410.. 30433 " ' 



OJ991209 08. 0222. C7 



Seq. No. 38185 Seq. ID 

Gene No. 78545 Strand 

Start 32958 End 

Name OJ9'91209_08 . 0222 . C7 , o4 . tm Method 

Start 32958 End 

GI none Score 

Exons 32958. .33074, 33020 .. 33178 , 33021 .. 33179, 33123 .. 33185 , 

33283. .33348, 33285.. 33305 



33348 

TBLASTX: Maize 

33348 

250 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No, 
Gene' No . 
Start 
Name 
.Start 
GI 

Exons 



38185 
78546 
33298 

OJ991209_08.0222.C7.o2.ts 

33298 

none 

33298. .33327, 33298 .. 33318 , 
33615. .33662, .33616 33669 

38185 . ' " " ' ' 
78546' ' ' ■ 7" 

33298 .. ■ ■ - 

OJ9912-09_08.0222.C7..o3.tm '.' 
33372 ■ • ' 

none 

33372. .33536, 33373 .. 3354 3 , 
33598. .33675, 33619. .33690 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991209_08.0222.C7 
33690 

TBLASTX : Soybean 

33669 

50 



33364 . .33543, 33387 .. 33539, 



Seq. ID 
■ Strand " 
End . . 
Method 
End 
Score 



OJ991209__08.0222.C7 

33690 / : " .. . 
TBLASTX : Mai ze - 
33690 ■ • • 
255 



33391. .33543, 33597 .. 33680, 



Seq. No. . 38185 Seq. ID 

Gene No. 78547 Strand 

Start 38637 End 

Name OJ991209_08 . 0222 .C7 . ol . tm Method 

Start 38637 End 



OJ991209_08.0222.C7 
39438 

TBLASTX: Maize 
39438 



37895 




GI 


none 




Score 


318 




Exons 


38637. .38888, 38639 


. .38818, 


38646.-38852, 38988 .. 39125 , 






38993. .39160, 39003 


. . 39161, 


39262. .39438, 39278 39427 , 






39280. . 39438 










Seq. No. 


38185 




Seq. ID 


OJ991209_08.0222 


.07 


Gene No. 


78547 




Strand 






Start 


38637 




End 


39438 




Name 


OJ991209 08. 0222. C7 


. ol . ts 


Method 


TBLASTX: Soybean 




Start 


38724 




End 


39061 




GI 


none 




Score 


196 




Exons 


38724 . .38885, 38729 


. .38818, 


38993. .39061 




Seq. No. 


38186 




Seq. ID 


OJ991209_08.0222 


.08 


Gene No. 


78548 




Strand 


+ 




Start 


992 




End 


1864 




Name 


OJ991209 08. 0222. C8 


ol . as 


Method 


GENSCAN 




Start 


992 




End 


1864 




GI 


none 




Score 


.94 




Exons 


992. .1864 










..Seq.,,NQ_,^._., 


38186 




.:-..-Seq,..,.XD^ 


;0 J9.9 1 20 9^0 8„, 0 2,2 2 


...C8.. 


Gene.. No... 


7854 9... • .: . „ 




. ...Strands. 


,^ 




Start 


9180 




End 


12698 




Name 


OJ991209 08. 0222. 08 


o5 . gs 


Method 


GENSCAN 




Start 


9180 




End 


12698 




GI 


none 




Score 


.52 




Exons 


9180. .9428, 9807. .10154, 10954. .11001, 


12675 . . 12698 




Seq. No. 


38186 




Seq. ID 


OJ991209_08 .0222 


.08 


Gene No. 


78549 




Strand 


+ 




Start 


9180 




End 


12698 




Name 


OJ991209 08. 0222. C8 


o2 . gp 


Method 


AAT/GAP 




Start 


9370 




End 


10044 




GI 


2799515 




Score 


445 




Exons 


9370. .9428, 9807. .10044 








Seq. No. 


38186 




Seq. ID 


OJ991209_08.0222 


.08 


Gene No. 


78550 




Strand 






Start 


1859 




End 


2136 




Name 


OJ991209 08. 0222. C8. 


ol.gp 


Method 


AAT/GAP 




Start . 


. 1859 




, End, 


2136 




GI ■ ' " 


none ' ' - " • - - 




Score • 


•363- ' - / ' ' ■ '' 




Exons 


1859. .-2136 " 










Seq. -No. 


381.86 . /. 




" Seq. ID 


OJ991209_08.p222 


.-08 


Gene No. 


. 78551 . . . 




Strand 






Start 


3119 




End 


3445 




Name 


OJ991209 08. 0222. C8. 


o2 . gs 


Method 


GENSCAN 




Start 


3119 




End 


3445 




GI 


none 




Score 


.74 




Exons 


3119. .3445 










Seq. No. 


38186 




Seq. ID 


OJ991-209_08.0222 


.08 


Gene No. 


78552 




Strand 






Start 


4124 




End 


6331 




Name 


OJ991209 08. 0222. 08. 


o3 . gs 


Method 


GENSCAN • 





37896 




start 


4124 




End 


6331 








GI 


none 




Score 


.41 








Exons 


4124. .4182, 4696. 


.4966, 5867 


..5949, 6190. .6331 








Seq. No. 


38186 




Seq. ID 


OJ991209 


__08 


.0222 


C8 


Gene No. 


78553 




Strand 










Start 


6856 




End 


8425 








Name 


OJ991209 08.0222. 


C8 .'o4 .gs 


Method 


GENSCAN 








Start 


6856 




End 


8425 








GI 


none 




Score 


.48 








Exons 


6856.. 6882, 6993. 


.7029, 8382 


. .8425 










Seq. No. 


38186 




Seq. ID 


OJ991209 


_08 


.0222. 


C8 


Gene No. 


78554 




Strand 










Start 


12853 




End 


13730 








Name 


OJ991209 08.0222. 


C8 . o6 . gs 


Method 


GENSCAN 








Start 


12853 




End 


13730 








GI 


none 




Score 


.76 








Exons 


12853. .13162, 13195 .. 13381 , 


13523. .13730 








Seq. No. 


38186 




Seq. ID 


OJ991209_ 


_08 


.0222. 


C8 


Gene .No .,, _ 


: _ 78555- :^ . . _ 




. , .St rand. _ 










Start . _ 


.•..14 4.35 . .... 




. .End 


i.?998.""^' 








Name 


OJ991209 08.0222. 


C8.ol.tm 


Method 


TBLASTX: Maize 




Start 


989 




End 


1274 








GI 


none 




Score 


220 








Exons 


989. .1270, 1090.. 


1272, 1095. 


.1274, 1098.. 1271 








Seq. No. 


38186 




Seq. ID 


OJ991209_ 


_08 


.0222. 


C8 


Gene No. 


78555 




Strand 










Start 


14435 




End 


14998 








Name 


OJ991209 08.0222. 


C8.o7.gs 


Method 


GENSCAN 








Start 


14435 




End 


14992 








GI 


none 




Score 


.83 








Exons 


14435. .14992 














Seq. No. 


38186 




Seq. ID 


OJ991209_ 


_08 


.0222. 


C8 


Gene No. 


78555 




Strand 










Start 


14435 




End 


14998 








Name 


OJ991209 08.0222. 


C8 .ol .np 


Method 


AAT/NAP 








Start 


14438 




End 


14998 








GI 


6630696 




Score 


924 








Exons*^ 


' ■■•14438. ;-1499:8' • 















GI Descrip. .(AP000969)' ESTs D22114 {C1036.4 ) , AU076106 {E20423) correspond to a 
" " " ' ■ region of '* the "predicted gene*. ; " STrriirar" to.' fetr6Vird's'-feTatVd"pol 
polyprotein. from- transposon'-Tnt 1-94, {P10978). [Oryza sativa]-. 



Seq. No. 


38186 


Seq. ID 


OJ991209_08.0222 


.C8 


Gene No. 


78555 


Strand 






Start 


14435 


End 


14998 




Name 


OJ991209 08.0222.C8.ol.tw 


Method 


TBLASTX: Wheat 




Start 


14574 


End 


14960 




GI 


none 


Score 


410 




Exons 


14574 . .14960, 14576. .14959 








Seq. No. 


38186 


Seq. ID 


OJ991209_08.0222 


.C8 


Gene No. 


78555 


Strand 







37897 




start 14435 End 14998 

Name OJ991209_08 . 0222 .C8.ol.ts Method TBLASTX : Soybean 

Start 14702 End 14992 

GI none Score 96 

Exons 14702. .14911, 14781 14 906, 14930. .14992 

Seq. No. 38187 ' Seq. ID OJ990619_50 . 02 11 . C2 

Gene No. 78556 Strand 

Start 1 End 2644 

Name OJ9'90619_50 . 0211 . C2 . ol . np Method AAT/NAP 

Start 1 End 2644 

GI 122772 Score 319 

Exons 1..24, 172. .443, 852. .982, 1341. .1470, 2585. .2644 

GI Descrip. TRANSCRIPTION FACTOR HBP-IB gi | 100809 | pir | | S15347 transcription 

factor HBP-lb - wheat gi | 21635 | emb I CAA40102 | {X56782) HBP-lb 

[Triticum aestivum] 

Seq. No. 38187 Seq. ID OJ990619__50 . 02 11 . C2 

Gene No. 78556 Strand 

Start 1, End 2644 

Name OJ990 619^50 . 0211 . C2 . ol . tc Method TBLASTX : Cress 

,^ _5t ar t^.^::_: ^- .16 9l^.^.„;_.^_^:.^ -„:End;:„„ „1 4 0 9 , ... .. , 

GI. none.,-. J_ _ S-Core„ .._125„„., ..^ 

Exons 169. .441, 170. .442, 905. .985, 1341. .1409 

Seq. No. 38187 Seq. ID OJ990619_50 . 0211 . C2 

Gene No. 78556 Strand 

Start 1 End 2644 

Name OJ990619_50 . 0211 . C2 . ol . tm Method TBLASTX : Maize 

Start 169 End 448 

GI none Score 202 

Exons 169.. 447, 173.. 448 

Seq. No. 38187 Seq. ID OJ990619_50 . 0211 . C2 

Gene No. 78556 Strand 

Start 1 End 2644 

Name OJ990619_50 . 0211 . C2 . ol . gs Method GENSCAN 

Start 172 End 1941 ' ■ 

GI none Score . 66 

Exons 172. .443, 631. .664, 1341. .1484, 1811. .1941 

Seq. No. ^ 38187 . - , Seq. ID OJ990619__50. 0211 . C2, 

.Gene,;No_. ... " '78556 ■ ■ "-' Strand / r:. 

Start" ■ ■ 1 ■ . End 2644 

"Name" ' ' '■OJ9'9"0'619250\ 0211". "C2:ol :ts- " '''Method * '" 'TBLASTX :'S6ybean ^" " • 

Start' 176 - : ■ / End ' '985.- . - ; - 

GI- . none ■ - . -~. Score- . 152 

Exons 176.. 445, 178.. 4.47, 905.. 985 

Seq. No. 38187 Seq. ID OJ990619_50 . 0211 . C2 

Gene No. 78556 Strand 

Start 1 End 2644 

Name OJ990619_50 . 0211 . C2 . ol . tw Method TBLASTX : Wheat 

Start 193 End 1388 

GI none ' Score " 58 

Exons 193. .441, 194. .247, 305. .433, 905. .982, 1344. .1388 



37898 






O X o o 




OCL^ • X u 


n.T990fi1 9 RO 0911 


PR 


(^pnp No 


78557 




strand 






Start 


351 




End 


1206 




Name 


OJ990619 50. 0211. C5. 


ol .np 


Method 


AAT/NAP 




O L.Cli. U 


288 




End 


1206 






J O O X _/ 4 U 




Score 


226 






9ftR ^fifi 870 


994. .1206 










V rtXj xx/^o/y ^juudLxvc; 


secreted protein 


[Streptomyces coelico 














Seq. No. 


38188 




Seq. ID 


OJ990619_50.0211. 


C5 


Gene No. 


78557 




Strand 


+ 






J J X 




End 


1206 




Name 


V-/U^i?UDXi/ . uzxx 


ol . gs 


Method 


GENSCAN 




O L CtX U 


O ^ X 




End 


1196 




o ± 


n n 




Score 


.95 






351 870 994 1196 










Seq. No. 


38188 




Seq. ID 


OJ990619_50.0211. 


C5 


Gene No. 


78557 




Strand 


+ 




O L d X L 


O J X 




End 


1206 




';Na.me^ ^-^ _ ^ i,,-^^ 




o2:^. tm,,_^;.. 


^Methgd^.^ 


T-BLASTX: Maize • 




jD.,l;,cl.X L 


. , .4.p;.>?.„ . . „ ^ ^ , 




rEndr.'!!- 


„.,,.707 . - 




KJ X 


none 




Score 


178 






4CC CCf) 4CQ CfTQ 


567. . 644, 


567. .608, 648. .707 




Seq. No. 


38188 




Seq. ID 


OJ990619_50.0211. 


C5 


Gene No. 


78557 




Strand 


+ 




O l_ ClX l_ 


J X 




End 


1206 




Name 


n.TQQDfil Q RD 091 1 PR 


ol . tc 


Method 


TBLASTX: Cress 




o Udx U 


714 ~ 

/ X *i 




End 


1199 




oX 


none 




Score 


196 






714 878 98 7 1199 

^X*±. .0/0/ _?o / * *XX^^/ 


992. .1189 






Seq. No. 


38188 




Seq. ID 


OJ990619_50.0211. 


C5 


Gene No. 


78557 




Strand 


+ 




O L. d X L. 


J *J X 




End 


1206 




Name 


D.TQQOfil 9 RO 091 1 PR 


o 1 .-fern 


Method 


TBLASTX: Maize 




O L d X l_ 


99^ ~ 

y y o 




End 


1199 




PT 
oX 


none 




Score 


263 




Ej AVw'i io 


QQQ 1 1 QQ QQQ 1 1 9R 
y y m » 1^ A- y y f y y \j » % ^ j. y 










Seq'.,. No .' ' ' " 


-38189 - " ■ 




Seq. ID 


•0J9 90 6 19^25 0.021-1; 


-p ^ 


Gene No. • 


. 78558 




Strand 


+ 




O L d X I, 


X ^ u 




End 


''l'7g2 ' " " 




Name 


n.t9Q0(^1 9 RO 0911* Pf^ 
\j\jyy\j\jj.y w)U.u<i.xx.^^o. 


ol . tc 


Method 


*' TBLASTX: Cress 




OL dX 


X . ■ 




End ■ 


392 * ■ . - 




r T 






Score 


57 




Exons 


1 ^9 194 198 989 


..392 








^prr No 


38189 




Seq. • ID 


OJ990619_50.0211. 


C6 


Gene No. 


78558 




Strand 


+ 




Start 


130 




End 


1782 




Name 


OJ990619 50. 0211. C6. 


o2 . tm 


Method 


, TBLASTX: Maize 




Start 


1 




End 


400 




GI 


none 




Score 


65 




Exons 


1..39, 107. .193, 113 


..193, 124 


..201, 135. .194, 290. .364, 





37899 




300. .392, 302. .400 



Seq. No. 


38189 




Seq. ID 


OJ990619 50. 0211. C6 


Gene No . 


78558 




Strand 


+ ~ 


Start 


130 




End 


1782 


Name 


OJ990619 50.0211.C6.ol. 


gs 


Method 


GENSCAN 


Start 


130 




End 


1768 


GI 


none 




Score 


.51 


Exons 


130. .201, 297. .392, 1467. .1588, 1683.. 


1768 


Seq. No. 


38189 




Seq. ID 


OJ990619_50.0211.C6 


Gene No . 


78558 




Strand 


+ 


Start 


130 




End 


1782 


Naine 


OJ990619 50.0211.C6.ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


1341 




End 


1782 


GI 


none 




Score 


101 


Exons 


1341. .1424,- 1346. .1423, 


1515. 


1565, 1571.. 1594, 1657.. 1782, 




1657. .1782 








Seq. No. 


38189 




Seq. ID 


OJ990619_50.0211.C6 


Gene No. 


78558 




Strand 


+ 


St^arX.,,, 


130_.._;,_ :. 




,End 


...17 82 ; ^ 


.Na^ne . „ , 


„ . . Q Ja9b 6X9 5.6.. .02 U . C 6...0I . 


tm 1 


Method. 


,TBLASTX.:,Maize 


Start 


1347 




End 


1782 - 


GI 


none 




Score 


112 


Exons 


1347. .1424, 1364. ,1423, 


1365. , 


1424, 1366. .1434, 1393. .1425, 




1511. .1588, 1512. .1565, 


1568. , 


1594, 1610. .1771, 1657. .1782, 




1662. .1691, 1672. . 1782 








Seq. No. 


38190 




Seq. ID 


OJ990619_50.0211.C7 


Gene No . 


78559 




Strand 


+ 


Start 


99 




End 


5534 


Name 


OJ990619 50.0211.C7.ol. 


gp 


Method 


AAT/GAP 


Start 


99 




End 


757 


GI 


none 




Score 


664 


Exons 


99. .242, 326. .412, 544. 


.757 






Seq. No. 


38190 




Seq. ID 


OJ990619_50.0211.C7 


Gene No . 


78559 




Strand 


+ 


Start 


99 




End 


5534 


Name 


OJ990619 50.0211.C7.ol. 


tw 


Method 


TBLASTX: Wheat 


Start . 


. 131 . 




.End , . 


623. . ... 


GI ■ ' • • 


none " - : . - 




Score ' : 


"14 6' -"V" 


Exons 


131. .247, 135. .248", "l36 


. .252, 


313. .411 


, 324. .'410, 328.. 411, 




' * 541. .600, : 542'. . 619;'-" 543 


. .'623 ■ 






Seq . No . - 


' 38190 . . . ' 




Seq.' ID 


' OJ990619_50.0211.C7 


Gene No , 


78559 




Strand 


+ 


Start 


99 




End ■ 


5534 


Name 


OJ990619 50.0211.C7.ol. 


gs 


Method 


GENSCAN 


Start 


137 




End 


2595 


GI 


none 




Score 


. 9 


Exons 


137. .242, 326. .412, 544 


. .1150, 


1951. .2019, 2502. .2595 


Seq. No. 


38190 




Seq. ID 


OJ990619_5'0.0211.C7 


Gene No. 


78559 




Strand 


+ 


Start 


99 




End 


5534 



37900 




Name OJ990 619_50 . 021 1 . C7 . o2 . tm Method TBLASTX : Maize 

Start 322 End 1164 

GI none Score 114 

Exons 322. .411, 324. .410, 542. .775, 543. .668, 729. .776, 800. .916, 
801. .923, 942. .1025, 954. .1016, 1016. .1096, 1017. .1097, 
1057. .1098, 1075. .1164 

Seq. No. 38190 Seq. ID OJ990619_50 . 0211 . C7 

Gene No. 78559 Strand + 

Start 99 End 5534 

Name OJ990619_50 . 0211 . C7 . o3 . tc Method TBLASTX : Cress 

Start 561 End 1365 

GI none Score 68 

Exons 561. .665, 749. .784, 833. .886, 942. .1004, 947. .1003, 1029. .1115, 
1046. .1114, 1213. .1365, 1225. .1353 

Seq. No. 38190 Seq. ID OJ990619_50 . 0211 . C7 

Gene No. 78559 Strand + 

Start 99 End 5534 

Name OJ990619_50 . 0211 . C7 . o2 . ts Method TBLASTX : Soybean 

Start 828 End 1355 

...GI jione_ „ \ .Score, ,-._,51_ : 

, ExonsL 7, ,.r^ra28 .'T:8S0,, " ^i'd.iom l523llli.l5,; I2ii. ..T3.53Za2 63^33^^^ 

Seq. No. 38190 Seq. ID OJ99061 9_50 . 0211 . 07 

Gene No. 78559 Strand + 

Start 99 , End 5534 

Name OJ990619_50 . 0211 . C7 . ol . np Method AAT/NAP 

Start 910 End 5353 

GI 5881940 Score 274 

Exons 910. .1171, 3585. .3726, 4825. .5027, 5156. .5353 

GI Descrip. (AL117387) putative secreted protein [ Streptomyces coelicolor 
A3(2)] 

Seq. No. 38190 Seq. ID OJ99061 9_50 . 0211 . 07 

Gene No. 78559 Strand + 

Start 99 End 5534 

Name OJ990619_50 . 0211 . 07 . o3 . tm Method TBLASTX : Mai ze 

Start 1209 . End 1365 

GI none Score 69 

Exons 1209.. 1322, 1213.. 1365, 1227.. 1355 



Seq;. Nov- •"- 38190' \; " - • - Seq. ' TO; / 0 j99d6r 9_5p'^ 021 1\;C^ 

Gene No. 78559 Strand + 

Start " ' '" 99 ' ' "'" ' ' " "' • • End* ' " 553^"' -' "'' * ' ' 

Name' ,* • '■^ OJ990619_50*. 0211 .07 :o2 .gs' ' 'Method/ .-GENSCAN ' . ' . / " 

^Start ... . 317-4. \ . ./ ' " ' " ..-""End"" '5386 ' ' - . ..^ - 

GI none Score .72 

Exons 3174.. 3726, 4825.. 5147, 5156.. 5386 

Seq. No. 38190 Seq. ID OJ990619_50 . 0211 . 07 

Gene No. 78559 Strand + 

Start 99 End 5534. 

Name OJ990619_50 . 021 1 . 07 . o2 . tc Method TBLASTX : Oress 

Start 3576 End 5032 

GI none Score 175 

Exons 3576. .3728, 3584. .3727, 4817. .5032, 4824. .5027 



37901 



Seq. No. 38190 

Gene No. 78559 

Start 99 

Name OJ990619_50 . 0211 .C7 . ol . 

Start 4824 

GI none 

Exons 4824.. 5027, 4826.. 5026, 
5252. .5353, 5457. .5534, 



tm 



5153. 
5458. 



Seq. ID OJ990619_50.0211.C7 

Strand + 

End 5534 

Method TBLASTX : Mai ze 

End 5534 

Score 287 

.5188, 5153. .5194, 5251. .5352, 
.5526 



Seq. No. 38190 

Gene No. 78559 

Start 99 

Name OJ990619_50 . 0211 . C7 . ol . ts 

Start 5153 

GI none 
Exons 



Seq. ID OJ990619_50.0211.C7 

Strand + 

End 5534 

Method TBLASTX : Soybean 

End 5526 

Score 234 



5153. .5353, 5155. .5352, 5457. .5522, 5458. .5526, 5473. .5526 



Seq. No. 


38190 


Seq. ID 


OJ990619_50..0211 


.07 


Q Tl Q KT 


78559 


Strand 


+ 




o Tzar t 


99 


End 


5534 




,^^^ame „.^^_^„,^ 


-.^OJ9,90619 5P„.i)2Xl^Ci.pl,,tc_ 


Met hgjd,^ ... 


TBLASTX: Cress 




Q -t- =j r•^- 


...... 5lli _ 


.lEnd._, . . 


-,.5H3o 


■ 




none 


Score 


231 




Exons 


5173.. 5352, 5174.. 5353, 5455 


. .5526, '5456. .5530 




O C ^ • W • 


38191 


Seq. ID 


OJ990619_50'. 0211 


pp 

V— o 


f^on^ Mo 


78560 


- Strand 


+ 




Start 


1 


End 


1524 




Name 


OJ990619 50.0211.C8.ol.gp 


Method 


AAT/GAP 




Start 


1 


End 


667 




GI 


2310623 


Score 


491 




Exons 


1..103, 162. .272, 399. .504, 


603. . 667 






GI Descrip. 


557474 5.0e-12 (U15179) ORFl 


[Bacteroides ovatus] 




Seq. No. 


38191 


Seq. ID 


OJ990619_50.0211 


C8 


Gene No. 


78560 


Strand 


+' 




Start 


1 


End 


1524 




Name 


OJ990619 50.0211.C8.ol.gs 


Method 


GENSCAN 




Start 


399 


End 


1524 




GI 


none 


Score 


.68 




Exons. 


399.. 504,. 603, .695, ,1511.. 1524 






Seq. No. 


38191 ' . ' ' ' 


Seq.' ID 


OJ990619_50* 0211. 


C8 


Gene' No'; ' * 


-'^785^0' ' ■ ■ ' ' ^ • - - ^' / 


Strand ' 






Start 


1" : : ' ' " ■ • 


■ -.End. ... 


..1524 ■ ■ ' 




Name - - - 


' 6j.990 6.19" 50. 0211 !c8.o2.gp 


; -Method 


AAT/GAP ' . . . 




Start 


1251 • 


End ■ 


1334 




GI 


2312838 


Score 


76 ' 




Exons 


1251. . 1334 








GI Descrip. 


1420932/gb|U61383|ORU61383 7 


. Oe-21 Oryza rufipogon 






4-coumarate-CoA ligase gene. 


intron 1, 


partial sequence 





Seq. No. 38192 Seq. ID OJ99061 9_50 . 0211 . C9 

Gene No. 78561 Strand + 

Start 374 End 478 

Name OJ990619_50 . 0211 . C9 . ol . gs Method GENSCAN 

37902 



start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



,aeq.._JNo,., 
Gene No. 
Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



374 
none 
374 . . 



478 



38192 
78562 
937 

OJ990619_50.0211.C9.ol.gp 

937 

none 

937. .1160 

38192 
78563 
1780 

OJ990619_50.0211.C9.o2.gp 
1215 

3279_1.R1084 
1215. .2072 

'1420932/gb|U61383|ORU61383 ' 
4-coumarate-CoA ligase gene, 



End 
Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



478 
.41 



OJ990619 50. 0211. C9 



1160 
AAT/GAP 
1160 
418 



OJ990619 50. 0211. C9 



2328 
AAT/GAP 
2072 
1657 



78563 
1780 

OJ990619_50.0211.C9.ol.tm 
1455 



none 
1455. 
1627. 
2048. 



.1532, 1456. .1536, 1457. 
.1659, 1628.. 1699, 1759. 
.2299, 2221.. 2328 



38192 
78563 
1780 

OJ990619_50.0211.C9.o2.tw 

1498 

none 

1498. .1521, 
1644. .1676, 
1781. .1897 



1529. .1609, 1553. 
1645. .1680, 1676. 



'.Oe-21 Oryza rufipogon 
intron 1, partial sequence' 

^rae^T^ji™^^^^ 

Strand - ' 

End 2328 

Method TBLASTX : Mai ze 

End 2328 

Score 101 
.1570, 1545. .1595, 1568. .1636, 
.2151, 1759. .2295, 1778. .2305, 



Seq. ID OJ990619_50.0211.C9 
Strand 

End 2328 

Method TBLASTX : Wheat 

End 1897 

Score 82 

.1618, 1555. .1611, 1630. .1734, 
.1702, 1780. .1896, 1780. .1896, 



"Seq^\N6. .: • "■'■38192 \ / . r - 

Gene- No. 78563 

'Start • "■^ .^>7gQ.. .V .^v-:..'.. .. : ^r-:--,-.-- 

•Name 'V. \. ' OJ390.6i9_50. 02 ir;'C9Vql . ts 

Start . ' ■ 1763' ■ ' " ^ . 

GI none ' 

Exons- 1763.. 2005, 1780'.. 2289, 2105. 

Seq. No. 38192 

Gene No. 78563 

Start 1780. 

Name OJ990619_50 . 0211 . 09 . ol . tc 

Start 1780 

GI none 
Exons 



Seq.,; ID . "0J9 9 0.6-19^5 07 021 
Strand - ' _ 

. , 2328 ' 
Method - TBLASTX: Soybean 
End.,/ .* 2310.' / ' . " ' ' ' 
Score 205 
.2284, 2212. .2310 

Seq. ID OJ990619_50.0211.C9 
Strand 

End .2328 

Method TBLASTX : Cress 

End 2295 

Score 106 



1780. .1977, 1783. .1974, 1784. ,1975, 1999. .2265, 2159. .2266, 



37903 




2263. .2295, 2263. .2295 



Seq. No. 38192 Seq. ID OJ990619_50 . 0211 . C9 

Gene No. 78563 Strand 

Start 1780 End 2328 

Name OJ990619_50 . 0211 . C9 . o2 . gs Method GENSCAN 

Start 1780 End , 2295 

GI none Score . 96 

Exons 1780.. 2295 

Seq. No. 38192 Seq. ID OJ990619_50 . 0211 . C9 

Gene No. 78563 Strand 

Start 1780 End 2328 

Name OJ990619_50 . 0211 . C9 . ol . np Method AAT/NAP 

Start 1783 End 2295 

GI 5031281 Score 590 

Exons 1783.. 2295 

GI Descrip. (AF139499) unknown [Prunus armeniaca] 

Seq. No. 38192 Seq. ID OJ990619_50 . 0211 . C9 

Gene No. 78563 Strand 

Starts ,.™_™.aj80._:_. ..End.__2328._ - - 

. ..Name,:.., . .dj990£19^Eb.,S)iiX'.C^^^^ 

tj Start 1912 * ' ^ End ' 2322'""'"" 

=.3 GI none Score 90 

frk Exons 1912. .2070, 1913. .1975, 1918. .1977, 1982. .2035, 2038 . .2151, 
2038. .2310, 2099. .2311, 2215. .2322 

□ Seq. No. 38193 Seq. ID OJ990619_50 . 0211 . CIO 

id Gene No. 78564 Strand 

O Start 72 End 3138 

ri] Name OJ990619_50 . 0211 . CIO . ol . gs Method GENSCAN 

Start 72 End 3138 

:^ GI none Score .49 

U Exons 72.. 176, 361.. 447, 2968.. 3138 

la Seq. No. 38193 . Seq. ' lD OJ^0619_50 . 0211 . CIO 

Gene No. 78564 ' Strand 

IZ start 72 End 3138 

Name OJ990619_50 . 0211 . CIO . ol . gp Method AAT/GAP 

Start 176 ' End 260 

. GI . . . 3279_4.Rig84 . _ Score . 137 

- Exons "" 176. .260 ' . ' . r : . : m: u:.- . . / . 
■ " GI Descrip.''"' ' 503128 l/gb| AAD38 1 4 6 . IJ AF1394 99_1 2."be-56 iAFi394 99') "unk^^ 

* * ■ '* "[PruriuS afmfeniaCa] * ' . -^r- r...^ r r ..j-.::— - 



Seq'. No. 38194 - '' "" Seq ."lD \ OJ990619_50 ."021 1 .'Cl 1 

Gene No. ' 78565 Strand .+ 

. Start 80 End 3729' 

Name OJ990619_50 . 02 11 . Cll . ol . gs Method GENSCAN 

Start 80 End 2378 

GI none Score . 65 

Exons 80.. 116, 731,. 945, 1548.. 1607, 1886 .. 2044 , 211"9 2183, 
2188. .2378 " 

Seq. No. 38194 Seq. ID OJ990619_50 . 0211 . Cll 

Gene No. 78565 Strand + 



37904 



start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 

„iiame^^._ 

.Starts .; . . - 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



80 End 3729 

OJ990619_50.0211.Cll.ol.np Method AAT/NAP 
740 End 3729 

6539567 Score 84 

740. .837, 2201. .2403, 3312. ,3447, 3571. .3729 
(AP000836) EST C72938 (E2506) corresponds to a region of the 
predicted gene.; Similar to Arabidopsis thaliana chromosome I 



BAG T5A14 genomic sequence; 
sativa] 

38194 
78566 
3460 

OJ990619_50. 0211 .011. o2.gs 
3460 
none 

3460.. 3630, 3706. .3787 

38195 
78567 
1193 

„ OJ990J6JL 9,^50 . 0211 . C12 .j)l ._^Pl 

ii9ii„ : 

90361_l.Ri084 
1193. .1444 

'4335745/gbl AAD17422 I 2.0e-22 (AC006284) putative hydrolase 
{contains an esterase/lipase/thioesterase active site serine 
domain (prosite: PS50187) [Arabidopsis thaliana] ' 



unknown protein (AC005223) [Oryza 



Seq. ID OJ990619_50.0211.C11 
Strand 

End 3787 

Method GENSCAN 

End 3787 

Score .74 



Seq. ID OJ990619_50.0211.C12 

Strand + 

End 1444 
:__fle t hod , ,^_^MT ZG 
,,.,Eridl..,..:; SlAM^.., 

Score 4 88 



38196 Seq. ID 

78568 Strand 

64 End 
OJ990619_50 . 0211 . C14 . ol . gs Method 

64 End 

none Score 
64. .435 



OJ990619_50.0211.C14 
+ 

435 

GENSCAN 

435 

.7 



Seq. No. 
Gene No. 
Start 
Name 
Start 

' Exons 
GT'' Descrip.' 



38196 Seq. ID OJ990619_50 . 0211 . C14 

78569 Strand 
1 End 399 

OJ990619_50.0211.C14 .ol.np Method AAT/NAP 

1 . ■ ... End,. 393 . . . , ... 

6539553- ' " ' ; '■ ' Score- - 669 - - ■ 'y - 

1. .393 " ' "' "^'-j' ^- ' • ■ •■ ~ "'■ 

'(AP00D83''6;) ''SiitiilaT^ ' td"'0'fy2"a"aus"tral'T 

'•(:D85597^ [Oryza sativa] . "gi* | 6539590] db j J BAA8820.6vlT ' *{APG.0M3'7 )' 
Similar ^o Oryza australiensis retrotransp'oson. RIREl . ( D85597 ) . 
[Oryza sativa] " 



Seq. No. 38196 Seq. ID 

Gene No. 78569 Strand 

Start 1 End 

Name OJ990619_50 . 0211 . C14 . ol . tm- Method 

Start 1 End 

GI none Score 

Exons 1. .264, 2. .256 



OJ990619_50.0211.C14 
399 

TBLASTX: Maize 

264 

241 



37905 



Seq. No. 


38196 


Seq. ID 


OJ990619_50.0211 


.C14 


Gene No. 


78569 


Strand 






Start 


1 


End 


399 




Name 


OJ990619 50 0211.C14.ol.tw 


Method 


TBLASTX: Wheat 




Start 


13 ~ 


End 


399 




GI 


none 


Score 


254 




Exons 


13 399 14 388 








Seq. No. 


38197 


Seq. ID 


OJ990619_50.0211 


.C16 


Gene No. 


78570 


Strand 


+ 




Start 


1378 


End 


4013 




Name 


OJ990619 50 0211 C16 ol as 


Mpt hod 


GENSCAN 




Start 


1378 ~ 


End 


2340 




GI 


none 


Score 


1 




Exons 


1378 2340 








Seq. No. 


38197 


Seq. ID 


OJ990619 50.0211 


.C16 


Gene No. 


78570 


Strand 


+ ~ 




Start 


1378 


End 


4013 




Name 


OJ990619 50 0211 C16 ol no 


Method 


AAT/NAP 




Start 


1387 ~ 


' End 


4013 




GI 


6523100 ... 


Scor;e„ _ 


638 - 




Ry on <=; 


138 7 1585" 3257' 4:013 ' 








GI Descrip. 


fAL133315) Dutative orotein- 


[Arabidopsis thaliana] 




Seq. No. 


38197 


Seq. ID 


OJ990619_50.0211 


C16 


Gene No. 


78570 


Strand 






Start 


1378 


End 


4013 




Name 


OJ990619 50 0211 C16 o2 as 


Method 


GENSCAN 




Start 


3028 ~ 


End 


4010 




GI 


none 


Score 


.58 




Exons 


3028 .3451, 3571 4010 








Sea. No. 


38197 


Seq. ID 


OJ990619_50.0211 


C16 


Gene No. 


78570 


Strand 


+ 




Start 


1378 


End 


4013 




Name 


OJ990619 50.0211.C16.ol.gp 


Method 


AAT/GAP 




Start 


3343 


End 


*3850 




GI 


5038938 


Score 


837 




Exons 


3343. .3850 








GI Descrip. 


4335745/gb|AAD17422 1 2 . Oe-22 


{AC006284) 


putative hydrolase 



, (contains an e„sterase/lipase/thioe.sterase active site serine, 
domain; (prosite; ^ PS5pi87); .[Arabidopsis thaliana]; ; ; , 



■Seq\" No r" 
. Gene No-V-' 
.'start 

Name 

Start 

GI 

Exons 



•38197 "■■ ■ • : ■ ^ r,"-^ 
78571/:' : '~ ■ . 

414 6 ^ . 

OJ990619_50.0211.C16.ol.ts 
1384 



■OJ99t)'6T9 "50; 0211^"Ci"6" 



none 
1384. 
2062, 
3378. 



" Seq.- - ID~ 
Strand . 
End 

_ Method 

End 

Score 

1566, 1588. .1782, 1660. .1761, 1804. .1914, 1921. .1962, 
2100, 2107. .2268, 3118. .3204, 3247. .3345, 3344. .3418, 
3596, 3473.. 3595, 3603.. 3662, 3654.. 3773, 3780.. 3947 



4.407 ...... 

TBLASTX: Soybean 

3947 

139 



Seq. No. 
Gene No. 
Start 



38197 
78571 
4146 



Seq. ID 

Strand 

End 



OJ990619 50.0211.C16 



4407 



37906 




Name 


OJ990619 50 


.0211 


.CI6.0I. 


tc 


Method 


TBLASTX: 


Cress 


u a i. I. 


X J -7 U 








End 


4001 






n on o 








Score 


136 




von Q 


1 '5Qn 1 t^flZl 

J.J-7U. m ±D0 H f 


X D DU 


174^ 


1 fl04 


.1944, 1930.. 1983, 


91Sft 9'^'^1 
zxoo. t ^ 0 0 1 f 




/ . * ^ J*i U f 


J 4^ 0 0 


. * ^ 0 ^ u f 


J J / / . 


.3412, 3378.. 3416, 


sJ^i^O. • 0 \J ^ 0 f 




^4 7*^ ^(^1 Q 
/ J. .^vx:?/ 


J / 0 0 


4 001 










Seq. No. 


38197 








Seq. ID 


OJ99061 Q 

\jyj ^ ^ \J \J J. ^ 


_50.0211.C16 


Gene No. 


78571 








Strand 






O L. d JL L. 


4 1 4 

1 X *i U 








End 


4407 








091 1 

U Z X X 


n o*^ 




Method 


TBLASTX: 


iYiax z e 




1 4 4 4 ~~ 

X *3 *i *i 








End 


3240 






n on o 








Score 


77 




R 5f D n 


14 4 4 1 




^94 0 




.3218 








■^fil Q7 








Seq. ID 


OJ990619 


SO 0911 


Gene No. 


78571 








Strand 






Start 


4146 








End 


4407 








091 1 

UZ. X X 


ri 0I 




Method 


TBLASTX: 


irlcL X Z C 


O L-dl. L 


1 S4Q ~ 








End 


3611 






none 








Score 


133 




Th' von Q 


1 S4 Q 1 7 Q1 




1 7 fil 


1 P 04 ' 


U 92 6 , . , 1 8.Uv .,1 925,, 


^941 l'^4S 




"^9flR ?^4 4 


SO 


^(=;07 
... 0 V U ^ 


^^7 S 


...3 6 11:..^, . 








-30-107 

J 0 X y / 








Seq. ID 


OJ990619 


so 0911 ^ 

OU . UzXX .^xo 


Gene No. 


78571 








Strand 






Start 


4146 








End 


4407 




Name 




09 1 1 

UZ X X 


n o9 


LIU 


Method 


TBLASTX: 


Man '7 ^ 


O L dx L 


X J? 0 u 








End 


3905 




\J X 


none 








Score 


62 




W von Q 


1 Q^n 904 Q 


90 S S 

Z U J J < 


9 1 Ofi 

. Z X u 0 ^ 


9071 


.2151, 2158. .2235, 


^ fil 9 ^7 4 Q 




0 \J ^ ^ m * ^ f ^ y f 


?74 1 












Seq. No. 


38197 








Seq. ID 


OJ990619 


_50.0211.C16 


Gene No. 


78571 








Strand 






o t_ d X u 


4 1 4 

I X *i 0 








End 


4407 




INdillC 


z/ y \j \j ± zf J u • 


0911 

\J ^ XX. 


PI 0I 




Method 


TBLASTX: 


Wl itrd L 


o t.dx L 










End 


3848 




\3 X 


n on 0 








Score 


113 




P von Q 


2108 


2056. 


.2166, 


J U *i 0 • 


.3848, 3650.. 3739, 


^fiQ^ ^74^ 


Seq., No.;.. 


- . 38197. • ^ ' 








Seq. ID. 


OJ990619 


__.50..0211...C16 


Gene. 'No. ; ' 


; 78571 \ : : • 








'Strand. ' 






O L. dX L. 


4 1 4 

1 X 1 vJ 








End ' 


4407 




LNdlllC 


"n.TQQO^^T'Q- SO* 


a2-]:KCl'6Vo2: 


. ... - ; 


'Method"'" 


' AAT7GAP " 




• OLcixL 


■ ' '. 4 1-4 * ~- 








/End" . 


4 407' - 





■ 


none 








Score 


.516 ■ ' . 




tr V r^n Q 


4 1 4 4 407 














Q c:i r-T Mo 
O e q . LN U . 


J 0 X 0 








Seq. ID 


OJ990619 


SO 0911 CM 
DU.UZXX.V^X / 


Gene No. 


78572 








Strand 






Start 


1 








End 


125 




Name 


OJ990619 50. 


0211. 


CI7.0I. 


gp 


Method 


AAT/GAP 




Start 


1 








End 


125 




GI 


none 








Score 


128 




Exons 


1. . 125 















37907 



Sea No 


38199 


Sea ID 


OJ990619 50 0211 C19 


Gene No . 


78573 


Strand 




Start 


161 


End 


587 


Name 


OJ990619 50.0211.C19.ol.gp 


Method 


AAT/GAP 


Start 


161 


End 


587 


GI 


4878407 


Score 


676 


F, V o n s 


161. .587 






QT De<=;pTin 


6069643/cibj 1 AP000616. 1 1 AP000616 l.Oe-152 Oryza sativa genomic 




DNA, chromosome 6, clone : P0514G12 




Seq. No, 


38200 


Seq. ID 


OJ990619_50.0211.C20 ' 




78574 


Strand 




Start 


1 


End 


223 


Naine 


OJ990619 50.0211.C20.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


171 


GI 


6539553 


Score 


299 


Exons 


1. .171 






\J J- LJ \^ >«? J- J- • 


(AP000836) Similar to Oryza 


australiensis retrotransposon RIREl 




{D85597) [Oryza sativa] gi | 6539590 | dbj | 


BAA88206.il {AP000837) 




Similar to Oryza australiensis retrotransposon RIREl {D85597) 




[Oryza sativa] 






s.e'g,.. .Np..:, 


3820.0.,. ' ..... 


, ,Seq. „ID_ 




Gene No. 


78574 


Strand 




Start 


1 


End 


z. ^ J 


Name 


OJ990619 50.0211.C20.ol.tw 


Method 






16 


End 


z z 0 


GI 


none 


Score 


153 


R von 


16. .180, 17. .181, 177. .212, 


185. .223 




O C • IN ^ • 


38201 


Seq. ID 


nTQQrx^lQ 0911 r9i 


Gene No. 


78575 


Strand 




Start 


85 


End 


1472 


Name 


OJ990619 50.0211.C21.ol.np 


Method 


AAT/NAP 


Start 


85 


End 


1472 




6907088 


Score 


1021 


F VOTi <^ 


85. .222, 398. .635, 1129. .14 


72 




fiiT Despr "i n 


(AP001129) hypothetical protein [Oryza 


sativa] 


Seq. No. 


38201 


Seq. ID 


OJ990619_50. 0211. 021 


Gene No. 


78576 


Strand 




Start 


10 . . 


.End 


.137 9 . -.- 


Name 


'Oj990619 50.0211 .C21.ol.gs 


Method 


GENSCAN' '"^ ; • • 


'Start " 


10 


' End ■ 


1379' * ' •- - - 




none" ' - ' 


Score' 






10. .:57v.;i2 95: ..1379 " y 






Seq.- No. 


38202 • 


Seq. ID 


OJ990619_50. 0211. 023 


Gene No. 


78577 


Strand 


+ 


Start 


154 


End 


1538 


Name 


OJ990619 50.0211.C23.ol.gs 


Method 


GENSCAN 


Start 


154 


End 


1538 


GI 


none 


Score 


.57 


Exons 


154. .222, 351. .404, 480. .545, 643. .762, 


1351. .1538 


Seq. No. 


38202 


Seq. ID 


OJ990619_50.0211.C23 


Gene No. 


78578 


Strand 





37908 



start 
Name 
Start 
• GI 
Exons 



1780 

0 J99061 9_50 . 021 1 . C23 . o2 . tw 

1728 V 

none 

1728. .1766, 1739. .1774, 1770, 
1949. .2065 



End 

Method 

End 

Score 



4181 

TBLASTX: Wheat 

2071 

42 



1910, 1771. .1914, 1910. .2071, 



Seq. No. 38202 Seq. ID 

Gene No. 78578 Strand 

Start 1780 . End 

Name OJ990619_50 . 0211 . C23 . ol . np Method 

Start 1780 End 

GI 6539553 Score 

Exons 1780.. 4181 

GI Descrip. (AP000836) Similar to Oryza australiensis retrotransposon RIREl 
(D85597) [Oryza sativa] gi | 6539590 | dbj | BAA88206 . 1 | (AP000837) 
Similar to Oryza australiensis retrotransposon RIREl (D85597) 
[Oryza sativa] 



OJ990619_50.0211.C23 
+ 

4181 
AAT/NAP 
4181 
4068 



Seq. No. 38202 Seq. ID 

Gene No. ' 78578 ' Strand 

Start • 1780 • End,, , 

Name, : , _ :„ _ ,.0 J9.aM19_50 . .021 1 . Q2i.. o2 ..im. Me.thpd 

Start ' 1916 End 

GI ' none Score 

Exons 1916.. 2221, 1924.. 2223 



OJ990619_50.0211.C23 
+ 

.j1181„_ 

. .XBLASTx'i.Mai ze . _ . . 
2223 
350 



Seq. No. 38202 

Gene No. 78578 

Start 1780 

Name OJ990619_50 . 0211 . C23 . ol . tm 

Start 2722 

GI none 

Exons 2722.. 2976, 2729.. 3043, 2749, 



Seq. ID OJ990619_50.0211.C23 

Strand + 

End 4181 

Method TBLASTX : Mai ze 

End 3044 

Score 268 
.3042, 2877.. 3044 



Seq. No. 38202 Seq. ID 

Gene No. 78578 • Strand 

Start 1780 End 

Name OJ990619_50 . 0211 . C23 . o2 . ts Method 

Start 3071 End 

GI none Score 

Exons .. , 3071. .3226, . 3209. .3457 

Seq. No.- 38202" ' " Seq. .ID 

Gene No.-* ■ ■•"78578- ' " ' * " ' • . " 'Strand 
-Staft^ Z 1780." . Z.S:" • ■' :. : 1 . ^' - " - End 

Name"^ . "/ - '. OJ99d619_50 . 0211 . C23 . o3 Ttw ' "Method 

Start 3176 • End 

GI none Score 

Exons 3176.. 3514, 3308.. 3493 



OJ990619_50.0211.C23 
'4181 

TBLASTX : Soybean 

3457 

83 



OJ990619_50.0211.C23 

40:81 ^ " ' *v, ■^' 

TBLASTX: Wheat..." ■ .* 

3514 • 

261 



Seq. No. 38202 . Seq. ID 

Gene No. 78578 Strand 

Start 1780 End 

Name OJ990619_50 . 0211 . C23 . o3 . tm Method 

Start 3245 End 

GI none Score 



OJ990619_50.0211.C23 
+ 

4181 

TBLASTX: Maize 

3679 

300 



37909 



Exons 



3245. .3679, 3454. .3654 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 
„Start^^ 
. Name, . . 

Start ' 

GI 

Exons 

GI Descrip, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 
■ Name_ - 
•Start 

GI " ■ 

ExonS'"'.^. 



38202 
78578 
1780 

OJ990619_50.0211.C23.ol.ts 

3467 

none 



Seq. ID OJ990619_50.0211.C23 

Strand + 

End 4181 

Method TBLASTX : Soybean 

End 38 65 

Score 187 



3467. .3691, 3475. .3645, 3692. .3865, 3700. .3738 



38202 
78578 
1780 

OJ990619_50.0211.C23.ol. tw 

3515 

none 



Seq. ID OJ990619_50.0211.C23 

Strand + 

End 4181 

Method TBLASTX : Wheat 

End 4181 

Score 620 



3515. .3964, 3523. .3969, 3651. .3971, 3700. .4002, 4022. .4153, 
4023. .4154, 4151. .4180, 4152. .4181 

38203 Seq. ID OJ990619_50 . 0211 . C24 

78579 Strand + 

.X._ End . .28.62„._..^,_____ 

PJ9906r9_56...a2il . C24' , pl,.np.. . ,.^Me.tho.d.,.-AAT./ NAP. „. 

1 ' " End 900 

6539553 ' Score 1417 

1..900 

{AP000836) Similar to Oryza australiensis- retrotransposon RIREl 
{D85597) [Oryza sativa] gi | 6539590 | dbj | BAA88206 . 1 | (AP000837) 
Similar to Oryza australiensis retrotransposon RIREl {D85597) 
[Oryza sativa] 



38203 
78579 
1 

OJ990619_50.0211.C24.ol. ts 
4 

none 

4. .282, 5.-283 

38203 
78579 

.1 ■ ...... 

' OJ-990619:_50 ; 0211 .€24 . ol : gs 

35 ^ , 

' 'none'" ' ' ' ~- - " - 

::35 . \ 3S3,' 542 . . 69:0,. .1410V. 1538 ,' 17 60 ...-1-836., '203X). .'2'271, * : 

2840. .2862 . ' 



Seq. ID OJ990619_50,0211.C24 

Strand + 

End 2862 

Method TBLASTX : Soybean 

End 283 

Score 206 



Seq. ID OJ990619_50.0211.C24 
Strand + 

End . 2862 . 

Method* GENSCAN - * ' 
■End 28 62 . 

Score" '"\SS " 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
Seq. No. 



38203 
78579 
1 

OJ990619_50.0211 .C24 .ol.tm 

101 

none 



Seq. ID OJ990619_50.0211.C24 

Strand + 

End 28 62 

Method TBLASTX : Mai ze 

End 434 

Score 298 



101. .433, 101. .418, 109. .432, 204.:434 

38203 Seq. ID OJ990619 50.0211.C24 



37910 




Gene No. 78579 Strand + 

Start 1 End 28 62 

Name OJ990619_50 . 0211 . C24 . ol . tw Method TBLASTX : Wheat 

Start 289 End 764 

GI none Score 93 

Exons 289. .360, 290. .364, 2 90 . . 370/ 379 . . 540, 380. .541, 380. .541, 

540. .764, 544. .726, 549. .764 

Seq. No. 38203 Seq. ID OJ990619_50 . 0211 . C24 

Gene No. 78579 Strand + 

Start 1 End 2862 

Name OJ990619_50 . 0211 . C24 . o2 . ts Method TBLASTX : Soybean 

Start 296 End 636 

GI none Score 87 

Exons 296.. 409, 322.. 402, 428.. 541, 544.. 636 

Seq. No. 38204 Seq. ID OJ99061 9_50 . 0211 . C25 

Gene No. 78580 Strand + 

Start 1 End 1564 

Name OJ990619_50 . 0211 . C25 . ol . np Method AAT/NAP 

Start 1 End 1564 

.,;GI ^ :,_^-^803253 , ^core. 237- 

Exons 1.....8I., ,53^.., 606, .,6ij... .95.6,. J087 ...J^2oT9,,,. 1522 ... iVgA 

GI Descrip. (AP0003'99) ESTs AU068856 (050756) ,'AU077979 (061370) correspond to 
a region of the predicted gene; similar to serine protease 
(AF097709) [Oryza sativa] 

Seq. No. 38204 Seq. ID OJ990619_50 . 0211 . 025 

Gene No. 78580 Strand + 

Start 1 End 1564 

Name OJ990619_50 . 0211 . 025 . ol . gs Method GENSGAN 

Start 96 End 1211 

GI none Score .81 

, Exons 96. .246, 479. .606, 681. .9.56, 1087. .1211 

Seq. No. 38205 Seq. ID OJ990619_50 . 0211 . 02 6 

Gene No. 78581 Strand + 

Start 1 End 1176 

Name OJ990619_50 . 0211 . 026 . ol .np Method AAT/NAP 

Start 1 End 1176 

GI . 6815115 Score 184 

Exons 1... 29, 1047.. 1176 . - ■ , ...... 

/ GI Descrip- \(AB03754 3)/ ATP synthase beta'. sabunit [Oryza sativa] . / 

SeqV^Nor"" " 382"05'"- ; ' ' ' • "Seq." ID "~ W99'061'9^5'0\ 0'21'l^ 02 6 

; Gene:.No. ^ ' 78582 • ' \. . . ".. ■ Strand" - . ^ ■ * 

■ -Start' 1175 ...i . End' ■ .1908. ' - ' ' . . 

Name OJ990619_50 . 0211 . 026 . o2 . np Method AAT/NAP 

Start 1175 End 1908 

GI 114599 Score 313 

Exons 1175.. 1373, 1682.. 1908 

GI Descrip. ATP SYNTHASE EPSILON OHAIN gi | 678 67 | pir | | PWZME H+-transporting 
. ATP synthase (EC 3.6.1.34) epsilon chain - maize chloroplast 
gi I 342578 (J01421) coupling factor epsilon subunit [Zea mays] 
gi I 902228 I emb|OAA60292 I (X86563) ATPase epsilon subunit [Zea 
mays] 



37911 





Seq. No. 


38205 








Seq. ID 


OJ990619_50. 0211 .026 




Gene No. 


78583 








Strand 






Start 


363 








End 


772 




Name 


OJ990619 50 


.0211 


.C26.01 


. as 


Method 


GENSOAN 




Start 


363 








End 


772 




GI 


none 








Score 


. 53 




Exons 


363. .474, 552. .772 










Seq. No. 


38205 








Seq. ID 


OJ990619_50. 0211. 026 




Gene No. 


78584 








Strand 






Start 


1844 








End 


4317 




Name 


OJ990619 50 


.0211 


.026. o3 


. ts 


Method 


TBLASTX: Soybean 




Start 


1040 








End 


1374 




GI 


none 








Score 


63 




Exons 


1040 . . 1126, 


1042 


. . 1185, 


1044 . 


..1190, 1045, .1143, 1181. .1372, 






1184 . . 1372, 


1186 


. . 1374 










Seq. No. 


38205 








Seq. ID 


OJ990619_50. 0211. 026 




Gene No. 


78584 








Strand 






Start 


1844 








End 


4317 




Name 


OJ990619_50 


.0211 


.026.04 


. tc 


Method 


TBLASTX :Oress 




_SJ:art 


_104„0_ 


^ ^ 


^^.l — — 




„End; 


1373 






,.,.,.non.e . .1-,. 








.S.core. 


.J2 




Exons 


1040. .1126, 


1044 


. . 1178, 


1045'! 


.1143, 1181. .1363, 1186. .1338,' 






1344 . . 1373 












I. , 


Seq. No. 


38205 








Seq. ID 


OJ990619 50.0211.026 




Gene No. 


78584 








Strand 






Start 


1844 








End 


4317 




Name 


OJ990619_50 


. 0211 


.026.O3 


tm 


Method 


TBLASTX: Maize 


=5- 


Start 


1835 








End 


2164 




GI 


none 








Score 


205 


5 La 
= 


Exons 


1835. .2164, 


1842 


. .2153 










Seq. No. 


38205 








Seq. ID 


OJ990619_50. 0211. 026 


'4 


Gene No. 


78584 








Strand 






Start 


1844 








End 


4317 




Name 


OJ990619_50, 


0211 


.026.O1, 


ts 


Method 


TBLASTX: Soybean 




Start 


1844 








End 


2714 


Q 


GI 


none 








Score 


80 




Exons 


1844 . .1951, 


1844 


. .2713, 


1944 . 


.2714 






^Seq. No-. ; 


• 38205- ;•• - . 






- ■ - - ' 


Seq. ID ' 


.6a9906i9j50^ P2ir;02 6" 




Gene No. 


78584 








Strand 






Start 


184-4 ■ 








End ' 


■4317 ' ~ " 




^N'ame 


OJ990619 "50. 


,0211 


026. b2. 


as - 


'Method ; 


.GENSOAN.-' : : 




Start ■ ' ■ • 


1844-.-. 






End • ' . 


2716 . ^ . . " 




GI 


none 








Score 


1 




Exons 


1844 . .2716 














Seq. No. 


38205 








Seq. ID 


OJ990619_50. 0211. 026 




Gene No. 


78584 








Strand 






Start 


1844 








End 


4317 




Name 


OJ990619 50. 


0211. 


■026. o3. 


np 


Method 


AAT/NAP 




Start 


1847 








End 


4296 




GI 


6729531 








Score 


2771 




Exons 


1847. .2830, 


2864. 


.4182, 


4240. 


.4296 





37912 




GI Descrip. (AL132977) anthranilate phosphoribosyltransf erase-like protein 
[Arabidopsis thaliana] 



O C V-^ • LN (J • 


J O ^ U J 








ocr^ . XL/ 


n.TQQOfil Q so 0911 






/ O .J O *i 








q^i" r::^ nH 
OCX diiui 






o udi. L 


1 R 4 4 

X O 4 *3 










4 717 

rl J X / 








091 1 

VJ ^ X X • 


C9f^ n1 




Mo "J" In oH 


TRT aqTY • froQ d 

1 OXirlo J.A. . V_rXooo 






1 Q?4 ~ 










9 SQfi 

^ J ^ D 




GI 


none 








Score 


223 




Exons 


1934. .2329, 


1944. 


.2486, 


2378. 


.2596 






O t; ^-^ . LN (J • 


J O ^ U J 








OCtJ . XL/ 


n.TQQOf^l Q SO 0911 




OdlC LN(J. 


/ O J O *i 








q4- ■r;:5nH 
0 L X dliu 






O L. CL i. L. 


1 ft4 4 

X O *i M 










4 717 

1 J X / 






wo^^vjux^ vju* 


0911 

U ^ X X • 


r9fi n1 












^ X O J 










97 Q4 






none 








Score 


683 




Exons 


2165. .2794, 


2205. 


.2792, 


2645. 


.2794 






O C • LN (^.J , 


J O ^ U »J 








Seq. ID 


OJ990619_50.0211 


.C26 


o ■pi o M 


7R RR4 
/ o ^ O f± 








Strand 






Ql- ^1 Y"\- 


1 R4 4 








_End,. 


,_4317. 




Nsit).©-^ . 




091 1 


^9^ n9 


I- 0 


, Method . 


.TBLAsix:.Cr;ess_. _ 




O L di. C 


^ u ^ 1 








End 


3266 






none 








Score 


126 




Exons 


2597. .2827, 


2643. 


.2813, 


2900. 


.3055, 2901. .3056, 3053. .3265, 




3054. .3266 














O tr • LN (J • 


oo ^ u ^ 








Seq. ID 


OJ990619_50.0211 


.C26 




7ft Sft 4 

/ O *J O 1 








Strand 






q-h ;5 -r-h 
O LdX L 


1 ft 4 4 

X O *i ri 








End 


4317 




Naine 


fi.TQQnfii Q sn 


091 1 

U X X • 


C26.01 


tw 


Method 


TBLASTX: Wheat 




q+- -r-h 


9(^1 R ~ 

^ U X o 








End 


3047 




.GI 


none 








Score 


206 




Exons 


2618. .2830, 


2622. 


.2825, 


2900. 


.3046, 2901. .3047 




O C • LN ■ 


7ft 9ns 








Seq. ID 


OJ990619_50.0211 


.C26 


Q ^ Mo 


7ftSft4 ■ 






Strand 






O Ldl. L 


1 ft 4 4 

X O *i T 








End 


4317 . 




Naine 




091 1 

VJ 4C. X X ■ 


C26.03 


gs 


Method 


GENSCAN 




O L dl. L 


9ft 4 n " 








End 


4317 






none 








'.Score 


.68 




Exons . 


.■,284 0. . 3*82 9, ■ 


3856: 


.4 317' 










o c 4 . IN U . 


7ft 90 S * 

J O ^ V J 








Seq.'" ID 


"OJ990619_50:02tl 


.■'C2'6 


o o Mo 


■ - 7ftSR4 ' 








• Strand- / 






Q+- a r-f- 
ol-dX L 


1R4 4 

X O 1 *i 








-End ■ 


4317" 




Name 


VJUi/r?uDX^ OW. 


0 911 
\j ^ ± J. , 


C26.02, 


ts 


Method 


TBLASTX: Soybean 




Start 


2933 








End 


3754 • - 




GI 


none 








Score 


246 




Exons 


2933. .3238, 


2940. 


.3242, 


3320. 


.3652, 3504.. 3626, 3677,. 3754, 




3678. .3752 














Seq. No. 


38205 








Seq. ID 


OJ990619_50.0211 


.026 


Gene No. 


78584 








Strand 






Start 


1844 








End 


4317 




Name 


OJ990619' 50. 


0211. 


C26.02. 


tm 


Method 


TBLASTX: Maize 





37913 




start 


^ ^ _7 VJ 








End 


3999 


GI 


none 








Score 


226' 


Exon s 


^Z7-7V. » ^ \J 'J f 


2991 


. . ^ ^ *i ^ , 


3320 


.3646, 3459. .3641, 3844. .3999 


Seq. No. 


38205 








Seq. ID 


OJ990619_50.0211.C26 


Gene No. 


78584 








Strand 


- 


Start 


1 fi4 4 

i O 1 1 








End 


4317 


Name 




.0211 


C26 o3 




Method 


'TBLASTX: Cress 


Start 


3317 ~ 








End 


3662 


GI 


none 








Score 


143 


P V n n c; 




3456 


3662 








Spa No 


U ^ '■J 








Seq. ID 


OJ990619_50.0211.C26 


Gene No. 


78584 








Strand 




Start 


1844 








End 


4317 


Name 


OJ990619 50 


. 0211 


. C26 . o4 


. tm 


Method 


TBLASTX: Maize 


Start 


3647 ~ 








End 


4056 


GI 










Score 


131 


P, V n n •=! 


■JUt / * * •J 1 \J\J f 


364 8 


. . 3758 , 


3671 . 


.3766, 3796. .3843, 3809. .3844, 
















,Secg^._No„.__. 


3.8 20.5 „ 








,™Seq^._,ID^. 


OJ990619 50.0211.C26 


^G.eae .No.' 


7858Z: 








:. Strand ' 




Start 


1844 








End 


4317 


Name 


O.T990fi1 9 SO 


. 0211 , 


r26 n6 




Method 


TBLASTX: Cress 


Start 


1677 ~ 








End 


3885 


GI 


none 








Score 


62 


TT V n n s 


3677 3748 


3681 


. .374 9, 


3799. 


.3885, 3809. .3883 ; 


Seq. No. 


38205 








Seq. ID 


OJ990619_50.0211.C26 


Gene No. 


78584 








Strand 




Start 


1844 








End 


4317 




OJ990 619 SO 


. 0211 , 


C9 6 n4 




Method 


TBLASTX: Soybean 


o u d J. u 


380S ~ 

J o v./ J 








End 


4104 


CT 

\3 J. 


none 








Score 


70 




3805 3897, 


3809, 


3853. 


3892 . 


.4056, 3956. .4057, 4063. .4104 


Seq. No. 


38205 








Seq. ID 


OJ990619_50.0211.C26^ 


Gene No. 


78584 








Strand 




Start 


1844 








End 


4317 


Name 


OJ990619 50 


. 0211 , 


. C26 . o5 . 


. tc 


Method 


TBLASTX: Cress 


Start . . • 


3892. ~ 








End . 


.4174 , ■ - . 




- ■ none ' ' " 




.■ . 




Score 


- 120 ■ • ' ■ • ' ■ 




'3892 4056 


3950 . 


4 057, 


4063 . 


.4164, 4067. .4174 




. 3820-6^ . - : ' 


' ' 






• Seq.'. ID." 


■ OJ990 619.;;.50.:.0211. C27, 


Gene No. 


* ' 78585 ' ■ 








Strand 


+ ''..'.' 




1449 








End 


2314 . " 


Name 


OJ990 619 SO 


. 0211 , 


, C27 . ol , 




Method 


GENSCAN 


Q-i- 3 T-^- 
o U d i. L 


144 9 








End 


2314 


GI 


none 








Score 


.5 


Exons 


1449. .1515, 


1720. 


. .1821, 


2094 . 


.2314 




Seq. No. 


38206 








Seq. ID 


OJ990619_50.0211.C27 


Gene No. 


78585 








Strand 


+ 


Start 


1449 








End 


2314 


Name 


OJ990619 50 


.0211, 


,C27.ol. 


gp 


Method 


AAT/GAP 



37914 




start 


1893 


End 


2250 


GI 


uC-osrocyp003c08al 


Score 


fifin 


Exons 


1893. .2250 






GI Descrip. 


• 606964 3/dbj | AP000616 . 1 1 AP000616 l.Oe- 


J- -J \j i- y ^ a o ci Li J- V ci ^ i iwiii-i. w 




DNA, chromosome 6, clone : P0514G12 ' 




Seq. No. 


38206 


Seq. ID 




Gene No. 


78586 


Strand 




Start 


181 


End 


2556 


Name 


OJ990619 50.0211.C27.ol.np 


Method 


AAT/NAP 


Start 


181 


End 


. 2556 


GI 


6664324 


Score ' 


87 


Exons 


181. .208, 2113. .2250, 2531. 


.2556 




GI Descrip, 


(AC006932) T27G7.2 [Arabidopsis thaliana] 


Seq. No. 


38207 


Seq. ID 


OJ990619_50.0211.C28 


Gene No. 


78587 


Strand 




Start 


83 


End 


343 


Name 


OJ990619 50.0211.C28.ol.gs 


Method 


GENSCAN 


Start 


83 


End 


343 


GI 


none 


Score 


■ .68 


Exons 


„^..,8 3 , ., 2 4 4 3 2.6 .^34 3.. ^ ; 






Sea No 


38208 ' " ""^ " " ' 


Seq. ID 


OJ9906l9_50V02lT 702 9 ' 


Gene No. 


78588 


Strand 


+ 


Start 


1 


End 


954 


Name 


OJ990619 50.0211.C29.ol.np 


Method 


AAT/NAP 


Start " 


1 


End 


954 


GI 


6539553 


Score 


1614 


Exons 


1. .954 






GT Dp^^ptid 


(AP000836) Similar to Oryza 


australiensis retrotransposon RIREl 




{D85597) [Oryza sativa] gi | 6539590 | dbj 


IBAA88206. 1 | (AP000837) 




Similar to Oryza australiensis retrotransposon RIREl {D85597) 




[Oryza sativa] 






Seq. No. 


38208 


Seq. ID 


OJ990619_50. 0211. 029 


Gene No. 


78588 


Strand 


+ 


Start 


1 


End 


954 


Name 


OJ990619 50.0211.C29.ol.tm 


Method 


TBLASTX: Maize 


Start 


1 


End 


441 


GI 


none 


Score 


349 


Exons 


1..441, 9. .176, 130. .312-,.. 246. .356 




Seq. No. 


38208 ■ ■ ■ 


- Seq.^ ID 


OJ9906193o.02il'.C29 ' 


Gene Kfo . " ' 


- 78588 • ' ■ ■. ":" " ■ 


StrHnd" 




-Start " 


1- ■ ■ . . ■.[■,'■■ 


• - End ;. • 


;954 ■ ^i: " ■ . 


Name 


''OJ990619 50. b2lf:C29.dl..tc 


Method 


'TBLASTX: Cress \" 


Start 


1 


' End 


213 


Gi 


none 


Score 


216 


TT, V n n q 


1. .213 






Seq. No. 


38208 


Seq. ID 


OJ990619_50.0211.C29 


Gene No. 


78588 


Strand 


+ 


Start 


1 


End 


954 


Name 


OJ990619 50.0211.C29.ol.tw 


Method 


TBLASTX: Wheat 


Start 


10 


End 


762 


GI 


none 


Score 


300 



37915 




Exons 


in "^"^Q '^'^>i tT/in 4nft '^'^n 

lU..Jjyf Oj*±..OfiU/ ftUO..OOU/ 


M^ 1 f,0 

O^X. . 1 






Seq. No. 


38208 


Seq. ID 


OJ990619_50.0211 


.029 


Gene No. 


78588 


Strand 


+* 




q-|- -a v-4- 


1 
J. 




-? J *i 




N3ine 


\Juy^KJX:>±y OU . 1 1 . L^Z ^ . . X5 


LYiexnou 








O 1 


iLina 


0 f D 






none 


Score 


9R Q 

<t 0 _7 




Exons 










Seq. No. 


38208 


Seq. ID 


OJ990619 50.0211 


.C29 


Gene No. 


78588 


Strand 






t- -ri- 
ot- dX L. 






17 J rl 




NBiue 


PiTQQn^^l Q c:n nOI 1 P9Q -1- c 

vjjyyuDiy ou . uzii . uzy . oi . xs 


LYiexnoa 


i 0X1H.0 i A . ooyDean 




o car L. 


"5 Q '5 

o y o 


lijna 








none 


Score 


0 ID 




Exons 










Seq. No. 


38208 


Seq. ID 


OJ990619_50.0211 


.C29 


Gene No. 


78588 


Strand 


+ 




O La J. L 


1 


Hina. 


Q R 4 

y sj f± 








^ ^ 


1 jjXiiAo 1 A . r'Jdx ze 




. p.c,a.r.t.- -„ 


ot^ y .... ^ ^ 




R R Q 






none 


Score 


^99 






Pfi7 R'^n APR 
0*1^. .OO// OOU. .000 








Seq. No. 


38208 


Seq. ID 


OJ990619_50.0211 


.C29 


Gene No. 


78588 


Strand 


+ 






X 




-7 J *i 




Name 


PiTQQH^IQ c;n 0911 (^90 r\9 -I-i^t 


LYie xnoa 


1 DXir\o i A . wneax 






7 '5 


Lina 


Q^A 




C T 


none 


Score 


1 R 




Exons 


/DO..Oiy, /D3..0±0/ OJ't..yfi/ 


QriA QAl 

f Oj'±..P*i/ 


O-^c QR/ R'^R 


Q R 4 

y O 4 


oeq . LNo . 


J 0 z u 






p?n 


Gene No. 


78589 


strand 






Start 


1 


End 


1395 




Name 


riTQQH^^iQ t^n 0911 p'^n *i^i -m^ 
ujy^uDXz? ou . uz 1 1 . ju . oi . np 


Method 


AAT/NAP 




oxaxx 


1 
1 


End 


1395 






^7 9 Q 9 "5 


Score 


160 




Exons 










T Pio o <^ T* n "K^ 
Kj Ji LytJ o L-iX^. 


^Z\T1'^9Q77\ ■nni- ;:»-|- -i t7<=i TTrrif-oin 


[Arabidopsis thaliana] 




Seq. No. 


38209 " ' ^ ' ' ' . 


Seq. ID 


Oj990619_50'.0211 


.C30 


'Gene' NO. """'- 


7 8'5-8 9^'^^ ' ■ 


'Stf a'nd^"" 






bxar-x - • 


* 1 . ^ - . 


.End ; '-■ 


• i3'95 - . - 




■ Name ■ 


PTQQOi^i Q 091 i p^n' r^i l^o 
ujyyufoiy ou . ,uz 1 1 , L^ou . oi . gs 


Method - 


^ GENSCAN ^: , 




C -4- -1 -^+- 

oxarx 


^ 0 o 


En-d- . 


1178 




C T 


none 


Score 


.8 




Exons 


OQC^ ^(^^^ c:7/l (^7/1 Q1Q 1 H c; 
ZOD..ODD/ D/4i..t)04, yi0..iU3 


8, 1155. .1178 




Seq. No. 


38210 


Seq. ID 


OJ990619_50.0211 


.032 


Gene No. 


78590 


Strand 






Start 


1 


End 


1644 . 




Name 


OJ990619 50.0211.C32.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


865 




GI 


3913192 


Score 


564 





37916 




Exons 1 . . 865 

GI Descrip. CYTOCHROME P450 93A1 gi | 212 9824 | pir M S62899 cytochrome P450 
(CYP93 Al) - soybean gi | 1232111 | dbj I BAA12159 | (D83968) 
Cytochrome P-450 (CYP93A1) [Glycine max] 
gi| 1588679|prf I I2209281A cytochrome P450 [Glycine max] 



O ^ ^ > ViKJ * 


38210 


Seq. ID 


OJ990619_5p.0211 


. C32 


\J ^ 1 i C IN \J ■ 


78590 


Strand 








± 


End 


1644 




Name 


OJ990619 50.0211.C32.o2.np 


Method 


AAT/NAP 




Start 


1 


End 


1644 




GI 


6063557 


Score 


259 




F" V on ^ 


1..230, 580. .717, 1081, .1216, 


1465. .1644 






(AP000615) similar to ciJ522J7 


.2 (Z98885) [Oryza sativa] 




Q o rr M 
O c . LN U . 


38210 


Seq. ID 


OJ990619_50.0211 


. C32 




78590 


Strand 


- 




o L a I. L 


1 


End 


1644 




Name 


OJ990619 50.0211.C32.ol.ts 


Method 


i sD ±JrtO . OUyiJtJcllL 




Start 


. 3 


End 


747 . 






none 


Score 


'71 




_E^x.ons„_;,_^. j„ ^ 


_.3.^,.. 1C)1,_72.,,., 287,. 117^^.; 2 63.,_15.1 ,,.^8,8,, J 


6 1,. , 5 5J 7^,4 3 8,,.:,. 584. 






. .„564 .„..67.1, ..565,..,747_: _ 




„ . . , ^ 




c orr Mo 
O ^ • LN (J • 


38210 


Seq. ID 


OJ990619_50.0211 


. C32 




78590 


Strand 






Start 


1 


End 


± U 4 T 




Name 


OJ990619 50.0211.C32.ol.tm 


Method 


TBLASTX: Maize 






93 


End 


753 






none 


Score 


63 




TP V /*\ Ti c 
HiXOilo 


93. .269, 94. .249, 366. .671, 565. .753, 


628. .741 




Seg. No. 


38210 


Seq. ID 


OJ990619_50.0211 


.C32 


o n o NT o 


78590 


Strand 






Start 


1 


End 


1644 




Name 


OJ990619 50.0211.C32.ol.tc 


Method 


TBLASTX: Cress 






288 


End 


678 




oX 


none 


Score 


109 




IT* V /^Tl o 


288. .671, 490. .678 








O e . LN U . 


38211 


Seq. ID 


OJ990619_50.0211 


. C34 


oene lnu . 


. 78591-. ... ■ ' • • 


-Strand 


+ 




. Q 4- ^ . - 

oLart 


•■•1184 - • 


End" 


1811 - ^ ■ 




Name 


•OJ990619 50.0211.C34 .ol.gs• 


Method ■ 


GENSCAN 




''Start'-""- 


-■ ll:8'4 - ' ■ - ■ "•'^ 


End* 


•1811 '^^ ^ -^^^^-^"^-^ 




GI. v; 


. - none" ■ . ■. ^ .. • 


Sc9rel - 


,.71... : \, . 




Exons 


' ' 1184 '. 14 8 6,* 1707.. 1811 : ^ .' 








Seq. No. 


38211 


Seq. ID 


OJ990619_50.0211 


.C34 


Gene No. 


78592 


Strand 


+ 




Start 


1764 


End 


4986 




Name 


OJ990619 50. 0211.C34 .ol .np 


Method 


AAT/NAP 




Start 


1764 


End 


4986 




GI 


5803253 


Score 


75 




Exons 


1764. .1797, 4209. .4295, 4392. 


.4659, 4876. .4986 




GI Descrip. 


(AP000399) ESTs AU068856 (C50756) , AU07797 9 (C61370 ) correspond 



a region of the predicted gene; similar to serine protease 



37917 



starts. 
GI 

Exons 





(AF097709) fOrvza satival 








Seq. No. 


38212 


Seq. ID 


OJ990619_50.0211 


.035 


Gene No. 


78593 


Strand 






Start 


2632 


End 


2696 




Name 


OJ990619 50 0211 C35 o2 as 


Mpt hod 


GENSCAN 




Start 


2632 ~ 


End 


2696 




GI 


none 


Score 


. 92 




Exons 


2632. .2696 








Seq. No. 


38213 


Seq. ID 


OJ990619_50.0211, 


.C38 


Gene No. 


78594 


Strand 






Start 


617 


End 


1472 




Name 


OJ990619 50 0211. C38 o2 ts 


Method 


TBLASTX ' Sovbean 




Start 


600 ~ 


End 


838 




GI 


none 


Score 


162 




Exons 


600. .836, 608. .838, 620. .838 








Seq. No. 


38213 


Seq. ID 


OJ990619_50.0211, 


.C38 


Gene No. 


78594 


Strand 






Start 


617 


End 


1472 




Name, 


„,OJ990619„„5J,..^p2n,.C3 gs^.^^ 


„.llethod,..;^. 


_„GENSCAN,^„_ 





.611,:,.: 

none • 
617. .1400 



..End .„I4,QQ,. 

Score 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. ' No';' 
Gene Np.- 
' Staff 
Name ■ 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



38213 
78594. 
617 

OJ990619_50.0211.C38.o2.tm 

617 

none 

617. .898, 618. .827 

38213 
78594 
617 

OJ990619_50.0211.C38.ol.tc 
617 
none 



Seq. ID OJ990619_50.0211, 
Strand 

End 1472 

Method TBLASTX: Maize 

End 8 98 

Score 103 



C38 



Seq. ID OJ990619_50.0211, 
Strand 

End 1472 

Method TBLASTX: Cress 

End 1150 

Score 129 
617. .1150, 618. .827, 814. .975, 999. .1142 

38213- ■ - "Seqv -ID' 'OJ9906i9_5d.'O^^^ 

78594 . - ■ _ - Strand ' ^ ■ 

-OJ99061-9^5.0.02i*l ;C38 .ol.np Method . AAT/NAP . 

620' ^' " '■'. " * ' End ~^ ' 1472 ' ^' " ^ ' 

4263522 Score 758 

620. .1472 

(AC004044) hypothetical protein [Arabidopsis thaliana] 



C38 



■C38" 



38213 
78594 
617 

OJ990619_50.0211,C38.ol.ts 

839 

none 



Seq. ID OJ990619_50.0211, 
Strand 

End 1472 

Method TBLASTX : Soybean 

End 1378 

Score 111 



C38 



37918 






l_j A (.^ 1 1 o 


fi^Q 1178 842 1011 


1 122 






Seq. No. 


38213 


Seq. ID 


OJ990619_50.0211.C38 




Gene No. 


78594 


Strand 






Start 


617 

U X / 


End 


1472 




N3ine 


o.TQQOfii Q sn n^Ti ri8 ol 1-m 


t" h oH 


X O Xjr\kj L r\. • L'Jd X ^ C 






J ^ w 


Fnd 


14 S4 

X 1 J *i 






n on & 


^OOT"^ 
OW^^X C 


24 4 

^ 1 




F" von ^ 


Q9n 1 4 4 7 QS7 1 4 S4 








Seq. No. 


38213 


Seq. ID 


OJ990619_50.0211.C38 




Gene No. 


78594 


Strand " 






O L. Cli. U 


61 7 

U X / 


FnH 


1472 




IN dlUC 


O.TQQOfil Q SO 0?11 o? fr 








O U d i. L. 


1 1 QQ ~ 
X X 


FnH 


14 48 

X *1 *4 O 






n on o 


^OOT^ 
O^v^X C 


119 

X X ^ 






1199 1447 1206 1448 








Seq. No. 


38214 


Seq. ID 


OJ990619_50.0211.C39 




Gene No. 


78595 


Strand 


+ 




Start 


Rft 1 

O O X 


End 


1348 




^ ^Naine'^ ^ 


n.TQQOfil Q SO 021 1 P'^Q o1 










8 ft 1 ~ 


FnH 


114 8 






none 


^OO l^O 


'8 7 ' 


It 


F von Q 


8 81 114 8 






Li = 


o c; > IN (J , 


38214 


Seq. ID 


O.TQQOfil Q Sn 021 1 PIQ 


^ 


Gene No. 


78596 


Strand 




~" 


Start 


5555 


End 


7568 




Name 


OJ990619 50.0211.C39.o2.np 


Method 


AAT/NAP 


. =^ 




5555 


End 


7568 




\D 1. 


4049403 


Score 


524 


= 


F von Q 


5555. .6628, 6840. .7183, 7235.-7568 








(AJ131708) gamma response I 


protein [Arabidopsis thaliana] 




^f^rr No 


38214 


Seq. ID 


OJ990619_50.0211.C39 


1- 


."^^ -Gene No . 


■r. 78597 


Strand 






' Start 


1 


End 


1051 




IN OlUC 


OJ990619 50.0211.C39.ol.np 


Method 


AAT/NAP 




O L d X L 


1 


End 


1051 




\3 X 


1707007. 


Score 


303 




F V on Q 


1. .275, 819. .1051 . 








. vjX LJCoL^XX^.. 


■ (U78721') -hypothetical' protein [Arabidopsls ' thairana] - 




'SVq:"No';'''"'*-'' 


^■"382f4 -'-^--^r- ■ ■ • 


**• " "Se'q J ■ PD"' 


0 J 9 9'0 61 9^5:0 :o 2 fl : C 3*9 ^ 




Gene No, - - 


, 1.Q591-- - - 


' Strand 






O L ax L 


.1 ■"*■ . " ■ ' ' 


'■■■■'End ^ ' 


i:o5i t:":'.:^' : . " 




Name 


OJ990619 50.0211.C39.ol.ts 


Method 


TBLASTX : Soybean 




O L dX L 


1 


End 


1044 






■ none 


Score 


103 




Exons 


1..150, l.,282, 5. .205, 6.. 


287, 224. .277, 817. .1044 




Seq. No. 


38214 


Seq. ID 


OJ990619_50.0211.C39 




Gene No. 


78598 


Strand 






Start 


5572 


End 


6199 




Name 


OJ990619 50.0211.C39.ol. tm 


Method 


TBLASTX: Maize 




Start 


5572 


End 


6199 



37919 





GI 


none 








Score 


168 




Exon<5 


5572 5706 


5573 


5707 , 


5582 . 


.5716, 5687. .5872, 5743. .5922, 






5820 5921 


6064 


6129, 


6071 . 


.6118, 6122. .6181, 6128. .6199 




Sea. No 


38214 








Seq. ID 


OJ990619_50.0211.C39 




Gene No. 


78599 








Strand 






Start 


6947 








End 


7231 




Name 


OJ990619 50 


. 0211 


.C39.o2 


. tm 


Method 


TBLASTX: Maize 




Start 


6947 ~ 








End 


7231 




GI 


none 








Score 


62 




Exons 


6947 7027 


6951 


7037 , 


7044 . 


.7154, 7045. .7197, 7046. .7198, 






7108 7200, 


7190 


. . 7231 










Seq. No. 


38215 








Seq. ID 


OJ990619_50.0211.C40 




Gene No. 


78600 








Strand 






Start 


4099 








End 


4473 




Name 


OJ990619 50 


0211 


. C4 0 . o2 




Method 


GENSCAN 




Start 


4099 ~ 








End 


4404 




GI 


none 








Score 


.81 




R X o n *=! 


4099 4121 


4233 


. .4404 










;.Se_q,_No,.:__ 


..„,3.82 15;^ 








...Seq^_ ,ID 


_ p J 9 9 PJ.l 9^5 0„,.0 2 1JL,^C 4 0 _ 




Gene. No .... 


78 600 ... . 






- 


S,trand.. 






Start 


4099 








End 


4473 


LI ; 


Name 


OJ990619 50 


0211 


. 04 0 . ol 


tw 


Method 


TBLASTX: Wheat 


fy 


Start 


4231 ~ 








End 


4473 




GI 


none 








Score 


57 


I J 


Exons 


4231 4299, 


4231 


. .4470, 


4232 . 


.4471, 4232. .4471, ■ 4336. .4473 




Seq. No. 


38215 








Seq. ID 


OJ990619_50.0211.C40 




Gene No, 


78600 








Strand 






Start 


4099 








End 


4473 


= 


Name 


OJ990619 50 


0211 


. C40 . ol 


tm 


Method 


TBLASTX: Maize 




Start 


4242 ~ 








End 


4473 




GI 


none 








Score 


164 


p~ 


Exons 


4242. .4430, 


4243 


. .4470, 


4244 . 


.4471, 4336. .4473 




Seq. No. 


38216 








Seq. ID 


OJ990619_50.0211.C41 




Gene No. 


78601 








Strand 






Start 


179 








End 


1394 




Name 


OJ990619 50. 


0211 


.C41.01. 


gp 


Method 


AAT/GAP 




Start . . ■ 


179 








End 


672 




•Gl f-- ' 


2428237 ^ "[ 








"Score " • 


■ 672 - - " • 




Exons 


179. .495, 608. .672 









GI ' Descrip'.'--" 4'56730"2/gb rAAD237'l'3 .■"I1"AC0D595^6_2'2 6v'0e-l'3 "(AC005956)~ unknown 
.-•7 7 -.^ -protein -[Arabidopsis . thalia.ha] ... . . ... 



Seq. No. 38216 

Gene No. 78601 

Start 179 

Name OJ990619_50 . 021 1 . C4 1 . ol . np 

Start ■ 421 

GI 6729523 

Exons 421. .495, 608. .679, 1340. .1394 

GI Descrip.' {AL132977) putative protein [Arabidopsis thaliana] 



Seq. ID OJ990619_50.0211.C41 
Strand 

End 1394 

Method AAT/NAP 

End 1394 

Score 80 



Seq. No. 



38216 



Seq. ID OJ990619 50.0211.C41 



37920 




Gene No. 


78601 






Strand 






Start 


179 






End 


1394 




Name 


OJ990619 50.0211 


.C41.01 


. tm 


Method 


TBLASTX: Maize 




Start 


421 






End 


697 




GI 


none 






Score 


99 




Exons 


421. .498, 421. .498, 429 


. . 500, 


608. .679, 609. .677, 610.. 


u / o , 




626. . 697 












Seq. No. 


38217 






Seq. ID 


OJ990619 50 0211 


.C42 


Gene No. 


78602 






Strand 






Start 


2267 






End 


4574 




Name 


OJ990619 50.0211, 


.C42.01 


. y o 


Method 


GENSCAN 




Start 


2267 






End 


3282 




GI 


none 






Score 


. 52 




Exons 


2267 . . 2339, 2710 - 


. .3058, 


3095 . 


.3282 






Seq. No. 


38217 






Seq. ID 


OJ990619 50 0211 


. C42 


Gene No. 


78602 






Strand 






Start 


2267 






End 


4574 




Name 


OJ990619 50 0211 


.C42.02, 


.np 


Method 


AAT/NAP 




Start 


2532 






End 


4383 




GI ■ 


_ 58520^3 






...Sj3gre,, 


:.56 , 




Exon 


. . 25.32. ,25.24,. ..42.7,9. 












GT Dp^ptIo 

V-J -1- 1— / ^ O \ 1_ _l_ ^ * 


(AL117264) 2whl6. 


. 1 [Oryza sativa] 








38217 






Seq. ID 


OJ990619_50.0211 




Gene No . 


78602 






Strand 






Start 


2267 






End 


4574 




Name 


OJ990619 50.0211. 


,C42.ol. 


.np 


Method 


AAT/NAP 




Start 


2572 






End 


4574 




GI 


6907106 






Score 


435 






2572. .2779, 2853, 


, .3195, 


4539. 


.4574 






GI DescriD. 

V_J ^ L-/ Nwr O V--* Jm- ^ ky^ * 


(AP001129) EST AU068291I 


(C12960) corresponds to a region 






predicted gene.; 


hypothetical 


protein 


[Oryza sativa] 




Sea No 


38217 






Seq. ID 


OJ990619_50.0211 




Gene No. 


78602 






Strand 






Start 


2267 






End 


4574 ' 




Name 


OJ990619 50.0211. 


C42.01, 


,tm 


Method 


TBLASTX: Maize 




Start 


2670 






End 


3041 




GI 


none 






Score 


61 




Exons 


2670. .2717, 2671. 


.2715, 


2684. 


.2797, .2724. .2798, 2729. .21 


o \J\J f . 




'■;27 93:: .;28:7.6,- 2804. 


-'2827, - 


280Sv 


.3'04l," 28 


17^73*023'■ 




SpW 'isi o " 


58218" ■ 






■'Seq.' I'D^' 


OJ9906Y925''0"'. 02ir 




Gene - No . ... . 


78 603 . - . ... . *- . . 






■ Strand - - 






'start 


■ ■ 998 ■ "l:""' 






'End''"' 


: 308'9'* 




Name 


OJ990619 50.0211. 


C43.01. 


np 


Method 


AAT/NAP 




Start 


998 






End 


3089 




GI 


6069653 






Score 


956 




Exons 


998.. 2012, 2094.. 


2853, 2888.. 


3089 






GI Descrip. 


(AP000616) hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


38219 






Seq. ID 


OJ990619_50.0211 


.C44 


Gene No. 


78604 






Strand 


+ 




Start 


303 






End 


1341 




Name 


OJ990619 50.0211. 


C44 .ol. 


gs 


Method 


GENSCAN 





37921 



o Ldl. u 






cjIIU. 


1 "^4 1 
X O fi X 








HI 
ox 


none 




OV^UX c 


4 7 








TT "v T*» c 


oUj. / / XJXi/. • X04X 














O C ^ ■ LN U t 


J O X ^ 






ou y yyj \j ± ^ 


D U 


. U ^ X X 




W C 1 J. ^ V_/ • 


78605 




Strand 


+ 








Start 


2741 




End 


3101 








Name 


OJ990619 50.0211.C44 .ol 


.np 


Method 


AAT/NAP 








O u d J. I. 


2741 




End 


3101 










103076 




Score 


124 










2741. .2849, 2891. .3101 














rZT n Ci <3 T" "i 

ox J^tC^O L'X X^ • 


Bkm-like sex-determining region hypothetical protein CS314 




fruit fly (Drosophila melanogaster ) (fragment) 








O • IN > 


38219 




Seq. ID 


OJ990619_ 


_50 


.0211 


.C44 


Gene No . 


78606 




Strand 










Start 


1847 




End 


8228 








Name 


OJ990619 50.0211.C44.o2 


gs 


Method 


GENSCAN 








O L d X u 


1847 




End 


8016 








OX 


none 




Score 


.49 










1847.. 1863, 3357.. 3688, 


3811 


.4343, 4501.:4633, 


5524. .5729, 


" 


..5 95 8^^.,„6i)J„5 ,.,_.6213^„^^^^^^ 


.665X 


„. 6 8,5„4 ,^ J9 7 9.^,: 8 0:1 6_ 








Q o rr KI 
O c ^ . IN u . 


38219 




Seq. ID 


OJ990619_ 


DU 


noil 




Gene No. 


78606 




Strand 










Start 


1847 




End 


8228 








Name 


OJ990619 50.0211.C44.o2 


np 


Method 


AAT/NAP 








C+- -a -r-K 
O l_d.X t. 


3358 




End 


4968 








OX 


6907086 




Score 


562 










3358. .3688, 3794. .3864, 


3906 


.4138, 4197. .4968 








OX Ucov^XX£J. 


(AP00112 9) hypothetical 


protein [Oryza 


sativa] 








O • IN L? . 


38219 




Seq. ID 


OJ990619_ 


_50 


.0211 


.C44 


Gene No. 


78606 




Strand 










Start 


1847 




End 


8228 








Name 


OJ990619 50.0211.C44.o3. 


np 


Method 


AAT/NAP 








q-i- a yf- 
o Ud-X L 


5279 




End 


8228 








O X 


4680186 




Score . 


178 










5279.. 5337, 5965.. 6098, 


6680, 


.6842, 8152. .8228 








OX UCoOXX^. 


(AF111709) unknown [Oryza sativa subsp 


. indica] 








Seq.. No. 


38220 




Seq. ID 


OJ.990619_ 


_50 


.0211 


C4 5 


Gene*..No'; ■ ; 


78607 • ■ ■ 




• Strand • ' 


+ - ' "■ "~ 








O Ldx L 


•4 8 • " " ' ■ ' 




End 


548 " ' 








Name 


' OJ990ei 9 ' ^'50 : 021 r. C4"5T6r. 


'gs 


' Method 


GENSCAN"" 








Q +- a r- +- 

o t ax u - ■. . 


- 48 ; - . ■ ' . ' \ 




-End* - . 


54a- 








0 1 . . • . 


none * 




Score 


'.8'8' 








Exons 


48. .312, 405. .548 














Seq. No. 


38220 




Seq. ID 


OJ990619_ 


_50 


.0211, 


C45 


Gene No. 


78608 




Strand 


+ 








Start 


1385 




End 


1440 








Name 


OJ990619 50.0211.C45.ol. 


gp 


Method 


AAT/GAP 








Start 


1385 




End 


1440 








GI 


uC-osflcyp033a04bl 




Score 


79 









Exons 

GI Descrip. 



1385. . 1440 

•6016845/dbj IAP000570.1IAP000570 3.0e-59 Oryza sativa genomic 



37922 




DNA, chromosome 1, clone : P0711E10 ' 



Seq. No. 


38220 




SeqJ ID 


OJ990619_ 


_50. 


.0211, 


.C45 


Gene No 


78609 




Strand 










Start 


1 




End 


637 








Name 


OJ990619 50 0211 C45 


ol . np 




AAT/NAP 








Start 


1 ~ 




End 


637 








GI 


58S2180 




Score 


4 60 








F.xon 


1 466 518 637 














GI Descrip. 


(AL117265) zhbOOOlO . 1 


[Oryza 


sat iva] 










Seq. No. 


38220 




Seq. ID 


OJ990619_ 


50, 


.0211. 


.C45 


Gene No. 


78610 




Strand 










Start 


820 




End 


2907 








Name 


OJ990619 50.0211.C45. 


o2 . gs 


Method 


GENSCAN 








Start 


820 




End 


2028 








GI 


none 




Score 


.67 








Exons 


820. . 913, 1382. . 1464, 


1939. . 


2028 











Seq. No. 


38220 




Seq. ID 


OJ990619_ 


_50, 


.0211. 


C45 


utility INO . 


78610 




Strand 












82P__ : 




..End_ 


.-..2.907.^.^ 








Name 


,OJ99A619. 50;02iL,cl5....o2. 


. np 


Method'.. 


..AAT/NAP 








o Lar L 


1318 




End 


1439 










4680186 




Score 


180 








Exons 


1318. .1439 














\3± uescrxp. 


(AF111709) unknown [Oryza sativa subsp 


. indica] 








Seq. No. 


38220 




Seq. ID 


OJ990619_ 


_50. 


.0211. 


C45 


oene ino . 


78610 




Strand 










art 


820 




End 


2907 








Name 


OJ990619 50.0211.C45.o3 


.np 


Method 


AAT/NAP 








Start 


1552 




End 


2907 








GI 


6907086 




Score 


648 








Exons 


1552. .1773, 1811. .1949, 


2000. 


.2065, 2302.. 2537, 


2597. .2907 


GI Descrip. 


(AP001129) hypothetical 


protein [Oryza 


sativa] 








Seq. No. 


38220 




Seq. ID 


OJ990619_ 


_50. 


.0211. 


C45 


Gene No. 


78610 




Strand 










Start 


820 




End 


2907 








Name 


OJ990619 50.0211.C45.o3 


.gs 


Method 


GENSCAN 








Start . 


2631 . /. ■ - • . . 




End 


.2788 








GI . ■ . . 


' ' none * " " ' ." 




Score \ ' 


' 1 . " " 








Exons' 


2631. .2788 ' ' . 














Seq-. No.' ~ 


"38221 . . - . . 




. -Seq. -ID 


OJ990619 


_50. 


, 021i;. 


C4 6; 


Gene' No. 


78 611 ■ " " 




. Strand 


* + ^;". 








Start 


288 




End 


1994 








Name 


OJ990619 50.0211.C46.o2 


.np 


Method 


AAT/NAP 








Start 


288 




End 


1804 








GI 


5777623 




Score 


286 








Exons 


288. .544, 1762. .1804 














GI Descrip. 


{AJ245900) CAA303711.1 protein [Oryza ; 


sativa] 








Seq. No. 


38221 




Seq. ID 


OJ990619_ 


_50. 


,0211. 


C4 6 


Gene No. 


78611 




Strand 


+ 








Start 


288 




End 


1994 









37923 






OJ990619 50 0211 C4 6 ol as 




V3 Hj LN O V_*jriiN 


Start 


747 ~ 


Pnd 


1 397 


GI 


none 




. 71 




747 801 1324 1397 






Sea No 


38221 


^pa T n 


OlT990619 50 0211 r46 


Gene No . 


78611 


strand 


+ 


Start 


288 


End 


1994 


Name 


OJ990619 50.0211.C46.ol.gp 


Method 


AAT/GAP 


Start 


1562 


End 


1994 


GI 


uC-osflcyp033a04bl 


Score 


559 


tr von 


1562. .1589, 1664. .1994 






W -1- !_/ ^ 1,3 \^ J_ -i- • 


' 6016845/dbj | AP000570 . 1 | AP000570 3.0e- 






DNA, chromosome 1, clone : P07 IIEIO ' 




Sea No 


38221 


Seq. ID 


OJ990619 50 0211 C46 


Gene No . 


78612 


Strand 


+ ~ 


Start 


3732 


End 


6619 


Name 


OJ990619 50.0211.C46.o4.np 


Method 


AAT/NAP 


Start 


3717 


End 


6589 


GI 


5922620 


Score 


649 


Expns_;.;„_. 


. . 3 717^., . 3 9 GO, , 4 662 . . .5 0 98 , „. 64 5 9_, 


,v6599.^.„ 




C^T Dp t "i n 


. (APbb0.4 92.LEST, D15357 (C0514.1 


corresponds., to. .a.. region. o/_the..,.. . 




predicted gene.; hypothetical 


protein 


[Oryza sativa] 




gi 1 6016853 Idbj IBAA85196.1 | (AP000570) 


EST D15357 (C0514) 




corresponds to a region of the predicted gene.; hypothetical 




protein [Oryza sativa] 






Qcirr Mo 


38221 


Seq, ID 


OJ990619_50.0211.C46 


Gene No. 


78612 


Strand 


+ 


Start 


3732 


End 


6619 


Name 


OJ990619 50.0211.C46.o2.gs 


Method 


GENSCAN 


O L. d J- L. 


3732 


End 


6619 


GI 


none 


Score 


.7 


F. von 


3732. .3893, 4292. ,4441, 4943. 


.5037, 5198.. 5282, 5643.. 5812, 




5865. .6002, 6472. .6619 






O c: Lj^ > LN • 


38221 


Seq. ID 


OJ990619_50.0211.C46 


Gene No. 


78613 


Strand 


+ 


Start 


11688 


End 


13165 


Name 


OJ990619 50.0211.C46.o6.np 


Method 


AAT/NAP 


Q-h a rt 


11441 


End _ , 


13165 ... 


nj " ~ - " '--^ . . 
ox. 


■ '6907086"- " - • *• ■/ ' 


■ Score. ' ' ' 


"1135- • ■ --'--'v- • " - 


R von *^ 


11441. .12215, 12279. . 12553, 12756 .. 12953, 13011 .. 13165 


GT bescrio ' 

\J ^ In/ \^ ^ ^ « 


fAP0'C)1129') "hypdthetTcaT prbTeln^ lOryza 


•'satYvaf " * •■ 


Seq". No . 


" 38221" " . / ■ ■ ' 


Seq. ID 


dJ990619 ' 50'.0211.C4'6 ' 


Gene No.' 


78613 


Strand 


+ 


o ^- ci J- i- 


11688 


End 


13165 




OJ990619 50.0211.C46.o4.gs 


Method 


GENSCAN 


C+- a Y--|- 


11688 


End 


12182 


GI 


none 


Score 


1 


Exons 


11688. ,12182 






Seq. No. 


38221 


Seq. ID 


OJ990619_50.0211.C46 


Gene No. 


78614 


Strand 


+ 


Start 


14951 


End 


17132 



37924 



Name 


OJ990619 50.0211.C46 


. o5 . gs 


Method 


GENSCAN 




Start 


14951 ~ 




End 


-16892 




GI 


none 




Score 


.91 




Exons 


14951 . . 15360, 15472 . 


. 15649, 


15739. .15900, 16347.. 16892 




Seq. No. 


38221 




Seq. ID 


OJ990619_50.02U 


,C46 


Gene No. 


78 614 




Strand 


+ 




Start 


14951 




End 


17132 




Name 


OJ990619 50.0211.C46 


. o7 . np 


Method 


AAT/NAP 




Start 


15023 




End 


16886 




GI 


4539677 




Score 


1137 




Exons 


15023. .15373, 15472. 


.15649, 


15739. .15900, 16347. .16886 




GI Descrip. 


(AF061282) patatin-like protein [Sorghum bicolor] 




Seq. No. 


38221 




Seq. ID 


OJ990619_50.0211 


.C46 


Gene No. 


78614 




Strand 


+ 




Start 


14951 




End 


17132 




Name 


OJ990619 50.0211.C46 


. o3 . gp 


Method 


AAT/GAP 




Start 


15493 




End 


16541 




GI 


3767856 




Score 


876 




Exons 


15493. . 15649, 15739. 


,15900, 


16347. .16541 




G I, e s c rip. , 


_.„J.53;9676/.gMMP.221,^ 


1 LAF0,6128,2^23, ...3 ,„0e. 


-36 {AF061282) 






. patatin-li ke ..p.r.ot e.in 


..[So.rghum .bacp.lor,] 


- — - - = 




Seq. No. 


38221 




Seq. ID 


OJ990619 50.0211 


,C46 


Gene No. 


78614 




Strand 


+ 




Start 


14951 




End 


17132 




Name 


OJ990619 50.0211.C46 


. o4 . gp 


Method 


AAT/GAP 




Start 


16664 




End 


17132 




GI 


3767857 




Score 


881 




Exons 


16664. ,17132 










Seq. No. 


38221 




Seq. ID 


OJ990619_50.0211 


.C46 


Gene No. 


78615 




Strand 






Start 


1 




End 


815 




Name 


OJ990619 50.0211.C46 


. ol.np 


Method 


AAT/NAP 




Start 


1 




End 


121 




GI 


6069659 




Score 


107 




Exons 


1..121 










GI Descrip. 


(AP000616) hypothetical protein [Oryza 


sativa] 




Seq . . No . 


38221 .... , . . 




Seq. ID 


OJ99O619_50.0211 


.C46 


Gene "No .■ ' ' ■ 


• 78615 " : ~ 




' Strand--; 






Start 


1 . • 




End ' " 


815- ' " ^ ■ 




islam e " ' " 


■ OJ990'61"9 ■5OTO2II :C4 6 


.o3. hp 


"'"'Method 


'AAT/NAP''- ' 




Start- 


1: ... , ■ ■ . 




End 


815 - *: 




GI - 


;'6907088 ' 




-.-Score . 


549 . * .. . : - 




Exons " 


1..19, 265. .502, 678 


. .815 








GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 




Seq. No, 


38221 




Seq. ID 


OJ990619_50.0211 


. C4 6 


Gene No. 


78616 




Strand 






Start 


7760- 




End ■ 


16865 




Name 


OJ990619 50.0211.C46 


. o3 . gs 


Method 


GENSCAN 




Start 


7760 




End 


8368 




GI 


none 




Score 


1 




Exons 


7760. .8368 











37925 




oc;^ • Vi\J , 


^ ^ X 






Seq. ID 




cd 




/ O O X o 






Strand 






Start 


7760 






End 


16865 




Name 


OJ9906 


19_50. 0211. 046 


. ol . tm 


Method 


TBLASTX: Maize 












End 


X O O V J 




O X 


none 






Score 






P von Q 


IP 97 


7901, 7944. .8159, 14 990 .. 15370, 


1 ^070 1 ^779 






15464. 


.15649, 15505. 


.15657, 


15711. .158 








15737. 


.15856, 15738. 


.15896, 


15.852. .159 








16415. 


.16783, 16419. 


.16865 








Seq. No. 


38221 






Seq. ID 


OJ990619_50.0211 


.04 6 


Gene No. 


78616 






Strand 








7760 






End 


X u O U J 






OJ990619 50.0211.C46 


. o5 . np 


Method 


AAT /NAP 
rtrtx / vine 






8152 






End 


-7 J ^ / 






6907088 




Score 


1 n ^ ? 

X u o o 






8152. . 


8550, 9046.. 9283, 9460.. 9597 








{AP001129) hypothetical protein [Oryza 


sat 1 va J 




Seq.....Np.,__;„ 


:..-38221_ 







Seq... .ID„ 


,0 J9 90 61 9^_5 0 , 0211„ 




Gene, .Rq. 


,.,.7 8.6 16. 






. . .Strand 






o i_ d X (_ 


7760 






End 


X o o u o 




Name 


OJ990619 50. 0211. 046 


ol . tw 


Method 


TR T A C; T V • Wh o a -i- 
1 DXirlO 1 A. . Wlltid L 




O LdX L 


14975 






End 


1 ^91 T 
X O Z X o 




oX 


none 






Score 


d n 






14975. 


.15007, 15040. 


15138, 


15041. .152 


11 1Sn4f^ 1^91"^ 
XX, XvJvtCJ. .xo^x^, 






15050. 


.15136 










Seq. No. 


38221 






Seq. ID 


OJ990619_50.0211 


.046 


Gene No. 


78616 






Strand 






O L d X L. 


7760 






End 


16865 




Name 


OJ990619 50.0211.C46 


o2.tc 


Method 


TBLASTX: Cress 




O L dX L 


15032 






End 


16865 




oX 


none 






Score 


385 






15032. 


.15352, 15073. 


15351, 


15500. .15655, 15505. .15639, 






15736. 


.15828, 15771. 


15827, 


16806. .16865 




Seq. No. 


38221 






Seq. ID 


OJ990619_50.0211 


046 


o n o Ki o 


78616 






Strand 






O L d X L. 


.7760 






End 


16865 - 




Name ' 


•OJ990619 50.02"li;C46, 


ol.ts . 


; Method 


TBLASTX : Soybean" ' 




O UdX L 


15073 






End 


15535 






nori'b 






'™Score" ' 








15073. 


.15363.,. 15074.:, 


L536.4v- 


•15458-.;. 15535,. .-15.479. . 15529 . 




Seq. No. 


38221 






Seq. ID 


OJ990619_50.0211 


046 


Gene No. 


78616 






Strand 






Start 


7760 






End 


16865 




Name 


OJ990619 50. 0211. 046. 


o3 . ts 


Method 


TBLASTX : Soybean 




Start 


15545 






End 


15905 




GI 


none 






Score 


110 




Exons 


15545. 


.15652, 15550.. 


15639, 


15754. .158 


31, 15762. .15815, 






15858. 


.15905, 15859.. 


15900 








Seq. No. 


38221 






Seq. ID 


OJ990619_50.0211. 


046 



37926 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



78616 Strand 

7760 End 

OJ990619_50.0211.C4 6.ol.tc Method 

15835 End 

none Score 



16865 

TBLASTX: Cress 

16787 

83 



15835. .15900, 16388 16777, 16389.. 16787 

OJ990619 50.0211.C46 



38221 
78616 
7760 

OJ990619_50.0211.C4 6.o2.ts 

16401 

none 



Seq. ID 
Strand 

End 16865 

Method TBLASTX : Soybean 

End 16841 

Score 123 



16401. .16529, 16433. .16528, 16536 16841, 16538. .16777 



Seq. No. 38222 Seq. ID OJ990619_50 . 0211 . C47 

Gene No. 78617 Strand + 

Start 4075 End 5882 

Name OJ990619_50 . 0211 . C4 7 . ol . np Method AAT/NAP 

Start 4075 End 5882 

GI 6907086 ' Score 1180 

.Exons- - ...4 0,7 5 837,. .,.4 8 98 ^^5M9/.., 5^,00^.^8.3, ...5.5.^^^^ 

. GI. Des,crip... .{ AP.001129|^ hypothet.ical;..pro,t,e.in.,JQryza.. s.ativ.a} . 

Seq. No. 38223 Seq. ID OJ99061.9_50 . 0211 . C48 

Gene No. 78618 Strand + 

Start 849 End 3600 

Name OJ990619_50 . 0211 .C48 . ol . gs Method GENSCAN 

Start 849 End 3390 

GI none Score .91 

Exons 849. .1054, 1073. .1667, 1763. .1924, 2734. .3390 

Seq. No, 38223 Seq. ID OJ990619_50 . 0211 . C48 

Gene No. 78618 Strand + 

Start 849 End 3600 

Name OJ99061 9_50 . 021 1 . C4 8 . ol . np Method AAT/NAP 

Start 1176 End 3396 

GI 2739381 ' Score ' 1091 

Exons 1176, .1688, 1784. .1924, 2842. .3396 

GI Descrip. (AC002505) similar to latex allergen from Hevea brasiliensis 
[Arabidopsis thaliana] 

'Seq:-' No.-'-;- ■ 38223v:-"/ " '~; ■ ; Seq ID OJ9'906r9_50 . 021^ 

Gene No. " 78618 J' „ „ _ Strand + 

'Start'" " 849 * " ""^ ' ~ " ' End"""" V ' '''36'0'0 ' -•"••^ ^ ' 

Name • ... OJ99061 9_5.0 . 0211 .'C4 8 . ol . gp ^ Method- . . AAT/GAP. \. . . : " . 

Start. ■■ ■ ■3177: ;- '- '. . - - - ' : ' . End ^'3600 ■ - . z:.: 

GI none Score 769' 

Exons 3177.. 3600 



Seq. No. 38223 Seq. ID 

Gene No. 78619 . Strand 

Start 4126 End 

Name OJ990619_50 . 0211 . C48 . o2 . gs Method 

Start 412 6 End 

GI none Score 
Exons 



OJ990619_50.0211.C48 
+ 

6423 
GENSCAN 
6423 
.5 

4126. .4186, 4224. .4239, 4397. .4552, 5078. .5194, 6363. .6423 



37927 




Seq. No. 


38223 


Seq. ID 


OJ990619 


Gene No. 


78620 


Strand 


+ 


Start 


9596 


End 


10120 


Name 


OJ990619 50.0211.C48.o2.gp 


Method 


AAT/GAP 


Start 


9596 


End 


10120 


GI 


none 


Score 


1006 


Exons 


9596. .10120 







Seq. No. 38223 Seq. ID 

Gene No. 78621 Strand 

Start 7115 . End 

Name OJ990619_50 . 0211 . 048 . o3 . gs Method 

Start 7115 End 

GI none Score 

Exons 7115.. 7222, 7365.-7472 



OJ990619_50.0211.C48 

7472 
GENSCAN 
7472 
.79 



Seq. No. 38223 
Gene No. 78622 
Start 10357 

Name OJ990619_50 . 0211 . C48 . o4 . tw 

^tart^ _„^^.j_ -1084 , ^ . . 

GI ...none. ■ J _ 

Exons 



Seq. ID OJ990619_50. 0211. 048 
Strand 
End 

Method 
.End,._^_ 
..Score. . 



13914 

TBLASTX: Wheat 
_JL3.40,, 

_ .41 . _ 



1084. .1146, 1116. .1142, 1212. .1340, 1214. .1279 



Seq. No. 38223 

Gene No. 78622 

Start 10357 

Name OJ990619_50 . 0211 . 04 8 . ol . tc 

Start 1211 

GI none 
Exons 



Seq. ID OJ990619_50. 0211. 048 
Strand 
End 

Method 
End 
Score 

1211. .1480, 1215. .1481, 1512. .1670, 1523. .1657, 1730. .1966, 
1795. .1923, 2842. .3384 



13914 

TBLASTX :Oress 

3384 

366 



OJ990619_50. 0211. 048 
13914 

TBLASTX: Soybean 
1553 
360 
12. . 1553 



SeqV I^o-' 


- -38223- 








Seq; ID- 


' -6J99*06r9; 50r02iYvC4-8' ' 


Gene No. 


78 622 • • ■ 








Strand 




Start 


' 10357 ' 








"End 


1 3 9 1 4"~: - - - ' 


Name ■ - ■ 


OJ990619. 50 


.p21L 


. 04 8.; q2' 


tm V 


• Method 


TBLASTX :.Ma.ize 


Start V 


: 1215 . . 








"End ' ' 


. 342:3 / 


GI 


none 








Score 


346 


Exons 


1215. .1526, 


12'64 


. .1320, 


1302. 


.1478, 1523. .1660, 1524. .1664, 




1760. .1879, 


1762 


. 1881, 


1762. 


.1962, IE 


n7..1924, 2842. .3423, 




2866. .3114, 


2907 


. .3269, 


3193. 


.3351 




Seq. No. 


38223 








Seq. ID 


OJ990619_50.0211.C48 


Gene No. 


78622 








Strand 




Start 


10357 








End 


13914 


Name 


OJ990619 50 


0211 


048. o3 


ts 


Method 


TBLASTX: Soybean 


Start 


2890 








End 


3464 



Seq. No. 38223 Seq. ID 

Gene No. 78622 Strand 

Start 10357 , End 

Name OJ990619_50 . 0211 . 048 . ol . ts Method 

Start 1214 End 

GI none Score 

Exons 1214.. 1279, 1215.. 1481, 1340.. 1480, 15 



37928 



GI 


none 






Score 


127 


Exons 


2890 3021, 


3031. .3309, 3420. .3464 




Seq. No. 


38223 






Seq. ID 


OJ990619_50.0211 


Gene No. 


78622 






Strand 




Start 


10357 






End 


13914 


Name 


OJ990619 50. 


0211. C48 


. o2 . np 


Method 


AAT/NAP 


Start 


10357 






End 


13914 


GI 


2244915" 






Score 


648 


Exon<? 

1^ ^\ \^ 1 1 o 


10357. .10378 


, 11592. 


.12065, 


12106. .12526, 12575.. 13914 


GI Descrip. 


{Z97339) reverse transcriptase like protein [Arabidopsi 




thaliana] 










Seq. No. 


~i>0 ^ ^ J 






Seq. ID 


OJ990619_50.0211 


Gene No. 


1 O \J ^ c. 






Strand 




Start 


i U -> J / 






End 


13914 


Name 


wu :p ^yj \j J. zf v-fvj. 






Method 


TBLASTX: Wheat 


Start 


1 1 snn ~ 

X i J u u 






End 


11859 


GI 


none 






Score 


75 


Exons 


11500. .11553 


, 11560. 


. 11640, 


11566. .11670, 11707. .11859 


.,:Se,q^_No^.._^ 








:_Seg_._ID„. 


_pJ990619_^50^,0.21.L 










Str.and,„ 




Start 


J. U J sj / 


0 9 11 ' r 4 Q 

yj J. J. . ^*3(j 




End 


' 13914 "T 


Name 


OJ990619 50 


o 3 t" m 


Method 


TBLASTk: Maize 


Start 


1 1 Q S'^ ~ 

X J. ^ J J 






End 


12294 


GI 


none 






Score 


76 


Exon <=; 


11953. .12066 


, 11953. 


.12099, 


12073. .122 


94, 12110. .12247 


Seq. No. 


^ft 99^ 






Seq. ID 


OJ990619_50.0211 


Gene No. 


7R fi99 






Strand 




Start 


X V O J / 






End 


13914 


Name 






• X ■ l_ w 


Method 


TBLASTX: Wheat 


Start 


19100 ~ 

X 41. X VJ VJ 






End 


12516 


GI 








Score 


110 


Exons 


12100. .12147 


, 12154. 


.12516, 


12167. .125 


14 


Seq. No. 


^ o ^ ^ ^ 






Seq. ID 


OJ990619_50.0211 


Gene No. 


7flfi99 






Strand 




Start 


1 n 3 S7 






End 


13914 


Name 


OJ990619 50. 


0211. C48 


.o2. ts 


Method 


TBLASTX: Soybean 


Start 


. 12139 . . 






End 


12666 . 




"none • ' - • 






Score 


7'9' - • 


P. von 


12139.. 12324 


, 12167., 


.12262, ' 


12313. .12666, 12317.. 12559 


9*=>rr No 


. 3822.3. .: 






^ ' Seq..'- -I'D.. 


.OJ990;6a 9^5.0;. 02.1*1 


-'Gene .Noi-.- - 


78622-"' :'■ 






' - Strand.'". 




Start 


10357 • 






End 


13914. • ' 


Name 


OJ990619 50. 


0211. C48, 


. ol . tm 


Method 


TBLASTX: Maize 


Start 


12250 






End 


13160 




none 






Score 


109 


Exons 


12250. .12273 


, 12295.. 


.13143, 


12611. .127 


48, 12772. . 13110, 




13007. .13117 


, 13119.. 


.13160 






Seq. No. 


38223 






Seq. ID 


OJ990619_50.0211, 


Gene No. 


78622 






Strand 




Start 


10357 






End 


13914 



37929 



OJ990619_50 . 0211 . C4 8 . o2 . tw Method TBLASTX : Wheat 

12595 End 12939 

none Score 63 

12595. . 12747, 12608 12730 , 12796 12939, 12821.. 12934 

38223 Seq. ID OJ990619_50 . 0211 . C48 

78622 Strand 

10357 End 13914 

OJ990619_50 . 021 1 . C4 8 . o6 . tw Method TBLASTX : Wheat 

12958 End 13117 

none Score 91 

12958. .13116, 12964. .13116, 12977. .13117 

38223 Seq. ID OJ990619_50 . 0211 . C4 8 

78622 Strand 

10357 End 13914 

OJ990619_50 . 0211 . C4 8 . o3 . tw Method TBLASTX : Wheat 

13535 End 13900 

none Score 219 
13535. .13900 

._3 8 2 2 4_.^ „ _ „ _ S ei3^._I D_. J)i9 9 0 6JJ,_^5 P:,^^^^ 

..lM23:^^.^^.. . ..Strand 

6788" " End 19551' 

OJ990619_50.0211.C49.o3.gs Method GENSCAN 

6788 End 11192 

none Score .89 

6788. .7072, 8104. .8181, 8498. .8629, 9693. .9768, 10084 .. 10164 , 
11071. .11192 

38224 Seq. ID OJ990619_50 . 0211 . C4 9 

78623 Strand + 
6788 End 19551 
OJ990619_50 . 0211 . C4 9 . ol . np Method AAT/NAP 
6961 End 19551 
1091678 Score 1419 

6961.. 7048, 14721. .14828, 16725 .. 187-41, 19485., 19551 
activator-like transposabl'e element [Pennisetum glaucum] 

38224 Seq. ID OJ99061 9_50 . 02 11 . C4 9 

78623 Strand + 

6788 .... , End . 19551 

-OJ9'9061-9_50.*02li.C49\o'5":gs - Metto^^^^^ GENSCAN-' "" - - - ■ 

15173 ' End' ' ' 19004 ' " ^ ■" 

"hone " " " ^ " * " " ' ' ' ' Score ^ .52' .\ '~ "' " 

-/15173..-. L5420>-: 1.6194. . 1 64.68 ,■ U 6623 ..1 68 95, . 17001 .... 1:7587,^ 

L8L8;2.I..,ia455,. -48746. .■18837;^1 ..V " : 



38224 ' Seq. ID OJ990619_50 . 0211 . C4 9 

78624 Strand + 

25873 End 26332 

OJ990619_50 . 0211 . C4 9. o4 . gp Method AAT/GAP 

25873 End 26332 

uC-osflcypll2ellal Score 920 

25873. .26332 

' 6015437/dbj I AB008112 . 1 1 AB008112 l.Oe-10 Homo sapiens PEXl mRNA, 
complete cds * 



37930 





Seq. No. 


38224 


Seq. ID 


OJ990619_50.0211.C49 




Gene No 


78625 


O t. X Cll wx 


+ 




Start 


<i. O *! J O 


Fnd 


98QSQ 




Na.ine 


OJQQOfil Q SO 0211 C49 o7 an 


l ie uii^u 






Start 


284SR ~ 

<C. O 1 .J o 




^ O _/ J ^ 




' GI 


37624 64 
J / \j ^ 1 \j *i 


^ooyo 
o ^^jx c; 


Q94 




' F.xon *^ 










Seq. No. 


38224 


Seq. ID 


OJ990619_50.0211.C49 




(^pnp No 


78626 


Q-f- rand 






Start 


1 04 OQ 

X vj 


PnH 


10606 
X o u o 




Name 


O.TQQ061 Q SO 0211 r4<5 n1 an 
wu;7_3vjux;7 .jvj.w^xx.v^^ijy.vjx.y^ 


Mo i" h o/H 

Lie L,iiUU 


AAT IC-,TXX> 




Start 


10409 ~ 


End 


1 0606 

X \J U VJ u 




GI 


31 06974 


Q o o y* o 
o ux c 


367 




R vnn ^ 

LhJ Vh/ 1 1 ih^ 


10409 10606 








Seq. No. 


38224 


Seq. ID 


OJ990619_50.0211.C49 






78627 


Strand 






Start 


114 28 

X X T ii. o 


End 


15345 




Name 


O.T99061 9 SO 0211 r49 n4 rr«^ 


Method 


GENSCAN 






1 1 4 2 8 ~ - • 


.„_End„.__ ... 


..15016_.^_, . 




GT ' 


iiv^iic^ .... ^ - ..^ ; . ..... . 


Score : 


. . 87 . „. 




XT' V(^n Q 


11498 1 1 S7S 14309 14413 

XX1Z.O..XXJ/J/ X'3JVJ<l,..X*i'iXJ^ 


14517. .14610, 14705. .15016 


Li j 


Sea No 


38224 


Seq. ID 


OJ990619_50.0211.C49 






78627 


Strand 




ry 


Start 


11428 


End 


15345 




Name 


OJ990619 50.0211. 049. o2.gp 


Method 


AAT /GAP 


M 


Start 


12549 


End 


13025 






LIB3431-020-P1-K1-D3 


Score 


921 


ru 


von Q 

III i o 


12549. . 13025 










•4335745/gb|AAD17422| 2.0e- 


22 (AC006284) putative hydrolase 






(contains an esterase/lipase/thioesterase active site serine 


f 1 
-•J 




domain (prosite: PS50187) [Arabidopsis 


thaliana] ' 




O tir • LN W . 


38224 


Seq. ID , 


OJ990619_50.0211.C49 




Gene No. 


78627 


Strand 






Start 


11428 


End 


15345 




Name 


OJ990619 50.0211.C49.o3.gp 


Method 


AAT /GAP 




O L Ct 1. U 


14869 


End 


15345 




GT 


427727 


Score . 


653 






■ 14 8 69-.. .-1-4 98 5-, 15075 ; .1534 5 • 








CZT De^ T 1 

ox L/COOXX^. 


6015437/dbj IAB008112.1IAB008112 l.Oe-10 Homo sapiens PEXl mRNA, 






" "bornprete"cd's'"' " ' •■'^ ' •■ ' ■ 








./SeqV. No. " 


"38224 .: . ■ \ ' : ' 


Seq!' 'id'""'. 


6 J990 61 9_50 . 0211 VC4 9 ^ ' ■ - 




Gene No. 


78628 


Strand 






O U Ct X L 


18005 


End 


24740 




Name 


OJ990619 50.0211.C49.o2.np 


Method 


AAT /NAP 




Start 


18005 


End 


21809 




GI 


6721547 


Score 


79 




Exons 


18005. . 18058, 21725.. 21809 








GI Descrip. 


{AP001073) Similar to Oryza 


sativa gene for Pib. (AB013448) 




Seq. No. 


38224 


Seq. ID 


OJ990619_50.0211.C49 




Gene No. 


78628 


Strand 





37931 




start 


18005 






End 24740 




Name 


OJ990619 50.0211.C49 


o6 . gs 


Method GENSCAN 




Start 


20162 






End 24740 




GI 


none 






Score .52 




Exons 


20162. . 


20293, 20747. 


20828, 


24661 . .24740 




Seq. No. 


38224 






Seq. ID OJ990619_ 


_50. 0211 


Gene No. 


78629 






Strand 




Start 


25821 






End 32466 




Name 


OJ990619 50.0211.C49 


. o7 . gs 


Method GENSCAN 




Start 


25821 






End 32466 




GI 


none 






Score . 8 




Exons 


25821. . 


25959, 26539. 


.26822, 


27585. .27710, 27966 


. . 28041, 




28056. . 


28152, 28410. 


. 28572, 


28670. .28750, 29212 


. . 29295, 




29327. . 


29506, 29921. 


. 30041, 


30170. .30522, 30597 


. . 30992, 




31118. . 


31234, 31347. 


. 31550, 


'^OA/TO "DO/ICC 

0 d2 . . 4 DO 




Seq. No. 


38224 






Seq. ID OJ990619 


_50 . 0211 


Gene No. 


78629 






Strand 




Start 


25821 






End 32466 




Name 


OJ990619 50.0211.C49 


. o3.np 


Method AAT/NAP 




„Start„ 


26523 „ 






. End„- _ 314 93_._ 




.QlJ. . , . 


„ 4 0.068 6.8 






. Sco.re ,828 




Exons 


26523. . 


26822,' 27585*. 


.'27 695, 


29206. .29295, -,,29447 


. .29506, 




29921. . 


30020, 30170. 


.30282, 


30346.'. 30992, 31118 


. .31234, 



31347. .31493 



GI Descrip. 


(Z99707) putative protein 


[Arabidopsis 


thaliana] 




Seq. No. 


38224 


Seq. ID 


OJ990619_50. 


0211. C49 


Gene No. 


78629 


Strand 






Start 


25821 


End 


32466 




Name 


OJ990619 50.0211.C49.o5.gp 


Method 


AAT/GAP 




Start 


26641 


End 


27814 




GI 


LIB34 33-052-P1-K1-G10 


Score 


730 




Exons 


26641. .26822, 27585. .27814 








GI Descrip. 


M006868/emb|CAB16786.1| 4 


.Oe-33 {Z99707) putative 


protein 


[Arabidopsis thaliana] 








Seq. No. 


38224 


Seq. ID 


OJ990619_50. 


0211. C49 


Gene No. 


78629 


Strand 






Start 


25821 


End 


32466 




Name 


OJ990619 .50.0211 .C4 9. o6.gp 


Method 


AAT/GAP. . 




Start ■ ' ' 


'28149 • ' ■ ' - "r '•• ■■■ 


- . ""-End; ; ■■ ■■ 


'"28445 '" ^ 




GI, • ■ 


2431514 


Score 


497 




"Exoris ' 


"'28'14*9; : 2^445 ^' - ' -'^ 








Seq.- No. " 


■ '38224': " " ' - ■ 


Seq'. 'id.' 


'OJ9906i9_5d. 


'Cj211.C49" 


Gene No. 


78629 


Strand 






Start 


25821 


End 


32466 




Name 


OJ990619 50.0211.C49.o8.gp 


Method 


AAT/GAP 




Start 


29205 


End 


30460 




GI 


uC-osflcypll2ellbl 


Score 


1000 




Exons 


29205. .29295, 29447. .29506 


, 29921. .30020, 30170.. 30460 


GI Descrip. 


'4006868/emb|CAB16786.1 1 1 


.Oe-36 (Z99707) putative 


protein 


[Arabidopsis thaliana] ' 








Seq. No. 


38224 


Seq. ID 


OJ990619_50. 


0211. C49 



37932 



Gene No. 78630 

Start 34736 

Name OJ990619_50 . 0211 .C4 9 . o4 . ts 

Start 3124 

GI none 

Exons 3124.. 3165, 3199.. 3279, 3209. 
3484. .3528 



Strand 
End 

Method 

End 

Score 



38045 

TBLASTX : Soybean 

3528 - 

76 



,3295, 3325.. 3399, 3379.-3465, 



Seq. No. 38224 

Gene No. 78630 

Start 34736 

Name OJ990619_50 . 0211 . 04 9 . o3 . tm 

Start 3391 

GI none 

Exons 3391.. 3663, 3395.. 3658, 



3810. .3872, 3811. .3873, 



Seq. ID 
Strand 
End 

Method 
End 

Score ■ 
3682.. 3756, 3683 
3836.. 3895, 3859 



OJ990619 50.0211.C49 



38045 

TBLASTX: Maize 
3897 
261 

3757, 3806. 
3897, .3859. 



3847, 
3894 



Seq. No. 
Gene No. 
Start 
Name 

..Sta.rt:. 

GI_„. 
Exons 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



38224 
78630 
34736 
OJ9906 
.J.QQ4.^._ 
. none . , . 
7004. 
8104. 
8494 . 
9689. 



OJ990619 50.0211.C49 



19 50.0211.C49.o8.tm 



7072,' 7009. 
8157, 8235. 
8628, 8498. 
9769, 9693. 



38045 

TBLASTX: Maize 
10175. ■ ■ 



Seq. ID 
Strand 
End 

Method 

.„.EM__.,. . _ 

_L .Score 1^^ 1.1,5 . 1. . 

7068, 8101. .8154, . 8103. .8156, 8103. 
8348, 8235. .8348, 8236. .8349, 8236. 
8629, 8499.. 8630, 8502.. .8630, 9688. 
9773, 10079. .10174, 10083. .10175 



8156, 
8349, 
9768, 



38224 
78630 
34736 

OJ990619_50.0211.C4 9.o7.ts 

14379 

none 

14379. .14411, 14518. .14616, 
14712.. 14792 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990619_50.0211.C49 
38045 

TBLASTX : Soybean 

14792 

95 



14 522. .14 614, 14 702. .147 91, 



Seq. No. 38224 
Gene No. 78630 
Start 34736 

Name OJ990619_50 . 02 11 . C4 9 . o2 , 

-Start 14575 ' 

GT ' '^none ■ 

Exons ^14575. . 14616, 
" '■ ^ 14'81'9: . 14986,. 

. '\ 15092.. . 15.214 ' 



tm 



14576. .14614, 
14"843.M4935', 



Seq. ID OJ990619_50.0211.C49 
Strand 

End 38045 

Method TBLASTX : Mai ze 
- End , 15214-. . .V ■ -. 
* Score 58 • ~ 
14702! .14794, 14703 .. 14795 , 
15"06:7.'. 15210V "l50W;;1521Cyr 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



38224' 
78630 
34736 

OJ990619_50.0211.C4 9.o2. ts 

14894 

none 



Seq. ID OJ990619_50.0211.C49 
Strand 

End 38045 

Method TBLASTX : Soybean 

End 15210 

Score 73 



14894. .14953, 15070 .. 152 10 , 15076 .. 15183, 15092. .15193 • 



38224 
78630 



Seq. ID OJ990619_50.0211.C49 
Strand 



37933 




start 


34736 






End 


38045 




Name 


OJ990619 50.0211.C49. 


o6. tm 


Method 


TBLASTX: Maize 




Start 


17030 






End 


17251 




GI 


none 






Score 


233 




Exons 


17030. 


,17251, 17038.. 


17247 








Seq. No. 


38224 






Seq. ID 


OJ990619 50.0211. 


,C49 


Gene No. 


78630 






Strand 


- 




Start 


34736 






End 


38045 




Name 


OJ990619 50.0211.049. 


o3. ts 


Method 


TBLASTX : Soybean 




Start 


17084 






End 


17491 




GI 


none 






Score 


208 




Exons 


17084. 


.17491 










Seq. No. 


38224 






Seq. ID 


OJ990619_50.0211. 


, 04 9 


Gene No. 


78630 






Strand 






Start 


34736 






End 


38045 




Name 


OJ990619 50.0211.C49. 


ol . tm 


Method 


TBLASTX: Maize 




Start 


17279 






End 


18659 




GI 


none 






Score 


258 




Exons 


17279. 


.17527, 17279.. 


17380, 


174 4 3. .174 93, 17561 .. 177 67 , 




— ^.^ 


, 1J5A1.. 


,_.a7728,..a7 569,,.. 


.177 57,.,. 


17740. . 18177,_177 6.4^,..18P09,_ 


— — ™ 


, . — . - — 


1.7880.. 


,..18.164',. 1846;9..,. 


18.61,8., . 


, lbld.;..i8ii9,....18 62'7 .,.18659.;.. 




Seq. No. 


38224 






Seq. ID 


OJ99p619_50.0211. 


.049 


Gene No. 


78630 






Strand 






Start 


34736 






End 


38045 




Name 


OJ990619 50.0211.C49. 


o5. ts 


Method 


TBLASTX : Soybean 




Start 


17842 






End 


18177 




GI 


none 






Score 


199 




Exons 


17842. 


.18177, 17886.. 


18167 








Seq. No. 


38224 






Seq. ID 


OJ990619_50.0211. 


.049 


Gene No. 


78630 






Strand 






Start 


34736 






End 


38045 




Name 


OJ990619 50.0211.C49. 


ol. ts 


Method 


TBLASTX : Soybean 




Start 


26520 






End " 


26841 




GI 


none 






Score 


84 




Exons 


26520. 


.26738, 26521.. 


26721, 


26733. .26831, 26737.. 26841 




Seq. No. 


38224 






Seq. ID 


OJ990619 50. 0211. 049 


Gene No. 


78630- 






Strand 






Start ■ ' 


34736 






■: End 


38045- ■ ■■ 




Name. 


OJ990619 50.0211.C49. 


o5 . tm ' 


Method 


TBLASTX: Maize 




Start ■ 


29239^' 






End " 


-^ 30924 ■ ''^ 




GI* 


none. 






. - Score- . 


82 - .. 




Exons' 


.2 92 3^9. 


-.29298, .29239:' 


29310, 


294'47. .29512, 294 48 .. 29510,. 






29921. 


.29956, 29921.. 


29965, 


29967. .30020, 29969 .. 30028 , 






30232. 


.30306, 30233.. 


30301, 


30275. .30547, -3034 5 30527 , 






30400. 


.30528, 30631.. 


30687, 


30633. .30686, 30691 30723, 






30693. 


.30722, 30724.. 




30828. .30890, 308 37 30890, 






30886. 


.30924, 30891.. 


30923 








Seq. No. 


38224 






Seq. ID 


OJ990619_50.0211. 


.049 


Gene No. 


78630 






Strand 






Start 


34736 






End 


38045 




Name 


OJ990619_50.0211.C49. 


o7 . tm 


Method 


TBLASTX: Maize 





37934 




start 


31117 




End 


31369 




GI 


none 




Score 


71 




Exons 


31117. .31233, 31118. 


31192, 


31118. .31234, 31343. .31369 




Seq. No. 


38224 




Seq. ID 


OJ990619_50.0211 


C49 


Gene No. 


78630 




Strand 






Start 


34736 




End 


38045 




Name 


OJ990619 50.0211.C49 


o6. ts 


Method 


TBLASTX : Soybean 




Start 


31124 




End 


31394 




GI 


none 




Score 


56 




Exons 


31124 . .31234, 31335. 


31394 








Sea No 


38224 




Seq. ID 


OJ990619_50.0211 


C49 


Gene No. 


78630 




Strand 






Start 


34736 




End 


38045 




Name 


OJ990619 50.0211.C49 


o8 . gs 


Method 


GENSCAN 




Start 


34736 




End 


37828 




GI 


none 




Score 


.45 




Exons 


34736. .35169, 35238. 


35491, 


36932. .37088, 37547.. 37828 




Seq. No. 


38224 




Seq. ID 


OJ990619_50.0211 


C49 


Gene_No^.^, . 


, J 8 63 Q___. , 


— 


_ Strand , 






St art. 


,34736 „ . . 


— 


:-...End 






Name 


OJ990619 50.0211.C49 


o4 . tm 


Method 


TBLASTX -Maize 




Start 


35180 




End 


37879 




GI 


none 




Score 


91 




Exons 


35180. .35281, 35196. 


35234, 


35294 . .35353, 35313 .. 35354 , 






35352. .35375, 35361. 


35420, 


35462. .35515, 37506 .. 37598, 






37507. .37560, 37543. 


37566, 


37572. .37652, 37605 37634 , 






37616. .37654, 37617. 


37652, 


37643. .37879, 37747 .. 37854 , 





37755. .37856 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq.- No. 
Gene No. 
Start" 
Name ^ - 
Start ■ 
GI 

Exons 



38224 Seq. ID 

78630 Strand 
34736 End 
OJ990619_50.0211.C4 9.o4 .np Method 
37408 End 
6907106 Score 
37408. .37587, 37662. .38045 

{AP001129) EST AU068291 {C12960) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



OJ990619_50.0211.C49 

38045 
AAT/NAP 
38045 
388 



38225 - : ^ - • - Seq. - ID 

78631 • Strand 

80 ^ • '\ ' ■'. " " ■" 'End """ 
.OJ9.9061-9-^50..021.1.C50'.ol.gs . Method 

80 ' ■ ■■ - 

none Score 
80. .486, 519. .727 



039 90 6.1 9__5 0 021 1 , C 5 0 - 
+ • ■ ' - 

'727 "^y^- 

-GENSCAN -.■.*^- J ■ 

727" ■ ■ ' ■ 
.95 



Seq. No. 38225 Seq. ID 

Gene No. 78632 Strand 

Start 5400 End 

Name OJ990619_50 . 0211 . C50 . ol . np Method 

Start 5400 End 

GI 5852084 Score 

Exons 5400.. 5509, 6744.. 6825 



OJ990619_50.0211.C50 

6825 
AAT/NAP 
6825 
92 



37935 



GI Descrip. 


(AL117264) zwhOOOV.l [Oryza 


sativa] 






Seq. No. 


38226 


Seq. ID 


OJ990619_50. 


0211. C51 


Gene No. 


78633 


Strand 


+ 




Start 


149 


End 


2317 




Name - 


OJ990619 50.0211.C51.ol.gs 


Method 


GENSCAN 




Start 


149 


End 


2317 




GI 


none 


Score 


.41 




Exons 


149. .300, 510. .749, 1146. .1394, 1406.. 


1569, 1755.. 2043, 




• 2099. .2317 








Seq. No. 


38226 


Seq. ID 


OJ990619_50. 


0211. C51 


Gene No . 


78634 


Strand 






Start 


1766 


End 


6540 




Name 


OJ990619 50.0211.C51.ol.np 


Method 


AAT/NAP 




Start 


1766 


End 


4700 




GI 


6523547 


Score 


117 




Exons 


1766.. 1800, 2025.. 2128, 4101 


..4192, 4345. .4700 




GI Descrip. 


(AJ242540) hydroxyproline-rich glycoprotein DZ-HRGP [Volvox 




carteri f. nagariensis] 








Seq... :No.- _ 


• 38226 ^ „ _ 




.„OJ99p6_ia^5,Q,. 


.02.1.L=C5i 


.Gene ..No., 


_78634„. „ ' 


^.Sfrahd ..^ 


i;;^ ■ 


... . , . 


Start 


1766 


End 


6540^ ' 




Name 


OJ990619 50.0211.C51.o2.gs 


Method 


GENSGAN 




Start 


4205 


End 


6540 




GI 


none 




• Of 




Exons 


4205. .4260, 4299. .4669, 6536 


. .6540 






Seq. No. 


38226 


Seq. ID 


OJ990619_50. 


0211. C51 


Gene No. 


78635 


Strand 


- 




Start 


7857 


End 


8177 




Name 


OJ990619 50.0211.C51.o3.gs 


Method 


GENSCAN 




Start 


7857 


End 


8177 




GI 


none 


Score 


.97 




Exons 


7857. .8177 








Sieq. No. 


38227 


Seq. ID 


OJ990619_50. 


0211. C52 


Gene No. 


78636 


Strand 


+ 




Start 


1905 


End 


1971 




Name 


OJ990619 50.0211.C52.ol.gs 


Method 


GENSCAN 




Start 




■End. 


.1971. 




GI;'- . .. • V 


none ■ ■ ' ■ ■ . . . . 


" Score ■ 


.v63 ■ ; - 




Exons 


1905. .1971 








.Seq. .No^.- 


:38228 " \ ' 


. SeqV .ID-. 


. OJ.990;619;_^50 . 


02ir.C53 


•dene^'- No . ' - 


' 1S632 • . 


'-Strand 






Start 


32 


End . 


324 




Name 


OJ990619 50.0211.C53.ol.gs 


Method 


GENSCAN 




Start 


32 


End 


324 




GI 


none 


Score 


.75 




Exons 


32. .216, 252. .324 








Seq. No. 


38229 


Seq. ID 


OJ990619_50. 


0211. C57 


Gene No. 


78638 


Strand 


+ 




Start 


147 


End 


995 




Name 


OJ990619 50.0211.C57.ol.gs 


Method 


GENSCAN 





37936 



start 147 End 995 

GI none Score . 75 

Exons 147.. 245, 751.. 995 

Seq. No. 38230 Seq. ID OJ990619_52 . 0211 . CI 

Gene No. 78639 Strand + 

Start 1 End 3961 

Name OJ990619__52 . 0211 . CI . ol . np Method AAT/NAP 

Start 1 End 3961 

GI 6907089 Score 253 

Exons 1..523, 3906.. 3961 

GI Descrip. (AP001129) hypothetical protein [Oryza sativa] 

Seq. No. 38230 Seq. ID OJ990619_52 . 02 11 . CI 

Gene No. 78639 Strand + 

Start 1 End 3961 

Name OJ990619_52 . 0211 .CI . ol . gs Method GENSCAN 

Start 220 End 3322 

GI none Score .77 

Exons 220. .393, 603. .727, 795. .983, 1054. .1112, 1180. .1941, 
2066. .2211, 2309. .2490, 3230. .3322 



raeq™No .7jTl^I'38230 1 , _i.eq, .,JD_ bj.9.9.0.^ia^5,2...„0211_,.Al_ . . 

Gene No. 78639 • - .. . strand + 

Start 1 End 3961 

Name ' OJ990619_52 . 0211 . CI . o2 . np Method AAT/NAP 

Start 327 End 1942 

GI 6721561 Score 1079 

Exons 327. .362, 761. .983, 1054. .1112, 1180. .1942 

GI Descrip. (AP001073) EST AU082058 (C12976) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi I 6815086 I dbj IBAA90372.il (AP001081) EST AU082058 (C12976) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 

Seq. No. 38230 Seq. ID OJ990619_52 . 0211 . CI 

Gene No. 78640 Strand + 

Start 8381 End 8762 

Name OJ990619_52 . 0211 .Ci. ol . gp Method AAT/GAP 

Start 8381 End 8762 

GI uC-osf Icyp033a04bl Score .655 

Exons 8381. ..8762. 

GI "Descrip ' 601684 5/dbj'] AP00p57 0 .1 j AP000570 3 . 0e-.59 . Oryza; sat iva ' genomic- 
DNA,- chromosome 1, .clone : P0711E10 * _ 

.Seq. No'.- - 382-30-/ ' ; .1.-" ' -S-eg.: ID^ ' OJ9-90619_:5;2.. p2U . Ci. • ^ 

Gene No. " "'V7 8'64 1- ' ' ■ ■ ' '■' ■ ' ■ ' Strand ' - - - / • ' . ' 

Start- 3549 End 10598 

Name OJ990619_52 . 0211 . CI . o3 . np Method AAT/NAP 

Start 3456 End 10598 

GI 5902445 Score 3005 

Exons 3456.. 4700, 4740. .5447, 9471. .10598 

GI Descrip. {AB030283) GAG-POL precursor [Oryza sativa] 

Seq. No. 38230 Seq. ID OJ990619_52 . 0211 . CI 

Gene No. 78641 Strand 

Start 3549 End 10598 



37937 




Name 


OJ990619 52 


.0211 


Cl.o2. 


gs 


Method 


GENSCAN 


Start 


3549 








End 


7586 


GI 


none 








Score 


.5 


Exons 


3549. .4288, 


4469 


.5392, 


6534 . . 


7133, 7320. .7535, 7553. .7586 


Sea. No. 


38230 








Seq. ID 


OJ990619_52.0211.C1 


Gene No. 


78641"^ 








Strand 




Start 


3549 








End 


10598 


Name 


OJ990619 52 


.0211 


Cl.o3. 


gs 


Method 


GENSCAN 


Start 


7810 








End 


8140 


GI 


none 








Score 


.68 


Exons 


7810. .7914, 


8090 


.8140 








Seq. No. 


38230 








Seq. ID 


OJ990619_52 . 0211 .CI 


Gene No. 


78641 








Strand 




Start 


3549 








End 


10598 


Name 


OJ990619 52 


.0211 


C1.04 . 


gs 


Method 


GENSCAN 


Start 


9426 








End 


10598 


GI 


none 








Score 


.51 


Exons 


9426. . 10598 












Qpn No 


38230 








.Seq^._.ID, 


OJ990619 52. 0211. CI 


^Gene. .No ; 




^^.^ _. 


„ _ ...... „ 


. 


.Strand „ 




Start - 


10665 








End 


"^10961 


Name 


OJ990619 52 


.0211 


Cl.o3. 


tw 


Method 


TBLASTX: Wheat 


Start 


3465 








End 


4073 


GI 


none 








Score 


55 


Exons 


3465. .3596, 


3532 


.3591, 


3621. . 


4073, 3817. .3924, 3970. .4059 


Sea No. 


38230 








Seq. ID 


OJ990619_52.0211.C1 


Gene No. 


78642 








Strand 




Start 


10665 








End 


10961 


Name 


OJ990619 52 


.0211 


C1.04. 


tw 


Method 


TBLASTX: Wheat 


Start 


4197 








End 


4580 


GI 


none 








Score 


205 


Exons 


4197. .4580, 


4198 


. .4572 








Seq. No. 


38230 








Seq. ID 


OJ990619_52.0211.C1 


Gene No. 


78642 








Strand 




Start 


10665 








End 


10961 


Name 


OJ990619 52 


. 0211 


XI. o3. 


tm 


Method 


TBLASTX: Maize 


Start . . 


4275 : 








End 


- 4580 . 


GI"'"'' V ' 


■ none : * \ ' 






... . , ■ 


Score; 


V163- v. /' v'v' 


Exons' 


■ 427 5V .4580, 


4276 


. .4563 








Seq,. No. . 


38230 - 








Seq.- ID 


aj99g 61 9_S2 .02 11 rci ' 




7 8642 


- ........ 






Strand 




Start 


10665 








End 


.10961 


Name 


OJ990619 52 


.0211 


.01. o5. 


tw 


Method 


TBLASTX: Wheat 


Start 


4950 








End 


5363 


GI 


none 








Score • 


42 


Exons 


4950. .5219, 


5081 


. .5110, 


5082. . 


5219, 5143.. 5223, 5254.. 5358, 




5262. .5363 












Seq. No. 


38230 








Seq. ID 


OJ990619_52.0211.C1 


Gene No. 


78642 








Strand 




Start 


10665 








End 


10961 



37938 




Name 


OJ990619 52.0211.Cl.o3.ts 


Method 


TBLASTX : Soybean 




Start 


4983 


End 


5366 




GI 


none 


Score 


81 




Exons 


4 983. .5234, 52 68; .5366 








Seq. No. 


38230 


Seq. ID 


OJ990619_52.0211. 


CI 


Gene No. 


78642 


Strand 






Start 


10665 


End 


10961 




Name 


OJ990619 52.0211.Cl.ol.ts 


Method 


TBLASTX : Soybean 




Start 


9603 


End 


10028 




GI 


none 


Score 


70 




Exons 


9603. . 10028, 9844 .. 9969 








Seq. No. 


38230 


Seq. ID 


OJ990619_52.0211. 


CI 


Gene No. 


78642 


Strand 






Start 


10665 


End 


10961 




Name 


OJ990619 52.0211.Cl.o2.tw 


Method 


TBLASTX: Wheat 




Start 


9658 


End 


10082 




GI 


none 


Score 


236 




Exons 


9658.. 9972, 9660.. 10082, 96 


93 . . 10079 






Se_q^,.^No^.: „ 


38230 . _ . 


.^_Se.g,,.^I.D^. 


p J 9.9 0 6.1 9^52, ,.0 2^.1 1,, 


.CI 


Gene. .No.. 


.1.77,8 642 • .... 


, Strand' . 






Start 


10665 


End 


10961 




Name 


OJ990619 52.0211.Cl.o2.tm 


Method 


TBLASTX: Maize 




Start 


9756 


End 


10139 




GI 


none 


Score 


121 




Exons 


9756. .10139, 9757. .9972, 10051 ... 10104 






Seq. No. 


38230 


Seq. ID 


OJ990'619_52.0211. 


CI 


Gene No. 


78642 


Strand 






Start 


10665 


End 


10961 




Name 


OJ990619 52.0211.Cl.ol.tm 


Method 


TBLASTX: Maize 




Start 


10167 


End 


10523 




GI 


none 


Score 


221 




Exons 


10167. .10523, 10168. .10461, 


10221. .10469 




Seq. No. 


38230 


Seq. ID 


OJ990619_52.0211. 


CI 


Gene No. 


78642 


Strand 






Start 


10665 


End 


10961 




Name 


OJ990619. 52.0211.Cl.ol.tw 


Method 


TBLASTX: Wheat 




Start . 


- • 10197. 


. End. . 


10653 




G-i ""- -~ 


' none ■ ; ' ' ■ - ■ • - 


Score 


' 259: '"'.V- *; : 




Exons 


- i0197. .10652, 10198. .10653 








Seq. No. 


. 38230 ' ^ . ' " 


7 VSeq. /ID . 


^ OJ99.0;619_52V0;21I". 


CI 


Gene No . 


" .78642 ' . ■ - 


' . ' Strand . " 






Start 


10665 


End 


10961 




Name 


OJ990619 52.0211.Cl.o2.ts 


Method 


TBLASTX: Soybean 




Start 


10248 


End 


10613 




GI 


none 


Score 


99 




Exons 


10248. .10382, 10389. .10613 








Seq. No. 


. 38230 . 


Seq. ID 


OJ990619_52.0211. 


CI 


Gene No. 


78642 


Strand 






Start 


10665 


End 


10961 




Name 


OJ990619 52.0211.Cl.o4.np 


Method 


AAT/NAP 





37939 



start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

^GI_De scrip,.. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10665 End 10961 

5902444 Score 138 

10665. . 10961 

(AB030283) GAG-POL precursor [Oryza sativa] 



38231 
78643 
1 

OJ990619_52.0211.C2.o2.np 
1 

6721512 



Seq. ID OJ990619_52.0211.C2 

Strand + 

End 3148 

Method AAT/NAP 

End 3148 

Score 84 



1..22, 2046. .2218, 3009. .3148 

(AP001072) hypothetical protein [Oryza sativa] 



38231 
78644 
1 

OJ990619_52.0211 .C2.ol.np 
1 

5902444 



Seq. ID OJ990619_52.0211.C2 
Strand 

End 6084 

Method AAT/NAP 

End 4391 

Score 919 



1..1588, 1925. .2149, 4318. .4391 

; . ( ABO 3 0 2.8 3 GAG-POL „.pr ecu.r sgr„_I Or y z a„ sat i va.] . 



38231 
78644 
1 

OJ990619_52. 0211.C2.ol.gs 
19 

none 



Seq. ID OJ990619_52.0211.C2 
Strand 

End 6084 

Method GENSCAN 

End 6084 

Score .64 



19. .392, 589. .1095, 1120. .2436, 2446. .2971, 3016. .3089, 
3224. .3364, 4170. .4259, 5191. .5343, 5382. .5471, 5910. .6084 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name / 
Start' 

,Gi; 

Exons 

Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



38231 
78644 
1 

OJ990619_52.0211.C2.ol.tw 
84 

none 



Seq. ID OJ990619_52.0211.C2 
Strand 

End 6084 

Method TBLASTX : Wheat 

End 521 

Score 101 



84. .320, 99. .308, 202. .309, 377. .520, 420. .521 



38231 
78644 

OJ990619_52.0211.C2.o2.tw 
'1111 ■ ' ■ ~ * • • ' " 

-.none - ' ■' - 



Seq. ID OJ990619_52.0211.C2 
Strand - - .... 

; End ' ; 6084 " ■ ' ' ; 

■ Method TBLASTX: Wheat 
End ■ " 1509' ' ' 

..Score" . -57 ..'^ 1 - 



1111. .1509,. 1241. .1384, 1457. .1495 



38232 
78645 
1439 

OJ990619_52. 0211.04 .ol.gs 

1439 

none 

1439. .1549 



Seq. ID OJ990619_52.0211.C4 

Strand + 

End 1601 

Method GENSCAN 

End 1549 

Score .88 



Seq. No. 



38232 



Seq. ID OJ990619_52.0211.C4 



37940 




Gene No . 


78645 




Strand 


+ 


Start 


1439 




End 


1601 


Name 


OJ990619 52 


. 0211. C4 .ol.np 


Method 


AAT/NAP 


Start 


1439 




End 


1601 


GI 


5852172 




Score 


55 


Exons 


1439. .1470, 


1499. . 1601 






GI Descrip. 


{AL117265) 


zhb0002.1 [Oryza 


sativa] 




Seq. No. 


38232 




Seq. ID 


OJ990619 


Gene No. 


78646 




Strand 


+ 


Start 


2959 




End 


3342 


Name 


OJ990619 52 


.0211.C4.o3.gs 


Method 


GENSCAN 


Start 


2959 




End 


3342 


GI 


none 




Score 


.64 


Exons 


2959. .3342 









Seq. No. 
Gene No. 
Start 
Name 
Start 

;GI:: 

. .Ex OAS 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



38232 Seq. ID OJ990619_52 . 0211 . C4 

78647 Strand 

1 End 6730 

OJ990619_52.0211.C4 .o2.np Method AAT/NAP 

1 End 6721 

J57314 9;.^ ^ Score ,j 32 9. „ , „ ^: 

.l\,\i7\/.563i.-.iill,..-.l4.9.6..., 6721.. „„ . 

(AF201895) growth-regulating factor 1 [Oryza sativa] 



38232 
78647 
1 

OJ990619_52.0211.C4 .o2.gs 

2152 

none 

2152. .2484 



Seq. ID OJ990619_52.0211.C4 
Strand 

End 6730 

Method GENSCAN 

End 2484 

Score .78 



Seq. No. 38232 Seq. ID 

Gene No. 78647 Strand 

Start 1 End 

Name * OJ990619_52 . 0211 . C4 . o4 . gs Method 

Start 3669 End 

GI none Score 

Exons 3669.. 4107, 5505.. 5916, 6520.. 6730 



OJ990619_52.0211.C4 

6730 
GENSCAN 
6730 
.92 



Seq. No. 38232 . ■ - . Seq, ID . OJ9?0619_52 . 0211 . C4 

Gene No. ■ " 78648' ' ; ' " "Strand ' - * ' v 

Start ' -9353 ' ' * End 9436 
Nam'e' ' *• ' '"O j9'90^619_52V02Tl .04 ol . tm . ' Method" TBLASTX : Maize ' 

Start-:.-^ 3712 - ..... . . ... -.End. .■5623 - : 

. GI ' none Score 63 . • 

Exons 3712. .3789,- 3738. .3872, 3763. .3873, 3879. .4034, 3882 .'.'3950, 

38*83. .4035, 4011. .4112, 4032. .4109, 5503. .5589, 5504. .5572, 

5603. .5623 

Seq. No. 38232 Seq. ID OJ990619_52 . 0211 . C4 

Gene No. 78648 ■ Strand 

Start ■ 9353 End 9436 

Name OJ990619_52 . 0211 . C4 . ol . tc Method TBLASTX : Cress 

Start 5750 End 5887 

GI none Score 159 



37941 




Exons 


5750. .5887, 5751. .5885, 5752. 


.5886 




Seq. No. 


38232 


Seq. ID 


OJ990619_52.0211.C4 


Gene No. . 


78648 


Strand 




Start 


9353 


End 


9436 


Name 


OJ990619 52.0211.C4.o2-.tm 


Method 


TBLASTX: Maize 


Start 


5750 


End 


5917 


GI 


none 


Score 


238 


Exons 


5750. .5917, 5754 . .5897 






Seq. No. 


38232 


Seq. ID 


OJ990619 52. 0211. C4 


Gene No. 


78648 


Strand 




Start 


9353 


End 


9436 


Name 


OJ990619 52.0211.C4.ol.ts 


Method 


TBLASTX: Soybean 


Start 


5753 


End 


6655 


GI 


none 


Score 


187 


Exons 


5753.-5896, 5754. .5900, 6563. 


. 6655 




Seq. No. 


38232 


Seq. ID 


OJ990619_52 . 0211 .C4 


Gene No . 


78648 


Strand 




Start 


9353 


End 


9436 


Name„„ . 


OJ990619...52 :.0211 . C4,.„o3 ^np_ 


„ Met hod ^ 


. . AAT/NAP 


St.art./ 


,..9353 „ .... .... 


. End. . . „ . 


. 94.36. . _v 


Gi 


5852084 


Score 


72 ■ * 


Exons 


9353.. 9436' ' 






GI Descrip. 


(AL117264) zwh0007.1 [Oryza sativa] 




Seq. No. 


38233 


Seq. ID 


OJ990619_52 . 0211 .C5 


Gene No. 


78649 


Strand 


+ 


Start 


1976 


End 


2080 


Name 


OJ990619 52.0211.C5.ol.gp 


Method 


AAT/GAP 


Start 


1976 


End 


2080 


GI 


uC-osflcyp082b07al 


Score 


138 


Exons 


1976. .2080 






GI Descrip. 


' 218221/dbj 1 D10675 | RICSINE1R6 


3.0e-30 


Oryza sativa p-SINEl-r6 




gene, repeat sequence' 






Seq. No. '■'*■: 


38234 


Seq. ID 


OJ990619_52 . 0211.C6 


Gene No. 


78650 


Strand 


+ 


Start 


481 


End 


1113 


Name 


OJ990619 52.0211.C6.ol.np 


Method 


AAT/NAP 


Start 


481 . 


End 


1113 


GI - ■■* - 


24 98 930 ■ ■ . • 


Score 


7-22 , • - 


Exons- 


481. .544, 712. .1113 






GI Descrip". 


" DORSAL-VENTRAL- PATTERNING PROTEIN SOG 


( SHORT ■ GASTRULAT ION' ■ " : ■ 




. ..PROTEIN) gi.lI203794 {.U18.774) 


Sog . [Drosophila -melanogaster ] • 


Seq. No. 


38234 


Seq. ID 


OJ990619_52.0211.C6 


Gene No. 


78650 


Strand 


+ 


Start 


481 


End 


1113 


Name 


OJ990619 -52.0211.C6.ol.gs 


Method 


GENSCAN 


Start 


485 


End 


1107 


GI 


none 


Score 


.55 


Exons 


485. .544, 576. .610, 757. .1107 






Seq. No. 


38235 


Seq. ID 


OJ990619_52.0211.C7 


Gene No. 


78651 


Strand 


+ 



37942 



start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

_Exons 

..GI_ De scrip. 

Seq. No. 
Gene No. 
Start 
Name 
Start ■ 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

•Start 

GI 

Exons 

Seq. No. 

. Gene No . . - 
■Start/* 

Name, . 

Start 

GI - ; 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



113 



OJ990619_52.0211.C7.ol.np 
113 

6714422 
113. .294, 444. .465 

(AC012328) hypothetical protein [Arabidopsis thaliana] 



End 

Method 
End 
Score 



465 

AAT/NAP 
465 
177 



38235 
78651 
113 

OJ990619_52.0211.C7.ol.ts 

151 

none 

151. .294, 152. .295 



Seq. ID OJ990619_52.0211.C7 

Strand + 

End 4 65 * 

Method TBLASTX : Soybean 

End 2 95 

Score 222 



38236 
78652 
1 

OJ990619_52 . 0211 . C8 . ol . np 
1 

6721512 

.;.1..,^37,, .285,.,.3:96, , 668.. ..68? , : ...... 

_.(AP0.010.72) ^hypothetical prot.ein...[Pry.2a . sativa] 



Seq. ID OJ990619_52.0211.C8 
Strand 

End 687 

Method AAT/NAP ' 

End 687 

Score 85 



38236 
78652 
1 

OJ990619_52 .0211.C8.ol.gs 

55 

none 

55. .141, 285. .372, 397. .591 



38237 
78653 
441 

OJ990619_52.0211.C9.ol.gs 

441 

none 

441. .662, 728. .889, 1407., 



Seq. ID OJ990619_52.0211.C8 

Strand 

End 687 

Method GENSCAN 

End 591 

Score , 64 



Seq. ID OJ990619_ 

Strand + 

End 1517 

Method GENSCAN 

End 1517 

Score . 7 



.1.C9 



1517 



38237 
78654 

422 : ' . ' ' - 

OJ990619_52.0211.C9.ol.gp. 

4'22 " ' ■ ■ ' 

■none - - • 
'422-. . 698," 871.; .990 



Seq. ID 0J9'k/^. 
Strand 

End ■99'0 

Method .AAT/GAP 



1.C9 



38238 
78655 
1 

OJ990619_52. 0211. CIO. ol.np 
1 

3549626 
1..419 

(AJ009696) wall-associated kinase 1 [Arabidopsis thaliana] 



Seq. ID OJ990619_52.0^il.C10 
Strand 

End 419 

Method AAT/NAP 

End 419 

Score 253 



37943 



Seq. No. 38238 Seq. ID OJ99061 9_52 . 0211 . CIO 

Gene No. 78655 Strand 

Start 1 End 419 

Name OJ990619_52 . 0211 . CIO . ol . tm Method TBLASTX : Maize 

Start 2 End 367 

GI none Score 73 

Exons 2. .49, 50. .133, 60. .134, 135. .185, 199. .249, 249. .359, 251. .367, 
266. .367 

Seq. No. 38238 Seq. ID OJ990619_52 . 0211 . CIO 

Gene No. 78655 Strand 

Start 1 End 419 

Name OJ990619_52 . 0211 . CIO . ol . tc Method TBLASTX : Cress 

Start 20 End 361 

GI none Score 138 

Exons 20. .49, 50. .133, 135. .182, 202. .249, 249. .356, 251. .361 

Seq. No. 38238 Seq. ID OJ990619_52 . 0211 . CIO 

Gene No. 78655 Strand 

Start 1 End 419 

Name OJ990619_52 . 0211 , CIO . ol . ts Method TBLASTX: Soybean 

Start ^ .20 ,,..: „ End :353:_.:.._.,, 

GI. .. non.e ..... *. . . - Score. 8.7 * , ... 

Exons 20. .49, 47.". 133, 193. .24^9, 218. .352, 24 9 .'353, 251 .. 352 



Seq. No. 38238 Seq. ID OJ990619_52 . 0211 . CIO 

Gene No. 78655 Strand 

Start 1 End 419 

Name OJ990619_52 . 0211 . CIO . ol . tw Method TBLASTX : Wheat 

Start 202 End 374 

GI none Score 36 

Exons 202. .249, 218. .247, 249. .374, 251. .358 



5- Seq. No. 38239. Seq. ID OJ99061 9__52 . 0211 . Cll 

Gene No. 78656 Strand + 

Start 21 End 2961 

M Name . OJ99061 9_52 . 0211 . Cll . ol.gs Method GENSCAN 

Q Start 21 End 2961 

GI none Score .51 

}Z Exons 21.. 73, 1395.. 1452, 1488.. 1730, 1757 .. 2125, ,2704 .. 2961 

Seq.. No.. .38239 , ~ Seq. ID pJ-99^1 9_52.. 0211 . Cll 

- -Gene No; • -7865-6"- ' " *^ ' Strand > 

Start 21 . . . • " - , End- 2.961'-:?:'^-- ' 

Name" • ■ • OcF990619_52.0211.Cll.ol."'gp 'Method ^y^^-p/Q^^p - ■ - - ' - - 

.-. Start ...1405. . . End' " 1615;^^ . 

GI - . none • Score 334 "."i'^'' ' 

Exons 1405.. 1615 , 

Seq. No. 38239 Seq. ID OJ990619_52 . 0211 . Cll 

Gene No. 78657 Strand + 

Start 3212 End 3603 

Name OJ990619_52 . 0211 . Cll . o2 . gp Method AAT/GAP 

Start 3212 End 3603 

GI none Score 74 6 

Exons 3212.. 3603 



37944 




Seq. No. 38239 Seq. ID OJ990619_52 . 0211 . Cll 

Gene No. 78658 Strand + 

Start 10444 End 13640 

Name OJ990619_52 . 0211 . Cll . o3 . np Method AAT/NAP 

Start 10026 End 12203 

GI 3668118 Score 1558 

Exons 10026. .10124, 10674 .. 10937 , 11026 .. 11295, 1 1383 .. 11973, 
12063. .12203 

GI Descrip. (AJ224078) hypothetical protein [Brassica napus] 

Seq. No. 38239 Seq. ID OJ990619_52 . 0211 . CI 1 

Gene No. 78658 Strand + 

Start 10444 End 13640 

Name OJ990619_52 . 0211 . Cll . o3 . gs Method GENSCAN 

Start 10444 End 13640 

GI none Score .89 

Exons 10444. .10581, 10671 .. 10937 , 11026 .. 11295, 1 1383 .. 11 973, 
13464. .13640 

Seq. No. 38239 Seq. ID OJ990619_52 . 0211 . Cll 

Gene No. 78658 Strand + 

Start.„.,„_ .104 4 4.,., End, :,^:136iQ„^ . • . „, 

..Name.. .. ...bj9306T9. J2,..d21l\ Cll . o3^^ ,,....Me,thod... .AAI/GAEI , ... * 

Start 10861 - End ll30'9' 

GI LIB3434-048-P1-K1-F7 Score 634 

Exons 10861. .10937, 11026.. 11309 

GI Descrip. ' 3402817/emb | CAA07704 | 4.0e-22 (AJ007829) lacZ'' [Cloning vector 
pGreen] ' 

Seq. No. 38239 Seq. ID OJ990619_52 . 021 1 . Cll 

Gene No. 78658 Strand + 

Start 10444 End 13640 

Name OJ990619_52 . 0211 . Cll . o4 . gp Method AAT/GAP 

Start 12650 End 12975 

GI 3766724 Score 618 

Exons 12650. . 12975 

GI Descrip. 3402817/emb | CAA07704 | 4.0e-22 (AJ007829) lacZ' [Cloning vector 
pGreen] 

Seq. No. 38239 Seq. ID OJ99061 9_52 . 021 1 . Cll 

Gene No. 78659 Strand + 

.Start . . .15351 . _ End. .19494 - - - , . .... 

Name • • " ■* ' aj'^90 619- 5^2 . 02r , : ; " •■ 

Start 15351 End 18731 

GI • ' ' 6223653 ^ ' Scor^ ■. 306 ' ■ ' " 

Exons 15351. .15460-, 16635 1 673.6, . 17180.. . 17256, 17369 ... 17 428 ■ 

- V .' " - - * 1'7561.\ 17640, ' 18383. .18455, i8555":'. 18^ ' " ^ ^ 

GI Descrip. (AC011698) transf actor-like [Arabidopsis thaliana] 

Seq. No. 38239 Seq. ID OJ990619_52 . 0211 . Cll 

Gene No. 78659 Strand + 

Start 15351 End 19494 

Name OJ990619_52 . 0211 . Cll . o5 . gs Method GENSCAN 

Start 16583 End 19494 

GI none Score .81 

Exons 16583. .16736, 17 180 .. 17256, 17369 .. 17426, 17561 17 636, 

18386. .18455, 18555 .. 18970, 19401. .19494 



37945 






Seq. No, 


38239 


Seq. ID 


OJ990619 


52.0211.C11 




Gene No. 


78660 


Strand 


+ 






Start 


30289 


End 


33785 






Name 


OJ990619 52.0211.Cll.o8.gs 


Method 


GENSCAN 






Start 


30289 


End 


33011 






GI 


none 


Score 


.68 






Exons 


30289. .30296, 30363 .. 3044 1 , 


30859. .30997, 31249 


. .31351, 






31812. .31920, 32314. .32379, 


32407. .32534, 32963 


. .33011 




Seq. No. 


38239 


Seq. ID 


OJ990619_ 


_52.0211.C11 




Gene No. 


78660 


Strand 


+ ■ 






Start 


30289 


End 


33785 






Name 


OJ990619 52.0211.Cll.o5.gp 


Method 


AAT/GAP 






Start 


30385 


■ End 


32401 






GI 


36563 1.R1084 


Score 


1311 






Exons 


30385. .30441, 30553. .30621, 


30692. .307 


81, 30859 


. .30997, 






3124 9. .31351, 314 34. .314 8 6, 


31574. .31640, 31812 


. .31920, 






32314 . .32401 










GI Descrip. 


M4 55158/emb ICAA16700. 1 | 1. 


Oe-120 (AL021687) kinase-like pr 






[Arabidopsis thaliana] ' 










. S.e'q.! ..Na.. 


r"3.8 239*' r'Ti3T"™r ' ™*r: ^. . Tl 


^;.._Seq.. ..ID. 


.b;J990.6i9^ 


"52'^ 02,11.. C.l.f 


o 


Gene No. 


78660 


Strand 


+ 




%J 


Start 


30289 


End 


33785 




l\ I 


Name 


OJ990619 52.0211.Cll.o6.gp 


Method 


AAT/GAP 




f i ; 


Start 


32454 


End 


33785 






GI 


none 


Score 


1800 






Exons 


32454 . .32534, 32 619 .. 32685, 


32765. .32881, 32963 


. .33073, 


- ^ 




33160. .33785 










Seq. No. 


38239 


Seq. ID 


OJ990619_ 


_52.0211.C11 




Gene No. 


78661 


Strand 


+ 






Start 


39758 


End 


42488 






Name 


OJ990619 52.0211.Cll.o7.np 


Method 


AAT/NAP 






Start 


39758 


End 


42488 






GI 


6721512. 


Score 


62 






Exons 


39758. .39790, 4 1373 .. 4 14 60 , 


42471. .42488 




f 


GI Descrip. 


(AP001072) hypothetical protein [Oryza 


sativa] 






Seq. No. 


38239 


Seq. ID 


OJ990619_ 


_52.0211.C11 




Gene .No. 


78661 


• Strand 


+ " . ' 






- Start . ' ^ / 


39758 


End 


4 24 88 ■ 






Name 


OJ990619 52.0211.Cl.l..o8.np 


Method 


AAT/NAP 






Start''" "' * 


"4^294 ' ; . - - - 


'End' 


:'4'24 88 






GI. 


6721558 • ^ - 


Score 


121 ' - . 






Exons' 


42294. .42488 










GI Descrip. 


(AP001073) hypothetical protein [Oryza 


sativa] 








gi 1 6815083 | dbj 1 BAA90369. 1 | 


{AP001081) 


hypothetical protein 






[Oryza sativa] 










Seq. No. 


38239 


Seq. ID 


OJ990619_ 


^52.0211.C11 




Gene No. 


78662 


Strand 








■Start 


3494 


End 


9313 






Name 


OJ990619 52.0211.Cll.o2.np 


Method 


AAT/NAP 






Start 


3494 


End 


7444 






GI 


6714422 


Score 


552 





37946 



Exons 


3494. .4815, 5462. .6103, 6327 


..6501, 7263. .7444 






GI Descrip. 


(AC012328) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


38239 


Seq. ID 


OJ990619_ 


52.0211 


.Cll 


Gene No. 


78662 


Strand 








Start 


3494 


End 


9313 






Name 


OJ990619 52.0211.Cll.o2.gs 


Method 


GENSCAN 






Start 


4170 


End 


9313 






GI 


none 


Score 


.58 






Exons 


4170. .4288, 4650. .4784, 5476 


. .6162, 6281. .6501, 


7263. .7355, 




7740. .7858, 8014. .8220, 8579 


..8609, 9228.. 9313 






Seq. No. 


38239 


Seq. ID 


OJ990619_ 


52 .0211 


.Cll 


Gene No. 


78663 


Strand 








Start 


15328 


End 


16090 






Name 


OJ990619 52.0211.Cll.o4 .gs 


Method 


GENSCAN 






Start 


15328 


End 


16090 






GI 


none 


Score 


.8 






Exons 


15328 .. 1567 6, 15801 .. 16090 










Seq. No. 


38239 


Seq. ID 


OJ990619_ 


dZ .{JZII 


. Cll 


Gene,„No . 


78664 


Strand 








Start 


19922 . _1 •„ . 


/ End ■ . 


2r2T5""~ 






Name 


OJ990619 52,0211.Cll.o6.gs 


Method 


GENSCAN 






Start 


19922 


End 


21265 






GI 


none 


Score 


.61 






Exons 


19922. .20560, 20651 ., 2077 9, , 


20906.. 21265 






Seq. No. 


38239 


Seq. ID 


OJ990619_ 


52.0211 


.Cll 


Gene No. 


78664 


Strand 








Start 


19922 


End 


21265 






Name 


OJ990619 52.0211.Cll.o5.np 


Method 


AAT/NAP 






Start 


19925 


End 


21265 






GI 


3218544 


Score 


1136 






Exons 


19925. .19981, 20072 .. 20560, : 


20651. .20779, 20906. 


.21012, 






21067. .21265 










GI Descrip. 


{AB004813). alternative oxidase [Oryza 


sativa] 







gi|3218546|dbj IBAA28773I (AB004864j alternative oxidase [Ory 
sativa] gi | 64 67126 | dbj | BAA8 6963 . 1 | (AB007452) alternative 
oxidase [Oryza sativa] 



Seq. No. . 38239 ... - 

Gene No. - • 78665" • : ' ' : ' - • "■ 

Start ^ 34434 ' - 

Name'- "" ' ' "•-"'OJ9906i9_52 ; a2li; Cli:oy. gs * 

Start^ ; _ 34434 • - ■ ; . • ; : 

GI ' " none ..... - 

Exons 34434. .34916, 34 98 9 .. 3513-0, 

38156.. 38254 



Seq. ID. 
Strand " 
End 

'Method 
End 
Score 



OJ990619_52. 0211. Cll. 
38254. 

GENSCAN ■■ 
'38254" . : ^' . 

.-72-. ' ■ * " ■ ■ 



35223. .35698, 36699 .. 36773, ' 



Seq. No. 38239 Seq. ID 

Gene No. 78665 Strand 

Start 34434 End 

Name 0 J9 9 0 6 1 9_5 2.0211.Cll.o6.np Method 

Start 34548 End 

GI 4803940 Score 
Exons 



OJ990619_52. 0211. Cll 

38254 
AAT/NAP 
35320 
208 



34548. .34672, 34805 .. 34 916, 34 998 .. 35130 , 35223. .35320 



37947 



GI Descrip. (AC006264) hypothetical protein [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



38239 
78666 
39963 

OJ990619_52.0211.Cll.o3.tm 

3409 

none 



Seq. ID OJ990619_52,0211.C11 
Strand 

End 42105 

Method TBLASTX ; Mai ze 

End 4233 

Score 39 



3409. .3438, 3411. .3440, 3448. .3597, 3461. .3598, 3461. .3616, 

3471. .3617, 3611. .3691, 3653. .3748, 3686. .3778, 3689. .3778, 

3696.-3782, 3699. .3782, 3774. .3827, 3784. .3873, 3876. .3929, 

3877. .3930, 3877. .3930, 3917. .4042, 3928. .4041, 4042. .4224, 

4042. ,4233, 4043. .4225 



38239 
78666 
39963 

OJ990619_52.0211.Cll.o6.ts 

6393 

none 



Seq. ID OJ990619_52.0211.C11 



Strand 
End 

Method 

End 

Score 



42105 

TBLASTX: Soybean 
7406 

80 . 



6393. .6500, 6393. .6500, 6394. .6501, 7262. .7405, 7263. .7406 



Seq... No.. 3,8.239. _ . . 

Gene No. 78666 
Start 39963 

Name OJ990619_52 . 0211 . Cll . ol . tm 

Start 10411 
GI none 

Exons ,,., 10411.-10479, 10438, 

- ■ 10485, .10592, 10488. 
10670, .10762, 10671, 
11024 , .11293, 11025, 
11383. .11973, 11383. 
12062. .12289 



Seq. ID_.O.a 9,90.6.1 9_^5 2. „0 21 l.,...C 11 
Strand 

End 42105 
Method TBLASTX : Mai ze 
End 12289 
Score 58 
10494, 10440. .10511, 104 40 ,, 104 93, 
10580, 10492. .10599, 104 92 , , 1058 1 , 
10769, 10725. .10937, 10757 ,. 10936, 
11294, 11026, .11316, 11376 ,. 11966, 
11973, 12060, .12287, 120 60 .. 12245 , 



Seq. No. 38239 Seq. ID 

Gene No. 78666 Strand 

Start 39963 End 

Name OJ990619_52 . 0211 . Cll . o7 . ts Method 

Start 11143 End 

GI none Score 

Exons 11143., 11313, 1114 9 ,.. 11313 . 



OJ990619_52. 0211. Cll 
42105 

TBLASTX: Soybean 

11313 

204 



Seq. No. : 38239 ■ . 

Gene- Nov "78666" ' " ' '-^ '■' ' ■ 
Start " ' --39963 ... ■ ' ■ ~ ' ^: 

Name " ^ ' ' ; \ OJ9906i9_52 .■ 0211.. cil . o'3 , ts' 
Start 11418 
GI none 
Exons 11418. 

11712. 

12096. 



11597, 11419. 
11957, 11818. 
12122 



Seq, ID 

'Strand ' 
End_ 

Method . 

End 

Score 



OJ9,90619_52.0211_.C11 

42105 .- v ; / 

TBLASTX : Soybean^ ' 

12122 

188 



11616, 11668. .11967, 11677 .. 11910 , 
11868, 11875. .11970, 12063 .. 121 16, 



Seq. No. 38239 Seq. ID 

Gene No. 78666 Strand 

Start 39963 End 

Name OJ990619 52 . 0211 . Cll . o4 . tc Method 



OJ990619_52. 0211. Cll 
42105 

TBLASTX: Cress 



37948 



I: J 



Start 


11844 




End 


12206 




GI 


none 




Score 


80 




Exons 


11844 . . 11969, 11844 . 


. 11960, 


11845. . 11973, 1184 8. . 11973, 






12060. .12206, 12062. 


. 12130 








Seq. No. 


38239 




Seq. ID 


OJ990619 52.0211. 


Oil 


Gene No. 


78666 




Strand 






Start 


39963 




End 


42105 




Name 


OJ990619_52 , 0211 .011 


. o9 . tm 


Method 


TBLASTX : Mai ze 




Start 


18542 




End 


18804 




GI 


none 




Score 


329 




Exons 


18542 . . 18802, 18553 . 


. 18804, 


18573. . 18e 


J03 




Seq. No. 


38239 




Seq. ID 


OJ990619_52.0211. 


Oil 


Gene No. 


78666 




Strand 






Start 


39963 




'End 


42105 




Name 


OJ990619 52. 0211. Oil 


.ol.tc 


Method 


TBLASTX :Oress 




Start 


19922 




End 


20974 




GI 


none 




Score 


423 




Exons 


19922. .19981, 20070. 


20567, 


20072. .20563, 2Q651 .. 20782 , 






20652. .20786, 20906'. 


20974 , 


20907. .20972 




.Seq /.,..No,. \ 


" 7 J ' '38239™ 7 ^ '7"^7 ' ^777 




w..,Seq.. ..ID 


'..'.6 ^9 9 0 679_,5T.7o 2 11^ 




Gene No. 


78666 




Strand 






Start 


39963 , 




End 


42105 




Name 


OJ990619_52 . 0211 .011 


o8 . tm 


Method 


TBLASTX: Maize 




Start 


19922 




End 


20279 




GI 


none 




Score 


197 




Exons 


19922. .19981, 20045. 


20278, 


20070. .20279 




Seq. No. 


38239 




Seq. ID 


OJ990619_52.0211. 


oil 


Gene No. 


78666 




Strand 






Start 


39963 




End 


42105 




Name 


OJ990619_52 . 0211 . Oil 


o2 . ts 


Method 


TBLASTX: Soybean 




Start 


19922 




End- 


20974 




GI 


none 




Score 


431 




Exons 


19922. .19981, 20070. 


20567, 


20072. .20563, 20651 .. 2077 9, 






O/^IO/" OArt^T 

20652 .. 2078 6, 20907. 


20972, 


20909. .20974 




Seq. No. 


38239 




Seq. ID 


OJ990619_52.0211. 


oil 


Gene No. 


78666 




Strand 






Start ^ 


39963 ' y ' ■■ 




End 


42105 




Name "\ \\ 


\ / OJ990619_S2 ;p211 .011 


63 . tw " 


-Method 


TBLASTX: Wheat " 




Start 


19955 ■ ' . 




. End 


20380 




'GI • 


' ' " none" ' '•" '^ ; - 




■ ' Score" 


''48-''" " 




Exons--, 


- -.-19455 .'.; 199'gl, -- 2007.0^^ 


'20204>'- 


-2'0072. .20203,. .202L6 .* .-20380,- 






20220 .. 20375 










Seq. No. 


38239 




Seq. ID 


OJ990619_52.0211. 


oil 


Gene No. 


78666 




Strand 






Start 






End 


42105 




Name 


OJ990619 52.0211.011 


o6 . tm 


Method 


TBLASTX: Maize 




Start 


20280 ■ 




End' 


20534 




GI 


none 




Score 


278 




Exons 


20280. .20534, 20282., 


20533 








Seq. No. 


38239 




Seq. ID 


OJ990619_52.0211. 


oil 



37949- 



Gene No. 78666 Strand 

Start 39963 . End . 

Name OJ990619_52 . 0211 . Cll . oil . tm Method 

Start 20537 End 

GI none Score 

Exons 20537. .20566, 20651 20782 , 20652 20786, 20906 .. 20956, 
20907. .20951 



42105 

TBLASTX": Maize 

20956 

42 



Seq. No. 38239 Seq. ID 

Gene No. 78666 Strand 

Start 39963 End 

Name OJ990619_52 . 0211 . Cll . o7 . tm Method 

Start 23125 End 

GI none Score 

Exons 23125. .23532, 23159.. 23533 



OJ990619_52. 0211. Cll 
42105 

TBLASTX: Maize 

23533 

286 



Seq. No. . 38239 Seq. ID 

Gene No. 78666 Strand 

Start 39963 End 

Name OJ990619_52 . 0211 . Cll . o5 . ts Method 

Start 23152 End 

GI none , ... Score. 



OJ990619_52. 0211. Cll 
42105 

TBLASTX: Soybean 
23506 

283 



Seq. No. 38239 

Gene No. 78666 

Start 39963 

Name OJ990619_52 . 02 11 . Cll . ol . ts 

Start 23506 

GI none 

Exons 23506. .24534, 23507.. 24445 



Seq. ID OJ990619_52. 0211. Cll 
Strand 

End 42105 

Method TBLASTX : Soybean 

End 24534 

Score 923 



Seq. No. 38239 

Gene No. 78666 

Start ' 39963 

Name OJ990619_52 . 0211 . Cll . o2 . tm 

Start 23683 

GI none 

Exons 23683. .24426, 23684 .. 24412, 24278 .. 24460, 24310.. 24456 



Seq. ID OJ990619_52. 0211. Cll 
Strand 

End 42105 

Method TBLASTX : Maize 

End 24460 

Score 602 ' 



Seq. No. 38239 

Gene No, . 78666 

Start -39963' 

Name - • O'j990619_52. 0211. Cll. o2.tc 

Start' " ' ""23i767" ' • ■ " • • • 

*GI . none > . - - .■ 

'Exons ■ " 237 6*7; ; 24021,' 237 68 . . 2401-9 ' 



Seq. ID OJ990619_52. 0211. Cll 
Strand 

End , V .42105 ' ^ . ; / / ;-■ 
Method TBLASTX:Cress 
' End ' " 24021 ■ ^' "^'^ 
Score - - ^ 210.: ' . . . , ^' 



Seq. No. 38239 

Gene No. 78666 

Start 39963 

Name OJ990619__52 . 0211 . Cll . ol . tw 

Start 23984 

GI none 

Exons 23984 . .24457, 23986.. 24456 



Seq. ID •OJ9906i9_52. 0211. Cll 
Strand 

End 42105 

Method TBLASTX : Wheat 

End 24457 

Score 474 



Seq. No. 



38239 



Seq. ID OJ990619 52. 0211. Cll 



37950 



Gene No. 


78666 








Strand 






Start 


39963 








End 


42105 




Name 


OJ990619 52.0211.C11 


. o4 . tm 


Method TBLASTX : Maize 


Start 


28005 








End 


33397 




GI 


none 








Score 65 






Exons 


28005. 


.28115, 


29465. 


.29563, 


29468 . 


. 29545, 


29469. 


.29582, 




29469. 


.29570, 


29566. 


.29670, 


29567 . 


.29704 , 


29569. 


.29715, 




29571 . 


.29672, 


29582. 


.29698, 


29705 . 


.29731, 


29714 . 


.29731, 




29716. 


.29733, 


30214 . 


. 30297, 


30360. 


.30443, 


30361 . 


. 30450, 




30552. 


. 30620, 


30553. 


. 30621, 


30559. 


.30621, 


30683. 


. 30781, 




30686. 


.30781, 


30688. 


. 30789, 


•5 n O /I T 

oUo4 / . 


.30996, 


30858. 


.30995, 




30859. 


.31023, 


31241. 


. 31360, 


31248. 


.31352,- 


31250. 


.31363, 




31432 . 


. 31485 , 


314 34 . 


. 31484, 


31434 . 


.31490, 


31435. 


.314 85, 




31566. 


.31643, 


31573. 


.31644, 


31809. 


.31916, 


31810. 


. 31923, 




31810. 


.31923, 


31812 . 


.31937, 


32310. 


.32378, 


32311. 


. 32379, 




32311. 


.32379, 


32460. 


. 325 J4 , 


32465. 


.32536, 


32465. 


.32533, 




32467. 


.32535, 


32615. 


. 32683, 


32617. 


.32703, 


32619. 


.32684, 




32670. 


.32879, 


32763. 


. 32882, 


32764. 


.32883, 


32764. 


.32898, 




32961. 


.33074, 


32962. 


. 33075, 


32962. 


.33084, 


32964. 


.33077, 




33156. 


.33254, 


33158. 


. 33397, 


33159. 


.33392 






Seq,. .No.. 


, j8239_ 






- ^.'-^ 


Se„q., 


_IP^, .pJ990.619^ 


52.021U 


Gen.e,...No, 


. .3.8,.6&6,-. 








.... Strand - ... 






Start 


39963 








' End 


42105 




Name 


OJ990619 52.0211.C11 


.o4 . ts 


Method TBLASTX : Soybean 


Start 


29513 








End 


31647 




GI 


none 








Score 81 






Exons 


29513. 


.29641, 


30360. 


30449, 


30360. 


.30449, 


30361. 


.30450, 




30373. 


.30450, 


30513. 


30626, 


30553. 


.30621, 


30686. 


.30781, 




30691. 


.30789, 


30853. 


30996, 


30858. 


.30995, 


30865. 


.30996, 




31247 . 


.31336, 


31248. 


31376, 


31426. 


.31485, 


31428. 


.31463, 




31570. 


.31647, 


31572. 


31646 











Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Sejq"'."'No. 
-Gene No. 
Start' 
Name 
Start 
GI 

Exons 



38239 
78666 
39963 

OJ990619_52.0211.Cll.o3.tc 
30340 
none 
30340, 
30686. 
31248 . 
31566. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990619_52.0211.C11 
42105 

TBLASTX: Cress 

32537 

101 



,30450, 30360. .30443, 

,30781, 30864. .31025, 

,31352, 31249. .31353, 

,31646, 31573.'. 316-35, 



38^39" --y----: 
7.8666--.. ■ - - 

39963'^' : ; " ' ' 

OJ990619__52.0211.Cll.o2.tw 

30573 

none 

30573. .30617, 30574 .. 30621, 

30718. .30783, 30853 .. 30996, 

30863. .30997, 3124 1 31360, 

31434. .31490, 31435 .. 31485, 



30552. .30617, 30553. .30621, 

30865. .31023, 3124 7 .. 31360 , 

31434 . .314.66, 314 35 314 85 , 

31810. .:31902', 32460... 32537 _\ ; 

• "' Seq.'- ID "'0^990 6 r9;_5 2 . 0.2 1 1 ; El 1" 

* Strand- ' - . . . : . . -. 
-End" : "* '"42105 '"^ "' '■' ■ • ' ■" ' " 

-■'-Method TBLASTX: Wheat 

End 31650 

Score 66 
30686. .30781, 30691 .. 3078 9, 
30858. .30995, 308 62 .. 30996, 
31248. .31352, 31274 .. 31357 , 
31566. .31631, 31573.. 31650 



Seq. No, 
Gene No, 



38239 
78666 



Seq. ID OJ990619_52.0211.C11 
Strand 



37951 






start 


39963 


End 


42105 






Name 


OJ990619_52.0211.Cll.ol0.tm 


Method 


TBLASTX: 


Maize 




Start 


34256 


End 


34698 






GI 


none 


Score 


90 






Exons 


34256. . 34354, 34267 34 347 , 


34269. .34355, 34479 


. ,34559, 






34525. .34551, 34 558 34 67 1, 


34563. .34670, 34651 


. . 34698, 






34662 . . 34697 










Seq. No. 


38239 


Seq. ID 


OJ990619 


_52.0211.C11 




Gene No. 


78666 


Strand 








Start 


39963 


End 


42105 






Name 


OJ990619_52.0211.Cll.o5.tm 


Method 


TBLASTX: 


Maize 




Start 


34870 


End 


35615 






GI 


none 


Score 


35 






Exons 


34870.. 34 90 8, 34885.. 34 911, 


34981. .35133, 34989 


. . 35156, 






35217, .35312, 35225. .35350, 


35225. .35326, 35390 


. .35437, 






35391.. 35 438, 35522.. 35572, 


35522. .35614, 35550 


. . 35615 




Seq. No. 


38239 


Seq. ID 


OJ990619 


_52.0211.C11 




Gene No. 


78666. 


Strand 








Start 


39963 


End 


42105 






_ Name _ „: 


QJ9906J.9, .52 ...0211 . Cli.-.oJQ.- gs_ 


, ,_Methpd_, 


_ GEN SCAN/. 


„. 




\ Start . . 


..39.963.. - - _ 


_ End . . ." ^ 


42105. . . 


■ - - ^ .-^ - 




GI 


none 


Score 


.53 






Exons 


39963. . 39990, 4 04 72 .. 40627 , 


41023. .41401, 41916 


. . 42105 


en 
ru 


- 

Seq. No. 


38240 


Seq. ID 


OJ990619 


_52.0211.C13 




Gene No . 


78667 


Strand 


+ 






Start 


976 


End 


3575 




=~ 


Name 


OJ990619_52 .0211.C13.ol.gs 


Method 


GENSCAN 






Start 


976 


End 


3575 




Fy 


GI 


none 


Score 


. 62 




= 


Exons 


976. .1075, 1373. .1535, 1655. 


.1854, 2035. .2146, 


2264 . . 2358, 






2360. .2472, 2848. .2938, 3009 


. .3124, 3282. .3354, 


3476 . . 3575 




Seq. No. 


38241 


Seq. ID 


OJ990619 


_52.0211.C14 




Gene No. 


78668 


Strand 


+ 






Start 


878 


End 


1081 




f ^ 


Name 


OJ990619_52 . 0211 . C14 , ol . gs 


Method 


GENSCAN 






Start 


878 


End 


1081 






GI 


none 


Score 


.86 






Exons 


878... 1081 










Seq. No. 


38241 


' Seq. ID 


.OJ990 619 


_52.021l!ci4 




Gene No'. 




'■Strand 








■ Start; _ 


. 1689 - >1 ; 


./End . . 


35 71" ■ 






Name 


' bJ990'6.1-92'52 ^ 0211 . C14 .'o2 .'gs 


'Method 


GENSCAN 






Start 


-168 9 . - 


End 


3571 






GI - .. 


none 


Score 


.75 






Exons 


1689. .1825, 1902. .2008, 3277 


..3350, 3569. .3571 






Seq. No. 


38242 


Seq. ID 


OJ990619 


_52.0211.C15 




Gene No. 


78670 


Strand 


+ 






Start 


1906- 


End 


5153 






Name 


OJ990619 52.0211.C15.ol.gs 


Method 


GENSCAN 






Start 


1906 


End 


5047 






GI 


none 


Score 


.87 





37952 



Exons 



1906. .2299, 3460. .3629, 3790. .3894, 4387. .4590, 4634. .4706, 
4935. .5047 



Seq. No. 38242 
Gene No. 78670 
Start 1906 

Name OJ990619_52 . 0211 . C15 . o2 . np 

Start 1950 
GI 4106538 

Exons 1950.. 2299, 3457.. 3629, 3790 

4935. .5035 

GI Descrip. (AF104220) gamma -tocopherol methyltransf erase [Arabidopsis 
thaliana] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990619_52.0211.C15 
+ 

5153 
AAT/NAP 
5035 
930 



,3894, 4387. .4590, 4732. .4834, 



Seq. No. 


38242 




Seq. ID 


OJ990619_52.0211.C15 


Gene No. 


78670 




Strand 


+ 


Start 


1906 




End 


5153 


Name 


OJ990619 52.0211.C15.ol 


.gp 


Method 


AAT/GAP 


Start 


4441 




End 


5153 


GI 


LIB34 32-010-P1-K1-D9 




Score 


804 


Exons 


4441. .4590, 4732. .4834, 


4935. 


.5153 




_GI„..Descrip.'. 


, M 1 0,6 5 38 „ 4 ^^0 e -.3 7 _ ( AF 1 0 .4 2,2 0,). ..ganima - 1 o coph e r p 1,, .me t hy.l t r a n s f e.r 




[Arabidopsis thaliana] \ 








Seq. No. 


38242 




Seq. ID 


OJ990619_52.0211.C15 


Gene No. 


78671 




Strand 




Start 


155 




End 


699 


Name 


OJ990619 52.0211.C15.ol 


.np 


Method 


AAT/NAP 


Start 


155 




End 


699 


GI 


6539585 




Score 


164 


Exons 


155. .230, 531. .699 








GI Descrip. 


{AP000837) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


38242 




Seq. ID 


OJ990619_52.0211.C15 


Gene No. 


78672 




Strand 




Start 


5911 




End 


6864 


Name 


OJ990619 52.0211.C15.o2 


. tm 


Method 


TBLASTX: Maize 


Start 


2122 




End 


2318 


GI 


none 




Score 


28.8 


Exons 


2122. .2313, 2125. .2184, 


2166. 


.2318 




Seq. No. 


38242. 




Seq. ID 


OJ990619_52.0211..C15 


Gene No-/ ■ ' 


'78672 ■ " . ' ■' 




Strand ' 




Start . 


5911 




End' 


6864. 


Name ' " " ' 


0 J 9 9 0619 ' 5 0 2 1 1 /C 15 o 1 


."tc ■ ■ 


' Method 


T^LASfX': Cress V 


Start. .-T 


2125 ; : • _ ^ ■ 




End 


5034 • . . 


GI - 


none . ' 




Score 


1*4 8 ' 


Exons 


2125.. 2241, 2212.. 2295, 


3455. 


.3610, 3459. .3629, 3775. .3888, 




3788. .3886, 3792. .3914, 


4384 . 


.4590, 4386. .4586, 4728. .4838, 




4729. .4839, 4933. .5034, 


4934 . 


.5032 




Seq. No. 


38242 




Seq. ID 


OJ990619_52.0211.C15 


Gene No. 


78672 




Strand 




Start 


5911 




End 


6864 


Name 


OJ990619 52.0211.C15.ol 


.ts 


Method 


TBLASTX: Soybean 


Start 


2125 




End 


5044 


GI 


none 




Score 


225 



37953 




Exons 2125. .2295, 2125. .2184, 2169. .2288, 3456. .3632, 3458. .3631, 

3778. .3888, 3789. .3887, 4384. .4590, 4386. .4454, 4445. .4591, 

4667. .4714, 4729. .4836, 4731. .4835, 4747. .4836, 4933. .5040, 

4934. .5035, 4943. .5044 

Seq. No. 38242 Seq. ID OJ990619_52 . 0211 . C15 

Gene No. 78672 Strand 

Start 5911 End 6864 

Name OJ990619_52 . 0211 . C15 . ol . tm Method TBLASTX:Maize 

Start 3476 End 5032 

GI none Score 240 

Exons 3476. .3631, 3477. .3638, 3521. .3646, 3778. .3894, 3789. .3887, 

4384. .4590, 4384. .4590, 4386.. 4592, 4386. .4592, 4727. .4828, 

4729. .4836, 4729. .4824, 4731. .4835, 4933. .4983, 4934, .4993, 

4938. .4997, 4987. .5031, 4988. .5032 

Seq. No. 38242 Seq. ID OJ990619_52 . 0211 . C15 

Gene No. 78672 Strand 

Start 5911 End 6864 

Name OJ990619_52 . 0211 . C15 . o2 . gs Method GENSCAN 

Start 5911 End 6736 

GI.,_. _._none^ , .„ . __^^„ : , Score..:,:... „. 7;9/^j^__-___-_,_;^__ , 

Exons. 59.11... 62.71, . .6614...,.i73,6. „ ..." ..... 

Seq. No. 38242 Seq. ID OJ990619_52 . 0211 . C15 

Gene No. 78672 Strand 

Start 5911 End 6864 

Name OJ990619_52 . 0211 . C15 . o2 . gp Method AAT/GAP 

Start 6529 End 6864 

GI 72410_1.R1084 Score' 310 

Exons 6529.. 6736, 6812.. 6864 

GI Descrip. M 539351/emb | CAB374 99 . 1 | 5.0e-20 (AL035539) putative protein 
[Arabidopsis thaliana] ' 

Seq. No. 38242 Seq. ID OJ990619_52 . 0211 . C15 

Gene No. 78672 Strand 

Start 5911 End 6864 

Name OJ990619_52 . 0211 . C15 . o3 . tm Method TBLASTXiMaize 

Start 6582 End 6850 

GI none Score 175 

Exons 6582.. 6737, 6584.. 6739, 6592.. 6756, 6593.. 6739, 6812.. 6850, 

6813. .6845, .6817. .6846- 

Seq. No. 38242 . Seq. ID OJ99061 9_52 . 02 il'. C15' 

^ Gene "No. ' 78 672 *' ^' " " Strand " / ' vt-— - 

-Start'-'. . '5911.. ■ V . End.:/ 6864. " 
-Name ' - .' OJ990619^52 . 0'2ll . C15 .'o2 . tc ' ' Method' TBLASTX: Cress". 

Start 6585 . End 6852 

GI none Score 166 

Exons 6585. .6737, 6589.. 6738, 6590.. 6739, 6593.. 6739, 6805.. 6852 

Seq. No. 38242 Seq. ID OJ990619_52 . 021 1 . C15 

Gene No. 78672 Strand 

Start 5911 End 6864 

Name OJ990619_52 . 0211 . 015 . ol . tw Method TBLASTX : Wheat 

Start 6593 End 6850 

GI none Score 187 



37954 




Exons 




^ O 1 o 


.6850, 6813.. 6845 




Seq. No. 


no o A o 




Seq. ID 


OJ990619_ 


CO noil r'lc; 


Gene No. 


/OOfZ 




Strand 






Start 


5911 




End 


6864 




Name 


OJ990619_52.0211.C15.o3 


.np 


Method 


AAT/NAP 




C4- ~t v-i- 


DD y b 




End 


6864 




GI 


J /I /yy / 




Score 


196 




Exons 


^rco^r ^no^ ^oto coca 










GI Descrip. 


(AJUUooyy) G suDunit or 


Vacuolar-type 


H+-ATPase 


r 

[Nicotiana 




tabacum] 










Seq. No. 


38243 




Seq. ID 


\JO ^ U D i Z/ 


noil r'lc 


Gene No. 


78673 




Strand 


+ 




Start 


1 




End 


3550 




Name 


OJ990619 52. 0211. 016. o2 


.np 


Method 


AAT/NAP 




otar L 


1 




End 


3550 






6006372 




Score 


86 




Exons 


1..111, 2793. .2868, 3413. .3550 






GI Descrip. 


{AP000559) nypotneticai 


protein [Oryza 


sativa] 




_Seq,:,No.,.. _ 


38243 , \ „ 




. Seq^...,.ip . 


. pJ990619_ 


^52,.g2:nxi.6_ 


. Gene, No — 


; 18674. 




Strand. . 


..,+ .. . . 


- • - . - 


Start 


4299 




End 


4558 ^ 




Name 


OJ990619 52.0211.C16.o2 


.gs 


Method 


GENSCAN 




Start 


4299 




End 


4558 




GI 


none 




Score 


.92 




Exons 


4299. . 4345, 4429. .4558 










Seq. No. 


38243 




Seq. ID 


OJ990619_ 


CO noil r^i^r 


Gene No . 


78675 




Strand 






Start 


1 




End 


1865 




Name 


OJ990619 52.0211.C16.ol 


.gp 


Method 


AAT/GAP 




Start 


1 




End 


1865 




GI 


72410 1.R1084 




Score 


463 




Exons 


1..60, 759. .873, 1783.. 


1865 








GI Descrip. 


M539351/emb|CAB374 99.1 


1 5.0e 


-20 (AL035539) putative protein 




[Arabidopsis thaliana] ' 










Seq. No. 


38243 




Seq. ID 


OJ990619_ 


_52.0211.C16 


Gene No. 


78676 




Strand 






Start 


2083 




End 


10702 




Name " ' ' 


OJ990619 '52.0211.C16'.ol 


. np ■ • 


Method 


AAT/NAP 




Start • 


2083 




End 


5435' ' : ^ 




GI 


^" 60063,72 ■ 




' Score 


80 " ■ 




Exons '■ ^ 


2083.-. 22.11, 2521.. :26'09, 


2827. 


.2869, .4398.. .4427, 


5376:.. S435 - 


GI Descrip. 


(APdOO'559) " hypotKetical protein [Oryza 


sativa] 




Seq. No. 


38243 




Seq. ID 


OJ990619_ 


52.0211.016 


Gene No. 


78676 




Strand 






O L. d J. L. 


2083 




End 


10702 




Name 


OJ990619 52. 0211. 016. o5 


.tm 


Method 


TBLASTX: Maize 


Start 


2640 




End 


2899 




GI 


none 




Score 


163 




Exons 


2640. .2810, 2640. .2813, 


2840. 


.2899, 2840. .2881 




Seq. No. 


38243. 




Seq. ID 


OJ990619_ 


52.0211.016 



37955 




Gene No. 


78676 








Strand 




Start 


2083 








End 


10702 


Name 


OJ990619_52 


.0211 


.016. o3 


.np 


Method 


AAT/NAP 


Start 


4821 








End 


9948 


GI 


4585985 








Score 


1606 


Exons 


4821. . 6160, 


6459 


. .8041, 


8140. 


,8383, 8^ 


359. .9203, 9889. .9948 


GI Descrip. 


(AC005287) 


Hypothetical 


protein [Arabidopsis thaiiana] 


Seq. No. 


38243 








Seq. ID 


OJ990619_52. 0211.016 


Gene No. 


78676 








Strand 




Start 


2083 








End 


10702 


Name 


OJ990619 52 


.0211 


.C16.03 


. gs 


Method 


GENSCAN 


Start 


4848 








End 


10702 


GI 


none 








Score 


.63 


Exons 


4848 . . 6301, 


6430 


. . 6840, 


7051. 


.7462, 7^ 


199. .8041, 8289. .8383, 




8501. . 9020, 


9434 


. . 9530, 


9800. 


.9977, 10090. .10702 


Seq. No. 


38243 








Seq. ID 


OJ990619_52. 0211. 016 


Gene No. 


78676 








Strand 




Start 


2083 








End 


10702 


Name 


OJ990619 52 


. 0211 


.C16.02 


. tm 


Method 


TBLASTX: Maize 


,StarL.__:_. 


5031 








..,End_, ,^ 


^538T ^ ^-^^^ 


,GI 


.none. „ 








Score . _ 


„ 137 


Exons 


5031 . . 5207, 


5031 


. .5387, 


5032. 


.5340 




Seq. No. 


38243 








Seq. ID 


OJ990619_52. 0211. 016 


Gene No. 


78676 








Strand 




Start 


2083 








End 


10702 


Name 


OJ990619 52 


. 0211 


.016. o2 


. tw 


Method 


TBLASTX: Wheat 


Start 


5226 








End 


5603 


GI 


none 








Score 


91 


Exons 


5226. . 5450, 


5227 


. .5325, 


5454. 


.5516, 5499. .5603 


Seq. No. 


38243 








Seq. ID 


OJ990619_52. 0211. 016 


Gene No. 


78676 








Strand 




Start 


2083 








End 


10702 


Name 


OJ990619 52 


.0211 


.016. o3 


. tm 


Method 


TBLASTX: Maize 


Start 


5556' 








End 


5748 


GI 


none 








Score 


160 


Exons 


5556. . 5747, 


5556 


. .5747, 


5623. 


.5748 




Seq. No; 


38243 








Seq. , ID 


OJ990619_52.0211.C16 


Gene No. 


•78676 ■ ■ 








Strand 




Start 


- 2083 








End ^' 


-10702 - 


Name 


''-OJ9906l'9''52 


;0211:"C167or 


;tm 


Method"' 


■ TBLASfX:Wize^''" ' " 


Start _ .... 


I. 64 2 L"'^-; - - 








End - . 


681.2 . ■ - 


GI 


none 








Score 


.176 


Exons 


6421. . 6699, 


6428 


. .6811, 


6435. 


.6812 




Seq. No. 


38243 








Seq. ID 


OJ990619_52. 0211. 016 


Gene No. 


78676 








Strand 




Start 


2083 








End 


10702 


Name 


OJ990619 52 


.0211 


.016.04 


. tm 


Method 


TBLASTX: Maize 


Start 


7661 -■ 








End 


8047 


GI 


none 








Score 


70 


Exons 


7661. .7834, 


7680 


. .7838, 


7835. 


.8047, 7E 


i36. .7901 



37956 




Seq. No. 38243 Seq. ID OJ99061 9_52 . 0211 . C16 

Gene No. 78676 Strand 

Start 2083 End 10702 

Name OJ990619_52 . 0211 . C16 . ol . tw Method TBLASTX : Wheat 

Start 7697 End 8223 

GI none Score 201 

Exons 7697. ,8044, 7698. .8042, 8140. .8175, 8141. .8176, 8188. .8223 

Seq. No. 38244 Seq. ID OJ99061 9_52 . 0211 . C18 

Gene No. 78677 Strand + 

Start 51 End 243 

Name OJ99061 9__52 . 0211 . C18 . ol . gs Method GENSCAN 

Start 51 End 243 

GI none Score .55 

Exons 51.. 243 

Seq. No. 38244 Seq. ID OJ99061 9_52 . 021 1 . C18 

Gene No. 78678 Strand 

Start 1 End 486 

Name . OJ990619_52 . 02 11 . C18 . ol . np Method AAT/NAP 

Start ' 1 End 486. 

:JGL. 6721 512, ™_,™™._JSmr:e,,, ,89.._.„_,,^ ^ 

Exons... l.,,,72,._320....4B„6, . „. 

GI Descrip. (AP001072) hypothetical protein [Oryza sativa] 

Seq. No. 38245 Seq, ID OJ990909_12 . 0218 . CI 

Gene No. 78679 Strand + 

Start . 365 End 950 

Name OJ990909_12 , 02 18 . CI . ol . np Method AAT/NAP 

Start 365 End 950 

GI 3822551 Score 48 

Exons 365.. 589, 930.. 950 

GI Descrip. {AF097215) immunodominant envelope antigen FIL [orf virus 
{strain NZ2) ] 

Seq. No. 38245 Seq. ID OJ990909_12 . 0218 . CI 

Gene No. 78680 Strand 

Start 208 ' End - 950 . 

Name ' ■ OJ990909_12 , 0218 . CI : ol . gs Method GENSCAN 

Start 208 End 839 

GI none Score .73 

Exons 20.8. .839 . • . .... 

Seq. No. " 38245 . ' " . : Seq. ID OJ990909_12^0218 . CI 

Gehe'No'; 78'680 " • ' ' ' . "Strahd"**""'- '^-^^ 

Start ,.- -208 • -. . ■ • End-. - -950. - - ' . - 

*Nam'e . ' " * 0^7990909^12 . 02 18'! CI :'o2 .np Method ' AAT/NAP 

Start 666 End 950 

GI 4680204 Score 77 

Exons 666.. 950 ' 

GI Descrip. (AF114171) hypothetical protein [Sorghum bicolor] 

Seq. No. 38246 Seq. ID OJ990909_12 . 0218 . C2 

Gene No. 78681. Strand 

Start 88 End 852 

Name OJ990909_12 . 02 18 . C2 . ol . gs Method GENSCAN 

Start 88 End 852 



37957 



GI 


none 


Score 


. 63 




Exons 


88 . . 634/ 723 . . 852 








Seq. No. 


38247 


Seq. ID 


OJ990909_12 .0218 


. C3 


Gene No, 


78682 


Strand 






Start 


295 


End 


2187 




Name 


OJ990909 12.0218.C3.ol.gp 


Method 


AAT/GAP 




Start 


172 


End 


1617 




GI 


5002953 


Score 


1255 




Exons 


172. .338, 818. .1227, 1486. .1617 






GI Descrip. 


4680203/gbl AAD27566. 1 IAF114171 7 l.Oe- 


39 (AF114171) TNP2-like 




protein [Sorghum bicolor] 








Seq. No. 


38247 


Seq. ID 


OJ990909_12.0218 


.03 


Gene No. 


78682 


Strand 






Start 


295 


End 


2187 




Name 


OJ990909 12 . 0218 . C3 . ol . gs 


Method 


GENSCAN 




Start 


295 


End 


2043 




GI 


none 


Score 


. 95 




Exons 


295 . . 2043 








Seq.._No,_^ 


,_3a247„„ - 


.,.Seq.^_ID „ 


OJ990909 12.0218 


.03 


..Gene .No....... 


... 78j682 , _ 


. Str,ao.d_, 






Start 


295* 


End 


2187 ^ ^ 




Name 


OJ990909 12.0218.C3.ol.tw 


Method 


TBLASTX: Wheat 




Start 


382 


End 


1602 




GI 


none 


Score 


48 




Exons 


382. .474, 407. .475, 475. .579, 


503. .580, 60.4. .645, 604.. 


642, 




649. .696, 685. .876, 701. .841, 


880, .1041, 977. .1024, 1060. .1602, 




1112. .1558 








Seq. No. 


38247 


Seq. ID 


OJ990909_12.0218 


.03 


Gene No. 


78682 


Strand 






Start 


295 


End 


2187 




Name 


OJ990909 12.0218.C3.ol,np 


Method 


AAT/NAP 




Start 


770 


End 


2187 




GI 


6742729 . ^ 


Score 


1016 




Exons 


770. .1925, 1974. .2187 








GI Descrip. 


(AF121139) RIM2 protein [Oryza sativa] 






Seq. No. 


38247 


Seq. ID 


OJ990909_12. 0218 


.03 


Gene No. 


78.682 


. Strand 






"start" / 


295 ■ ■ . " ■ :;- ~ ■ 


End 


-2187 




Name 


OJ990909 •12.0218.C3.ol.'tc 


Method 


TBLASTX: Cress 




"Start'" " ■ 




■'End 


-T:315'-'^"""- :■ - r. --. 




GI.. ■ 


none - • ■ ' - 


Score 


..56 ^. - ^ ■ ■ - . 




Exons 


889. .1041, 977. .1024, 1060. .1311, 1112 


...1315 




Sea. No. 


38247 


Seq. ID 


OJ990909_12.0218 


.03 


Gene No. 


78682 


Strand 






btart 


295 


End 


2187 




Name 


OJ990909 12.0218.C3.ol.tm 


Method 


TBLASTX:Maize 




Start 


1213 


End 


1698 




GI 


none 


Score 


89 




Exons 


1213. .1698, 1220. .1369, 1505. 


.1681 






Seq. No. 


38247 


Seq. ID 


OJ990909_12.0218 


.03 



37958 



Gene No. 


78682 


Strand 


Start 


295 


End 


Name 


OJ990909_12 . 0218 .C3 .o2 . tw 


Method 


Start . 


1606 


End 


GI 


none 


Score 


Exons 


1606. .1689, 1607. .1690, 1726. 


.1956, 17 


Seq. No-. 


38247 


Seq. ID 


Gene No. 


78682 


Strand 


Start 


295 


End 


Name 


OJ990909_12 . 0218 .C3.o2 . tm 


Method 


Start 


1741 


End 


GI 


none 


Score 


Exons 


1741. .1797, 1804. .1953, 1808. 


1921, 21 


Seq. No. 


38248 


Seq. ID 


Gene No. 


78683 


Strand 


Start 


1 


End 


Name 


OJ990909 12.0218.C4.ol.np 


Method 


Start 


1 


End 


GI 


6705984 


Score 


. Exgn _ 


_ J^.,:, 2 5 1,5.,. _5,44 2 ^^.^6 4 5 0_„.„,_,_;,_ 




GI... De scrip... 


,(AB033235 ) _gag-pol. polyprotein [Oryz.a , 


Seq. No. 


38248 


Seq. ID 


Gene No. 


78683 


Strand 


Start 


1 


End 


Name 


OJ990909 12.0218.C4.ol.gp 


Method 


Start*^ * 


3306 


End 


GI 


101153 1.R1084 


Score 


Exons 


3306. .3636, 3928. .3954 




GI Descrip. 


^5852170/emb|AL117265. 1 |0ST17^ 


J04 l.Oe- 




indica(GLA4) genomic DNA, chromosome 4 


Seq. No. 


38248 


Seq. ID 


Gene No. 


78683 


Strand 


Start 


1 


End 


Name 


OJ990909 12.0218.C4.o2.gp 


Method 


Start 


4559 


End 


GI 


4107138 


Score 


Exons 


4559. .5440 




GI . Descrip. 


5852170/emb|AL117265,l IOST17804 l.Oe-1 




inciica (GLA4 ) genomic DNA, chromosome' 4 


Seq.''''N6\ ' 


"■3824 8 ' : r- -. --v^ .r.-. ■ 


Seq.' TD - 


Gene No. 


78683 '' • - ." - 


Strand • 


Start 


i" . ' ■■ : ; • ' ■ 


End ' 


Name 


OJ990909 12.0218.C4 .o3.gp 


Method 


Start 


5162 


End 


GI 


61605 1.R1084 


Score 


Exons 


5162. .5435 




GI Descrip. 


'5852170/emb|AL1172 65. 1IOST17804 1 . Oe- 




indica (GLA4 ) genomic DNA, chromosome 4 


Seq. No. 


38248 
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Gene No. 


78695 








Strand 








X U -7 ^ T 








End 


17402 




Ns-iue 


n.TQQOQDQ 1 9 


091ft 
VJZ X o 


fft o1 
. k^o .ox. 


U W 


Method 


TBLASTX: Wheat 




o L dX t 


1 4 ~ 

O O ± T 








End 


4440 




oX 


n on ca 








Score 


729 






^ft 1 4 4440 


.J o ± u 


^R4R 


^R7^ 


.4319, 4012. .4431, 4380. .4439 


CI £i T\.7 
o e q . LN O . 


O O <fc o ^ 








Seq. ID 


OJ990909_12.0218 


.08 


Gene No. 


78695 








Strand 






Start 


16994 








End 


17402 




Naitie 


n.TQQOQOQ 19 


091 R 


PR o1 


LILL 


Method 


TBLASTX: Maize 




O Lax L 


TQQ^ ~ 








End 


4578 




oX 


none 








Score 


233 




Hlxons 




^QQ4 

J 17 Z7 *i 


4 1 SS 


4 1 S9 

4 X J ^ . 


.4316, 4153. .4578, 4273. .4557, 




4^R0 4S77 














Seq. No. . 


38252 








Seq. ID 


OJ990909_12.0218 


.08 


Gene' No . 


■ 78695 " ; 








Strand ' 






O t- d X L 


16994 








End > 


174 02 " * 




Nsifie 


' O.T Q Q O'Q 0 Q ' i* 9 


'0 91 ft' 
U ^ X o 






Me^thod" " 


'TBLASTX :Wheat*~ 




o X. d X L 


'4440 ' 

4 4 4 U 








End" 


4773: - 




oX 


none ■ ■ 








Score 


303 




L, ' «r ^ c 


4440 4791 


4 4 4 1 

4 4 4 X 


4 77'^ 










O t: • LN . 


38252 








Seq. ID 


OJ990909_12 . 0218 


.08 


Gene No. 


78695 








Strand 






Start 


16994 








End 


17402 




Name 


OJ990909 12. 


0218 


.08 .o5. 


gs 


Method 


GENSCAN 




Start 


16994 








End 


17402 




GI 


none 








Score 


.42 




Exons 


16994. .17214 


, 17302. .17 


402 









37966 




Seq. . No. 


38253 


Seq. ID 


OJ990909_12.0218. 


C 


Gene No. - 


78696 


Strand 


+ 




Start 


26 


End 


427 




Name 


OJ990909 12.0218.C9.ol.gs 


Method 


GENSCAN 




Start 


26 


End 


427 




GI 


none 


Score 


.77 




Exons 


26. .62, 276.-427 








Seq. No. 


38253 


Seq. ID 


OJ990909_12.0218. 


C 


Gene No. 


78697 


Strand 






Start 


2635 


End 


2993 




Name 


OJ990909 12.0218.C9.ol.gp 


Method 


AAT/GAP 




Start 


2635 


End 


2993 




GI 


LIB34 34-003-P1-K1-B12 


Score 


578 




Exons 


2635. .2993 








GI Descrip. 


' 5852170/emb|AL117265. 1IOST17804 1 . Oe- 


50 Oryza sativa 






indica (GLA4 ) genomic DNA, 


chromosome 4 


, BAG clone:tl7804 


t 


Seq. No. 


38254 


Seq. ID 


OJ990909_12.0218. 


c 


Gene No. 


78698 


Strand 


+ 




Start 


329 ■ 


End 


1142 




Name,:_,^ 


p J9 90 90 9 J 2,.. 02 18^. CI 0^, o 1.,; np„.^u,: Me t hod. _ 


AAT/NAP 




it art 


.450_,._ 


End 


3aL 




GI ■'■ 


140503 


Score 


692 




Exons 


450. . 848 









GI Descrip. HYPOTHETICAL 14 KD PROTEIN IN yCF68 TRNI INTRON (ORE 133) 

gi I 82518 I pir I IJQ0279 hypothetical 14. 5K protein (trni intron) - 
rice- chloroplast gi 1 1204 1 1 emb | CAA33945 | (X15901)' ORF133; ORE 
within trnI intron [Oryza sativa] gi | 120^1 | emb | CAA33915 | 
(X15901) ORF133; ORE within trnI intron [Oryza sativa] 
gi|226660|prf M 1603356CL trnI intron ORE 133 [Oryza sativa] 



Seq. No. 


38254 




Seq. ID 


OJ990909_12. 0218. CIO 


Gene No*. 


78698 




Strand 


+ 


Start 


329 




End 


1142 


Name 


OJ990909 12. 0218. CIO. ol 


.gs 


Method 


GENSCAN 


Start , 


514 




End 


1142 


GI 


none 




Score 


.41 


Exons 


514. .527, 635. ,750, 964 


. . 1142 




Seq. No. 


. 38254 




Seq. ID 


OJ990909_12. 0218. CIO 


Gene No. 


78699 




Strand 




Start ' . . 


- ' 986 




End 


' 1109* ' . 


Name ' ' 


.OJ99.0909 12.0218. Ci0.o2 


. np 


Method' 


AAT/NAP 


Start" " ^ 


" 986 ■ ' ■ ■■ ^ 


. ' End' " 


1109 ' 


GI -\ 


' '1262721 - 




Score ' 


116 : _ . ^ 


Exons 


986. . 1109 








GI Descrip. 


{D17510) ORF;40e [Pinus 


thunbergii ] 




Seq. No. 


38254 




Seq. ID 


OJ990909_12. 0218. CIO 


Gene No. 


78700 




Strand 




Start 


1444 




End 


1605 


Name 


OJ990909 12. 0218. CIO. o2 


. tc 


Method 


TBLASTX: Cress 


Start 


16 




End 


366 


GI 


none 




Score 


71 


Exons 


16. .69, 16. .63, 23. .64, 


24. 


.68, 52. .10 


8, 53. .109, 57. .110, 




57. .110, 98. .184, 101.. 


163, 


114. .185, 


205. .270, 219. .266, 



37967 



240. .281, 242. .286, 272. .301, 279. .365, 281. .364, 289. .366 



Seq. No. 


38254 


Seq. ID 


OJ990909_12.0218 


.CIO 


Gene No. 


78700 


Strand 






Start 


1444 


End 


1605 




Name 


OJ990909 12.0218.C10.ol.tm 


Method 


TBLASTX: Maize 




Start 


19 ~ 


End 


532 




GI 


none 


Score 


73 




Exons 


19. .69, 24. .68, 52. .192, 53. 


. 196, 69. . 


197, 70. .210, 71. 


. 196 




72. .209, 219. .281, 222. .302, 


231. .530, 


260. .532, 260. .532 


Seq. No. 


38254 


Seq. ID 


OJ990909_12.0218 


.CIO 


Gene No. 


78700 


Strand 






Start 


1444 


End 


1605 




Name 


OJ990909 12.0218.C10.ol.ts 


Method 


TBLASTX: Soybean 




Start 


1327 


End 


l'605 




GI 


none 


Score 


324 




Exons 


1327.. 1587, 1329.. 1571, 1566 


. .1604, 1573. .1605 




Seq. No. 


38254 


Seq. ID 


OJ990909_12.0218 


.CIO 


Gene No. 


78700 


Strand 






Start,,. 


. ,1444.„ ^ .„ 


_,End 


...1 60 5 . ^. 




Name 


.OJ9,909..6^9..12,.,^0218 . CIQ,. oi..gp. 


Method... 


AAT/GAH, _ 




Start 


14 4 4 ~ 


End 


1605 




GI 


688 "1.R1084 


Score 


308 




Exons 


1444 . .1605 








GI Descrip. 


* 226661/prf M 1603356CM 6.0e- 


54 trnA intron ORE 109 [Oryza 




sativa] * 








Seq. No. 


38255 


Seq. ID 


OJ990909_12.0218 


.Cll 


Gene No . 


78701 


Strand 


+ 




Start 


286 


End 


647 




Name 


OJ990909 12.0218.Cll.ol.gs 


Method 


GENSCAN 




Start 


286 


End 


647 




GI 


none 


Score 


.71 




Exons 


286. .342, 561. . 647 








Seq. No. 


38255 


Seq. ID 


■OJ990909 12.0218 


.Cll 


Gene No . 


78702 


Strand 


+ 




Start 


634 


End 


960 




Name 


OJ990909 12.0218.Cll.o2.np 


Method 


AAT/NAP 




Start 


634. 


End 


960 




GI - ■ 


• 226661 ■ " 


Score 


-512 ' - ■ • ' - 




Exons 


634. .960 • • • ■ 








GI" Descrip V 


trriA intfon ORE 109' [Oryza sat.iva] ■ 






Seq. No. 


38255 ' ' " ■ ' . ' 


. Seq. id' 


OJ996909_12.0"218 


.Cll 




78703 


Strand 






Start 


187 


End 


1129 




Name 


OJ990909 12.0218.Cll.o2.tc 


Method 


TBLASTX: Cress 




Start 


1 


End 


307 




GI 


none 


Score 


217 




Exons 


1..177, 1..135, 3. .137, 126. 


.305, 134. 


.307, 160. .306 




Seq. No. 


38255 


Seq. ID 


OJ990909_12.0218 


.Cll 


Gene No. 


78703 


Strand 






Start 


187 


End 


1129 





37968 



Name 

Start 

GI 

Exons 



OJ990909_12 . 0218 . Cll .ol . ts Method TBLASTX : Soybean 

70 End 706 

none Score 324 

70. .330, 72. .314, 306. .434, 309. .443, 313. .459, 316. .438, 

428. .634, 429. .620, 436. .624, 576. .704, 619. .705, 620. .706 



Seq. No. 38255 

Gene No. 78703 

Start 187 

Name OJ990909_12 . 0218 . Cll . ol . gp 

Start 187 

GI 688_1.R1084 

Exons 187.. 938, 1100.. 1129 

GI Descrip. ' 226661/prf | | 1 603356CM 6.0e-54 trnA intron ORE 109 [Oryza 
sativa] * 



Seq. ID OJ990909_12. 0218. Cll 
Strand • - 
End 1129 
Method AAT/GAP 
End 112 9 

Score 1456 



Seq. No. 38255 
Gene No. 78703 
Start 187 

Name OJ990909__12 . 02 18 . Cll . ol . np 

Start 307 

..GI_ ...;^ _;3205l7 7_ __;^_^.:M„,_r, 

Expns . .3d7_... 4 66.,. , ,641.,. 7178..-. , . . 

GI Descrip. pvs protein' 1 - kidney bean mitochondrion gi 1169320 (M64246) 
ORF-98; putative [Phaseolus vulgaris] ■ 



Seq. ID OJ990909__12. 0218. Cll 
Strand 

End 1129 

Method AAT/NAP 

End 778 

„Score • 17-1 ' . ' ■ 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



38255 
78703 
187 

OJ990909_12. 0218. Cll. ol.tc 

320 

none 



Seq. ID OJ990909_12. 0218. Cll 
Strand 

End 1129 

Method TBLASTX : Cress 

End 694 

Score 155 



320. .433, 322. .432, 359. .433, 429. .623, 430. .624, 431. .634, 
619. .693, 620. .694 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons. 

GI 'Descrip. 

Seq. 'No'. 
Gene No'. 
Start ^ 
Name 
Start 
GI 

Exons 



38256 
78704 
1 

OJ990909_12.0218.C12.o3.np 
1 

4680183 



Seq. ID OJ990909_12.0218.C12 

Strand + 

End ^ 6118 ' 

Method AAT/NAP 

End 6118 

Score 198 



1:..33, 5352. .5422, 6029. .6118 

(AFlil709) -gag-pol- protein [Oryza ■ sativa 'subsp . 'in'dica'] 



38256 ■ - ' ■ • . seq/ 'iD^ 

.78705' ... •.; ... Strand 

225" " " '/ ■ . End"^ 

OJ990909_12 . 0218 . C12 . ol . gs Method 
225 End 
none Score 
225. .656, 738. .1015, 1044. .3417, 3844. 
5889. .5996 



OJ99090-^_12 . 0'218'';. Ci'2 

'5996 " ^ ' V' 

GENSCAN 
5996 
.67 

.3963, 4055. .4648, 



Seq. No. . 38256 
Gene No. 78705 
Start 225 

Name OJ990909_12 . 0218 . C12 . ol . np 



Seq. ID OJ990909_12.0218.C12 
Strand 

End 5996 

Method AAT/NAP 



37969 




start 


297 


End 


3417 




GI 


5042447 


Score 


4951 




Exons 


297. .1025, 1066. .3417 








GI Descrip. 


(AC007789) putative polyprotein [Oryza 


sativa] 




Seq. No. 


38256 


Seq. ID 


OJ990909_12.0218. 


.C12 


Gene No. 


78705 


Strand 






Start 


225 


End 


5996 




Name 


OJ990909 12.0218.C12.ol.tw 


Method 


TBLASTX: Wheat 




Start 


312 


End 


821 




GI 


none 


Score 


226 




Exons 


312. .821, 396. .743, 478. .789 








Seq. No. 


38256 


Seq. ID 


OJ990909_12.0218, 


,C12 


Gene No. 


78705 


Strand 






Start 


225 


End 


5996 




Name 


OJ990909 12.0218.C12.ol.tm 


Method 


TBLASTX: Maize 




Start 


384 


End 


749 




GI 


none 


Score 


151 




Exons 


384. .695, 391. .588, 396. .749, 


481. .747 






^S„e<3,.,_Np_._„__„ 


38256 _ _ ' ■ _ _ 


.Seq„._,ID:„ 


™QJ99pMS.J2^Q218^, 


CI 2 


Gene, .Np*..._„ . 


,.387a5_... L...-. . 


.atra.nci..„. 






Start 


225 


End 


5996 ' 




Name 


OJ990909 12.0218.C12.o3.tm 


Method 


TBLASTX: Maize 




Start 


756 


End 


1143 




GI 


none 


Score 


35 




Exons 


756. .1058, 7,57. ,786, 795. .1007, 826. .1035, 1063. .1143, 






1070. .1132 








Seq. No. 


38256 


Seq. ID 


OJ990909_12.0218. 


C12 


Gene No. 


78705 


Strand 






Start 


225 


End 


5996 




Name 


OJ990909 12.0218.C12.o4.tw 


Method 


TBLASTX: Wheat 




Start 


822 


End 


1164 




GI 


none 


Score 


191 




Exons 


822. .1061, 823. .1068, 829. .1065, 1061. 


.1132, 1063. .1164 




Seq. No. 


38256 


Seq. ID 


OJ990909_12.0218. 


C12 


Gene No. 


78705 


Strand 






Start 


225 


End 


5996 




Name 


OJ990909 12.0218 .012. ol.ts 


Method 


TBLASTX: Soybean . 




Start 


836 ' ^' • V; • - ; . ' . " " • 


End ■ 


1272 ' ■ - ' "' 




GI^ 


none 


Score 


119 . 




Exons ■ 


.836. .943, '■837:.1061% 838. .1068 


i, 1063..: 


1236, 1156. .1236, 




■ ' ' ■ -''■^ 


1228. .1272, 1240. .1272 








Seq. No. 


38256 


Seq. ID 


OJ990909_12.0218. 


C12 


Gene. No. 


78705 


Strand 






Start 


225 


End 


5996 




Name 


OJ990909 12.0218.C12.o2.tm 


Method 


TBLASTX: Maize 




Start 


1159 


End 


1626 




GI 


none 


Score 


58 




Exons 


1159.. 1626, 1385.. 1555 








Seq. No. 


38256 


Seq. ID 


OJ990909_12.0218. 


C12 


Gene No. 


78705 


Strand 







37970 




start 


225 








End 


5996 




Name 


OJ990909 12 


. 0218 


.C12.02 


- tw 


Method 


TBLASTX : Wheat 




Start 


1213 








End ' 


1695 




GI 


none 








Score 


159 




Exons 


1213. . 1695, 


1246 


. 1566, 


1256. 


. 1591 






Seq. Mo. 


38256 








Seq. ID 


OJ990909_12.0218 


.C12 


Gene No. 


78705 








Strand 






Start 


225 








End 


5996 




Name 


OJ990909 12 


. 0218 . 


C12 .o2 


. ts 


Method 


TBLASTX • Sovbean 




Start 


1345 ~ 








End 


1659 




GI 


none 








Score 


58 




Exons 


1345. . 1659, 


1346. 


. 1543 










Seq. No. 


38256 








Seq. ID 


OJ990909_12.0218 


C12 


Gene No. 


78705 








Strand 






Start 


225 








End 


5996 




Name 


OJ990909 12 


. 0218 . 


C12 . o5 


. tw 


Method 


TBLASTX: Wheat 




Start 


1858 ~ 








End 


2274 




GI 


none. 








Score 


100 




Exons 


1858. ,2043, 


1859'. 


. 2014, 


2065 . 


.2274, 2126. .2239 . 




.aeq. . No,. „ . 


""r,'3825j6r'^i'r.rr" 




■.- -.1 . 





ISeq,.,. ID. 


'.0 j'9 90 9 0.9.^127.0. 21 J' 


CI.2 


Gene No. 


78705 








Strand 






Start 


225 








End 


5996 




Name 


OJ990909 12 


0218 . 


C12 . o5 


tm 


Method 


TBLASTX: Maize 




Start 


1955 ~ 








End 


2277 




GI 


none 








Score 


36 




Exons 


1955. .2014, 


1957 . 


. 2277, 


2132 . 


.2233 






Seq. No. 


38256 








Seq. ID 


OJ990909_12.0218. 


012 


Gene No. 


78705 








Strand 






Start 


225 








End 


5996 




Name 


OJ990909 12 


0218 . 


012 . o4 


tm 


Method 


TBLASTX: Maize 




Start 


2614 








End 


" 2910 




GI 


none 








Score 


107 




Exons 


2614 . .2910, 


2626. 


.2910, 


2723. 


.2893 






Seq. No. 


38256 








Seq. ID 


OJ990909_12.0218. 


012 


Gene No. 


78705 








Strand 






Start 


225 








End 


5996 




Name 


- OJ990909 12. 


0218 . 


C12.03. 


tw 


Method 


TBLASTX: Wheat 




Start ' 


-' 2791 ' ' ■ ■ 








End ; 


•3151 • ■ • - - 




GI 


none 








Score 


. 93 . 




Exons 


^27'9r: . 3150, " 


"27 92'. 


. 3025, 


305'0 . ' 


.3151 ' 






Seq. No,"-..- 


' . '38256 








- Seq"."*" ID 


' 6j990909__12; 0218. 


012' 


Gene No. 


78705 , 








Strand 






Start 


225 








End 


5996 




Name 


OJ990909 12. 


0218. 


C12.02. 


np 


Method 


AAT/NAP 




Start 


3668 








End 


4582 




GI 


5042448 








Score 


1376 




Exons 


3668. .3962, 


4020. 


.4582 











GI Descrip. (AO007789) putative ORFO protein of RIRE8B gypsy-type 
retrotransposon [Oryza sativa] 

Seq. No. 38257 Seq. ID OJ990909_12 . 0218 . 013 



37971 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



78706 Strand + 

1 End 5433 

OJ990909_12 . 0218 . C13 . ol . np Method AAT/NAP 

1 End 5433 

4680179 Score 3093 

1..1055, 1083. .2840, 5415. .5433 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



38257 
78706 
1 

OJ990909_12. 0218 .C13.ol.gs 

263 

none 



Seq. ID OJ990909 12.0218.C13 



Strand 
End 

Method 

End 

Score 



+ 

5433 
GENSCAN 
2639 
.59 



263. .391, 416. .917, 942. .1990, 2014. .2069, 2143. .2639 



Seq. No. 
Gene No. 
Start 
Name 
Start 

GI______ 

Expns. 

GI Descrip. 



38257 Seq. ID OJ990909_12 . 0218 . C13 

78707 Strand + 

7110 End 7534 

OJ990909_12.0218.C13.o2.gp Method AAT/GAP 
7110 ■ End 7534 

,j30 73_^1 Rl 08 4:__,.,, . ^ ™.Score. 8 17... 

7.1.10 . ..7534 . . _ . . . , . . 

' 133936/spl P1214 6I RR3_0RYSA 5.0e-95 CHLOROPLAST 30S RIBOSOMAL 

PROTEIN S3 >gi_70867_pir R3RZ3 ribosomal protein S3 - rice 

chloroplast >gi_12025_emb_CAA33934_ (X15901) ribosomal protein 

S3 [Oryza sativa] >gi_22 664 6_prf 1603356BW ribosomal protein S3 

[Oryza sativa] ' 



Seq. No. 

Gene No . 

Start 

Nam~e 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 
Start \ 
Name . 
Start' 

GI ; 
Exons 

GI Descrip. 



38257 
78708 
2907 

OJ990909_12.0218.C13.ol.gp 



Seq. ID 

Strand 

End 

Method 
End 
Score 



OJ990909 12. 0218. 013 



3116 
AAT/GAP 
3116 
310 



2907 
1631463 
2907. .3116 

4680178/gbl AF111709. 1 1 AF111709 5.0e-81 Oryza sativa subsp. 
indica Retrosat 1 retrotransposon and Ty3-Gypsy type Retrosat 2 
retrotransposon, complete sequences; and unlcnown genes 



38257 

78709 

3605 - ■ - ■ ■ ' • ■ 
OJ990909 12.0218.C13.o2.np. 



Seq. ID 
Strand 

End. ■ 

Method . . 
End 
Score 



OJ990909 12.0218.C13 



3695 • ^ 
AAT/NAP 
3695 
126 



3605 
6721561 

" 3605. .36"9'5 ■ * " ■ * ' 

(AP001073) EST AU082058 (012976) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
git6815086|dbj lBAA90372.il (AP001081) EST AU082058 { C12 97 6 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 
Gene No. 
Start 
Name 



38257 Seq. ID 

78710 Strand 

4577 End 

OJ990909 12.0218.C13.o9.tw Method 



OJ990909_12.0218.C13 
9154 

TBLASTX: Wheat 



37972 




start 


231 








End 


401 




GI 


none 








Score 


183 




Exons 


231. .401, 233. .397 










Seq. No. 


38257 








Seq. ID 


OJ990909_12.0218 


.013 


Gene No. 


78710 








Strand 






Start 


4577 








End 


9154 




Name 


OJ990909 12. 


0218 


.013. o7. 


tw 


Method 


TBLASTX: Wheat 




Start 


453 








End 


1303 




GI 


none 








Score 


295 




Exons 


453. .701, 456. .800, 1265 


. .1303 






Seq. No. 


38257 








Seq. ID 


OJ990909_12.0218 


.013 


Gene No. 


78710 








Strand 






Start 


4577 








End 


9154 




Name 


OJ990909 12. 


0218 


.013. o8. 


tm 


Method 


TBLASTX: Maize 




Start 


471 








End 


794 




GI 


none 








Score 


229 




Exons 


471. .794 














Seq. No. 


38257 








Seq. ID 


Oj990909_12.0218 


.013 


,Gene_No_._ 


.„.7 8.71(D^^.„ 


„ „ . - . 


- , — 




j,.,Strand__ 




— -™ 


Start 


4577.... , 








End/.r.,.l.. 


3i3!4..'"™"r, 7"™ 




Name 


OJ990909 12. 


0218 


.013.08. 


tw 


Method 


TBLASTX: Wheat 




Start 


1140 








End 


1493 




GI 


none 








Score 


217 




Exons 


1140. . 1493 














Seq. No. 


38257 








Seq. ID 


OJ990909_12.0218 


.013 


Gene No. 


78710 








Strand 






Start 


4577 








End 


9154 




Name 


OJ990909 12. 


0218 


.013.02. 


tw 


Method 


TBLASTX: Wheat 




Start 


1625 








End 


2108 




GI 


none 








Score 


536 




Exons 


1625. .2065, 


1626 


. .2108, 


1737. 


.2105 






Seq. No. 


38257 








Seq. ID 


OJ990909_12.0218 


.013 


Gene No. 


78710 








Strand 






Start 


4577 








End 


9154 




Name 


OJ990909 12. 


0218 


.013.04. 


ts 


Method 


TBLASTX : Soybean 




Start 


1662 








End 


1976 




GI 


none 








Score 


198 




Exons * 


- " 1662. :r976- 














Seq*"' No. 


• 38257 ■ ■ 








Seq. ID 


■OJ990909_12:0218 


."013 


Gene -No. 


. 78710 - 








Strand 






Start^ 


4 577 








' End ' ■ 


. 9154 




Name 


OJ990909 12. 


0218 


.013.06. 


tm 


Method 


TBLASTX: Maize 




Start 


1691 








End 


2138 




GI 


none 








Score 


372 




Exons 


1691. . 1933, 


1695 


. .2138 










Seq. No. 


38257 








Seq. ID 


OJ990909_12.0218 


.013 


Gene No. 


78710 








Strand 






Start 


4577 








End 


9154 




Name 


OJ990909 12. 


0218 


013. o2. 


ts 


Method 


TBLASTX: Soybean 




Start 


2049 








End 


2444 





37973 




GI 


none 








Score 


57 


Exons 


2049. .2081, 


2085 


. .2129, 


2087 


..2125, 2185. .2220, 2193. .2444, 




2201 . . 2434 












Seq. No. 


38257 








Seq. ID 


OJ990909_12.0218.C13 


Gene No. 


78710 








Strand 




Start 


4577 








End 


9154 


Name 


OJ990909 12 


. 0218 


.C13.o6. 


tw 


Method 


TBLASTX: Wheat 


Start 


2157 ~ 








End 


2426 


GI 


none 








Score 


62 >: 


Exons 


2157 . . 2258, 


2177 


. . 2251, 


2195 


..2425, 2196. .2426, 2328. .2426 


Seq. No. 


38257 








Seq. ID 


OJ990909_12.0218.C13 


Gene No. 


78710 








Strand 




Start 


4577 








End 


9154 


Maine 


OJ990909 12 


. 0218 


.C13.o5. 


tm 


Method 


TBLASTX: Maize 


Start 


2340 " 








End 


2780 


GI 


none 








Score 


404 


Exons 


2340. .2747, 


2393 


. .2716, 


2739 


. .2780 




Seq. No. 


38257 








Seq. ID 


OJ990909_12.0218.C13 


,G.ene^Np.i_., 


_„,7 871,0 




— ™ — 


— 


Strand... 




Start 


4 577 








_,End . . 


,ai54._.. ., 


Name 


OJ990909 12 


. 0218 


. C13 . o3 . 


t w 


Method 


TBLASTX: Wheat 


Start 


2429 ~ 








End 


2840 ■ " 


GI 


none 








Score 


531 


Exons 


2429. .2524, 


2430 


. . 2840, 


2552 


..2824, 2635. .2838 


Seq. No. 


38257 








Seq. ID 


OJ990909_12.0218.C13 


Gene No. 


78710 








Strand 




Start 


4577 








End 


9154 


Name 


OJ990909 12 


0218 


C13 . o6 . 


ts 


Method 


TBLASTX: Soybean 


Start 


2466 ~ 








End 


2714 


GI 


none 








Score 


188 


Exons 


2466. .2714, 


2492 


.2596 








Seq. No. 


38257 








Seq. ID 


OJ990909_12.0218.C13 


Gene No. 


78710 








Strand 




Start 


4577 








End 


9154 


Name 


OJ990909 12 


0218 


C13.o2. 




Method 


GENSCAN 


Start 


4577 ~ 








End 


7089 


GI 


none 








Score 


.4 


Exons 


4577-. . 4838, 


4921 


4960, " 


5053 


. .524 3, 5585.:. 5596'; 6131 , . ^OS^ ■ ; 


■ Seq.' No. 


38257 ' 




- • 




Seq. ID 


'OJ990909_12 . 0218 : C13 


-^Gene- ^No.. - 


. 78.710 ... 








Strand. 




Start ' 


4 577* ' ' ' 








'End ' " 


" 9154 


Name 


OJ990909 12, 


0218 . 


C13 .o9. 


tm 


Method 


TBLASTX: Maize 


Start 


5995 ~ 








End 


6225 


GI 


none 








Score 


198 


F von <^ 


5995 . . 6027, 


6028 . 


. 6225 








Seq. No. 


38257 








Seq. ID 


OJ990909_12.0218.C13 


Gene No. 


78710 








Strand 




Start 


4577 








End 


9154 


Name 


OJ990909 12. 


0218. 


C13.03. 


np 


Method 


AAT/NAP 


Start 


6004 








End 


9154 



37974 




GI 


4680179 








Score 


1825 




F. X o n s 


6004 . . 7113, 


9122. 


. 9154 










GI Descrip. 


(AF111709) 


polyprotein 


[Oryza 


sativa 


subsp. indica] 




Seq. No. 


38257 








Seq. ID 


OJ990909_12.0218 


.013 


Gene No. 


78710 








Strand 






Start 


4577 








End 


9154 




Name 


OJ990909 12 


.0218. 


C13.05 


. tw 


Method 


TBLASTX: Wheat 




Start 


6049 ~ 








End 


6382 




GI 


none 








Score 


58 




Exons 


6049. . 6381, 


.6179. 


.6289, 


6274 . 


.6354, 6311. .6382 




Seq. No. 


38257 








Seq. ID 


OJ990909_12.0218 


.013 


Gene No. 


78710 








Strand 






Start 


4577 








End 


9154 




Name 


OJ990909 12 


.0218. 


013. o2 


. tm 


Method 


TBLASTX: Maize 




Start 


6229 ~ 








End 


6828 




GI 


none 








Score 


267 




Exons 


6229. . 6669, 


6242. 


. 6667, 


6667 . 


.6828, 6674. .6820 




Seq. No. 


38257 








Seq. ID 


OJ990909_12.0218 


013 


Gene, .N,o 


■,..787 1Q___„_: 




., , 




„SJ:rand_ 






Start, 


4 577 




— ^- 




. End, „ 


.... 9.154. _ 




Name 


OJ990909 12 


.0218. 


C13.01 


. tw 


Method 


TBLASTX: Wheat 




Start 


6382 ~ 








End 


7001 




GI 


none 








Score 


357 




Exons 


6382 . . 6891, 


6383. 


.6892, 


6894 . 


.7001, 6898.. 6999 




Seq. No. 


38257 








Seq. ID 


OJ990909_12.0218 


.013 


Gene No. 


78710 








Strand 






Start 


4577 








End 


9154 




Name 


OJ990909 12 


.0218. 


013. o7 


. tm 


Method 


TBLASTX: Maize 




Start 


6888 ~ 








End 


7106 




GI 


none 








Score 


81 




Exons 


6888 . . 7103, 


6891. 


.7016, 


6892 , 


.7098, 7062. .7106 




Seq. No. 


38257 








Seq. ID 


OJ990909_12 .0218 


013 


Gene No. 


78710' 








Strand 






Start 


4577 








End 


9154 




Name 


OJ990909 12 


.0218. 


013. o5 


. ts 


Method 


TBLASTX: Soybean 




Start 


6960 ~ 








End 


7103 




GI 


none 








Score 


110 - 




Exons' ' 


6960 . '. 7103-, 


6961 . 


7 098' 








■ ■ " 


Seq . " No . 


■ 38257 ' • ' ■ 








Seq. ID 


* OJ99a90"9_;;i2.0218 


013* 


Gene No. 


78710 




V :' ". . . 




-Strand 






Start' . . 


4577'^' 








End ' . 


..'■'9154 ' ' 




Name 


OJ990909 12 


. 0218 . 


013. o3 


. tm 


Method 


TBLASTX: Maize 




Start 


7141 ~ 








End 


7551 




GI 


none 








Score 


454 




Exons 


7141. .7455, 


7150. 


.7419, 


7157. 


.7456, 7386.. 7460, 7392.. 7460, 




7421. .7510, 


7447. 


.7506, 


7449. 


.7550, 7449,. 7550, 7462.. 7551 


Seq. No. 


38257 








Seq. ID 


OJ990909_12.0218 


013 


Gene No. 


78710 








Strand 






Start 


4577 








End 


9154 




Name 


OJ990909 12 


.0218. 


013. o4 


.np 


Method 


AAT/NAP 





37975 



start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7156 End 7434 

1213601 Score 484 

7156. .7434 

(X15901) ribosomal protein S19 [Oryza sativa] 

gi|226648|prf I I1603356BY ribosomal protein S19 [Oryza sativa] 



38257 
78710 
4577 

OJ990909_12.0218.C13.ol.ts 

7185 

none 



Seq. ID OJ990909_12.0218.C13 
Strand 

End 9154 

Method TBLASTX : Soybean 

End 8 916 

Score 180 



7185. .7337, 7189. .7422, 7199. .7423, 7427. .7453, 7428. .7451, 

7648. .7992, 7701. .7991, 7702. .8031, 7757. .7996, 7937. .8146, 

7964. .8161, 8064. .8162, 8133. .8279, 8148. .8246, 8205. .8459, 

8240. .8281, 8284. .8490, 8465. .8542, 8466. .8543, 8521. .8916, 
8535.. 8828 



Seq. No. 

Gene No. 

Start 

Name„ 

.Stari.„.. 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
•'Gene No.- ' 

Start ■ 

Name" " 
■ Star-t ' 

GI ' * " 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 



38257 
78710 
4577 

.pJ990 909_12.0218.C13.o2.tc 

.7,32.4 •.. , 



none 
7324 , 
7564 . 
7701. 
7883, 



Seq. ID OJ990909_12.0218.C13 
Strand 

9154 

TBLASTX : Cress 

..raSl. . 

92 ■ ' •■ 



End 

_ ^Method 

_^,,/^_l„_._..^ End 

Score 

7422, 7327.. 7416, 7562.. 7612, 7563.. 7613, 7563.. 7640/ 
7620, 7614. .7643, 7614. .7643, 7615. .7644, 7700. .7867, 
7820, 7701. .7868, 7702. .7869, 7702. .7872, 7757. .7873, 
8131, 7887. .8126, 7895. .8212, 8064. .8132 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990909 12.0218.C13 



38257 
78710 
4577 

OJ990909_12.0218.C13.o5.np 
7434 
82538 
7434 . .7679 

hypothetical 9K protein (rpsl9-rpl2 intergenic region) - rice 
chloroplast gi | 12028 | emb | CAA33936 | (X15901) ORF82 [Oryza sativa] 
gil 12074 |emb|CAA33926| (X15901) ORF82 [Oryza sativa] 
gi|226650|prf I I 1603356CA ORE 82 [Oryza sativa] 



9154 
AAT/NAP 
7679 
439 



38257 

78710 ■ 

4577 

OJ99090 

7 699' - 

1213600 

7699. .8 

(X15901 

gil 1213 

sativa] 

sativa] 



9_r2 . 02l8VCl'3. o6;hp 



Seq. ID OJ990909_12.0218..C13. 
- Strand ^ : • ' ' ■ ' - " ' "' 

End 9154 

Method' ''AAT/NAP ^ — • . 

. - End :■ - 9154 . . , - " 

" ■ " . " ""V Score " ^ ' 1341" 
126, 8789. .9154 

) ribosomal protein L2 [Oryza sativa] 

602|emblCAA33928| (X15901) ribosomal protein L2 [Oryza 
gi|226679|prf I I1603356DG ribosomal protein L2 [Oryza 



38257 . Seq. ID 

78710 ^ Strand 

4577 End 

OJ990909 12.0218.C13.ol.tm Method 



OJ990909_12.0218.C13 
9154 

TBLASTX: Maize 



37976 



start 
GI 

Exons 



7733 End 8561 

none Score 1067 

7733. .8467, 7757. ,8431, 8064.-8465, 8424. .8555, 8433. .8561 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons ' 



38257 
78710 
4577 

OJ990909_12.0218.C13.o4.tw 
7874 
none 

7874. .8179, 7874. .8179, 8064. .8180 



Seq. ID OJ990909_12.0218.C13 
Strand 

End 9154 

Method TBLASTX : Wheat 

End 8180 

Score 4 48 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



38257 
78710 
4577 

OJ990909_12.0218 .C13.ol.tc 

8467 

none 



Seq. ID OJ990909_12.0218.C13 



Strand 
.End 
Method 
End 
Score 



9154 

TBLASTX: Cress 

9153 

251 



8467. .8640, 8467. .8661, 8543. .8674, 8661. .8777, 8662. .8781, 
8785. .8994, 8787. .9053, 8789. .9055, 8790. .9113, 9054. .9152, 
9055.. 9153, 9056.. 9148, 9057.. 9152 ' . ' 



aeq. .Na..-. __3l825J . .5eq. .,.Ij:)„ 

Gene. No. 787l0 ' Strand 

Start 4577 End 

Name OJ990909_12 . 0218 . C13 . o4 . tm Method 

Start 8785 End 

GI none Score 

Exons 8785.. 8994, 8787.. 9035, 8790.. 9035, 8864.. 9037, 8971 

9054. .9152, 9055. .9153, 9056. .9154, 9074. .9154 



. nj9 9 Q 9.0 9^1 2 ..0 2 m.^C 1X-- . 
9154 

TBLASTX: Maize 
9154 
304 

.9036, 



Seq. No. 38257 

Gene No. 78710 

Start 4577 

Name OJ990909_12 . 0218 . C13 . o3 . ts 

Start 8917 ' 

GI none 

Exons 8917.. 8994, 8919.. 9053, 8921, 
9054.. 9152, 9055.. 9153, 9055, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990909_12.0218.C13 
9154 

TBLASTX : Soybean 

9153 

107 



,9064, 8922.. 9056, 9020.. 9148, 
,9153 



Seq. No. 38258 Seq. ID 

Gene No. 78711 . ■ • Strand 

Start' 1 ■ " ' ■ ■ '". " ' End 

Name • OJ990909_12 . 02 18 . C14 . ol . np Method 

'Start ■ * l^-.''"/:- : ' ' ^ " ■ • ' End 

GI- - - 2130154-'- - .. ; ... : Score- 

Exons " "i^VAli"- ' " " ■■ ■ - ■ 

GI Descrip. hypothetical protein 241 - maize chloroplast 

gi|902268|emb|CAA60333| (X86563) ORF241 [Zea mays] 
gi|9023031emb|CAA60367| {X86563) ORF241 [Zea mays] 



OJ990909_12. 
.+ 

'"'422; r: "-^"f 

AAT/NAP 
• 422" 

:.526 . ^. .. 



0218 .C14 



Seq. No. 38258 Seq. ID 

Gene No. 78711 Strand 

Start 1 End 

Name OJ990909_12 . 02 18 . C14 . ol . tc Method • 

Start 1 End 

GI none Score 



OJ990909_12.0218.C14 
+ 

422 

TBLASTX: Cress 

258 

54 



37977 



Exons 



1..42, 5. .40, 6. .44, 6. .44, 29. .124, 39. .125, 39. .152, 40. .12 
127. .258, 129. .209, 136. .216 



Seq. No. 38258 

Gene No. 78711 

Start 1 

Name OJ990909_12 . 0218 . C14 . ol . gs 

Start 94 

GI none 

Exons 94 . .213 



Seq. ID OJ990909_12.0218.C14 

Strand + 

End 422 

Method GENSCAN 

End 213 

Score ,72 



Seq. No. 38258 

Gene No. 78711 

Start 1 

Name OJ990909_12 . 0218 . C14 . ol . ts 

Start 206 

GI none 
Exons 



Seq. ID OJ990909_12.0218.C14 

Strand + 

End 422 

Method TBLASTX : Soybean 

End 385 

Score 52 



206. .235, 208. .231, 241. .381, 245. .385 



Seq. No. 
Gene No. 
Start___,, 

.Name, „. 

Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



38259 
78712 



Seq. ID OJ990909_12.0218.C15 
Strand 

End - 1110 



.O.J9A09.09.^12,.0218 ..C1.5...pI..np.. „ .Method „ 
1 End* 1110 

5042447 Score 887 

1..690, 718. .1110 

(AC007789) putative polyprotein [Oryza sativa] 



38259 
78712 
1 

0 J990 90 9_12 .0218.C15.ol.gs 
76 

none 

76. .404, 633. .951 



Seq. ID OJ990909_12.0218.C15 
Strand 

End 1110 

Method GENSCAN 

End 951 

Score .43 



Seq. No. . 38259 

Gene No. 78712 

Start 1 

Name OJ990909_12 . 0218 . C15 . ol . tm 

Start 79 

GI • none . - • 

Exons - 79. ."27'6, ■ 80. 238 ■ ■ 



Seq. ID OJ990909_12. 0218.015 
Strand 

End 1110 
Method TBLASTX : Mai ze 
End 27 6 

Score . 133 



Seq. No.- '-38259 " ' ' ' " ' " ' ' ■ 

Gene' .No. ■7'8712.. ' - . 

Start-" - " i 

Name ' OJ990909_12 . 0218 . C15 . ol . tw 

Start 100 ■ 

GI none 
Exons 



Seq. ' ID OJ9'909.09_r2.02lg'.CI5 • 
Strand - ' . . . _ . — ' ■ 

End " '" ii'io \' V " 

Method TBLASTX: Wheat' 
■End 4 92 

Score 113 



100. .240, 101. .229, 244. .492, 334. .378, 365. .424 



Seq. No. 38259 

Gene No. 78712 

Start 1 

Name OJ990909_12 . 0218 . 015 . o2 . tm 

Start 367 



Seq. ID OJ990909_12.0218.C15 . 
Strand 

End 1110 

Method TBLASTX : Maize 

End 687 



37978 




GI 


none 




Score 


180 


Exons 


367. . 687 








Seq. No. 


38259 




Seq. ID 


OJ990909_12.0218.C15 


Gene No. 


78712 




Strand 




Start 


1 




End 


1110 


Name 


OJ990909 12-.0218.C15.o2 


. tw 


Method 


TBLASTX: Wheat 


Start 


496 




End 


801 


GI 


none 




Score 


65 


Exons 


496. . 681, 754 . .801 








Seq. No. 


38260 




Seq. ID 


OJ990909_12. 0218. 016 


Gene No, 


78713 




Strand 


+ 


Start 


3065 




End 


3460 


Name 


OJ990909 12. 0218. 016. o2 


. qs 


Method 


GENSOAN 


Start 


3065 




End 


3460 


GI 


none 




Score 


. 68 


Exons 


3065. .3460 








Seq. No. 


38260 




Seq. ID 


OJ990909_12. 0218. 016 


Gene No. 


78714 




Strand 




Start ; 


_^51.,.,.:_. . 




„End_„ „_. „ 


2100 - . ■ 


.Nam,e 


. l.DJ.99a905.. lY'32J..8 vCi5..!.gi 


. as 


,Me,thod 


,G,ENSCAN__, _, 


Start 


51 




End 


2100 " 


GI 


none 




Score 


. 93 


Exons 


51. .811, 2019. .2100 








Seq. No. 


38260 




Seq. ID 


OJ990909 12,0218.016 


Gene No. 


78714 




Strand 




Start 


51 




End ■ 


2100 


Name 


OJ990909 12.0218.016,01 


.np 


Method 


AAT/NAP 


Start 


54 




End 


815 


GI 


4512229 




Score 


1092 


Exons 


54 , .815 








GI Descrip. 


{AB014740)' ORFO protein 


[Oryza sativa] 




Seq. No. 


38260 




Seq. ID 


OJ990909 12.0218.016 


Gene No. 


7-S715 




Strand 




Start 


2040 




End 


3702 


Name 


OJ990909 12. 0218. 016. o2 


np 


Method 


AAT/NAP 


Start 


2040 




End 


3702 


GI 


. .6063554 




Score 


255 


Exons ' 


■ 2d4 0\ .2209, "312 9.*. 3387, • 


3505. 


.3702 - 




GI Descrip. 


(AP000615) ESTs AU075609 (C63344 ), 07.1850 (E0464 ), 098611 (E0464 ) 




■ colrfespohd to 'a region 'of the 


predicted gene. ;" hypbthet'idaT' ' 




protein '-[Oryza- sativa] - 








Seq. No. 


38260 




Seq. ID 


OJ990909_12. 0218. 016 


Gene No. 


78716 - 




Strand 




Start 


3652 




End 


5859 


Name 


OJ990909 12. 0218. 016. o3. 


gs 


Method 


GENSOAN 


Start 


3652 




End 


5859 


GI 


none 




Score 


. 67 


Exons 


3652. .3851, 5020.. 5083, 


5285. 


.5328, 5757.. 5859 



Seq. No. 38261 Seq. ID OJ990909_12 . 02 18 . 018 

Gene No. 78717 Strand 



37979 






start 


1 


End 


1271 




Name 


OJ990909 12.0218.C18.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1271 




GI 


5295955 


Score 


427 




Exons 


1..368, 401. .477, 1158. .1271 








GI Descrip. 


(AB026295) Similar to Epstein- 


-Barr virus (EBV) genome. (V015^ 






[Oryza sativa] 








Seq. No. 


38261 


Seq. ID 


OJ990909_12. 0218. 018 




Gene No. 


78717 


Strand 






Start 


1 


End 


1271 




Name 


OJ990909 12.0218.C18.ol.gs 


Method 


GENSCAN 




Start 


67 


End 


439 




GI 


none 


Score 


.45 




Exons 


67. .439 








Seq, No. 


38262 


Seq, ID 


OJ990909 12.0218,019 




Gene No. 


78718 


Strand 


+ 




Start 


214 


End 


1116 




Name 


OJ990909 12.0218.C19.ol.gp 


Method 


AAT/GAP 




Start 


214 


End 


1116 




GI 


none 


• ,Scpre: ^. 


1172 - 




Exons 


2.14; .,4 88:,/..73.2..,..1116„.. . . _ 








Seq. No. 


38262 


Seq, ID 


OJ990909 12,0218.019 




Gene No. 


78719 


Strand 






Start 


1136 


End 


2116 




Name 


OJ990909 12.0218.C19.ol.tw 


Method 


TBLASTX: Wheat 


r J 


Start 


250 


End 


882 




GI 


none 


Score 


181 




Exons 


250. .273, 283, .384, 299. .487, 


358. .486, 


366. .488, 731. .772, 






735. .773, 749. .874, 759, ,878, 


763. .882 






Seq. No. 


38262 


Seq. ID 


OJ990909 12,0218.019 


_„ 


Gene No. 


78719 


Strand 






Start 


1136 


End 


2116 




Name 


OJ990909 12,0218.C19.o2.gs 


Method 


GENSOAN 


^==? 


Start 


1136 


End 


2116 




GI 


none 


Score 


.71 




Exons 


1136, .1169, 1952. .2072, 2110.. 


.2116 






Seq. No. . 


38263 


Seq. ID 


OJ990909 12. 0218. 021 




Gene No". • ^ 


'■'•78720 : - " - • " ' 


Strand 


-f * ' ' ~ • - ^ - 




Start ' 


353 


End ' 


559 




Name * " 


OJ990^909 12'". 0218 .021. ol .gp " 


Method 


AAT /GAP' ' ' * " 




Start 


353 - ... -.^ : - ; 


End..- _ 


.559. 




■ GI ^- • 


' 'LIB3431-001-Pl-Nr-B5 /' 


Score 


37 9 " ' - ■ 




Exons 


353. .559 








GI Descrip. 


M680203/gb|AAD27566.1|AF114171 7 1 . Oe- 


■39 (AF114171) TNP2-li 






protein [Sorghum bicolor] ' 








Seq. No. 


38263 


Seq. ID 


OJ990909_12. 0218. 021 




Gene No. 


78721 


Strand 






Start • 


214 


End 


252 




Name 


OJ996909 12.0218.C21.ol,gs 


Method 


GENSOAN 




Start 


214 


End 


252- 




GI 


none 


Score 


.53 



37980 



Exons 



214, .252 



Seq. No. 38264 Seq. ID 

Gene No. 78722 Strand 

Start 308 End 

Name OJ990909_12 . 0218 . C22 . ol . gs Method 

Start 308 End 

GI none Score 

Exons 308.. 447 



OJ990909_12.0218.C22 

+ * 

.447 

"genscan 

447 
.68 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq.. .^No, 

G.ene No,. 

Start 

Name 

Start 

GI 

Exons 



38264 Seq. ID OJ990909_12 . 0218 , C22 

78723 Strand 

193 End 582 

OJ990909_12 .0218. C22 . ol . np Method AAT/NAP 

193 End 582 

6063554 Score 114 

193. .582 

. {AP000615) ESTs AU075609 (C6334 4 ) , C71850 (E04 64 ) , C98611 (E04 64 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



38265 '„ , : „.S:eq..ID 

1BJ2A . \ . . . Strand... 

249 . End 

OJ990909_12 . 0218 . C23 . ol . gs Method 
24 9 End 
none Score 
249. .360 



P J 9 9 0 90 9^.1:2 Q 2 1 8^0 23^ 
360 

GENSCAN 

360 

.86 



Seq. No. 38266 

Gene No. 78725 

Start 28 

Name OJ990909_12 . 02 18 . C24 . ol . 

Start 28 

GI none 

Exons 28.. 113 



gs 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990909_12.0218.C24 
113 

GENSCAN 

113 

.58 



Seq. No. 38267 
Gene No. 78726 
Start 48 

Name OJ990909_12 . 0218 . C25 . ol . 

Start - . 48 , - 

GI* . • ; • none 

Exons ' \ .48,". 265,' 271.. 568 



gs 



Seq. ID 

Strand 

End 

Method 

.End 

Score 



OJ990909_12 ..0218 . C25 
568 

GENSCAN 
568 

.73 ■ ' . ■ - 



-SecjV No -■-.38268 . / 

Gene - No. ;.'78727 ' ■ - - ■ - 

Start 863 

Name OJ990909_12 . 0218 . C2 6 . ol . 

Start 863 

GI LIB34 77-003-P1-K1-E9 

Exons 863. . 966 

GI Descrip. ' 24 98586/sp | Q40638 | MPOl 

S 1 PRECURSOR (ORY SI)" 

sativa] ' 



gp 



Seq.. -ID pJ9.90909__1.2'.02I8;G2 6 
7strand '\" ... 

End 966 

Method AAT/GAP 

End 966 

Score 132 



ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
'>gi_1173557 (U31771) Ory s 1 [Oryza 



Seq. No. 



38269 



Seq. ID OJ990909 12.0218.C27 



37981 




Gene No. 78728 Strand + 

Start 290 End 397 

Name OJ990909_12 . 02 18 . C27 . ol . gp Method AAT/GAP 

Start 290 End 397 

GI LIB3477-003-P1-K1-E9 Score 146 

Exons 290.. 397 

GI Descrip. • 2498586/sp | Q40638 I MP01_0RYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] ' 

Seq. No. 38269 Seq. ID OJ990909_12 . 0218 . C27 

Gene No. 78729 Strand + 

Start 555 End 610 

Name OJ990909_12 . 0218 . C27 . ol . gs Method GENSCAN 

Start 555 End 610 

GI none Score . 64 

Exons 555 . . 610 

Seq. No. 38269 Seq. ID OJ990909_12 . 02 18 . C27 

Gene No. 78730 Strand + 

Start 4657 End 7835 

Name__ ,:O.J9909g9_^12..^02^^^^ .Method, _GENSCAN ^.^ , : . . 

. Start ..... 4,637 [,^._ . „ ...End.. _3.835.. 

GI none Score .61 

Exons 4657. .4740, 5090.. 5294, 5879.. 6014, 6998.. 7055, 7148.. 7349, 
7729. .7835 

Seq. No. 38269 Seq. ID OJ990909_12 . 0218 . C27 

Gene No. 78730 Strand + 

Start 4657 End 7835 

Name OJ990909_12 . 0218 . C27 . o2 . np Method AAT/NAP 

Start 7148 End 7352 

GI 4680186 Score 240 

Exons 7148. .7352 

GI Descrip. (AF111709) unknown [Oryza sativa subsp. indica] 

•Seq. No. 38269 ■ Seq. ID OJ990909^12 . 0218 . C27 

Gene No. 78731 Strand 

Start 2041 End 4703 

Name OJ990909_12 . 02 18 . C27 . ol . np Method AAT/NAP 

Start 2041 End 4703 

GI 6742729 . . , Score 1725. 

;Exons ■ ' /■204i;*,3460> 4652:. 4703 ; ' ' --^ • ■ 

GI Descrip.' (AF121139) RIM2 protein [Oryza sativa] 

.Seq. No 38269 ... Seq.. ID " OJ990909__12 ..0218^. C27 ... 

Gene "No. 78732' ' ' ^ Strand "" - ' ' "' 

Start 6900 End 7281 

Name OJ990909_12 . 0218 . 027 . o2 . gp Method AAT/GAP 

Start 6900 End 7281 

GI uC-osflcyp033a04bl Score 639 

Exons 6900.. 7281 

GI Descrip. ' 6016845/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P07 IIEIO ' 

Seq. No. 38269 Seq. ID OJ990909_12 . 0218 . C27 

Gene No. 78733 Strand 



37982 





Start 


7728 








End 


9467 




Name 


OJ990909 12 


. 0218 


.C27 .ol 


tw 


Method 


TBLASTX: Wheat 




Start 


1572 








End 


2875 




GI 


none 








Score 


51 




Exons 


1572. .1649, 


1574 


. . 1645, 


1638. 


.1718, 1666. .1719, 1723. .1821, 






1724 . . 1840, 


1725 


. . 1841, 


1732. 


.1872, 1743. .1871, 1801, .1914, 






1851. .1910, 


1917 


. . 1961, 


1918. 


.1962, 1925.. 1981, 1927.. 1962, 






1956. .2813, 


1972 


. . 2292, 


1989. 


.2732, 2350.. 2805, 2809.. 2874, 






2813. .2875 














Seq. No. 


38269 








Seq. ID 


OJ990909_12. 0218. 027 




Gene No. 


78733 








Strand 






Start 


7728 








End 


9467 




Naine 


OJ990909 12 


. 0218 


.C27 .ol 


tc 


Method 


TBLASTX :Oress 




Start 


2139 ~ 








End 


2586 




GI 


none 








Score 


172 




Exons 


2139. .2582, 


2139 


. .2582, 


2179. 


.2586, 2341.. 2586 




Seq. No. 


38269 








Seq. ID 


OJ990909_12. 0218. 027 




Gene No. 


78733 








Strand 


— 




Start 


7728 








End 


9467 




Name 


.-„«-_0 J 9 9 09 Q 9._1 2 


^0218 


.,C,27_,jd1, 


j:m_ 


M.ethod„ 


TBLASTX: Maize 




^ Start 


'T.. 25147" " "-.r^i.. 








fEnd". . ,1 


...2.8 32 . .... .. , 




GI 


none 








Score 


122 ■ 


?s 


Exons 


2514 . . 2813, 


2545 


. . 2832 










Seq. No. 


38269 








Seq. ID 


OJ990909_12. 0218.027 




Gene No. 


78733 








Strand 






Start 


7728 








End 


9467 




Name 


OJ990909 12 


. 0218 


.027 .ol . 


ts 


Method 


TBLASTX : Soybean 




Start 


3063 ~ 








End 


3305 




GI 


none 








Score 


201 


= 


Exons 


3063. .3305 














Seq. No. 


38269 








Seq. ID 


OJ990909_12. 0218. 027* 


*'== 


Gene No. 


78733 








Strand 






Start 


7728 








End 


9467 




Name 


OJ990909 12 


. 0218 


.C27.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


3135 








End 


3458 


C3 


GI 


none 








Score 


114 




Exons 


3135. .3329, 


3339 


. . 3458 










Seq.- No, 


■ -38269- . - - ' 








"Seq.- ID' 


■ 6 J9 9 0 90 9_1 2.02 18702-7 




Gene No. 


78733 








Strand 






Start " ' 


" 7728 " ' 




■ ■ . - 




End " 


'9467-" " " r""'"' 




Name - . 


OJ990909 12 


. 0218 


..C27 .o2'. 


tw 


Method 


. TBLASTX: Wheat - ' - - 




'start 










End 


3461 




GI 


none 








Score 


85 




Exons 


3174 . . 3377, 


3214 


. . 3375, 


3378 . 


3461, 3378.. 3458 




•Seq. No. 


38269 








Seq. ID 


OJ990909_12. 0218. 027 




Gene No. 


78733 








Strand 






Start 


7728 








End 


9467. 




Name 


OJ990909 12 


.0218 


027. o3. 


np...... 


Method 


AAT/NAP 




Start 


7728 








End 


9467 




GI 


6907087 








Score 


984 




Exons 


7728. .7829, 


8371 


.9057, 


9103. 


9467 





37983 



i 



GI Descrip. (AP001129) ESTs C7277 1 (E2215 ) , AU082313 (E22 15 ) correspond to 
region of the predicted gene.; hypothetical protein [Oryza 
sativa] 



Seq. *No. 


38269 








Seq. ID 


OJ990909 12.0218 


.C27 


Gene No . 


78733 








Strand 






Start 


7728 








End. 


9467 




Name 


OJ990909 12 


. 0218 


.C27.04 




Method 


GENSCAN 




Start 


8075 








End 


9213 




GI 


none 








Score 


.8 




Exons 


8075. .8969, 


9051 


. . 9213 










Seq. No. 


38270 








Seq. ID 


OJ990909_12 .0218 


.028 


Gene No . 


78734 








Strand 


+ 




Start 


2172 








End 


2723 




Name 


OJ990909 12 


. 0218 


C28 .ol 




Method 


GENSCAN 




Start 


2172 








End 


2723 




GI ■ 


none 








Score 


.58 




Exons 


2172 . . 2723 














Seq. No. 


38270 








Seq. ID 


OJ990909 12.0218 


.028 


Gene No.^^ 


7 8,7 3 5„^: 








_Strand,_. 






Start 


_ 7-3 23 37"'"™™. 








.^EndT.. 7 1 


"^ 5056 




Name 


OJ990909 12 


!0218' 


C28.01 


, np 


Method 


AAT/NAP 




Start 


3233 








End 


5056 




GI 


- 4680179 








Score 


2553 




Exons 


3233. . 5056 














GI Descrip 


(AF111709) 


polyprotein 


[Oryza 


sativa 


subsp. indica] 




Seq. No. 


38270 








Seq. ID 


OJ990909_12.0218 


.028 


Gene No , 


78735 








Strand 






Start 


3233 








End 


5056 




Name 


OJ990909 12 


.0218 


C28.04 


. tw 


Method 


TBLASTX: Wheat 




Start 


3278 








End 


3612 




GI 


none 








Score 


40 




Exons 


3278. .3514, 


3480 


.3515, 


3480. 


.3611, 3541. .3612 




Seq. No. 


. 38270 








Seq. ID 


OJ990909_12.0218 


.028 


Gene No . 


78735 








Strand 






Start 


3233 








End 


5056 




Name 


OJ990909 12 


.0218 


028. ol 


. tm 


Method 


TBLASTX: Maize 




Start 


3473 








End 


4058 




GI; - : ' • 


none - : - • - 








'Score 


■ 58- ■ ■ " - • * 




Exons . 


3473. .3514, 


3510, 


.3899, 


.3598. 


.3687, 3736. .3900, 3897.. 4058, 




' 3 '90 4'. : 405IDV 


3906, 


".4052 ' 










Qpa. No 


38270^ 








"Seq. ID 


OJ99b9097l2 .0218 


.'C2"8 


Gene No. 


78735 








Strand 






Start 


3233 








End 


5056 




Name 


OJ990909 12 


.0218. 


C28.01 


. tw 


Method 


TBLASTX: Wheat 




Start 


3612 








End 


4233 




GI 


none 








Score 


252 




Exons 


3612. .4232, 


3654 . 


.4229, 


3733. 


.4233 






Seq. No. 


38270 








Seq. ID 


OJ990909_12.0218 


.028 


Gene No. 


78735 








Strand 






Start 


3233 








End 


5056 





37984 





Name 


OJ990909 12 . 0218 .C28 . o2 , 


, tm 


Method 


TBLASTX • Ma i ze 




Start 


4107 ~ 




End 


4398 




GI 


none 




Score 


282 




Exons 


4107 . .4397, 4111 . .4398 










Seq. No. 


38270 




Seq. ID 


OJ990909_12.0218.C2 




Gene No . - 


78735 




Strand 






Start 


3233 




End 


5056 




Name 


OJ990909 12.0218.C28.ol. 


ts 


Method 


TBLASTX ' Snvhpan 




Start 


4 197 ~ 




End 


4433 




GI 


none 




Score 


71 




Exons 


41 97.. 4394, 41 97.. 4433, 


4198 . 


. 4425 






Seq. No. 


38270 




Seq. ID 


OJ990909_12.0218.C2 




Gene No. 


78735 




Strand 






Start 


3233 




End 


5056 




Name 


OJ990909 12.0218.C28.o2. 


tw 


Method 


TBLASTX : Wheat 




Start 


4245 ~ 




End 


4781 




GI 


none 




Score 


336 




Exons 


4245. .4781, 4246. . 4779 










_-Seq,._;_Na,^ 


,..._38270____.,_,: 




_Seq.;„;J.D_, 


,0J 9 9 0 9 04^12 „._0;2 1 8_.i;2 




. Gen.e No. 


..J8.7i5.... . , ... . ; . ..7, 




.'..Strand., ,.. 






Start 


3233 




End' ' 


5056 " ^ " " 




Name 


OJ990909 12.0218.C28.o3. 


tm 


Method 


TBLASTX: Maize 


a.: 7. 


Start 


4813 ~ 




End 


5054 




GI 


none 




Score 


43 




Exons 


4813.. 48 60, 4820.. 4852, 


4855 . 


.5001, 4858. .5001, 5004. .5054 




Seq. No. 


38270 




Seq. ID 


OJ990909_12.0218.C2: 




Gene No. 


78735 




Strand 






Start 


3233 




End 


5056 




Name 


OJ990909 12 . 0218 .C28 . o3 . 


tw 


Method 


TBLASTX: Wheat 


B 

r ™ 


Start 


4813 ~ 




End 


5054 




GI 


none 




Score 


102 


~J 


Exons 


4813. .4863, 4840. .5019, 


4849. 


.5001, 5004. .5054 




Seq. No. 


38271 




' Seq. ID 


OJ990909_i2.0218.C2' 




Gene No. 


78736 




Strand 






Start 


101 




End 


626 


n 


Name 


OJ990909 12.0218.C29.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


101 ~ . . . . 




End . . 


399 




- " GI " " * ■ 


* " none 




Score 


•74 - ' - - 




Exons 


101.. 205, 129.. 197, 130. 


.213, 


205. .252, 


224. .253, 245. .262, 






" 277.. 369; '280. -.369, 2'85. 


.371, 


370'. . 3'99"-' 






Seq . - No . 


38271 ...... . ^ - - - 




"Seq. ID 


OJ990909_12;0218.C2- 




Gene No . 


78736 




Strand 






Start 


101 




End 


626 




Name 


OJ990909 12.0218.C29.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


292 • 




End 


626 




GI 


none 




Score 


92 




Exons 


292. .369, 292. .369, 371. 


.427, 


371. .427, 


402. .482, 407. .484, 






409. .486, 418. .480, 434. 


.499, 


444 . .512, 


445. .486, 472. .492, 






497. .547, 497. .538, 498. 


.590, 


498. .548, 


537. .626, 537. .626 




Seq. No. 


38272 




Seq. ID 


OJ990909__12.0218.C3: 



37985 



Gene No. 78737 Strand 

Start 93 End 131 

Name OJ990909_12 , 0218 . C31 . ol . gs Method GENSCAN 

Start . 93 End 131 

GI none Score . 5 

Exons 93.. 131 



Seq. No. 38273 Seq. ID OJ990909_12 . 0218 . C32 

Gene No. 78738 Strand + 

Start 1 End 481 

Name OJ990909_12 . 0218 . C32 . ol . np Method AAT/NAP 

Start 1 End 481 

GI 5922631 Score 184 

Exons 1..33, 186. .246, 316. .481 

GI Descrip. (AP000492) ESTs C26347 (012 14 5 ) , AU078074 (C12 14 5 ) correspond to a 
region of the predicted gene.; similar to prpol; Zea mays 
retrotransposon Cinful-1. (AF049110) [Oryza sativa] 
gi I 6016864 Idbj IBAA85207. 1 1 (AP000570) ESTs 

C26347 (C12145) ,AU078074 (C12145) correspond to a region of the 
predicted gene..; Similar to prpol; Zea mays retrotransposon 
Cinful-1. (AF049110) [Oryza sativ 



Seq. .Np.„ .3627^ . 

Gene No. ^ 78739 

Start ' 170* 

Name OJ990909_12 . 0218 . C37 . ol . gs 

Start 170 
GI none 
Exons 170. . 560 



... S.eq,.. JP. ..OJ.,99Q.9p9__^12.. 0218.X3X 



Strand 
End 

Method 

End 

Score 



+ 

560 • 
GENSCAN 
560 . 
.72 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI -Descrip. 

Seq. No. 
Gene No. 
Start . 
Name* 
Start 

GI" ' 
Exons • . 



38274 Seq. ID 

78740 Strand 
1 End 
OJ990909_12 . 0218 . C37 . ol . np Method 
1 ■ End 
5852179 Score 
1..267, 420. .598 

(AL117265) zhb0009.1 [Oryza sativa] 

38275 Seq. ID 

78741 Strand 
157 ... . End . - . 
OJ990409_09*. 0204 .C3.o'l-."gs ■ - Method " 
157 End 
none ' ' " ' ^ Score " " ' 
•157. .239, 453 . .596 " , 



OJ990909_12.0218.C37 
598 

AAT/NAP 

598 

55 



OJ990409_09.0204.C3 

596 . . 

GENSCAN ' ' 

596 

. 73 ■ . ^ • ' ■ 



Seq. No. ■ 38276 Seq. ID 

Gene No. 78742 Strand 

Start 4 95 End 

Name OJ9904 09_09 . 0204 . C4 . ol . gs Method 

Start 4 95 End 

GI none " Score 

Exons 495.. 730, 959.. 995, 997.. 1644, 1734, 



OJ990409_09.0204 .C4 

1976 
GENSCAN 
1873 
.77 
1873 



Seq. No. 
Gene No. 



38276 
78742 



Seq. ID 
Strand 



OJ990409 09. 0204. C4 



37986 




start 495 End 1976 

Name OJ990409_09 . 0204 . C4 . o2 . gp Method AAT/GAP 

Start 683 End 1976 

GI 360_16.R1084 Score 1516 

Exons 683.. 1644, 1734.. 1976 

GI Descrip. '2570513 4.0e-17 (AF022739) chlorophyll a-b binding protein 
[Oryza sativa] ' 

Seq. No. 38276 Seq. ID OJ9904 09_09 . 0204 . C4 

Gene No. 78742 Strand 

Start 495 End 1976 

Name OJ990409_09 . 0204 . 04 . ol . gp Method AAT/GAP 

Start 819 End 1029 

GI LIB3432-045-P1-K1-H11 Score 344 

Exons 819.. 1029 

GI Descrip. ' 3126853/gb | AF061577 | AF061577 2.0e-64 Oryza sativa chlorophyll 
a/b binding protein {RCABP89) mRNA, nuclear gene encoding 
chloroplast protein, complete cds * 

Seq. No. 38276 Seq. ID OJ990409_09 . 0204 . 04 

Gene No. 78742 Strand 

Start:^ ..495..... _ End .1976- 

..Name,, ...OJ3.90A09_,0.9 ..0204.. C.4..cX. tm.. _ .„,Methp.d.;:;. ,T,BLAST.'K.:.Malze 

Start 874 ' End 'l880 ' 

GI none Score 381 

Exons 874. .906, 975. .1643, 976. .1227, 1165. .1221, 1284. .1505, 

1300. .1644, 1523. .1645, 1580. .1645, 1728. .1757, 1729. .1779, 
1730. .1792, 1823. .187.6, 1825. .1875, 1827. .1880, 1839. .1877 

Seq. No. 38276 Seq. ID OJ990409_09 . 0204 . 04 

Gene No. 78742 Strand 

Start 495 End 1976 

Name OJ990409_09 . 0204 . 04 . ol . ts Method TBLASTX : Soybean 

Start 979 End 1795 

GI none .\ Score 318 

Exons 979. .1224, 981. .1643, 1287. .1505, 1303. .1644, 1438. .1644, 
1581.. 1646, 1730.. 1795, 1731.. 1778, 1732.. 1779 

Seq. No. 38276 Seq. ID OJ9904 09_09 . 0204 . 04 

Gene No. 78742 Strand - . 

Start 495 End 1976 

Name ... • . OJ990409_09 . 0204 . 04 . ol . tc Method TBLASTX ; Oress . 

"Start ■ - -'990" • ' - " End" ■ ^ ' 17 92 '. " ■ • - 

GI none 'Score 2 95. • 

Exons ' ■ 990; :i643-, • 994 . :i224,"' 1284. 'V1505,' 1306. .1644, "1730. •.17-92,' "• 

■ . 1731. .1778 _ ./ '. . ■ - 

Seq. No. 38276 • Seq. ID OJ9904 09_09 . 0204 . 04 • 

Gene No. 78742 Strand 

Start 495 End 1976 

Name OJ990409_09 . 0204 . 04 . ol . np Method AAT/NAP 

Start 996 End 1873 

GI 3126854 " Score , 1363 

Exons 996.. 1644, 1734.. 1873 

GI Descrip. (AF061577) chlorophyll a/b binding protein [Oryza sativa] 

Seq. No. 38276 Seq. ID OJ9904 09_09 . 0204 . 04 



37987 




Gene No. 


78742 


Strand 








O t. di. L. 


4 -7 J 


End 


1976 






Nsme 




Method 


TBLASTX: 










. End 


1446 








none 


Score 


318 








inn? 1 ino^ 1994 i ^n? 


..1445, 1303. .1446 






Seq. No. 


38276 


Seq. ID 


OJ990409 


_09.0204. 


C4 


Gene No. 


78742 


Strand 








O L ci 1. L, 




End 


1976 






Nsme 


n.TQQn4nQ nQ n9n4 P4 n9 i-w 


Method 


TBLASTX: 






o L,cii- L 


1 4 f^l ~ 

X rl U X 


End 


1645 






O -L 


none 


Score 


260 






I*' V n c 


14(^1 1^4"^ 14*^'=i 1(^4 4 148*^ 


. .1542, 1517. .1645 






o t; Lj^ • LN Vj • 


O O / o 


Seq. ID 


OJ990409 


OQ 0904 


4 


(tpnp No 


78742 


Strand 








Start 


495 


End 


1976 






Name 


OJ990409 09.0204.C4 .o3.gp 


Method 


AAT/GAP 








1 74 


End 


1936 








1j±DOH O ± \J~D^ irX JaZ DD 


Score 


248 






. EjKOJlS 














•'^T9(=ifi'^4 -7 Ock-in rapnf^iR77i 


chlorophyll*. a /b .binding, prptein. 




LUxyza SaLxvaj 












'^ft 977 


Seq. ID 


OJ990409 


_09.0204. 


C5 


Gene No. 


78743 


Strand 


+ 






Start 


2932 


End 


10785 






Name 


n.TQQn4nQ nQ n9n4 PR n*^ no 


Method 


AAT/NAP 






O Ldi. L 


9 Q^9 " 


End 


7732 






V3 ± 


4 DO y 4^ U J 


Score 


1392 






III A(J1 io 


9Q'^9 '^111 441^^ '=iQ4n f,C\C\l 


. .6116, 6276. .6502, 


6779. .7732 




fAF114171\ TNP9-1 1 kfa r>roi-p-in 

^ r\C XX'iX/X/ ±LNI:<1, XXJVC ^X<^L.CXii 


[Sorghum 


bicolor ] 






Q Q rr Mo 
o fer . Ln U . 


o o ^ / / 


Seq. ID 


OJ990409 


_09.0204 . 


C5 


Gene No. 


78743 


Strand 


+ 






Start 


2932 


End 


10785 






Name 


OiTQQn4nQ OQ 0904 PR o9 rrs 


Method 


GENSCAN 








4 S9 R ~ 


End 


10785 










Score 


.47 








4R9R 4R7'^ SS7S fiOOfi fil 0^ 


..6204, 6678. .7700, 


8957. .90 


»47, 




innf;i io94Q-io'^ifi ios7fi • 


10653. .107 


85 






Coo- ■ Mo 


^ft977 


Seq. ID 


OJ990409 


_09.0204. 


C5 


Geh^ "No. ■ * 


'78744 *' . " ' ' . . 


Strand 








Start . ; 


L ..... . 


. End 


' 3343 . 






Name 


■ "O J9 9b 409 0 9 . 0 204 . C 5 . o i . np ■ " 


'Method 


AAT/NAP* 








1 


End 


509 








5257269 


Score 


322 






17' TT /-\ o 


1..121, 286. .509 










\j± uescnp. 


(AP000364) hypothetical protein [Oryza 


sativa] 






Seq. No. 


38277 


Seq. ID 


OJ990409_ 


_09.0204 . 


C5 


Gene No. 


78744 


Strand 








Start 


1 


End 


3343 






Name 


OJ990409 09.0204.C5.ol.gs 


Method 


GENSCAN 






Start 


103 


End 


3343 







37988 



\j ±. 


none 


Score 


• OX 




nn <^ 

LJ A \J i I O 


103. .188, 410. .803, 1100. .1504, 2768.. 


pQ4Q 9Q71 '^Ofil 


- 




3212 3343 








O C ^ • LN ■ 


38277 


Seq. ID 


\j\j^^\j'^\jy \j J r \j ^ yj ^ 




Gene No. 


78744 


Strand 






Start 


1 


End 


3343 




Na.ine 


OJ990409 09.0204 .05. o2.np 


Method 


AAT /WAP 




O L. Ct I. L. 


587 


End 


J X J u 






5257270 


Score 


ft 1 

O X o 




Ej \J i i O 


587. .803, 1100. .1504, 3014.. 


3130 








(AP000364) hypothetical protein [Oryza 


o d L X V ct J 




O C ■ LN . 


38277 


Seq. ID 






(^pnp No 


78745 


Strand 






Start 


8495 


End 


8754 




Name 


OJ990409 09.0204.C5.ol.gp 


Method 


AAT /GAP 




Start 


8495 


End 


8754 






61605 3.R1084 


Score 


424 














ox L/COOJ L * 


* 1402920/emb|CAA66965 1 2.0e- 


20 (X98321) peroxidase [Arabidop 




thaliana,]/^ , , _ 






' 


Seq. No. 


38277 


Seq. ID 


OJ990409_09.0204^ 




Gene No . 


78746 


Strand 






Start 


9106 


End 


10937 




LM aiiic 


OJ990409 09.0204.C5.ol.ts 


Method 


TBLASTX: Soybean 




O L. d X L. 


U ^ T 


End 


5426 




O X 


none 


Score 


80 




P von <5 


5024. ,5122, 5025. .5117, 5186 


..5413, 5196. .5426 




Seq. No. 


38277 


Seq. ID 


OJ990409_09.0204 


.C5 


Gene No. 


78746 


Strand 






Start 


9106 ' 


End 


10937 




Name 


OJ9904 09_09,. 0204 . C5 . o2 . tc 


Method 


TBLASTX: Cress 




Start 




End 


5507 




\J X 


none 


Score 


262 




Ej A^JilO 


5154. .5507, 5238. .5501 








Seq. No. 


38277 


Seq. ID 


OJ990409_09.0204 


.05 


Gene No. 


78746 


Strand 






Start 


9106 , . . - . 


, End 


10937 




Name 


• OJ990409 09.0204 .C5.o2.tm - 


• Method 


TBLASTX: Maize' 




O L. d X u • 


•524 9 • 


End 


5486 ^ 




KJ X 


hone* ■ * ... . ^ - 


Sc6re 


62 - " ■ " • ^ 




p von <=; 


5249. .5470, 5276. .5461, 5280 


. .54 8 0, 5283 . .548 6 




Seq. No. 


38277 


Seq. ID 


OJ:990409_09.0204 


.05 • 


Gene No. 


78746 - 


Strand 






o u d X (_ 


9106 


End 


10937 




Name 


OJ990409 09.0204 .C5.o2.tw 


Method 


TBLASTX: Wheat 




Start 


5279 


End 


5594 




GI 


none 


Score 


320 




Exons 


5279. .5539, 5280. .5594 








Seq. No. 


38277 


Seq. ID 


OJ990409_09.0204 


.05 


Gene No. 


78746 


Strand 







37989 



start 


9106 




End 


10937 


Nams 


OJ990409 09 0204 C5 ol tm 




Method 


TBLASTX : Maize 


Start 


6362 ~ 




End 


6745 


GI 


none 




Score 


59 


Exons 


6362. .6430, 6430. .6741, 6-^ 


131. 


. 6745 




Sea No 


38277 




Seq. ID 


OJ990409_09.0204 .C5 


■^'rie' No . 


78746 




Strand 




Start 


9106 




End 


10937 


Nam© 


OJ990409 09.0204.C5.ol.tw 




Method 


TBLASTX: Wheat 


Start 


6386 




End 


7594 


GI 


none 




Score 


535 


F.xon ^ 


6386. .7141, 6631. .6915, 7120. 


.7287, 7154.. 7309, 7298.. 7402, 




7328. .7384, 7415. .7519, 7^ 


120. 


.7518, 7526.-7594 


Seq. No. 


38277 




Seq. ID 


OJ990409_09.0204 .05 


Gene No. 


78746 




Strand 




Start 


9106 




End 


10937 


Naine 


OJ990409 09.0204.C5.ol.tc 




Method 


TBLASTX :Oress 


Start 


6676 




End 


7099 


GI 


none 




Score 


319 


Exons ' 


6 6 7£,„.:6 9 1 5 ,_.66 7J^.,., X0^9^9 








Seq.. 'No. 


38277 




Seq. ID 


OJ990409_09.02'04.c'5 ' 


Gene No. 


78746 




Strand 




Start 


9106 




End 


10937 


Name 


OJ990409 09.0204 .C5.o3.tm 




Method 


TBLASTX: Maize 


Start 


6995 




End 


7290 


GI 


none 




Score 


162 


R V n n s 


6995. .7165, 7004. .7156, 7169. 


.7288, 7177. .7290 


spa No 


38277 




Seq. ID 


OJ990409_09.0204 .05 


Gene No . 


78746 




Strand 




Start 


9106 




End 


10937 


Name 


OJ990409 09.0204.C5.o4.np 




Method 


AAT/NAP 


Start 


9106 




End 


10937 


GI 


6063554 




Score 


297 


F.xnns 

1-J X 1 o 


9106. .9281, 10182. .10432, 


10550. .10937 




DpspriD 


(AP000615) ESTs AU075609 (06334 4 ) , C7 1850 (E04 64 ) , C9861 1 {E04 64 ) 




correspond to a region of 


the 


predicted gene.; hypothetical 




protein [Oryza sativa] 








Seq." No. 


38278' " ' ■ ' 




Seq. ID 


OJ990409_09*. 0204 ;C6 


Gene No: 


78747 




■Strand 




Start ' 






End" 




Name 


OJ'9904 0.9- 09. 0204 .C6.ol.np 




Method- 


A/^T/NAP../ . . 


St a r t • • 


1 " ' ' . - - ' - - 




End 


470 ■ . , 


GI 


2944417 




Score 


366 


F vnn 


1. .183, '250. .470 








GI Descrip 


(AF049881} peroxidase FLXPER4 


[Linum usitatissimum] 


Seq. No. 


38278 




Seq. ID 


OJ990409_09.0204.C6 


Gene No. 


78747 




Strand 




Start 


1 




End 


470 


Name 


OJ990409 09.0204.C6.ol.ts 




Method 


TBLASTX : Soybean 


Start 


83 




End 


448 


GI 


none 




Score 


73 



37990 



Exons 


83. .181, 


94. .183, 247. 


. 447, 


257. .448 






Seq. No. 


38278 






Seq. ID 


OJ990409_09.0204 


.C6 


Gene No. 


78747 






Strand 






Start 


1 






End 


470 




Name* 


OJ990409 


_09.0204.C6.ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


83 






End 


394 




GI 


none 






Score 


81 




Exons 


83. .235, 


94. .189, 262. 


.393, 


263. .394 






Seq. No. 


38278 






Seq. ID 


OJ990409__09.0204 


.C6 


Gene No. 


78747 






Strand 






Start 


1 






End 


470 




Name 


OJ990409 


_09.0204 .C6.ol 


. tc 


Method 


TBLASTX: Cress 




Start 


94 






End 


448 




GI 


none 






Score 


57 




Exons 


94. .210, 


95. .181, 250. 


.447, 


266. .448 






Seq. No. 


38278 






Seq. ID 


OJ990409_09.0204 


.C6 


Gene No. 


78747 






Strand 






Start 


1 






End 


470 




Jvlame „ 


OJ990409 


iL9^0204^C6^pJ„ 




M^tho,d_,. 


TBLASTX: Maize • 




"start [7, 


,ao,o 






T..Erid_'ll,.,l 


J4.a„ _ 




GI 


none 






Score 


140 




Exons 


100. . 189, 


247. .447, 248. .448 








Seq. No. 


38278 






Seq. ID 


OJ990409_09.0204 


.C6 


Gene No. 


78747 






Strand 






Start 


1 






End 


470 




Name 


OJ990409 


09.0204 .06. ol 


.gs 


Method 


GENSCAN 




Start 


250 






End 


390 




GI 


none 






Score 


.59 




Exons 


250. .390 












Seq. No. 


38279 






Seq. ID 


OJ990409_09.0204 


.C7 


Gene No. 


78748 






Strand 






Start 


1 






End 


222 




Name 


OJ990409 


_09.0204.C7.ol 


.gp 


Method 


AAT/GAP 




Start 


1 






End 


222 




GI 


none 






Score 


146 




Exons 


1..54, 194.. 222 










Seq. Noi 


38279 






Seq.' ID* 


OJ9904 09_09.0204 


:C7"' 


Gene No.- 


78749 






Strand 






Start 








End' ■ 


606 ' " " 




Name - 


OJ990409 


0-9. 0204 . C'7 .ol 


. gs 


Method 


GENSCAN - ' 




Start'' 


' 194'"\ 




End " 


606 




GI 


none 






Score 


. 92 




Exons 


194 . . 606 












Seq. No. 


38279 






Seq. ID 


OJ990409_09.0204 


.C7 


Gene No. 


78750 






Strand 






Start 


544 






End 


891 




Name 


OJ990409 


09.0204.C7.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


171 






End 


609 




GI 


none 






Score 


135 




Exons 


171. .422, 


171. .434, 343. .435, 402. .608, 


440. .604, 445.. 


509 



37991 



Seq. No. 38279 Seq. ID OJ9904 09_09 . 0204 . C7 

Gene No. 78750 Strand 

Start 544 End 891 

Name OJ990409_09 . 0204 . C7 . o2 . gp Method AAT/GAP 

Start 544 End 891 

GI LIB3434-039-P1-K1-C10 Score 137 

Exons 544.. 609, 843.. 891 

GI Descrip. M836868/gb | AAD30571 . 1 | AC007260_2 5.0e-22 (AC007260) lcl_prt_seq 
No definition line found [Arabidopsis thaliana] * 



Seq. No. 38280 

Gene No. 78751 

Start 37 

Name OJ9904 09_09 . 0204 . C8 . ol . gs 

Start 37 

GI none 
Exons 



Seq. ID OJ990409_09. 0204 .C8 
Strand 

End 2578 

Method GENSCAN 

End 2578 

Score . 63 



37. .161, 252. .307, 1448. .1593, 1752. .1774, 1792. .1930, 
2452. .2578 



Seq. No. 

„Gene„; No,.;, 
..St.axt 

Name 

Start 

GI 

Exons 



38280 
78751 

„37_ .... 



Seq. ID OJ990409_09.0204 .C8 
^ Strand 

._.End ' , 2^578 

Method TBLASTX : Mai ze 
End 1592 
Score 156 



OJ990409_09.0204 .08 .ol.tm 
38 

none 

38, .163, 39. .164, 251... 307, 252. .305, 1442 .. 1489, ' 1446 1487, 
1566. . 1592 



Seq. No. 38281 Seq. ID OJ990409_09 . 0204 . CIO 

Gene No. 78752 Strand + 

Start 1 End 2367 

Name OJ990409_09 . 0204 . CIO . ol . np Method AAT/NAP 

Start 1 End 2367 

GI 3834308 Score 191 

Exons 1..30, 660.. 1020, 2210... 2367 

GI Descrip. (AC005679) Strong similarity to f^'ycoprotein EPl gb|L16983 
Daucus carota and a member of S locus glycoprotein family 
PF 1 00954. EST gb|AA720110 comes from this gene. [Arabidopsis 
thaliana] 

Seq. No. 38281 Seq. ID OJ9904 09_09 .-0204.. CIO. . 

Gene No. '7875'2 '- * - - ' • /' Strand-' +' ' * . " ' ' " ' ' 

Start- ■ 1 ■ End " 2367 

'Name " ■ f ' ' OJ'9904 09_09 .'0'204'. CIO . p2. np' " ' 'Method' AAT/NAP ' 

Start • . - - 570 - : End ' ^ 2-367 - . " ■ ' 

GI ■ " '2864613 " ' "'. Score 535."' ' ' '*/ ' 

Exons 570.. 1435, 1584.. 2367 

GI Descrip, ■ (AL021811) - S-receptor kinase -like protein [Arabidopsis 

thaliana] gi | 4 04 9333 | emb | CAA22558 . 1 | (AL034 567) S-receptor 
kinase-like protein [Arabidopsis thaliana] 



Seq. No. 38281 Seq. ID 

Gene No. 78752 • Strand 

Start 1 End 

Name OJ990409_09 . 0204 . CIO . o2 . ts Method 

Start 656 End 



OJ990409_09. 0204 .CIO 
+ 

2367 

TBLASTX : Soybean 
1334 



37992 



GI 

Exons 

Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



none Score 208 

656. .892, 657. .902, 1104. .1232, 1281. .1334 



38281 
78752 
1 

OJ990409_09. 0204 .CIO, ol.tc 

693 

none 



Seq. ID OJ990409_09. 0204 .CIO 

Strand + 

End 2367 

Method TBLASTX : Cress 

End 2310 

Score 48 



693. .770, 804. .902, 806. .892, 1864. .1953, 1966. .2145, 
1968.. 2129, 2152. .2310, 2224.. 2310 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

„,Gene.„No^„.^.,„ 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



38281 
78752 
1 

OJ990409_09. 0204 .CIO. ol.tm 

1864 

none 



Seq. ID OJ990409_09. 0204 .CIO 

Strand + 

End 2367 

Method TBLASTX: Maize 

End 2292 

Score 104 



1864. .1974, 1966. .2148, 1968. .2135, 2170. .2292 

38281 Seq. ID OJ9904 09^09 . 0204 . CIO 

„7J7^^ . ^ .„__„Strand_, + s \ ' ' :, . ,, 

_ End ,23^61 ™ .^L,,.. 

OJ990409_09. 0204 .CIO. ol.ts Method TBLASTX : Soybean 
1864 End 2301 

none Score 105 

1864.. 1968, 1965.. 2135, 1966.. 2301, 2149.. 2301 



38281 
78752 
1 

OJ990409_09. 0204 .CIO. ol.tw 

2016 

none 

2016. .2135, 2017. .2310 

38282 
78753 . 
1182 

OJ9904 09_09.0204 .C12.ol.np 

1182 

2864613 

1182.. 1306, 1613.. -2496, 2722, 



Seq. ID OJ990409_09. 0204 .CIO 

Strand + 

End 2367 

Method TBLASTX : Wheat 

End 2310 

Score 264 



Seq. ID OJ990409_09.0204 .C12 

Strand + 

End 4091 

Method AAT/NAP 

End 4091 

Score 718 ... 



.388r, 3924 ;. 4091- 



(AL021811) S-receptor kinase -like protein [Arabidopsis 
thaliana] .gi r404 93'33 i'emb l CAA22558'. IT (AL034'56T) ' S-recef5t6r ' 
. kinase-like -protein"^ [Arabidopsis thaliana] - 



38282 
-78754 
1590 

OJ990409_09.0204.C12.o2.np 

1590 

6503190 



Seq. ID OJ990409_09.0204 .C12 

Strand - - - 

End 5218 

Method • AAT/NAP 

End 5218 

Score 49 



1590. .1625, 4205. .4354, 5191. .5218 

(AF200688) tyrosine kinase ZAKl [Dictyostelium discoideum] 



Seq. No. 



38282 



Seq. ID OJ990409 09.0204.C12 



37993 



Gene No. 78754 
Start 1590 

Name OJ9904 09_09 . 0204 . C12 . ol . tc 

Start 1726 
GI none 

Exons 1726.. 1800, 1887.. 1976, 1895, 

3187. .3303, 3343. .3579, 3344, 
3778.. 3870, 3782.. 3880 



Strand 

End 5218 

Method TBLASTX : Cress 

End 3880 

Score 110 
.1975, 3044. .3127, 3140. 
.3586, 3592. .3660, 3593. 



.3319, 
,3664, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



38282 
78754 
1590 

OJ990409_09, 

1740 

none 

1740. . 1985, 



0204 .C12.o2.ts 



2259.. 2312, 2367, 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.2420 



OJ990409_09.0204 .C12 
5218 

TBLASTX: Soybean 

2420 

194 



Seq. No. 
Gene No. 
Start 
Name 

^_Start 

.GI .. 
Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



38282 
78754 
1590 

OJ990409_09, 
.304 7___„ 

.none„ „. 

3047. .3076, 
3344. .3580, 

38282 
78754 
1590 

OJ990409_09. 

3059 

none 

3059. .3127, 



0204.C12.ol.ts 



3071.. 3121, 3128. 
3593.. 3754, 3595. 



0204.C12.o2.tm 



3128. .3322 



Seq. ID 
Strand 
End 

Method 
'End.._^^. 
.Score. 
.3322, 3229 
.3729, 3767 



OJ990409 09.0204 .C12 



5218 

TBLASTX: Soybean 

3^98 

35. „„ 

3291, 3343. .3585, 
3898 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990409_09.0204 .C12 
5218 

TBLASTX: Maize 

3322 

64 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



38282 
78754 
1590 

OJ990409_09, 

3190 

none 

3190. .3507, 



0204.C12.ol.tw 



3191. .3520, 3539. 



Seq. ID 

Strand 
End 

-Method 

End 

Score 
.3595 



OJ990409_09.0204 .C12 
5218 

TBLASTX: Wheat 

3595 

291 



Seq. No. 
Gene No. 
Start * 
Name 
Start' 
GI 

Exons 



38282 
78754 

'1590 "'^ 
OJ990409-^09, 
3382 ' " . 1 ■ 
none 

3382-; .3717, 
3775. .3867 



0204 .012.^01. tm 



Seq. ID 
Strand 

End"' " 
-Method 
. End'"". • ' 
Score 



OJ990409_09.0204.C12 

-5218 * • 

TBLASTX: Maize , . 

3931*" "" ' . : 

471 



3383.-3-751, 3387. .3806>- 3755. .3931, 3756. .3857, 



Seq. No. 38282 Seq. ID 

Gene No. 78754 Strand 

Start 1590 End 

Name OJ990409_09 . 0204 . C12 . o2 . gs Method 

Start 5023 End 

GI none Score 



OJ990409_09.0204 .C12 
5218 

GENSCAN ' 

5114 

. 99 



37994 



Exons 



5023. .5114 



Seq. No. 38283 

Gene No. 78755 

Start 565 

Name OJ9904 09_09. 0204 .C13. ol .np 

Start 430 

GI 6466937 

Exons 430.. 538, 604.. 2162 

GI Descrip. (AC011621) putative retroelement pel polyprotein [Arabidopsis 
thaliana] 



Seq. ID OJ990409_09.0204.C13 
Strand 

End 2162 

Method AAT/NAP 

End 2162 

Score 948 



Seq. No. 38283; 

Gene No. 78755 

Start 565 

Name OJ9904 09_09. 0204 . C13 . ol . gs 

Start 565 

GI none 

Exons 565.. 1236 



Seq. ID OJ990409_09.0204.C13 
Strand 

End 2162 

Method GENSCAN 

End 1236 

Score .74 



In 



Seq. No. 
Gene_ No^. 
S.tart- - 
Name 
Start 
GI 

Exons 



38283 

^787 55 _ \ „ _ : 

565 

OJ9904 09_09.0204.C13.o2.tm 

599 

none 



Seq. ID OJ990409_09.G204.C13 

. Strand_ , 

End 2i6'2,. , . . , 

Method TBLASTX : Maize 
End 1182 
Score 92 



599. .820, 601. .786, 817. .1182, 860. .1138 



Seq. No. 38283 

Gene No. 78755 

Start 565 

Name OJ990409_09 . 0204 . C13 . o3 . tw 

Start 634 

GI none 

Exons 634.. 834, 638.. 787 



Seq. ID OJ990409_09.0204.C13 
Strand 

End 2162 

Method TBLASTX : Wheat 

End 834 

Score 125 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



38283 
78755 
565 

OJ990409_09.0204 .C13.o2.tw 
988 

none . - - 



Seq. ID . OJ990409_09.0204.C13 
Strand 

End 2162 
Method TBLASTX : Wheat 
End 1375 
. Score . 57 , 



988. .1179, 989. .1057, 991. .1104, 1186. . 1374 , 1217 1375 



Seq; 'No. • " 38283' ' ' 

Gene No; 78755 ' ^ . . . ■ ■ ' ' 

Start-. ' ■ 565 ' - 

Name OJ990409_09 . 0204 . C13 . ol . tm 

Start ~ • 1225 
GI none 

Exons 1225.. 1860, 1244.. 1774 



Seq'.' ID"" OJ'990'409^'09/0204":C15 
•■..Strand - ■ ' 

.- End.-'^ .■.-"-2162 - . 

Method ' TBLASTX : Mai ze 

End ■ 1860 - ■ 

Score 293 



Seq. No. 38283 

Gene No. 78755 

Start 565 

Name OJ9904 09_09 . 0204 . C13 . o4 . tw 

Start 1376 



Seq. ID OJ990409_09.0204 .C13 
Strand 

End 2162 

Method TBLASTX : Wheat 

End 1635 



37995 



GI none 

Exons 1376.. 1510, 1381.. 1635 

Seq. No. 38283 

Gene No. 78755 

Start 565 

Name OJ9904 09_09 , 0204 . C13 . ol . ts 

Start 1453 

GI none 

Exons 1453. .1839, 1454. .1807 

Seq. No. 38283 

Gene No. 78755 

Start 565 

Name OJ9904 09_09. 0204 .C13.ol. tw 

Start 1696 

GI none 

Exons 1696.. 2124, 1697.. 1882 



Score 



57 



Seq. ID OJ990409_09.0204.C13 
Strand 

End 2162 

Method TBLASTX : Soybean 

End 1839 

Score 176 



Seq. ID OJ990409_09.0204.C13 
Strand 

End 2162 

Method TBLASTX : Wheat 

End 2124 

Score ' 91 



Seq. No. 38283 

Gene No. 78755 

Start,,_ , ......565. , . 

Name - OJ99,046.9_,D9.,. .62b4..'.C1.3 ..o3. tm. 

Start 1912 

GI none 

Exons 1912.. 2151 



Seq. ID OJ990409_09.0204.C13 
Strand 

.End 2162 „^ 

Method TOLAS TX : Ma i z e . . ... 

End 2151 
Score' 211 



Seq. No. 38284 

Gene No. 78756 

Start 1 

Name OJ9904 09_09 . 0204 . C14 . ol . np 

Start 1 

GI 6466937 

Exons 1. .2048 

GI Descrip. {AC011621) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



Seq. ID OJ990409_09.0204.C14 
Strand 

End 2048 

Method AAT/NAP 

End 2048 

Score 1226 



Seq. No. 
Gene No. 
Start 
Name 
Start 

Exons 

^Seq. .No\ 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



38284 
78756 
1 

OJ9904 09_09.0204.C14.o2. tm 

4 . . . . ■ 

none 



Seq. ID OJ990409_0.9.0204.C14 
Strand 

End 2048 
Method TBLASTX : Mai ze 
.End . 424 

Score '63 



4. .219, 5. .190, 202. .423, 203. .424 



^38284:. . . 

'78756. ■ ■ ■ - • • 

1 

OJ9904 09_09.0204.C14.o2.tw 
79 

none 

79. .216, 199. .429, 254. .421 

38284 
78756 
1 

OJ990409 09.0204.C14.ol.ts 



• Seq.-; ID ^ .OJ990409_09. 0204 .C14 . 

Strand - ' ' 

End 2048 

Method -TBLASTX: Wheat 

End 429 

Score 63 



Seq. ID OJ990409_09.0204.C14 
Strand 

End 2048 

Method TBLASTX : Soybean 



37996 



6 



O Lai L 


1 QQ 

J. TP ^ 










non 








IT von ^ 


199 . .429, 


431 . . 544 






Seq. No. 


38284 








Gene No. 


78756 










1 










\JiJ Z> Z? U '"i \J ^ 


_09.0204.C14 


.01 


. gs 


04- a 7-4- 
O L, Ct i- l_ 


din ~ 










none 








P von <5 


470 . .177 4 


, 1848. .2039 




Seq. No. 


38284 








Gene No. 


78756 








O U Cl J- L. 


1 








KT m O 


wo ;? 17 U M U 


_09.0204.C14 


.01, 




O ^ Cl J- 


473 










none 








F von Q 


47^ QR? 


476. .859, 


480, 


fi7 ' 


Seq. No. 


38284 








Gene No. • 


78756 










1 








NsiTie 


' 'OJ990409 ■ 


09.0204.C14 


.01, 


> L W 




527 










none 








von ^ 


527, .1009, 531. .905 






Seq. No. 


38284 








Gene No. 


78756 










1 








Nsnie 


OJ990409 


09.0204.C14 


.02, 


> L 0 


0 U dX L 


656 








ox 


none 








von Q 


656. .847, 


659. . 973 






Seq. No. 


' 38285 








Gene No. 


78757 








0 C dX L 


378 








N9.me 


OJ990409, 


09.0204.C15 


.01. 




0 L dX L 


378 










none 








TP \r 0 


378. .384, 


430. .734 






Qo'/^ " Klo 
0 c q . IN U . 


" 38286 








Gene No. 


- 78758' 








Start ' ' 


i ' ; 








In dlUC 


'OJ990409 


09.0204 .C16 


.01, 


,np 


0 C d-L U 


1 








oX 


2443320 








Exons 


1. .365 








GI Descrip. 


{D85597) 


polyprotein 


[Oryza 


Seq. No. 


38286 








Gene No. 


78759 








Start 


1407 








Name 


OJ990409 


09.0204 .C16 


.01. 


.gs 



End 
Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

..Strand^., 
,.End_ 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 
End 

Method 

End 

Score 



Seq. ■ "ID" 
•Strand 
End 

Method 

End 

Score 



544 
92 



OJ990409_09.0204,C14 

2048 
GENSCAN 
2039 
.83 



OJ990409_09.0204.C14 
2048 

TBLASTX:Mai2e 

952 

172 



OJ990409_09. 0204 .C14 

TBLASTX: Wheat 

1009 

183 



OJ990409_09.0204.C14 
2048 

TBLASTX : Soybean 

973 

57 



OJ990409_09.0204 .C15 
+ 

734 

GENSCAN 
734 

.51 . . 



OJ99040920 9.^0204':cl6 

365 ■" ■ ■ '' ' ■ 

AAT/NAP 

365 

393 



Seq. ID OJ990409_09.0204 .C16 
Strand 

End 3347 

Method GENSCAN 



37997 



Is J 



I b? 



£3 



b cari- 




End 


3347 






none 


Score 


.61 




Exons 




..3207, 3246. .3347 




o e q . IN o . 




Seq. ID 


OJ990409 09.0204 




Gene No. 


78760 


. Strand 


- 




Start 


871 


End 


3506 




Name 


OJ990409 09.0204.C18.ol.np 


Method 


AAT/NAP 




o uart. 


871 


End 


3506 






'6539570 


Score 


242 




Exons 


871. .901, 2088. .2199, 3087.. 


3153, 3313 


. . J DU D 




GI Descirip, 


(AP000836) hypothetical protein [Oryza 


sativa] 




Seq. No. 


38287 


Seq. ID 


OJ990409_09.0204 


.C18 


Gene No. 


78761 


Strand 






Start 


9765 


End 


9949 




Name 


OJ990409 09.0204 .C18.ol.tm 


Method 


TBLASTX: Maize 




o Laru 


9765 


End 


9949 




PT 


none 


Score 


236 




Exons 


9765.-9929, 9798. ,9935, 9803 


. .9949 






oe_c5 . , IN p.. . . 


\ 38288 , ^, 


,.. Seq.„,.ID.„. 


;p J 9,9 g 4 0 9_0 1, 0.204„ 


1 Q 




, 7.87.62 . . 


..S.trand 


-f 




Start 


1056 


End 


2986 




Name 


OJ990409 09.0204 .C19.ol.np 


Method 


AAT/NAP 




Start 


1056 


End 


2986 




GI 


6063554 


Score 


42 




Exons 


1056. .1091, 2414. .2625, 2765 


. .2986 






GI Descrip. 


(AP000615) ESTs AU075609 (C63344 ) , C7 1850 (E04 64 ) , C98611 (E04 64 ) 



correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 


38288 




Seq. ID 


OJ990409_09. 


0204 .C19 


Gene No. 


78763 




Strand 


+ 




Start 


4415 




End 


5750 




Name 


OJ990409 09.0204.C19.o2. 


gs 


Method 


GENSCAN 




Start 


4 415' 




End 


5750 




GI 


none 




Score 


.86 




Exons 


4415. .4496, 5276. .5442, 


5559 


. .5750 






Seq. No. 


38288 




Seq. ID 


OJ990409_09. 


0204. C19 


Gene No. 


78764 




■ -Strand 






Start 


2495 




,Erid 


3061 




Name 


OJ990409 09.0204.-C19.ol. 


gs ■ 


Method ■ 


GENSCAN 




Start 


^ 2f4 95" 




End 


'30*61 ' ' 




GI _ 


none • ■■ ' 




Score 


1 . . . . 




Exons 


- ■2495.V30'61 










Seq. No. 


38288 




Seq. ID ■ 


OJ990409_09. 


0204 .C19 


Gene No. 


78765 




Strand 






Start 


3560 




End. 


3866 




Name 


OJ990409 09.0204 .C19.01. 


gp 


Method 


AAT/GAP 




Start 


3560 




End 


3866 




GI 


61605 3.R1084 




Score 


397 




Exons 


3560.. 3866 










GI Descrip. 


'1402920/emb|CAA66965| 2 


.Oe- 


20 (X98321) 


peroxidase 


[Arabidopsis 




thaliana] * 











37998 



• 



Seq. No. 38288 Seq. ID OJ9904 09_09 . 0204 . C19 

Gene No. 78766 Strand 

Start 4228 End 5772 

Name OJ990409_09 . 0204 . C19 . o2 . np Method AAT/NAP 

Start 4228 End 5772 

GI 6063554 Score 166 

Exons 4228.. 4402, 5550.. 5772 

GI Descrip. (AP000615) ESTs AU075609 (C6334 4 C71850 (E04 64 ), C98611 (E04 64 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 38289 

Gene No. 78767 

Start 1169 

Name OJ9904 09_09 . 0204 . C20 . ol . gs 

Start 1169 

GI none 

Exons 1169. .1177, 1534. .1588, 2170. 

3992. .4167, 4192. .4916, 5144. 



Seq. ID OJ990409_09. 0204 .020 



Strand 
End 

Method 
End 
Score 

.2198, 2750 
.5368, 5550 



+ 

11472 
GENSCAN 
6796 
. 61 

2896, 3070. .3465, 
6239, 6372.. 6796 



m 



-.Sjecj ,_No.. 

.Gene. No : 

Start' 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No . 

Start 

Name 

Start 

GI ' _ 

Exons 



„ 3 8 2 8.9^„. _ 

7 8.7,67 _ 

1169 

OJ9904 09_09.0204.C20.ol.gp 
1949 

LIB34 33-026-P1-K1-C1 
1949. .2122 

•5852170/emb|AL117265.1|OST17804 l.Oe-44 Oryza sativa 
indica(GLA4) genomic DNA, chromosome 4, BAG clone : t 17804 ' 



; Seq , I D„ ^. 0 J 9 9 0 4 0 9^^_0^9^. 0.2pX._C2:0„- 

.Strand , .,,+^ , . . , „ 

End .11472 
Method AAT/GAP 
End 2122 
Score 302 



38289 
78767 
1169 

OJ990409_09.0204.O20.ol.np 

3245 

4680179 



Seq. ID OJ990409_09. 0204 .020 



Strand 
End 

Method 

End 

Score 



+ 

11472 
AAT/NAP 
11469 
5311 



3245. .3372, 3851. .4831, 4859. .6904, 10125. .11469 
(AF111709) polyprotein [Oryza sativa subsp. indica] 



38289 Seq. ID 

78767 . , • Strand 

1169 End 

OJ990409_09. 0204 .020. o3.gs ' Method 

10012 ■ * ' - , . .. . 

• none ■ ■ Score - 
10012. .11134,' 11237.. 11472 



OJ990409_09. 0204 .020 

+ . . 

11^^72, /• . 
GENSOAN 
11472" ■' " 

.51 ' 



Seq. No. 38289 ■ Seq. ID 

Gene No. 78768 Strand 

Start 11797 End 

Name OJ990409_09 . 0204 . O20 . o4 . gs Method 

Start 11797 End 

GI none Score 

Exons 11797. . 11860, 12266 .. 124 73, 12505.. 12622 



OJ990409_09.0204 
+ 

13065 
GENSCAN 
12622 
.62 



02 0 



Seq. No. 



38289 



Seq. ID OJ990409_09. 0204.020 



37999 



C3 



ry 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 

•GL-^.- ..^ 

. Exons . _ 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



78768 Strand + 

11797 End 13065 

OJ990409_09.0204 .C20.o2.np . Method AAT/NAP 

12170 End 13065 

5852178 Score 350 

12170. .12473, 12505. . 12609, 12973.. 13065 

(AL117265) zhbOOOS.l [Oryza sativa] 



flj Seq. No. 

Gene No. 

Start 

Name 
"J Start 
H GI ■ 

Exons 

t;' ~5 

^5 Seq. No. 
Gene No. 
Start 
Name 
Start 

Exons 

Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 
Seq. No. 



38289 
78769 
7068 

OJ990409_09.0204 .C20.o2.gs 

7068 

none 



Seq. ID OJ990409_09.0204 .C20 
Strand 

End 8363 

Method GENSCAN 

End 8363 

Score .59 



7068. .7114, 7774. .7908, 8010. .8239, 8266. .8363 



38289 
78770 
9863 

OJ9904 09_09.0204 .C20.o9.tw 
3982 

none - . / . . „ . 



Seq. ID OJ990409_09. 0204 .C20 
Strand 

End 11476 

Method TBLASTX : Wheat 

End 4180 

; Score . 1.92 .. , ,„ ■ _ ^ 



..,3982 4,179.,,.. 3.983 . . 4.180 4 00.7.. - 4 180 , 



38289 
78770 
9863 

OJ990409_09.0204 .C20.o6.tm 

4232 

none 

4232. .4537 

38289 
78770 
9863 

OJ9904 09_09.0204 .C20.o7.tw 

4232 

none 

4232. .4582, 4322. .4426 
38289 

78770- . . 

9863 ' • • - " - 

OJ9904 09_09.d204 .C20.o8.tw 

4 864 ' ' 

none , ^ 



Seq. ID OJ990409_09.0204.C20 
Strand 

End 11476 

Method TBLASTX: Maize 

End 4537 

Score 240 



Seq. ID OJ990409_09.0204.C20 
Strand 

End 11476 

Method TBLASTX : Wheat 

End 4582 

Score 288 



Seq. ID OJ990409_09. 0204 .C20 
Strand 

End . ■ 114 76 - ■ " ■' 

Method TBLASTX: Wheat 

End" ' "5238 * ■ • ' - ' - ^"^ 

• Score ■ 127 ' ' 



4864. .5031, -4865. .5032, 5050. .5238, 5124..5237 



■38289 
78770 
9863 

OJ9904 09_09.0204 .C20.O3. tw 

5401 

none 



Seq. ID OJ990409_09. 0-204 .G20 
Strand 

End 11476 

Method TBLASTX : Wheat 

End 5887 

Score 64 



5401. .5472, 5470. .5802, 5477. .5887, 5485. .5844, 5516. .5884 
38289 Seq. ID OJ990409_09 . 0204 . C20 

r 

38000 



This Page is inserted by IFW Indexing and Scanning 
Operations and is not part of the Official Record 



BEST AVAILABLE IMAGES 

Defective images within this document are accurate representations of the 
original documents submitted by the applicant. 

Defects in the images include but are not limited to the items checked: 

□ BLACK BORDERS 

□ IMAGE CUT OFF AT TOP, BOTTOM OR SIDES 

□ FADED TEXT OR DRAWING 

□ BLURED OR ILLEGIBLE TEXT OR DRAWING 

□ SKEWED/SLANTED IMAGES 

□ COLORED OR BLACK AND WHITE PHOTOGRAPHS 

□ GRAY SCALE DOCUMENTS 

(/^INES OR MARKS ON ORIGINAL DOCUMENT 

^ REPERENCE(S) OR EXHIBIT(S) SUBMITTED ARE POOR QUALITY 

□ OTHER: 



IMAGES ARE BEST AVAILABLE COPY. 
As rescanning documents will not correct images 
problems checked, please do not report the 
problems to the IFW Image Problem Mailbox 



j 



